Supplementary information


Supplementary Table 1: List of putative RNA-binding proteins in the human genome.

Supplementary Table 2: Pfam domain architectures of the putative RNA-binding proteins in the human genome.
Supplementary Table 3: Benchmarking results for our study using Pfam HMMs. The RNA-binding domains (RBDs) are represented in blue font.
Supplementary Table 4: UniProt annotations for the putative RNA-binding proteins in the human genome.

Supplementary Table 5: EC numbers of the putative RNA-binding proteins in the human genome.
Supplementary Table 6: List of putative RNA-binding proteins in the human genome that are implicated in disease.
Supplementary Table 7: List of genes that are common to our study, the census of human RNA-binding proteins and the unexplored human RBP atlas as well as unique to each study.
Supplementary Table 8: Classification of the 1097 putative novel RNA-binding proteins in the human genome that were identified in our study.


Supplementary Fig. 1: Electrostatic potential on the solvent accessible surface of two proteins which do not have any RNA-binding annotation as of yet. A. Cyclin-dependent kinase 2 and B. Coagulation factor X.

Supplementary Fig. 2: Electrostatic potential on the solvent accessible surface of putative serine protease 29 protein in complex with 25mer RNA. This RNA is found to bind to a homologous protein, as observed in Protein Data Bank (PDB code: PDB 3DD2).


Supplementary Movie 1: 10ns molecular dynamics simulation of PTBP1-5ꞌ-CUCUCU-3ꞌ RNA complex in the CHARM27 force field.

Supplementary Movie 2: 10ns molecular dynamics simulation of PTBP3-5ꞌ-CUCUCU-3ꞌ RNA complex in the CHARM27 force field.
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