Supplementary Table 4: UniProt annotations for the putative RNA-binding proteins in the
human genome.

Entry

Gene ontology (molecular function)

Q13131

[acetyl-CoA carboxylase] kinase activity [GO:0050405]; [hydroxymethylglutaryl-CoA reductase
(NADPH)] kinase activity [GO:0047322]; AMP-activated protein kinase activity [GO:0004679]; ATP
binding [GO:0005524]; cAMP-dependent protein kinase activity [GO:0004691]; chromatin binding
[G0O:0003682]; histone serine kinase activity [GO:0035174]; metal ion binding [GO:0046872]; protein
kinase activity [GO:0004672]; tau-protein Kinase activity [GO:0050321]

P54646

[acetyl-CoA carboxylase] kinase activity [GO:0050405]; [hydroxymethylglutaryl-CoA reductase
(NADPH)] kinase activity [GO:0047322]; AMP-activated protein kinase activity [GO:0004679]; ATP
binding [G0O:0005524]; chromatin binding [GO:0003682]; histone serine kinase activity [GO:0035174];
metal ion binding [GO:0046872]; protein kinase activity [GO:0004672]; protein serine/threonine/tyrosine
kinase activity [GO:0004712]; protein serine/threonine kinase activity [GO:0004674]

Q81ZQ1

1-phosphatidylinositol binding [GO:0005545]; beta-N-acetylglucosaminylglycopeptide beta-1,4-
galactosyltransferase activity [GO:0003831]; metal ion binding [GO:0046872]

Q8IWB7

1-phosphatidylinositol binding [GO:0005545]; zinc ion binding [GO:0008270]

P57059

14-3-3 protein binding [GO:0071889]; ATP binding [G0O:0005524]; cAMP response element binding
protein binding [GO:0008140]; magnesium ion binding [GO:0000287]; protein kinase binding
[GO:0019901]; protein serine/threonine kinase activity [GO:0004674]

P31749

14-3-3 protein binding [GO:0071889]; ATP binding [G0O:0005524]; enzyme binding [G0:0019899];
identical protein binding [GO:0042802]; kinase activity [GO:0016301]; nitric-oxide synthase regulator
activity [G0O:0030235]; phosphatidylinositol-3,4,5-trisphosphate binding [GO:0005547];
phosphatidylinositol-3,4-bisphosphate binding [GO:0043325]; protein kinase activity [GO:0004672];
protein serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine kinase activity
[GO:0004674]

P26651

14-3-3 protein binding [GO:0071889]; AU-rich element binding [GO:0017091]; C-C chemokine binding
[G0:0019957]; DNA binding [GO:0003677]; enzyme binding [GO:0019899]; metal ion binding
[GO:0046872]; mRNA 3'-UTR AU-rich region binding [GO:0035925]; mRNA binding [GO:0003729];
poly(A) RNA binding [GO:0044822]; protein kinase binding [GO:0019901]; single-stranded RNA
binding [GO:0003727]

014974

14-3-3 protein binding [GO:0071889]; enzyme inhibitor activity [GO:0004857]; phosphatase regulator
activity [G0O:0019208]; protein kinase binding [GO:0019901]; signal transducer activity [GO:0004871]

015439

15-hydroxyprostaglandin dehydrogenase (NAD+) activity [GO:0016404]; ATPase activity, coupled to
transmembrane movement of substances [G0:0042626]; ATP binding [GO:0005524]

Q9UNQ2

18S rRNA (adenine(1779)-N(6)/adenine(1780)-N(6))-dimethyltransferase activity [GO:0052909];
poly(A) RNA binding [GO:0044822]; rRNA (adenine-N6,N6-)-dimethyltransferase activity
[GO:0000179]

QIY6K5

2'-5'-oligoadenylate synthetase activity [GO:0001730]; ATP binding [GO:0005524]; double-stranded
RNA binding [G0O:0003725]; metal ion binding [GO:0046872]

P00973

2'-5'-oligoadenylate synthetase activity [GO:0001730]; ATP binding [GO:0005524]; double-stranded
RNA binding [G0O:0003725]; metal ion binding [GO:0046872]; zinc ion binding [G0:0008270]

P29728

2'-5'-oligoadenylate synthetase activity [GO:0001730]; ATP binding [GO:0005524]; double-stranded
RNA binding [GO:0003725]; metal ion binding [GO:0046872]; zinc ion binding [GO:0008270]

P09543

2',3'-cyclic-nucleotide 3'-phosphodiesterase activity [GO:0004113]; cyclic nucleotide binding
[GO:0030551]; RNA binding [GO:0003723]

Q99798

3 iron, 4 sulfur cluster binding [GO:0051538]; 4 iron, 4 sulfur cluster binding [GO:0051539]; aconitate
hydratase activity [GO:0003994]; iron ion binding [GO:0005506]

015530

3-phosphoinositide-dependent protein kinase activity [GO:0004676]; ATP binding [GO:0005524];
phospholipase activator activity [G0O:0016004]; phospholipase binding [GO:0043274]; protein
serine/threonine kinase activity [GO:0004674]

Q14191

3'-5' DNA helicase activity [G0O:0043138]; 3'-5' exonuclease activity [GO:0008408]; ATPase activity
[GO:0016887]; ATP binding [GO:0005524]; ATP-dependent 3'-5' DNA helicase activity [GO:0043140];
ATP-dependent DNA helicase activity [GO:0004003]; bubble DNA binding [GO:0000405]; DNA
binding [GO:0003677]; DNA helicase activity [GO:0003678]; exonuclease activity [GO:0004527]; four-
way junction helicase activity [GO:0009378]; G-quadruplex DNA binding [GO:0051880]; helicase
activity [GO:0004386]; magnesium ion binding [GO:0000287]; manganese ion binding [GO:0030145];
protein complex binding [GO:0032403]; protein homodimerization activity [GO:0042803]; Y-form DNA




binding [GO:0000403]

3'-5' exonuclease activity [GO:0008408]; 3'-5'-exoribonuclease activity [GO:0000175]; histone pre-

Q8lv4s mRNA stem-loop binding [GO:0071207]; metal ion binding [GO:0046872]; ribosome binding
[GO:0043022]; rRNA binding [GO:0019843]

Q9Y3BS8 3'-5' exonuclease activity [G0:0008408]; 3'-5'-exoribonuclease activity [GO:0000175]; nucleic acid
binding [GO:0003676]

Q01780 3'-5' exonuclease activity [GO:0008408]; exoribonuclease activity [GO:0004532]; nucleotide binding
[GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8NIHS 3'-5' exonuclease activity [GO:0008408]; metal ion binding [GO:0046872]; nucleic acid binding
[GO:0003676]

QINVHO | 3'-5'exonuclease activity [GO:0008408]; nucleic acid binding [GO:0003676]
3'-5' RNA helicase activity [GO:0034458]; ATP binding [GO:0005524]; ATP-dependent RNA helicase

Q8IYBS activity [GO:0004004]; DNA binding [GO:0003677]; DNA helicase activity [GO:0003678]; double-
stranded RNA binding [GO:0003725]; helicase activity [GO:0004386]; poly(A) RNA binding
[GO:0044822]; protein homodimerization activity [GO:0042803]; RNA binding [GO:0003723]

Q13868 3'-5'-exoribonuclease activity [GO:0000175]; 7S RNA hinding [GO:0008312]

Q9NPD3 3'-5'-exoribonuclease activity [GO:0000175]; AU-rich element binding [GO:0017091]

Q06265 3'-5"-exoribonuclease activity [GO:0000175]; AU-rich element binding [GO:0017091]; poly(A) RNA
binding [G0O:0044822]; RNA binding [GO:0003723]

QoY2L1 3'-5'-exoribonuclease activity [GO:0000175]; endonuclease activity [GO:0004519]; guanyl-nucleotide
exchange factor activity [GO:0005085]; RNA binding [GO:0003723]

Q8TF46 3'-5"-exoribonuclease activity [GO:0000175]; enzyme binding [GO:0019899]; RNA binding
[GO:0003723]
3'-5'-exoribonuclease activity [GO:0000175]; exonuclease activity [GO:0004527]; exoribonuclease 11

Q96AZ6 activity [GO:0008859]; metal ion binding [GO:0046872]; single-stranded DNA 3'-5'
exodeoxyribonuclease activity [GO:0008310]; U1 snRNA binding [GO:0030619]; U2 snRNA binding
[G0:0030620]; U3 snoRNA binding [GO:0034511]
3'-5"-exoribonuclease activity [GO:0000175]; exoribonuclease activity [GO:0004532]; metal ion binding

QoUIV1 [GO:0046872]; poly(A)-specific ribonuclease activity [G0:0004535]; RNA binding [GO:0003723];
signal transducer activity [GO:0004871]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]

Q8IYB7 3'-5"-exoribonuclease activity [GO:0000175]; magnesium ion binding [GO:0000287]; poly(U) RNA
binding [GO:0008266]; ribonuclease activity [GO:0004540]

Q96GMS 3'-5"-exoribonuclease activity [GO:0000175]; metal ion binding [GO:0046872]; nucleic acid binding
[GO:0003676]; poly(A)-specific ribonuclease activity [GO:0004535]

043414 3'-5"-exoribonuclease activity [GO:0000175]; metal ion binding [GO:0046872]; poly(A) RNA binding
[GO:0044822]
3'-5"-exoribonuclease activity [GO:0000175]; metal ion binding [GO:0046872]; poly(A)-specific

Q9UFF9 ribonuclease activity [GO:0004535]; RNA binding [GO:0003723]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
3'-5"-exoribonuclease activity [GO:0000175]; miRNA binding [GO:0035198]; poly(A) RNA binding

Q8TCS8 [G0:0044822]; poly(G) binding [GO:0034046]; poly(U) RNA binding [GO:0008266]; polyribonucleotide
nucleotidyltransferase activity [GO:0004654]

050403 3'-5"-exoribonuclease activity [GO:0000175]; nucleic acid binding [GO:0003676]; poly(A)-specific
ribonuclease activity [G0O:0004535]

ABK979 3'-5"-exoribonuclease activity [GO:0000175]; nucleic acid binding [GO:0003676]; zinc ion binding
[G0:0008270]

Q15024 3'-5"-exoribonuclease activity [GO:0000175]; RNA binding [GO:0003723]

Q9NQT4 3'-5"-exoribonuclease activity [GO:0000175]; RNA binding [GO:0003723]

Q9H777 3'-tRNA processing endoribonuclease activity [GO:0042781]; metal ion binding [GO:0046872]

Q9BQ52 3'-tRNA processing endoribonuclease activity [GO:0042781]; metal ion binding [GO:0046872]; poly(A)
RNA binding [GO:0044822]
4 iron, 4 sulfur cluster binding [GO:0051539]; aconitate hydratase activity [GO:0003994]; iron-

P21399 responsive element binding [GO:0030350]; metal ion binding [GO:0046872]; RNA binding
[GO:0003723]

P49643 4 iron, 4 sulfur cluster binding [GO:0051539]; DNA binding [GO:0003677]; DNA primase activity

[GO:0003896]; metal ion binding [G0O:0046872]




Q9H790

4 iron, 4 sulfur cluster binding [GO:0051539]; DNA binding [GO:0003677]; metal ion binding
[GO:0046872]; protein homodimerization activity [GO:0042803]; single-stranded DNA 3'-5'
exodeoxyribonuclease activity [GO:0008310]; single-stranded DNA 5'-3' exodeoxyribonuclease activity
[GO:0045145]

Q6NUMS6

4 iron, 4 sulfur cluster binding [GO:0051539]; FMN binding [GO:0010181]; iron ion binding
[GO:0005506]; lyase activity [GO:0016829]; oxidoreductase activity [GO:0016491]

QINVE6

4 iron, 4 sulfur cluster binding [GO:0051539]; FMN binding [GO:0010181]; iron ion binding
[GO:0005506]; lyase activity [GO:0016829]; oxidoreductase activity [GO:0016491]

P48200

4 iron, 4 sulfur cluster binding [GO:0051539]; iron-responsive element binding [GO:0030350]; metal ion
binding [G0O:0046872]; RNA binding [GO:0003723]; translation repressor activity [GO:0030371]

Q9HOD6

5'-3" exonuclease activity [GO:0008409]; 5'-3' exoribonuclease activity [GO:0004534]; nuclease activity
[GO:0004518]; poly(A) RNA binding [GO:0044822]; transcription termination site sequence-specific
DNA binding [GO:0001147]; zinc ion binding [GO:0008270]

Q8IZH2

5'-3" exonuclease activity [GO:0008409]; DNA binding [GO:0003677]; poly(A) RNA binding
[G0:0044822]

QIUKF6

5'-3" exonuclease activity [GO:0008409]; endoribonuclease activity [GO:0004521]; metal ion binding
[G0:0046872]; RNA binding [GO:0003723]

077932

5'-3" exonuclease activity [GO:0008409]; magnesium ion binding [GO:0000287]; mRNA binding
[G0:0003729]; nucleotide binding [GO:0000166]; RNA pyrophosphohydrolase activity [GO:0034353]

075417

5'-deoxyribose-5-phosphate lyase activity [GO:0051575]; ATP binding [GO:0005524]; chromatin binding
[GO:0003682]; damaged DNA binding [GO:0003684]; DNA-directed DNA polymerase activity
[G0:0003887]; single-stranded DNA-dependent ATPase activity [GO:0043142]

095551

5'-tyrosyl-DNA phosphodiesterase activity [GO:0070260]; magnesium ion binding [GO:0000287];
manganese ion binding [GO:0030145]; nuclease activity [GO:0004518]; single-stranded DNA binding
[GO:0003697]; transcription corepressor activity [GO:0003714]; tyrosyl-RNA phosphodiesterase activity
[GO:0036317]

P46777

5S rRNA binding [GO:0008097]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
structural constituent of ribosome [GO:0003735]

P61011

7S RNA binding [G0O:0008312]; drug binding [GO:0008144]; endoplasmic reticulum signal peptide
binding [G0O:0030942]; GDP binding [GO:0019003]; GTPase activity [GO:0003924]; GTP binding
[GO:0005525]; poly(A) RNA binding [GO:0044822]; ribonucleoprotein complex binding [GO:0043021]

P37108

7S RNA binding [G0O:0008312]; endoplasmic reticulum signal peptide binding [GO:0030942]; poly(A)
RNA binding [G0:0044822]; RNA binding [GO:0003723]

QIUHBY

7S RNA binding [G0O:0008312]; endoplasmic reticulum signal peptide binding [GO:0030942]; poly(A)
RNA binding [G0:0044822]; signal recognition particle binding [GO:0005047]; signal sequence binding
[GO:0005048]

P09132

7S RNA binding [G0:0008312]; poly(A) RNA binding [GO:0044822]

076094

7S RNA binding [GO:0008312]; poly(A) RNA binding [GO:0044822]; signal recognition particle
binding [GO:0005047]

P49458

7S RNA binding [G0O:0008312]; RNA binding [GO:0003723]; signal recognition particle binding
[GO:0005047]

QINR30

7SK snRNA binding [GO:0097322]; ATP binding [GO:0005524]; ATP-dependent RNA helicase activity
[GO:0004004]; double-stranded RNA binding [GO:0003725]; poly(A) RNA binding [G0:0044822];
rRNA binding [GO:0019843]; snoRNA binding [G0O:0030515]

Q00535

acetylcholine receptor activator activity [GO:0030549]; ATP binding [GO:0005524]; cyclin-dependent
protein serine/threonine kinase activity [GO:0004693]; ErbB-2 class receptor binding [GO:0005176];
ErbB-3 class receptor binding [GO:0043125]; kinase activity [GO:0016301]; protein kinase activity
[GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; tau-protein kinase activity
[GO:0050321]

Q09472

acetyltransferase activity [GO:0016407]; activating transcription factor binding [GO:0033613]; androgen
receptor binding [GO:0050681]; antigen binding [GO:0003823]; beta-catenin binding [GO:0008013];
chromatin binding [GO:0003682]; chromatin DNA binding [GO:0031490]; core promoter binding
[GO:0001047]; damaged DNA binding [GO:0003684]; DNA binding [GO:0003677]; histone
acetyltransferase activity [GO:0004402]; lysine N-acetyltransferase activity, acting on acetyl phosphate as
donor [GO:0004468]; nuclear hormone receptor binding [GO:0035257]; pre-mRNA intronic binding
[GO:0097157]; protein C-terminus binding [GO:0008022]; RNA polymerase Il activating transcription
factor binding [G0:0001102]; RNA polymerase Il core promoter proximal region sequence-specific DNA
binding [GO:0000978]; RNA polymerase Il core promoter sequence-specific DNA binding
[GO:0000979]; transcriptional activator activity, RNA polymerase Il transcription regulatory region




sequence-specific binding [GO:0001228]; transcription coactivator activity [GO:0003713]; transcription
factor binding [GO:0008134]; transferase activity, transferring acyl groups [GO:0016746]; zinc ion
binding [GO:0008270]

Q92793

acetyltransferase activity [GO:0016407]; chromatin binding [GO:0003682]; core promoter proximal
region sequence-specific DNA binding [GO:0000987]; damaged DNA binding [GO:0003684]; histone
acetyltransferase activity [G0O:0004402]; MRF binding [GO:0043426]; p53 binding [GO:0002039]; RNA
polymerase 1l activating transcription factor binding [GO:0001102]; RNA polymerase 1l regulatory
region sequence-specific DNA binding [GO:0000977]; RNA polymerase Il transcription coactivator
activity [GO:0001105]; RNA polymerase I transcription factor binding [GO:0001085]; signal transducer
activity [GO:0004871]; transcriptional activator activity, RNA polymerase Il transcription regulatory
region sequence-specific binding [G0O:0001228]; transcriptional repressor activity, RNA polymerase |1
core promoter proximal region sequence-specific binding [GO:0001078]; transcriptional repressor
activity, RNA polymerase Il transcription factor binding [GO:0001191]; transcription coactivator activity
[GO:0003713]; transcription factor activity, sequence-specific DNA binding [GO:0003700]; transcription
factor binding [GO:0008134]; zinc ion binding [GO:0008270]

Q9H7Z6

acetyltransferase activity [GO:0016407]; histone acetyltransferase activity [GO:0004402]; metal ion
binding [GO:0046872]; methylated histone binding [GO:0035064]; transcription factor binding
[GO:0008134]

P57737

actin binding [GO:0003779]

Q9UQ03

actin binding [GO:0003779]; actin filament binding [GO:0051015]

P31146

actin binding [GO:0003779]; actin filament binding [GO:0051015]; actin monomer binding
[GO:0003785]; cytoskeletal protein binding [GO:0008092]; myosin heavy chain binding [GO:0032036];
phosphatidylinositol 3-kinase binding [GO:0043548]; poly(A) RNA binding [GO:0044822]; protein C-
terminus binding [GO:0008022]; protein homodimerization activity [GO:0042803]

Q969V6

actin binding [GO:0003779]; actin monomer binding [GO:0003785]; leucine zipper domain binding
[GO:0043522]; RNA polymerase Il transcription coactivator activity [GO:0001105]; transcription
coactivator activity [GO:0003713]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]; transcription regulatory region sequence-specific DNA binding [GO:0000976]

Q5S007

actin binding [GO:0003779]; ATP binding [GO:0005524]; clathrin binding [GO:0030276]; glycoprotein
binding [GO:0001948]; GTPase activator activity [GO:0005096]; GTPase activity [GO:0003924]; GTP
binding [GO:0005525]; GTP-dependent protein kinase activity [GO:0034211]; identical protein binding
[GO:0042802]; ion channel binding [GO:0044325]; kinase activity [GO:0016301]; MAP kinase kinase
activity [GO:0004708]; peroxidase inhibitor activity [GO:0036479]; protein homodimerization activity
[GO:0042803]; protein kinase A binding [G0O:0051018]; protein kinase activity [GO:0004672]; protein
serine/threonine kinase activity [GO:0004674]; Rho GTPase binding [GO:0017048]; SNARE binding
[GO:0000149]; syntaxin-1 binding [GO:0017075]; tubulin binding [G0:0015631]

Q6QEF8

actin filament binding [GO:0051015]

Q92828

actin filament binding [GO:0051015]

Q9ULVA4

actin filament binding [G0O:0051015]

QIBR76

actin filament binding [GO:0051015]; Arp2/3 complex binding [GO:0071933]; identical protein binding
[G0O:0042802]

QIY6X6

actin filament binding [GO:0051015]; ATP binding [GO:0005524]; motor activity [GO:0003774]

B1AKS53

actin filament binding [G0O:0051015]; SH3 domain binding [GO:0017124]

Q02156

actin monomer binding [GO:0003785]; ATP binding [GO:0005524]; calcium-independent protein kinase
C activity [GO:0004699]; enzyme activator activity [GO:0008047]; enzyme binding [GO:0019899];
ethanol binding [GO:0035276]; metal ion binding [GO:0046872]; protein kinase C activity
[GO:0004697]; protein serine/threonine kinase activity [GO:0004674]; receptor activator activity
[G0:0030546]; signal transducer activity [GO:0004871]

Q8NEV4

actin-dependent ATPase activity [GO:0030898]; ADP binding [GO:0043531]; ATP binding
[GO:0005524]; calmodulin binding [GO:0005516]; microfilament motor activity [GO:0000146]; plus-end
directed microfilament motor activity [GO:0060002]; protein kinase activity [GO:0004672]; protein
serine/threonine kinase activity [GO:0004674]

Q04206

actinin binding [G0:0042805]; activating transcription factor binding [G0O:0033613]; chromatin binding
[GO:0003682]; chromatin DNA binding [GO:0031490]; DNA binding [GO:0003677]; histone
deacetylase binding [GO:0042826]; identical protein binding [GO:0042802]; NF-kappaB binding
[GO:0051059]; phosphate ion binding [GO:0042301]; protein heterodimerization activity [GO:0046982];
protein homodimerization activity [G0O:0042803]; protein kinase binding [G0:0019901]; protein N-




terminus binding [GO:0047485]; repressing transcription factor binding [GO:0070491]; RNA polymerase
11 core promoter proximal region sequence-specific DNA binding [GO:0000978]; RNA polymerase Il
distal enhancer sequence-specific DNA binding [GO:0000980]; RNA polymerase Il regulatory region
sequence-specific DNA binding [GO:0000977]; transcriptional activator activity, RNA polymerase 11
core promoter proximal region sequence-specific binding [GO:0001077]; transcriptional activator
activity, RNA polymerase Il distal enhancer sequence-specific binding [GO:0001205]; transcriptional
repressor activity, RNA polymerase Il core promoter proximal region sequence-specific binding
[GO:0001078]; transcription factor activity, RNA polymerase 11 distal enhancer sequence-specific
binding [GO:0003705]; transcription factor activity, sequence-specific DNA binding [GO:0003700];
transcription factor binding [GO:0008134]; transcription regulatory region DNA binding [GO:0044212];
ubiquitin protein ligase binding [GO:0031625]

P19838

actinin binding [G0:0042805]; chromatin binding [GO:0003682]; double-stranded DNA binding
[GO:0003690]; identical protein binding [GO:0042802]; protein heterodimerization activity
[GO:0046982]; regulatory region DNA binding [GO:0000975]; RNA polymerase Il distal enhancer
sequence-specific DNA binding [GO:0000980]; RNA polymerase Il regulatory region sequence-specific
DNA binding [GO:0000977]; transcriptional activator activity, RNA polymerase 1l distal enhancer
sequence-specific binding [GO:0001205]; transcriptional repressor activity, RNA polymerase Il
transcription regulatory region sequence-specific binding [GO:0001227]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]; transcription factor binding [GO:0008134]; transcription
regulatory region DNA binding [GO:0044212]; transcription regulatory region sequence-specific DNA
binding [GO:0000976]

QIHAZ2

activating transcription factor binding [GO:0033613]; metal ion binding [GO:0046872]; sequence-
specific DNA binding [G0O:0043565]; transcription coactivator activity [GO:0003713]

P36896

activin receptor activity, type |1 [GO:0016361]; ATP binding [G0:0005524]; inhibin binding
[GO:0034711]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity [GO:0004674];
receptor signaling protein serine/threonine kinase activity [GO:0004702]; SMAD binding [GO:0046332];
transmembrane receptor protein serine/threonine kinase activity [GO:0004675]; ubiquitin protein ligase
binding [GO:0031625]

P78563

adenosine deaminase activity [GO:0004000]; double-stranded RNA adenosine deaminase activity
[GO:0003726]; double-stranded RNA binding [GO:0003725]; metal ion binding [GO:0046872]; mRNA
binding [G0O:0003729]; poly(A) RNA hinding [G0:0044822]; RNA binding [GO:0003723]

QINS39

adenosine deaminase activity [GO:0004000]; double-stranded RNA binding [GO:0003725]; metal ion
binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; single-stranded RNA binding
[GO:0003727]

Q8NCV1

adenosine deaminase activity [GO:0004000]; RNA binding [GO:0003723]

Q96M93

adenosine deaminase activity [GO:0004000]; RNA binding [GO:0003723]

P54819

adenylate kinase activity [G0:0004017]; ATP binding [G0O:0005524]

P27144

adenylate kinase activity [G0:0004017]; ATP binding [G0O:0005524]; GTP binding [GO:0005525];
nucleoside diphosphate kinase activity [GO:0004550]; nucleoside triphosphate adenylate kinase activity
[GO:0046899]

014727

ADP binding [GO:0043531]; ATP binding [GO:0005524]; cysteine-type endopeptidase activator activity
involved in apoptotic process [GO:0008656]; nucleotide binding [GO:0000166]

075460

ADP binding [GO:0043531]; ATP binding [GO:0005524]; endoribonuclease activity [GO:0004521];
enzyme binding [G0O:0019899]; Hsp70 protein binding [GO:0030544]; Hsp90 protein binding
[GO:0051879]; identical protein binding [GO:0042802]; magnesium ion binding [GO:0000287]; protein
homodimerization activity [GO:0042803]; protein serine/threonine kinase activity [GO:0004674]

Q8NI60

ADP binding [GO:0043531]; ATP binding [GO:0005524]; kinase activity [GO:0016301]

Q03518

ADP binding [GO:0043531]; ATPase activity, coupled to transmembrane movement of substances
[GO:0042626]; ATP binding [GO:0005524]; MHC class Ib protein binding [GO:0023029]; peptide
antigen binding [GO:0042605]; peptide transporter activity [GO:0015197]; peptide-transporting ATPase
activity [G0O:0015440]; protein homodimerization activity [G0:0042803]; TAP1 binding [GO:0046978];
TAP2 hinding [GO:0046979]

P49588

alanine-tRNA ligase activity [GO:0004813]; aminoacyl-tRNA editing activity [GO:0002161]; ATP
binding [GO:0005524]; tRNA binding [GO:0000049]; zinc ion binding [GO:0008270]

Q5JTZ9

alanine-tRNA ligase activity [GO:0004813]; ATP binding [GO:0005524]; tRNA binding [GO:0000049];
zinc ion binding [G0:0008270]

075891

aldehyde dehydrogenase (NAD) activity [GO:0004029]; catalytic activity [GO:0003824];
formyltetrahydrofolate dehydrogenase activity [GO:0016155]; hydroxymethyl-, formyl- and related




transferase activity [GO:0016742]; methyltransferase activity [GO:0008168]

aldehyde dehydrogenase (NAD) activity [GO:0004029]; formyltetrahydrofolate dehydrogenase activity

Q3SY69 [GO:0016155]; hydroxymethyl-, formyl- and related transferase activity [GO:0016742];
methyltransferase activity [GO:0008168]
alpha-2A adrenergic receptor binding [G0O:0031694]; ATP binding [GO:0005524]; beta-adrenergic

P25098 receptor kinase activity [GO:0047696]; Edg-2 lysophosphatidic acid receptor binding [GO:0031755]; G-
protein coupled receptor kinase activity [GO:0004703]; protein Kinase activity [GO:0004672]
amidase activity [GO:0004040]; copper ion binding [GO:0005507]; DNA binding [GO:0003677]; drug

P10323 binding [GO:0008144]; fucose binding [GO:0042806]; mannaose binding [GO:0005537]; serine-type
endopeptidase activity [GO:0004252]; zinc ion binding [GO:0008270]

Q15046 amino acid binding [G0O:0016597]; ATP binding [GO:0005524]; lysine-tRNA ligase activity
[GO:0004824]; metal ion binding [GO:0046872]; tRNA binding [GO:0000049]

ABNEY8 aminoacyl-tRNA editing activity [GO:0002161]

P41252 aminoacyl-tRNA editing activity [GO:0002161]; ATP binding [GO:0005524]; GTPase binding
[G0:0051020]; isoleucine-tRNA ligase activity [GO:0004822]

QINSE4 aminoacyl-tRNA editing activity [GO:0002161]; ATP binding [GO:0005524]; isoleucine-tRNA ligase
activity [GO:0004822]

Q15031 aminoacyl-tRNA editing activity [GO:0002161]; ATP binding [GO:0005524]; leucine-tRNA ligase
activity [G0O:0004823]

Q9P2J5 aminoacyl-tRNA editing activity [G0O:0002161]; ATP binding [GO:0005524]; leucine-tRNA ligase
activity [G0:0004823]

P26640 aminoacyl-tRNA editing activity [G0:0002161]; ATP binding [GO:0005524]; valine-tRNA ligase
activity [GO:0004832]

Q5ST30 aminoacyl-tRNA editing activity [GO:0002161]; ATP binding [GO:0005524]; valine-tRNA ligase
activity [GO:0004832]

Q96FN9 aminoacyl-tRNA editing activity [GO:0002161]; D-tyrosyl-tRNA(Tyr) deacylase activity [GO:0051500]

QBTEAS aminoacyl-tRNA editing activity [GO:0002161]; DNA binding [GO:0003677]; D-tyrosyl-tRNA(Tyr)
deacylase activity [GO:0051500]; metal ion binding [GO:0046872]

Q6GMV3 | aminoacyl-tRNA hydrolase activity [GO:0004045]

Q9Y3E5 aminoacyl-tRNA hydrolase activity [GO:0004045]

Q86Y79 aminoacyl-tRNA hydrolase activity [GO:0004045]; poly(A) RNA binding [GO:0044822]

Q14197 aminoacyl-tRNA hydrolase activity [GO:0004045]; ribosome binding [GO:0043022]; translation release
factor activity, codon nonspecific [GO:0016150]

Q9H3J6 aminoacyl-tRNA hydrolase activity [GO:0004045]; ribosome binding [GO:0043022]; translation release
factor activity, codon nonspecific [GO:0016150]

P14868 aminoacylase activity [GO:0004046]; aspartate-tRNA ligase activity [GO:0004815]; ATP binding
[GO:0005524]; poly(A) RNA hinding [G0:0044822]

P53582 aminopeptidase activity [GO:0004177]; metal ion binding [GO:0046872]; metalloaminopeptidase activity
[GO:0070006]; metalloexopeptidase activity [GO:0008235]
anaphase-promoting complex binding [GO:0010997]; ATP binding [GO:0005524]; kinase activity

P53350 [GO:0016301]; microtubule binding [GO:0008017]; protein kinase activity [GO:0004672]; protein kinase
binding [GO:0019901]; protein serine/threonine kinase activity [GO:0004674]
androgen receptor binding [GO:0050681]; ATP binding [GO:0005524]; ATP-dependent RNA helicase

P17844 activity [GO:0004004]; estrogen receptor binding [GO:0030331]; poly(A) RNA binding [GO:0044822];
pre-mRNA binding [GO:0036002]; RNA helicase activity [GO:0003724]; transcription coactivator
activity [GO:0003713]
androgen receptor binding [GO:0050681]; ATP binding [GO:0005524]; calcium channel regulator
activity [GO:0005246]; chromatin binding [GO:0003682]; histone binding [GO:0042393]; histone kinase

P0O5771 activity (H3-T6 specific) [GO:0035403]; ligand-dependent nuclear receptor transcription coactivator
activity [GO:0030374]; protein kinase C activity [GO:0004697]; protein kinase C binding [GO:0005080];
protein serine/threonine kinase activity [GO:0004674]; zinc ion binding [GO:0008270]
androgen receptor binding [GO:0050681]; ATP binding [GO:0005524]; chromatin binding
[GO:0003682]; GTP-Rho binding [GO:0017049]; histone binding [GO:0042393]; histone deacetylase

016512 binding [GO:0042826]; histone kinase activity (H3-T11 specific) [GO:0035402]; ligand-dependent

nuclear receptor transcription coactivator activity [GO:0030374]; protein kinase activity [GO:0004672];
protein kinase C activity [GO:0004697]; protein kinase C binding [GO:0005080]; protein serine/threonine
kinase activity [GO:0004674]; Rac GTPase binding [GO:0048365]




P50613

androgen receptor binding [GO:0050681]; ATP binding [GO:0005524]; cyclin-dependent protein
serine/threonine kinase activity [GO:0004693]; DNA-dependent ATPase activity [GO:0008094]; protein
C-terminus binding [GO:0008022]; protein kinase activity [GO:0004672]; RNA polymerase Il carboxy-
terminal domain kinase activity [GO:0008353]; transcription coactivator activity [GO:0003713]

P62826

androgen receptor binding [GO:0050681]; chromatin binding [GO:0003682]; GDP binding
[GO:0019003]; GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding
[G0O:0044822]; transcription coactivator activity [GO:0003713]

Q9Y4Cl

androgen receptor binding [GO:0050681]; core promoter binding [GO:0001047]; dioxygenase activity
[GO:0051213]; iron ion binding [GO:0005506]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]; transcription regulatory region sequence-specific DNA binding [GO:0000976]

QIH3R0

androgen receptor binding [GO:0050681]; dioxygenase activity [GO:0051213]; enzyme binding
[G0:0019899]; histone demethylase activity [GO:0032452]; histone demethylase activity (H3-K9
specific) [GO:0032454]; zinc ion binding [GO:0008270]

p78317

androgen receptor binding [GO:0050681]; DNA binding [GO:0003677]; identical protein binding
[GO:0042802]; ligase activity [GO:0016874]; nucleosome binding [G0O:0031491]; SUMO polymer
binding [GO:0032184]; transcription coactivator activity [GO:0003713]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]; ubiquitin-protein transferase activity [GO:0004842]; zinc
ion binding [GO:0008270]

Q9Y252

androgen receptor binding [GO:0050681]; DNA binding [GO:0003677]; ligase activity [GO:0016874];
ubiquitin protein ligase activity [GO:0061630]; ubiquitin-protein transferase activity [GO:0004842]; zinc
ion binding [GO:0008270]

Q92993

androgen receptor binding [GO:0050681]; histone acetyltransferase activity [GO:0004402]; metal ion
binding [GO:0046872]; repressing transcription factor binding [GO:0070491]; transcription coactivator
activity [GO:0003713]

094906

androgen receptor binding [GO:0050681]; poly(A) RNA binding [GO:0044822]; ribonucleoprotein
complex binding [GO:0043021]; RNA binding [GO:0003723]; transcription coactivator activity
[GO:0003713]

095477

anion transmembrane transporter activity [GO:0008509]; apolipoprotein A-I binding [GO:0034186];
apolipoprotein A-I receptor activity [GO:0034188]; apolipoprotein binding [GO:0034185]; ATPase
activity, coupled to transmembrane movement of substances [GO:0042626]; ATPase binding
[GO:0051117]; ATP binding [GO:0005524]; cholesterol binding [GO:0015485]; cholesterol transporter
activity [GO:0017127]; phospholipid binding [GO:0005543]; phospholipid transporter activity
[GO:0005548]; receptor binding [GO:0005102]; small GTPase binding [GO:0031267]; syntaxin binding
[G0O:0019905]

Q5VST9

ankyrin binding [GO:0030506]; ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein
serine/threonine kinase activity [GO:0004674]; Rho guanyl-nucleotide exchange factor activity
[GO:0005089]; structural constituent of muscle [GO:0008307]; titin binding [G0O:0031432]

Q15149

ankyrin binding [GO:0030506]; poly(A) RNA binding [GO:0044822]; structural constituent of muscle
[G0:0008307]

094761

annealing helicase activity [GO:0036310]; ATP binding [GO:0005524]; ATP-dependent 3'-5' DNA
helicase activity [GO:0043140]; bubble DNA binding [GO:0000405]; zinc ion binding [GO:0008270]

P46063

annealing helicase activity [GO:0036310]; ATP binding [GO:0005524]; ATP-dependent DNA helicase
activity [G0O:0004003]; DNA binding [GO:0003677]; DNA helicase activity [GO:0003678]

P54132

annealing helicase activity [GO:0036310]; ATPase activity [GO:0016887]; ATP binding [GO:0005524];
ATP-dependent 3'-5' DNA helicase activity [GO:0043140]; ATP-dependent DNA helicase activity
[GO:0004003]; ATP-dependent helicase activity [GO:0008026]; bubble DNA binding [GO:0000405];
four-way junction helicase activity [GO:0009378]; G-quadruplex DNA binding [G0:0051880]; helicase
activity [G0:0004386]; p53 binding [GO:0002039]; single-stranded DNA binding [GO:0003697]

AOMSQ6

antigen binding [GO:0003823]

P01593

antigen binding [GO:0003823]

P01594

antigen binding [GO:0003823]

P01595

antigen binding [GO:0003823]

P01596

antigen binding [GO:0003823]

P01597

antigen binding [GO:0003823]

P01598

antigen binding [GO:0003823]

P01599

antigen binding [GO:0003823]




P01600 antigen binding [GO:0003823]
P01601 antigen binding [GO:0003823]
P01602 antigen binding [GO:0003823]
P01603 antigen binding [GO:0003823]
P01604 antigen binding [GO:0003823]
P01605 antigen binding [GO:0003823]
P01606 antigen binding [GO:0003823]
P01607 antigen binding [GO:0003823]
P01608 antigen binding [GO:0003823]
P01609 antigen binding [GO:0003823]
P01610 antigen binding [GO:0003823]
P01611 antigen binding [GO:0003823]
P01612 antigen binding [GO:0003823]
P01613 antigen binding [GO:0003823]
P01614 antigen binding [GO:0003823]
P01615 antigen binding [GO:0003823]
P01616 antigen binding [GO:0003823]
P01617 antigen binding [GO:0003823]
P01619 antigen binding [GO:0003823]
P01620 antigen binding [GO:0003823]
P01621 antigen binding [GO:0003823]
P01622 antigen binding [GO:0003823]
P01623 antigen binding [GO:0003823]
P01624 antigen binding [GO:0003823]
P01625 antigen binding [GO:0003823]
P01699 antigen binding [GO:0003823]
P01700 antigen binding [GO:0003823]
P01701 antigen binding [GO:0003823]
P01702 antigen binding [GO:0003823]
P01703 antigen binding [GO:0003823]
P01704 antigen binding [GO:0003823]
P01705 antigen binding [GO:0003823]
P01706 antigen binding [GO:0003823]
P01707 antigen binding [GO:0003823]
P01708 antigen binding [GO:0003823]
P01709 antigen binding [GO:0003823]
P01710 antigen binding [GO:0003823]
P0O1711 antigen binding [GO:0003823]
P01712 antigen binding [GO:0003823]
P01713 antigen binding [GO:0003823]
P01714 antigen binding [GO:0003823]
P01715 antigen binding [GO:0003823]
P01716 antigen binding [GO:0003823]
PO1717 antigen binding [GO:0003823]




P01718 antigen binding [GO:0003823]
P01719 antigen binding [GO:0003823]
P01720 antigen binding [GO:0003823]
P01721 antigen binding [GO:0003823]
P01722 antigen binding [GO:0003823]
P01742 antigen binding [GO:0003823]
P01743 antigen binding [GO:0003823]
P01744 antigen binding [GO:0003823]
P01760 antigen binding [GO:0003823]
P01761 antigen binding [GO:0003823]
P01762 antigen binding [GO:0003823]
P01763 antigen binding [GO:0003823]
P01764 antigen binding [GO:0003823]
P01765 antigen binding [GO:0003823]
P01766 antigen binding [GO:0003823]
P01767 antigen binding [GO:0003823]
P01768 antigen binding [GO:0003823]
P01769 antigen binding [GO:0003823]
P01770 antigen binding [GO:0003823]
P0O1771 antigen binding [GO:0003823]
P0O1772 antigen binding [GO:0003823]
P01773 antigen binding [GO:0003823]
P0O1774 antigen binding [GO:0003823]
P0O1775 antigen binding [GO:0003823]
P01776 antigen binding [GO:0003823]
PO1777 antigen binding [GO:0003823]
P01778 antigen binding [GO:0003823]
P01779 antigen binding [GO:0003823]
P01780 antigen binding [GO:0003823]
P01781 antigen binding [GO:0003823]
P01782 antigen binding [GO:0003823]
P01814 antigen binding [GO:0003823]
P01815 antigen binding [GO:0003823]
P01816 antigen binding [GO:0003823]
P01817 antigen binding [GO:0003823]
P01818 antigen binding [GO:0003823]
P01824 antigen binding [GO:0003823]
P01825 antigen binding [GO:0003823]
P01834 antigen binding [GO:0003823]
P01854 antigen binding [GO:0003823]
P01857 antigen binding [GO:0003823]
P01859 antigen binding [GO:0003823]
P01860 antigen binding [GO:0003823]
P01861 antigen binding [G0O:0003823]




P01871 antigen binding [GO:0003823]
P01876 antigen binding [GO:0003823]
P01877 antigen binding [GO:0003823]
P01880 antigen binding [GO:0003823]
P04206 antigen binding [GO:0003823]
P04207 antigen binding [GO:0003823]
P04208 antigen binding [GO:0003823]
P04209 antigen binding [GO:0003823]
P04211 antigen binding [GO:0003823]
P04220 antigen binding [GO:0003823]
P04430 antigen binding [GO:0003823]
P04431 antigen binding [GO:0003823]
P04432 antigen binding [GO:0003823]
P04433 antigen binding [GO:0003823]
P04434 antigen binding [GO:0003823]
P04438 antigen binding [GO:0003823]
P06309 antigen binding [GO:0003823]
P06310 antigen binding [GO:0003823]
P06311 antigen binding [GO:0003823]
P06312 antigen binding [GO:0003823]
P06313 antigen binding [GO:0003823]
P06314 antigen binding [GO:0003823]
P06315 antigen binding [GO:0003823]
P06316 antigen binding [GO:0003823]
P06317 antigen binding [GO:0003823]
P06318 antigen binding [GO:0003823]
P06319 antigen binding [GO:0003823]
P06326 antigen binding [GO:0003823]
P06331 antigen binding [GO:0003823]
P06887 antigen binding [GO:0003823]
P06888 antigen binding [GO:0003823]
P06889 antigen binding [GO:0003823]
POCF74 antigen binding [GO:0003823]
POCG04 antigen binding [GO:0003823]
POCGO05 antigen binding [GO:0003823]
POCG06 antigen binding [GO:0003823]
P18135 antigen binding [GO:0003823]
P18136 antigen binding [GO:0003823]
P23083 antigen binding [GO:0003823]
P80362 antigen binding [GO:0003823]
P80419 antigen binding [GO:0003823]
P80421 antigen binding [GO:0003823]
P80422 antigen binding [GO:0003823]
P80748 antigen binding [GO:0003823]




P83593 antigen binding [GO:0003823]

Q7LBC6 antioxidant activity [GO:0016209]; dioxygenase activity [GO:0051213]; metal ion binding [GO:0046872]

P00738 antioxidant activity [GO:0016209]; hemoglobin binding [GO:0030492]
apolipoprotein A-I receptor activity [GO:0034188]; ATPase activity, coupled to transmembrane

Q8lIzY2 movement of substances [GO:0042626]; ATP binding [GO:0005524]; cholesterol transporter activity
[GO:0017127]; phospholipid transporter activity [GO:0005548]; transporter activity [GO:0005215]
apolipoprotein A-I receptor binding [G0O:0034191]; ATPase activity, coupled to transmembrane

Q86UKO movement of substances [GO:0042626]; ATP binding [GO:0005524]; cholesterol transporter activity
[GO:0017127]; lipid transporter activity [GO:0005319]; lipid-transporting ATPase activity
[G0:0034040]; phospholipid transporter activity [GO:0005548]; receptor binding [GO:0005102]

P08519 apolipoprotein binding [GO:0034185]; endopeptidase inhibitor activity [GO:0004866]; fibronectin
binding [GO:0001968]; heparin binding [GO:0008201]; serine-type endopeptidase activity [GO:0004252]
apolipoprotein binding [G0:0034185]; protein domain specific binding [GO:0019904]; receptor binding

P00747 [GO:0005102]; serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity
[GO:0008236]

P54136 arginine binding [GO:0034618]; arginine-tRNA ligase activity [GO:0004814]; ATP binding
[GO:0005524]; tRNA binding [GO:0000049]

Q5D0E6 arginine-tRNA ligase activity [GO:0004814]; ATP binding [GO:0005524]

Q5T160 arginine-tRNA ligase activity [GO:0004814]; ATP binding [GO:0005524]; poly(A) RNA binding
[GO:0044822]

095260 arginyltransferase activity [GO:0004057]
armadillo repeat domain binding [GO:0070016]; calmodulin binding [GO:0005516]; estrogen receptor

043815 binding [GO:0030331]; protein complex binding [GO:0032403]; protein phosphatase 2A binding
[GO:0051721]

QINRL3 armadillo repeat domain binding [GO:0070016]; calmodulin binding [GO:0005516]; protein complex
binding [G0:0032403]; protein phosphatase 2A binding [GO:0051721]
armadillo repeat domain binding [GO:0070016]; calmodulin binding [GO:0005516]; protein complex

Q13033 binding [GO:0032403]; protein phosphatase 2A binding [GO:0051721]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

043776 asparagine-tRNA ligase activity [GO:0004816]; ATP binding [GO:0005524]; nucleic acid binding
[GO:0003676]

Q96159 asparagine-tRNA ligase activity [GO:0004816]; ATP binding [GO:0005524]; nucleic acid binding
[GO:0003676]

Q6PI48 aspartate-tRNA(Asn) ligase activity [GO:0050560]; aspartate-tRNA ligase activity [GO:0004815]; ATP
binding [G0O:0005524]; protein homodimerization activity [GO:0042803]; tRNA binding [GO:0000049]
aspartic-type endopeptidase activity [GO:0004190]; DNA-directed DNA polymerase activity

P63128 [GO:0003887]; RNA binding [GO:0003723]; RNA-directed DNA polymerase activity [GO:0003964];
RNA-DNA hybrid ribonuclease activity [GO:0004523]; structural molecule activity [GO:0005198]; zinc
ion binding [GO:0008270]

P10265 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63119 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63120 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63121 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63122 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63123 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63124 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63125 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63127 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63129 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

P63131 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

Q9Ye6l0 aspartic-type endopeptidase activity [GO:0004190]; nucleic acid binding [GO:0003676]

Q149M9 ATP binding [GO:0005524]

Q96EK9 ATP binding [GO:0005524]




P13569

ATP binding [GO:0005524]; ATP-binding and phosphorylation-dependent chloride channel activity
[GO:0005224]; bicarbonate transmembrane transporter activity [GO:0015106]; channel-conductance-
controlling ATPase activity [GO:0005260]; chloride channel activity [GO:0005254]; chloride channel
inhibitor activity [GO:0019869]; chloride transmembrane transporter activity [GO:0015108]; enzyme
binding [G0:0019899]; PDZ domain binding [G0O:0030165]

Q8N3CO0

ATP binding [GO:0005524]; ATP-dependent 3'-5' DNA helicase activity [GO:0043140]; poly(A) RNA
binding [GO:0044822]

Q13283

ATP binding [GO:0005524]; ATP-dependent DNA helicase activity [GO:0004003]; ATP-dependent
RNA helicase activity [GO:0004004]; DNA binding [GO:0003677]; endonuclease activity
[GO:0004519]; mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]

Q08211

ATP binding [GO:0005524]; ATP-dependent DNA helicase activity [GO:0004003]; ATP-dependent
RNA helicase activity [GO:0004004]; DNA binding [GO:0003677]; poly(A) RNA binding
[GO:0044822]; RNA helicase activity [GO:0003724]; RNA polymerase I transcription factor binding
[GO:0001085]

Q92499

ATP binding [GO:0005524]; ATP-dependent helicase activity [GO:0008026]; ATP-dependent RNA
helicase activity [GO:0004004]; chromatin binding [GO:0003682]; DNA/RNA helicase activity
[GO:0033677]; DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725]; exonuclease
activity [GO:0004527]; nuclease activity [GO:0004518]; poly(A) binding [GO:0008143]; poly(A) RNA
binding [GO:0044822]; RNA helicase activity [GO:0003724]; transcription cofactor activity
[GO:0003712]

075643

ATP binding [GO:0005524]; ATP-dependent helicase activity [GO:0008026]; ATP-dependent RNA
helicase activity [GO:0004004]; identical protein binding [GO:0042802]; poly(A) RNA binding
[G0:0044822]

094762

ATP binding [GO:0005524]; ATP-dependent helicase activity [GO:0008026]; DNA helicase activity
[GO:0003678]; nucleic acid binding [GO:0003676]; RNA polymerase 11 core binding [GO:0000993]

Q92989

ATP binding [GO:0005524]; ATP-dependent polydeoxyribonucleotide 5'-hydroxyl-kinase activity
[GO:0046404]; ATP-dependent polyribonucleotide 5'-hydroxyl-kinase activity [GO:0051736];
polydeoxyribonucleotide kinase activity [GO:0051733]

Q13838

ATP binding [GO:0005524]; ATP-dependent protein binding [GO:0043008]; ATP-dependent RNA
helicase activity [GO:0004004]; poly(A) RNA binding [GO:0044822]; RNA-dependent ATPase activity
[G0:0008186]; U4 snRNA hinding [GO:0030621]; U6 snRNA binding [G0:0017070]

Q92900

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; chromatin binding
[GO:0003682]; DNA binding [GO:0003677]; helicase activity [GO:0004386]; poly(A) RNA binding
[G0:0044822]; RNA binding [GO:0003723]; zinc ion binding [GO:0008270]

Q7L2E3

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; chromatin binding
[GO:0003682]; double-stranded RNA binding [GO:0003725]; poly(A) RNA hinding [GO:0044822]

Q9H2U1

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; core promoter
binding [GO:0001047]; DNA-dependent ATPase activity [GO:0008094]; double-stranded RNA binding
[GO:0003725]; G-quadruplex DNA binding [GO:0051880]; G-quadruplex RNA binding [GO:0002151];
histone deacetylase binding [GO:0042826]; poly(A) RNA binding [GO:0044822]; transcription
regulatory region DNA binding [G0:0044212]

Q9UJIV9

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; DNA binding
[GO:0003677]; poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

QOUHI6

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; DNA binding
[GO:0003677]; repressing transcription factor binding [GO:0070491]

015523

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; DNA binding
[GO:0003677]; RNA binding [GO:0003723]

P60842

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; double-stranded
RNA binding [GO:0003725]; helicase activity [GO:0004386]; MRNA binding [GO:0003729]; poly(A)
RNA binding [G0O:0044822]; RNA cap binding [GO:0000339]; translation factor activity, RNA binding
[GO:0008135]; translation initiation factor activity [GO:0003743]

043143

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; double-stranded
RNA hinding [GO:0003725]; poly(A) RNA binding [GO:0044822]; RNA helicase activity [GO:0003724]

Q8TDD1

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; estrogen receptor
binding [GO:0030331]; poly(A) RNA binding [GO:0044822]; receptor binding [GO:0005102];
transcription corepressor activity [GO:0003714]

Q92841

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; estrogen receptor
binding [GO:0030331]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; RNA-
dependent ATPase activity [GO:0008186]; RNA helicase activity [GO:0003724]; transcription




coactivator activity [GO:0003713]

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; helicase activity

P26196 [G0:0004386]; poly(A) RNA binding [GO:0044822]; protein domain specific binding [G0:0019904];
RNA helicase activity [GO:0003724]

Q9UMR2 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; helicase activity
[GO:0004386]; RNA binding [GO:0003723]

Q14562 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; identical protein
binding [G0:0042802]; poly(A) RNA binding [GO:0044822]

QIBXT6 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; magnesium ion
binding [GO:0000287]; RNA binding [GO:0003723]

Q6P158 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; metal ion binding
[GO:0046872]; poly(A) RNA binding [GO:0044822]

Q5T1V6 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; metal ion binding
[GO:0046872]; RNA binding [GO:0003723]

P38919 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; mRNA binding
[G0O:0003729]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822]

QINQIO ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; nucleic acid binding
[GO:0003676]

000148 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q14147 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q7L014 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q7L7V1 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q86XP3 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8IX18 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8IY37 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8NSAG ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8NDG6 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8NHQ9 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q8TE96 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

092620 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q96GQ7 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q9BQ39 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q9BUQS ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

QOHOS4 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

QOH5Z1 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

QOHSH2 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

QINVP1 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

QINY93 ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA

binding [GO:0044822]




QIY6V7

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]

Q9H6RO

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]; rDNA binding [GO:0000182]

Q72478

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [G0O:0044822]; ribosomal small subunit binding [GO:0043024]; translation initiation factor
activity [GO:0003743]

060231

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]; RNA helicase activity [GO:0003724]

Q13206

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [G0O:0044822]; RNA helicase activity [GO:0003724]

QYGZR7

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [G0O:0044822]; RNA helicase activity [GO:0003724]

QIH6S0

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]; RNA-dependent ATPase activity [GO:0008186]; RNA polymerase binding
[GO:0070063]

QINUL7

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; poly(A) RNA
binding [GO:0044822]; rRNA bhinding [G0:0019843]

Q15477

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; RNA binding
[GO:0003723]

Q86TM3

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; RNA binding
[GO:0003723]

QI9NUU7

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; RNA binding
[GO:0003723]

QINXZ2

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; RNA binding
[GO:0003723]

QYUHLO

ATP binding [GO:0005524]; ATP-dependent RNA helicase activity [GO:0004004]; RNA binding
[GO:0003723]

P43250

ATP binding [GO:0005524]; beta-adrenergic receptor kinase activity [GO:0047696]; G-protein coupled
receptor kinase activity [GO:0004703]

P34947

ATP binding [GO:0005524]; beta-adrenergic receptor kinase activity [GO:0047696]; G-protein coupled
receptor kinase activity [GO:0004703]; phospholipid binding [GO:0005543]; protein kinase C binding
[GO:0005080]; protein serine/threonine kinase activity [GO:0004674]

P35626

ATP binding [GO:0005524]; beta-adrenergic receptor kinase activity [GO:0047696]; G-protein coupled
receptor kinase activity [GO:0004703]; protein Kinase activity [GO:0004672]

P49841

ATP binding [GO:0005524]; beta-catenin binding [GO:0008013]; kinase activity [GO:0016301]; NF-
kappaB binding [G0O:0051059]; p53 binding [GO:0002039]; protein kinase A catalytic subunit binding
[GO:0034236]; protein kinase binding [GO:0019901]; protein serine/threonine kinase activity
[GO:0004674]; RNA polymerase Il transcription factor binding [GO:0001085]; tau-protein kinase activity
[GO:0050321]; ubiquitin protein ligase binding [GO:0031625]

Q02779

ATP binding [GO:0005524]; bHLH transcription factor binding [GO:0043425]; JUN kinase kinase kinase
activity [GO:0004706]; protein homodimerization activity [GO:0042803]; protein kinase activity
[GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; transcription corepressor activity
[GO:0003714]

095342

ATP binding [GO:0005524]; bile acid-exporting ATPase activity [GO:0015432]; canalicular bile acid
transmembrane transporter activity [GO:0015126]; sodium-exporting ATPase activity, phosphorylative
mechanism [G0:0008554]; transporter activity [GO:0005215]

Q13976

ATP binding [GO:0005524]; calcium channel regulator activity [GO:0005246]; cGMP binding
[GO:0030553]; cGMP-dependent protein kinase activity [GO:0004692]

QU6BR1

ATP binding [GO:0005524]; calcium channel regulator activity [GO:0005246]; chloride channel
regulator activity [GO:0017081]; phosphatidylinositol binding [GO:0035091]; potassium channel
regulator activity [GO:0015459]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [G0O:0004674]; sodium channel regulator activity [GO:0017080]

Q9HBY8

ATP binding [GO:0005524]; calcium channel regulator activity [GO:0005246]; chloride channel
regulator activity [GO:0017081]; potassium channel regulator activity [GO:0015459]; protein
serine/threonine kinase activity [G0:0004674]; sodium channel regulator activity [GO:0017080]

000141

ATP binding [GO:0005524]; calcium channel regulator activity [GO:0005246]; chloride channel
regulator activity [GO:0017081]; potassium channel regulator activity [GO:0015459]; protein
serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine kinase activity




[GO:0004674]; sodium channel regulator activity [GO:0017080]

Q96RR4

ATP binding [GO:0005524]; calcium ion binding [GO:0005509]; calmodulin binding [GO:0005516];
calmodulin-dependent protein kinase activity [GO:0004683]; protein tyrosine kinase activity
[GO:0004713]

P15056

ATP binding [GO:0005524]; calcium ion binding [GO:0005509]; identical protein binding
[GO:0042802]; MAP kinase kinase kinase activity [GO:0004709]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]

Q14680

ATP binding [GO:0005524]; calcium ion binding [GO:0005509]; lipid binding [GO:0008289]; non-
membrane spanning protein tyrosine kinase activity [GO:0004715]; protein serine/threonine kinase
activity [GO:0004674]

P17252

ATP binding [GO:0005524]; calcium-dependent protein kinase C activity [GO:0004698]; enzyme binding
[GO:0019899]; histone kinase activity (H3-T6 specific) [GO:0035403]; protein kinase activity
[GO:0004672]; protein kinase C activity [GO:0004697]; protein serine/threonine kinase activity
[GO:0004674]; zinc ion binding [GO:0008270]

P05129

ATP binding [GO:0005524]; calcium-dependent protein kinase C activity [GO:0004698]; protein kinase
activity [GO:0004672]; protein kinase C activity [GO:0004697]; protein serine/threonine/tyrosine kinase
activity [GO:0004712]; zinc ion binding [GO:0008270]

Q16566

ATP binding [GO:0005524]; calcium-dependent protein serine/threonine kinase activity [GO:0009931];
calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase activity [GO:0004683]

Q8Iw41

ATP binding [GO:0005524]; calcium-dependent protein serine/threonine kinase activity [GO:0009931];
calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase activity [GO:0004683]; MAP
kinase kinase activity [GO:0004708]; mitogen-activated protein kinase binding [GO:0051019]; p53
binding [GO:0002039]; protein serine/threonine kinase activity [GO:0004674]; signal transducer activity
[GO:0004871]

Q16644

ATP binding [GO:0005524]; calcium-dependent protein serine/threonine kinase activity [GO:0009931];
calmodulin binding [G0O:0005516]; calmodulin-dependent protein kinase activity [GO:0004683]; MAP
kinase kinase activity [GO:0004708]; mitogen-activated protein kinase binding [GO:0051019]; protein

serine/threonine kinase activity [G0O:0004674]; signal transducer activity [GO:0004871]

Q9HBH9

ATP binding [GO:0005524]; calcium-dependent protein serine/threonine kinase activity [GO:0009931];
calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase activity [GO:0004683]; metal
ion binding [GO:0046872]; protein serine/threonine kinase activity [GO:0004674]

Q13555

ATP binding [GO:0005524]; calcium-dependent protein serine/threonine phosphatase activity
[GO:0004723]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase activity
[GO:0004683]; protein homodimerization activity [GO:0042803]

Q05655

ATP binding [GO:0005524]; calcium-independent protein kinase C activity [GO:0004699]; enzyme
activator activity [GO:0008047]; enzyme binding [GO:0019899]; insulin receptor substrate binding
[GO:0043560]; metal ion binding [GO:0046872]; non-membrane spanning protein tyrosine kinase
activity [GO:0004715]; protein kinase activity [GO:0004672]; protein kinase C activity [GO:0004697];
protein serine/threonine kinase activity [GO:0004674]

P24723

ATP binding [GO:0005524]; calcium-independent protein kinase C activity [GO:0004699]; enzyme
binding [G0:0019899]; metal ion binding [GO:0046872]; protein kinase C activity [GO:0004697]

QouQM7

ATP binding [GO:0005524]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase
activity [GO:0004683]; glutamate receptor binding [GO:0035254]; kinase activity [GO:0016301]; protein
homodimerization activity [GO:0042803]; protein serine/threonine kinase activity [GO:0004674]

P53355

ATP binding [GO:0005524]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase
activity [GO:0004683]; GTP binding [GO:0005525]; identical protein binding [GO:0042802]; protein
kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; syntaxin-1 binding
[GO:0017075]

QIUIK4

ATP binding [GO:0005524]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase
activity [GO:0004683]; identical protein binding [GO:0042802]; protein serine/threonine kinase activity
[GO:0004674]

Q13557

ATP binding [GO:0005524]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase
activity [GO:0004683]; ion channel binding [GO:0044325]; protein homodimerization activity
[GO:0042803]; protein serine/threonine kinase activity [GO:0004674]; sodium channel inhibitor activity
[G0O:0019871]; titin binding [GO:0031432]

Q9HIR3

ATP binding [GO:0005524]; calmodulin binding [GO:0005516]; calmodulin-dependent protein kinase
activity [G0O:0004683]; myosin light chain kinase activity [GO:0004687]

Q14012

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]




Q6P2M8

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]

Q81U85

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]

Q8N5S9

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]

QI6NX5

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]

043293

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]; cCAMP
response element binding protein binding [GO:0008140]; identical protein binding [GO:0042802];
leucine zipper domain binding [G0:0043522]; protein homodimerization activity [GO:0042803]; protein
serine/threonine kinase activity [G0:0004674]; Rho GTPase binding [G0:0017048]

Q15746

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]; metal ion
binding [G0O:0046872]; myosin light chain kinase activity [GO:0004687]

Q32MKO

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]; myosin light
chain kinase activity [GO:0004687]

Q13554

ATP binding [GO:0005524]; calmodulin-dependent protein kinase activity [GO:0004683]; protein
homodimerization activity [GO:0042803]

P22612

ATP binding [GO:0005524]; cAMP-dependent protein kinase activity [GO:0004691]

P51817

ATP binding [GO:0005524]; cAMP-dependent protein kinase activity [GO:0004691]

P22694

ATP binding [GO:0005524]; cAMP-dependent protein kinase activity [GO:0004691]; magnesium ion
binding [GO:0000287]; ubiquitin protein ligase binding [G0:0031625]

P17612

ATP binding [GO:0005524]; cAMP-dependent protein kinase activity [GO:0004691]; protein Kinase A
regulatory subunit binding [GO:0034237]; protein kinase binding [GO:0019901]; protein
serine/threonine/tyrosine kinase activity [GO:0004712]; ubiquitin protein ligase binding [G0:0031625]

P43246

ATP binding [GO:0005524]; centromeric DNA binding [GO:0019237]; damaged DNA binding
[GO:0003684]; DNA binding [GO:0003677]; DNA-dependent ATPase activity [GO:0008094]; double-
strand/single-strand DNA junction binding [GO:0000406]; enzyme binding [GO:0019899];
guanine/thymine mispair binding [G0:0032137]; heteroduplex DNA loop binding [GO:0000404]; protein
C-terminus binding [GO:0008022]; protein homodimerization activity [GO:0042803]; protein kinase
binding [GO:0019901]; Y-form DNA binding [GO:0000403]

P20585

ATP binding [GO:0005524]; centromeric DNA binding [G0:0019237]; damaged DNA binding
[GO:0003684]; DNA-dependent ATPase activity [GO:0008094]; double-strand/single-strand DNA
junction binding [GO:0000406]; enzyme binding [GO:0019899]; heteroduplex DNA loop binding
[GO:0000404]; Y-form DNA binding [GO:0000403]

Q13237

ATP binding [GO:0005524]; cGMP binding [GO:0030553]; cGMP-dependent protein kinase activity
[GO:0004692]; protein Kinase activity [GO:0004672]

Q9H4A3

ATP binding [GO:0005524]; chloride channel inhibitor activity [GO:0019869]; phosphatase binding
[GO:0019902]; protein kinase inhibitor activity [GO:0004860]; protein serine/threonine Kinase activity
[GO:0004674]

Q9BYP7

ATP binding [GO:0005524]; chloride channel inhibitor activity [GO:0019869]; protein kinase activity
[GO:0004672]; protein serine/threonine kinase activity [GO:0004674]

Q96J92

ATP binding [GO:0005524]; chloride channel inhibitor activity [GO:0019869]; protein serine/threonine
kinase activity [GO:0004674]

P50750

ATP binding [GO:0005524]; chromatin binding [GO:0003682]; cyclin-dependent protein serine/threonine
kinase activity [GO:0004693]; DNA binding [GO:0003677]; protein kinase activity [GO:0004672]; RNA
polymerase 11 carboxy-terminal domain kinase activity [GO:0008353]; snRNA binding [GO:0017069];
transcription regulatory region DNA binding [G0:0044212]

P52701

ATP binding [GO:0005524]; chromatin binding [GO:0003682]; damaged DNA binding [GO:0003684];
DNA-dependent ATPase activity [GO:0008094]; guanine/thymine mispair binding [GO:0032137];
methylated histone binding [GO:0035064]; mismatched DNA binding [G0O:0030983]

Q81YDS8

ATP binding [GO:0005524]; chromatin binding [GO:0003682]; DNA binding [GO:0003677]; helicase
activity [G0O:0004386]; nuclease activity [G0:0004518]

Q13153

ATP binding [GO:0005524]; collagen binding [GO:0005518]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]; Rac GTPase hinding [GO:0048365]

Q9Y2W1

ATP binding [GO:0005524]; core promoter sequence-specific DNA binding [GO:0001046]; ligand-
dependent nuclear receptor transcription coactivator activity [GO:0030374]; phosphoprotein binding
[GO:0051219]; poly(A) RNA binding [GO:0044822]; receptor activity [GO:0004872]; RNA polymerase
Il transcription cofactor activity [GO:0001104]; thyroid hormone receptor binding [GO:0046966];
transcription coactivator activity [GO:0003713]; transcription cofactor activity [GO:0003712]; vitamin D
receptor binding [GO:0042809]




ATP binding [GO:0005524]; creatine kinase activity [GO:0004111]; protein serine/threonine kinase

095819 | Jctivity [GO:0004674]
094921 ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
kinase activity [GO:0004693]
Q00534 ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
kinase activity [GO:0004693]
ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
P11802 kinase activity [GO:0004693]; cyclin-dependent protein serine/threonine kinase regulator activity
[GO:0016538]
P24941 ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
kinase activity [GO:0004693]; metal ion binding [GO:0046872]
ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
Q14004 kinase activity [GO:0004693]; poly(A) RNA binding [GO:0044822]; protein kinase activity
[GO:0004672]; RNA polymerase Il carboxy-terminal domain kinase activity [GO:0008353]
ATP binding [GO:0005524]; cyclin binding [GO:0030332]; cyclin-dependent protein serine/threonine
QI9NYV4 | kinase activity [GO:0004693]; protein kinase activity [GO:0004672]; RNA polymerase Il carboxy-
terminal domain kinase activity [GO:0008353]
Q00526 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q00532 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q07002 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q15131 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q5MAI5 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q8IZL9 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
Q9BWUL | ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693]
ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
076039 kinase activity [GO:0016301]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [G0O:0004674]; Rac GTPase binding [GO:0048365]
Q9UPZ9 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
magnesium ion binding [GO:0000287]; protein serine/threonine kinase activity [GO:0004674]
Q96040 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
metal ion binding [GO:0046872]; protein serine/threonine Kinase activity [GO:0004674]
ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
p21127 poly(A) RNA binding [GO:0044822]; protein Kinase activity [GO:0004672]; protein serine/threonine
kinase activity [GO:0004674]
Q00537 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein kinase activity [GO:0004672]
Q8IVW4 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein kinase activity [GO:0004672]
Q92772 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein kinase activity [GO:0004672]
QoUQO7 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein Kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]
Q9UQS8 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein Kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]
ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
P06493 protein kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; RNA
polymerase 1l carboxy-terminal domain kinase activity [GO:0008353]
ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
P49336 protein kinase activity [GO:0004672]; RNA polymerase Il carboxy-terminal domain kinase activity
[GO:0008353]; ubiquitin protein ligase activity [GO:0061630]
P20794 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein kinase activity [GO:0004672]; transcription coactivator activity [GO:0003713]
Q00536 ATP binding [GO:0005524]; cyclin-dependent protein serine/threonine kinase activity [GO:0004693];
protein serine/threonine kinase activity [GO:0004674]
QOHAT7 ATP binding [GO:0005524]; cysteine-tRNA ligase activity [GO:0004817]; metal ion binding

[G0:0046872]




P49589

ATP binding [GO:0005524]; cysteine-tRNA ligase activity [GO:0004817]; metal ion binding
[GO:0046872]; protein homodimerization activity [GO:0042803]; tRNA binding [GO:0000049]

P45984

ATP binding [GO:0005524]; cysteine-type endopeptidase activator activity involved in apoptotic process
[GO:0008656]; JUN kinase activity [GO:0004705]; transcription factor binding [GO:0008134]

P51812

ATP binding [GO:0005524]; cysteine-type endopeptidase inhibitor activity involved in apoptotic process
[GO:0043027]; magnesium ion binding [GO:0000287]; protein kinase activity [GO:0004672]; protein
serine/threonine kinase activity [GO:0004674]; ribosomal protein S6 kinase activity [GO:0004711]

Q15418

ATP binding [GO:0005524]; cysteine-type endopeptidase inhibitor activity involved in apoptotic process
[GO:0043027]; magnesium ion binding [GO:0000287]; protein serine/threonine/tyrosine kinase activity
[GO:0004712]; protein serine/threonine kinase activity [GO:0004674]; ribosomal protein S6 kinase
activity [GO:0004711]

Q13546

ATP binding [GO:0005524]; death domain binding [GO:0070513]; death receptor binding
[GO:0005123]; identical protein binding [GO:0042802]; protein complex binding [GO:0032403]; protein
kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; ubiquitin protein
ligase hinding [GO:0031625]

Q9UPY3

ATP binding [GO:0005524]; deoxyribonuclease | activity [GO:0004530]; DNA binding [GO:0003677];
double-stranded RNA binding [GO:0003725]; endoribonuclease activity [GO:0004521]; helicase activity
[GO:0004386]; metal ion binding [GO:0046872]; miRNA binding [GO:0035198]; pre-miRNA binding
[GO:0070883]; protein domain specific binding [G0:0019904]; ribonuclease 111 activity [GO:0004525];
siRNA binding [GO:0035197]

015457

ATP binding [GO:0005524]; DNA binding [GO:0003677]; DNA-dependent ATPase activity
[GO:0008094]; mismatched DNA binding [GO:0030983]

Q9BYX4

ATP binding [GO:0005524]; DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725];
helicase activity [GO:0004386]; ribonucleoprotein complex binding [GO:0043021]; single-stranded RNA
binding [G0O:0003727]; zinc ion binding [G0O:0008270]

Q96C10

ATP binding [GO:0005524]; DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725];
helicase activity [GO:0004386]; single-stranded RNA binding [GO:0003727]; zinc ion binding
[GO:0008270]

Q15646

ATP binding [GO:0005524]; DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725];
poly(A) RNA binding [GO:0044822]; thyroid hormone receptor binding [GO:0046966]; transferase
activity [G0O:0016740]

QIBYKS

ATP binding [GO:0005524]; DNA binding [GO:0003677]; helicase activity [GO:0004386]; ligand-
dependent nuclear receptor transcription coactivator activity [GO:0030374]; metal ion binding
[GO:0046872]; poly(A) RNA binding [GO:0044822]

P28482

ATP binding [GO:0005524]; DNA binding [GO:0003677]; MAP kinase activity [GO:0004707];
phosphatase binding [GO:0019902]; protein serine/threonine kinase activity [GO:0004674]; RNA
polymerase 1l carboxy-terminal domain kinase activity [GO:0008353]

095786

ATP binding [GO:0005524]; double-stranded DNA binding [GO:0003690]; double-stranded RNA
binding [GO:0003725]; helicase activity [G0O:0004386]; identical protein binding [GO:0042802]; single-
stranded RNA binding [GO:0003727]; zinc ion binding [GO:0008270]

Q8ly21

ATP binding [GO:0005524]; double-stranded DNA binding [GO:0003690]; double-stranded RNA
binding [GO:0003725]; helicase activity [G0O:0004386]; single-stranded RNA binding [GO:0003727]

P19525

ATP binding [GO:0005524]; double-stranded RNA binding [GO:0003725]; eukaryotic translation
initiation factor 2alpha kinase activity [GO:0004694]; non-membrane spanning protein tyrosine kinase
activity [GO:0004715]; poly(A) RNA binding [GO:0044822]; protein kinase activity [GO:0004672];
protein phosphatase type 2A regulator activity [GO:0008601]; protein serine/threonine kinase activity
[GO:0004674]

QINP58

ATP binding [GO:0005524]; efflux transmembrane transporter activity [GO:0015562]; heme binding
[GO:0020037]; heme transporter activity [GO:0015232]; heme-transporting ATPase activity
[GO:0015439]

Q76MJ5

ATP binding [GO:0005524]; endonuclease activity [GO:0004519]; magnesium ion binding
[GO:0000287]; protein serine/threonine kinase activity [GO:0004674]; ribonuclease activity
[G0O:0004540]

Q05823

ATP binding [GO:0005524]; endoribonuclease activity [GO:0004521]; metal ion binding [GO:0046872];
protein kinase activity [GO:0004672]; ribonucleoprotein complex binding [GO:0043021]; RNA binding
[G0O:0003723]; rRNA binding [G0O:0019843]

014733

ATP binding [GO:0005524]; enzyme binding [GO:0019899]; JUN kinase kinase activity [GO:0008545];
magnesium ion binding [GO:0000287]; MAP kinase kinase activity [GO:0004708]; protein kinase
binding [G0O:0019901]; protein phosphatase binding [G0:0019903]; protein serine/threonine kinase




activity [GO:0004674]; protein tyrosine kinase activity [GO:0004713]

ATP binding [GO:0005524]; enzyme binding [GO:0019899]; MAP kinase activity [GO:0004707]; MAP

Q16539 kinase kinase activity [GO:0004708]; NFAT protein binding [GO:0051525]; protein serine/threonine
kinase activity [G0:0004674]

Q9BQI3 ATP binding [GO:0005524]; eukaryotic translation initiation factor 2alpha kinase activity [GO:0004694];
heme binding [G0O:0020037]; protein homodimerization activity [GO:0042803]

QIP2KS ATP binding [GO:0005524]; eukaryotic translation initiation factor 2alpha kinase activity [GO:0004694];
protein serine/threonine kinase activity [GO:0004674]

Q15835 ATP binding [GO:0005524]; G-protein coupled receptor kinase activity [GO:0004703]; protein kinase
activity [G0O:0004672]; rhodopsin kinase activity [GO:0050254]

P32298 AT_P_binding [GO:0005524]; G-protein coupled receptor kinase activity [GO:0004703]; rhodopsin kinase
activity [GO:0050254]

Q8WTQ7 ATP binding [GO:0005524]; G-protein coupled receptor kinase activity [GO:0004703]; rhodopsin kinase
activity [G0O:0050254]
ATP binding [GO:0005524]; gamma-tubulin binding [GO:0043015]; magnesium ion binding

Q8TDC3 [GO:0000287]; protein serine/threonine kinase activity [GO:0004674]; tau-protein kinase activity
[GO:0050321]
ATP binding [GO:0005524]; gamma-tubulin binding [GO:0043015]; microtubule binding [GO:0008017];

Q96L34 protein serine/threonine kinase activity [GO:0004674]; tau-protein kinase activity [GO:0050321];
ubiquitin binding [GO:0043130]

P07814 ATP binding [GO:O(_)05524]; gI_utamate-_tR_NA ligase activity [GO:0004818]; G_TP_ase binding
[G0:0051020]; proline-tRNA ligase activity [GO:0004827]; RNA stem-loop binding [GO:0035613]

Q5JPH6 ATP binding [GO:0005524]; glutamate-tRNA(GIn) ligase activity [GO:0050561]; glutamate-tRNA ligase
activity [GO:0004818]; tRNA binding [GO:0000049]

P47897 ATP binding [GO:0005524]; glutamine-tRNA ligase activity [GO:0004819]

075879 ATP bipding [GO:OQ0§524]; glutqm!nyl-tRNA synthase (glutamine-hydrolyzing) activity [GO:0050567];
translation factor activity, RNA binding [GO:0008135]

P41250 ATP binding [GO:0005524]; glycine-tRNA ligase activity [GO:0004820]; protein dimerization activity
[G0O:0046983]
ATP binding [GO:0005524]; GTP binding [GO:0005525]; identical protein binding [GO:0042802];

QINWX6 | magnesium ion binding [GO:0000287]; tRNA binding [GO:0000049]; tRNA guanylyltransferase activity
[G0O:0008193]

QoUI7 AT_P_binding [GO:0005524]; GTP binding [GO:0005525]; nucleoside triphosphate adenylate kinase
activity [GO:0046899]

Q14978 ATP binding [GO:0005524]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822]

PA9770 ATP binding [GO:0005524]; GTP binding [GO:0005525]; translation initiation factor activity
[GO:0003743]
ATP binding [GO:0005524]; guanyl-nucleotide exchange factor activity [GO:0005085]; metal ion

060229 binding [GO:0046872]; protein serine/threonine kinase activity [GO:0004674]; Rho guanyl-nucleotide
exchange factor activity [GO:0005089]
ATP binding [GO:0005524]; guanyl-nucleotide exchange factor activity [GO:0005085]; protein

075962 serine/threonine kinase activity [GO:0004674]; Rho guanyl-nucleotide exchange factor activity
[GO:0005089]

014936 AT_P_binding [GO:0005524]; guanylate kinase activity [GO:0004385]; protein serine/threonine kinase
activity [GO:0004674]

A2PYH4 ATP binding [GO:0005524]; helicase activity [GO:0004386]; nucleic acid binding [GO:0003676]

Q8TDG4 ATP binding [GO:0005524]; helicase activity [GO:0004386]; nucleic acid binding [GO:0003676]

Q9Y2R4 ATP binding [GO:0005524]; helicase activity [GO:0004386]; poly(A) RNA binding [G0:0044822]

Q5H9U9 ATP binding [GO:0005524]; helicase activity [GO:0004386]; RNA binding [GO:0003723]

P12081 ATP binding [GO:0005524]; histidine-tRNA ligase activity [GO:0004821]

P49590 ATP binding [GO:00_05524]; h_istid?ne-_tRNA _Iigase activity [GO:0004821]; poly(A) RNA binding
[GO:0044822]; protein homodimerization activity [GO:0042803]
ATP binding [GO:0005524]; histone deacetylase binding [GO:0042826]; kinase activity [GO:0016301];

Q16513 poly(A) RNA binding [GO:0044822]; protein kinase activity [GO:0004672]; protein kinase C activity

[GO:0004697]; protein serine/threonine kinase activity [GO:0004674]; RNA polymerase binding
[GO:0070063]




075676

ATP binding [GO:0005524]; histone kinase activity (H3-S10 specific) [GO:0035175]; magnesium ion
binding [GO:0000287]; mitogen-activated protein kinase p38 binding [GO:0048273]; protein
serine/threonine kinase activity [GO:0004674]; ribosomal protein S6 kinase activity [GO:0004711]

075582

ATP binding [GO:0005524]; histone kinase activity (H3-S10 specific) [GO:0035175]; magnesium ion
binding [GO:0000287]; protein kinase activity [GO:0004672]; protein serine/threonine kinase activity
[GO:0004674]

014757

ATP binding [GO:0005524]; histone kinase activity (H3-T11 specific) [GO:0035402]; protein kinase
activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]

Q96GD4

ATP binding [GO:0005524]; histone serine kinase activity [GO:0035174]; metal ion binding
[GO:0046872]; protein serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine
kinase activity [GO:0004674]

014965

ATP binding [GO:0005524]; histone serine kinase activity [GO:0035174]; protein Kinase activity
[GO:0004672]; protein kinase binding [GO:0019901]; protein serine/threonine/tyrosine kinase activity
[GO:0004712]; protein serine/threonine Kinase activity [GO:0004674]

QIUQBY

ATP binding [GO:0005524]; histone serine kinase activity [GO:0035174]; protein kinase activity
[GO:0004672]; protein serine/threonine/tyrosine kinase activity [GO:0004712]

P68400

ATP binding [GO:0005524]; Hsp90 protein binding [GO:0051879]; protein N-terminus binding
[GO:0047485]; protein serine/threonine kinase activity [GO:0004674]

Q16584

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; JUN kinase kinase kinase activity
[GO:0004706]; mitogen-activated protein kinase Kinase kinase binding [GO:0031435]; protein
homodimerization activity [GO:0042803]; protein kinase activity [GO:0004672]; protein serine/threonine
kinase activity [GO:0004674]; protein tyrosine kinase activity [GO:0004713]

Q13043

ATP binding [GO:0005524]; identical protein binding [G0O:0042802]; magnesium ion binding
[G0O:0000287]; MAP kinase kinase kinase activity [GO:0004709]; protein dimerization activity
[GO:0046983]; protein homodimerization activity [GO:0042803]; protein serine/threonine kinase
activator activity [GO:0043539]; protein serine/threonine kinase activity [GO:0004674]; transcription
factor binding [G0:0008134]

Q9P289

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; magnesium ion binding
[GO:0000287]; protein homodimerization activity [GO:0042803]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]

Q5VT25

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; magnesium ion binding
[G0:0000287]; protein serine/threonine kinase activity [GO:0004674]

043283

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; MAP kinase kinase kinase activity
[GO:0004709]; metal ion binding [GO:0046872]; protein homodimerization activity [GO:0042803];
protein kinase binding [GO:0019901]; protein serine/threonine kinase activity [GO:0004674]

P04049

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; MAP kinase kinase kinase activity
[GO:0004709]; metal ion binding [GO:0046872]; protein kinase activity [GO:0004672]; protein
serine/threonine kinase activity [GO:0004674]

096017

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; metal ion binding [GO:0046872];
protein homodimerization activity [GO:0042803]; protein kinase binding [GO:0019901]; protein
serine/threonine kinase activity [GO:0004674]; ubiquitin protein ligase binding [GO:0031625]

Q15139

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; metal ion binding [GO:0046872];
protein kinase C activity [GO:0004697]; protein serine/threonine kinase activity [GO:0004674]

QY572

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; NF-kappaB-inducing kinase
activity [GO:0004704]; protein complex binding [GO:0032403]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]; transcription coactivator activity [GO:0003713]

094804

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; polo kinase kinase activity
[GO:0042801]; protein homodimerization activity [GO:0042803]; protein serine/threonine kinase activity
[GO:0004674]

Q13177

ATP binding [GO:0005524]; identical protein binding [GO:0042802]; protein kinase activity
[GO:0004672]; protein kinase binding [GO:0019901]; protein serine/threonine kinase activity
[GO:0004674]; protein tyrosine kinase activator activity [GO:0030296]; Rac GTPase binding
[G0O:0048365]

014920

ATP binding [GO:0005524]; IkappaB kinase activity [GO:0008384]; protein heterodimerization activity
[GO:0046982]; protein homodimerization activity [GO:0042803]; protein kinase activity [GO:0004672];
protein kinase binding [GO:0019901]; protein serine/threonine kinase activity [GO:0004674]; scaffold
protein binding [G0:0097110]

015111

ATP binding [GO:0005524]; IkappaB kinase activity [GO:0008384]; protein heterodimerization activity
[GO:0046982]; protein homodimerization activity [GO:0042803]; protein kinase activity [GO:0004672];




scaffold protein binding [GO:0097110]

QIH8X2

ATP binding [GO:0005524]; inositol pentakisphosphate 2-kinase activity [GO:0035299]

Q05513

ATP binding [GO:0005524]; insulin receptor substrate binding [GO:0043560]; metal ion binding
[GO:0046872]; potassium channel regulator activity [GO:0015459]; protein kinase activity
[GO:0004672]; protein kinase C activity [GO:0004697]; protein serine/threonine kinase activity
[GO:0004674]

P54577

ATP binding [GO:0005524]; interleukin-8 receptor binding [GO:0005153]; poly(A) RNA binding
[G0O:0044822]; signal transducer activity [GO:0004871]; tRNA binding [GO:0000049]; tyrosine-tRNA
ligase activity [GO:0004831]

P45985

ATP binding [GO:0005524]; JUN kinase kinase activity [GO:0008545]; protein kinase activity
[GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase activity
[GO:0004713]

P80192

ATP binding [GO:0005524]; JUN kinase kinase kinase activity [GO:0004706]; MAP kinase kinase
activity [GO:0004708]; protein homodimerization activity [GO:0042803]; protein serine/threonine kinase
activity [GO:0004674]; protein tyrosine kinase activity [GO:0004713]

Q13233

ATP binding [GO:0005524]; JUN kinase kinase kinase activity [GO:0004706]; MAP kinase kinase kinase
activity [GO:0004709]; protein kinase activity [GO:0004672]; protein kinase binding [G0:0019901]; zinc
ion binding [G0:0008270]

QI6PY6

ATP binding [GO:0005524]; kinase activity [GO:0016301]; MAP kinase kinase activity [GO:0004708];
metal ion binding [GO:0046872]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]; protein tyrosine Kinase activity [GO:0004713]

Q99640

ATP binding [GO:0005524]; kinase activity [GO:0016301]; metal ion binding [GO:0046872]; protein
kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]

094806

ATP binding [GO:0005524]; kinase activity [GO:0016301]; metal ion binding [GO:0046872]; protein
kinase C activity [GO:0004697]

Q96GX5

ATP binding [GO:0005524]; kinase activity [GO:0016301]; protein phosphatase 2A binding
[GO:0051721]; protein serine/threonine kinase activity [GO:0004674]

Q8IV42

ATP binding [GO:0005524]; kinase activity [G0O:0016301]; tRNA binding [GO:0000049]

QIHC98

ATP binding [GO:0005524]; kinesin binding [G0:0019894]; magnesium ion binding [GO:0000287];
protein kinase binding [GO:0019901]; protein serine/threonine kinase activity [GO:0004674]; signal
transducer activity [G0:0004871]

Q7KZI7

ATP binding [GO:0005524]; lipid binding [GO:0008289]; magnesium ion binding [GO:0000287];
poly(A) RNA binding [GO:0044822]; protein Kinase activator activity [GO:0030295]; protein
serine/threonine kinase activity [GO:0004674]; tau-protein Kinase activity [G0:0050321]

P51003

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; manganese ion binding
[G0:0030145]; polynucleotide adenylyltransferase activity [GO:0004652]; RNA binding [GO:0003723]

Q92630

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; manganese ion binding
[GO:0030145]; protein serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine
kinase activity [GO:0004674]; protein tyrosine kinase activity [GO:0004713]; ubiquitin binding
[G0O:0043130]

QYUBES

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase activity [GO:0004707];
protein kinase activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]; SH2
domain binding [GO:0042169]; transcription factor binding [GO:0008134]; ubiquitin protein ligase
binding [GO:0031625]

P53778

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase activity [GO:0004707];
protein serine/threonine kinase activity [GO:0004674]

043318

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase kinase activity
[GO:0004708]; MAP kinase kinase kinase activity [GO:0004709]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]; scaffold protein binding [GO:0097110]

095382

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase kinase kinase activity
[GO:0004709]

Q13188

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase kinase kinase activity
[GO:0004709]; protein dimerization activity [GO:0046983]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activator activity [GO:0043539]; protein serine/threonine kinase activity
[GO:0004674]

Q99683

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; MAP kinase kinase kinase activity
[GO:0004709]; protein homodimerization activity [GO:0042803]; protein kinase activity [GO:0004672];
protein phosphatase binding [GO:0019903]




ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; microtubule binding [GO:0008017];

Q6POQS phosphatase binding [G0O:0019902]; protein serine/threonine kinase activity [GO:0004674]

015208 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; mitogen-activated protein kinase
kinase kinase binding [GO:0031435]; protein serine/threonine Kinase activity [G0:0004674]

POC1S8 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; non-membrane spanning protein
tyrosine Kinase activity [GO:0004715]

Q15831 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; p53 binding [GO:0002039]; protein
kinase activator activity [GO:0030295]; protein serine/threonine kinase activity [GO:0004674]

QINSDY ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; phenylalanine-tRNA ligase activity
[G0O:0004826]; RNA binding [GO:0003723]

095363 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; phenylalanine-tRNA ligase activity
[GO:0004826]; tRNA binding [GO:0000049]
ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; phosphatidic acid binding

QOPOL2 [GO:0070300]; phosphatidylinositol-4,5-bisphosphate binding [GO:0005546]; phosphatidylserine binding
[GO:0001786]; protein serine/threonine kinase activity [GO:0004674]; tau-protein kinase activity
[GO:0050321]

QINWZ3 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein kinase activity
[GO:0004672]; protein serine/threonine Kinase activity [GO:0004674]

QY552 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein kinase activity
[GO:0004672]; protein serine/threonine Kinase activity [GO:0004674]
ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein kinase activity

043781 [GO:0004672]; protein serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine
kinase activity [GO:0004674]; protein tyrosine kinase activity [GO:0004713]

QOUK32 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein kinase activity
[GO:0004672]; ribosomal protein S6 Kinase activity [GO:0004711]

095835 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein kinase binding
[GO:0019901]; protein serine/threonine kinase activity [GO:0004674]

015021 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

060307 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q6DT37 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q6SA0S ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q8IY84 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q96PF2 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q96PNS ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

QIBXA7 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q9H093 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q9HOK1 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

QINRH2 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q9Y2H1 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q9Y2H9 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

Q9Y2K2 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]

095747 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase
activity [GO:0004674]; receptor signaling protein serine/threonine kinase activity [GO:0004702]

QINRP7 ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine kinase

activity [G0O:0004674]; transcription factor binding [GO:0008134]




Q15349

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; protein serine/threonine/tyrosine
kinase activity [GO:0004712]; protein serine/threonine kinase activity [GO:0004674]; ribosomal protein
S6 Kinase activity [GO:0004711]

Q9BRP7

ATP binding [GO:0005524]; magnesium ion binding [GO:0000287]; rRNA (uridine-N3-)-
methyltransferase activity [GO:0070042]; tRNA binding [GO:0000049]

P51957

ATP binding [G0O:0005524]; manganese ion binding [GO:0030145]; protein serine/threonine kinase
activity [GO:0004674]

P11309

ATP binding [GO:0005524]; manganese ion binding [GO:0030145]; protein serine/threonine kinase
activity [GO:0004674]; ribosomal small subunit binding [GO:0043024]; transcription factor binding
[GO:0008134]

Q13164

ATP binding [GO:0005524]; MAP kinase activity [GO:0004707]; mitogen-activated protein kinase
binding [G0O:0051019]

P27361

ATP binding [GO:0005524]; MAP kinase activity [GO:0004707]; phosphatase binding [GO:0019902]

015264

ATP binding [GO:0005524]; MAP kinase activity [GO:0004707]; protein serine/threonine kinase activity
[GO:0004674]

Q15759

ATP binding [GO:0005524]; MAP kinase activity [GO:0004707]; protein serine/threonine kinase activity
[GO:0004674]

Q8TDOS

ATP binding [GO:0005524]; MAP kinase activity [GO:0004707]; SH3 domain binding [GO:0017124]

QIY6R4

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; MAP kinase kinase kinase
activity [G0O:0004709]; metal ion binding [GO:0046872]

Q99759

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; MAP kinase kinase kinase
activity [G0O:0004709]; metal ion binding [GO:0046872]; protein Kinase activity [GO:0004672]

Q9Y2U5

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; MAP kinase kinase kinase
activity [GO:0004709]; metal ion binding [GO:0046872]; protein kinase activity [GO:0004672]; protein
kinase binding [GO:0019901]; protein serine/threonine kinase activity [GO:0004674]

Q99558

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; MAP kinase kinase kinase
activity [GO:0004709]; NF-kappaB-inducing kinase activity [GO:0004704]; protein Kinase activity
[GO:0004672]; protein serine/threonine Kinase activity [GO:0004674]

Q13163

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; metal ion binding
[GO:0046872]; protein kinase activity [GO:0004672]; protein serine/threonine kinase activity
[GO:0004674]; protein tyrosine Kinase activity [GO:0004713]

075914

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; metal ion binding
[GO:0046872]; protein serine/threonine kinase activity [GO:0004674]; Rac GTPase binding
[GO:0048365]

P36507

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; PDZ domain binding
[GO:0030165]; protein serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine
kinase activator activity [GO:0043539]; protein serine/threonine kinase activity [GO:0004674]; protein
tyrosine kinase activity [GO:0004713]; scaffold protein binding [G0:0097110]

Q02750

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; protein C-terminus binding
[GO:0008022]; protein kinase activity [GO:0004672]; protein N-terminus binding [GO:0047485]; protein
serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine kinase activator activity
[GO:0043539]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase activity
[GO:0004713]; receptor signaling protein tyrosine phosphatase activity [GO:0004728]

P46734

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; protein kinase binding
[GO:0019901]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase activity
[GO:0004713]

P52564

ATP binding [GO:0005524]; MAP kinase kinase activity [GO:0004708]; protein kinase binding
[GO:0019901]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase activity
[GO:0004713]

Q56UNS5

ATP binding [GO:0005524]; MAP kinase kinase kinase activity [GO:0004709]

Q6ZN16

ATP binding [GO:0005524]; MAP kinase kinase kinase activity [GO:0004709]; metal ion binding
[GO:0046872]

Q12851

ATP binding [GO:0005524]; MAP kinase kinase kinase kinase activity [GO:0008349]; mitogen-activated
protein kinase kinase kinase binding [GO:0031435]; protein serine/threonine kinase activity
[GO:0004674]

Q8IVHS

ATP binding [GO:0005524]; MAP kinase kinase kinase kinase activity [GO:0008349]; protein kinase
activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]

Q92918

ATP binding [GO:0005524]; MAP kinase kinase kinase kinase activity [GO:0008349]; protein kinase




activity [GO:0004672]; protein serine/threonine kinase activity [GO:0004674]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168];
P22102 phosphoribosylamine-glycine ligase activity [GO:0004637]; phosphoribosylformylglycinamidine cyclo-
ligase activity [GO:0004641]; phosphoribosylglycinamide formyltransferase activity [G0:0004644]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; myosin phosphatase regulator activity

Q09013 [GO:0017020]; protein serine/threonine kinase activity [GO:0004674]

060285 AT_P binding_[GO_:0005524_f] : metal ion binding [GO:0046872]; p53 binding [GO:0002039]; protein
serine/threonine kinase activity [GO:0004674]

014578 ATP binding [G0O:0005524]; metal ion binding [GO:0046872]; PDZ domain binding [GO:0030165];

protein serine/threonine kinase activity [GO:0004674]; scaffold protein binding [GO:0097110]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; phospholipid binding [GO:0005543];
P41743 protein Kinase activity [GO:0004672]; protein kinase C activity [GO:0004697]; protein serine/threonine
kinase activity [GO:0004674]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822];
075116 protein serine/threonine kinase activity [GO:0004674]; Rho-dependent protein serine/threonine kinase
activity [GO:0072518]; structural molecule activity [GO:0005198]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822];

QOY3I0 | pNA ligase (ATP) activity [G0:0003972]; vinculin binding [GO:0017166]

Q6PIY7 AT_P_binding [GO:0005524]; metal ion binding [GO:0046872]; polynucleotide adenylyltransferase
activity [GO:0004652]

Q9BWT3 AT_P_binding [GO:0005524]; m_eta! ion binding [GO:0046872]; polynucleotide adenylyltransferase
activity [GO:0004652]; RNA binding [GO:0003723]

QINRI5 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; polynucleotide adenylyltransferase

activity [G0O:0004652]; RNA binding [GO:0003723]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein C-terminus binding
Q59H18 [GO:0008022]; protein kinase activity [GO:0004672]; protein serine/threonine kinase activity
[GO:0004674]; troponin | binding [G0:0031013]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein homodimerization activity
000506 [GO:0042803]; protein kinase activity [GO:0004672]; protein serine/threonine kinase activity
[GO:0004674]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein kinase activity [GO:0004672];

QIBZL6 protein kinase C activity [GO:0004697]; protein serine/threonine kinase activity [GO:0004674]

P51955 ATP pinding [GO:OOO_SS?4]; metal ion binding [G_O:00_46872]; pr_otein_ kinase a}ct_ivity [GO:0004672];
protein phosphatase binding [GO:0019903]; protein serine/threonine kinase activity [GO:0004674]

Q13464 ATP _bindipg [GO:OO_0552_4]; meta_l i_on binding [GO:0046872]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]

Q6ZWHS ATP _bindir_wg [GO:00_0552_4]; meta_l i_on binding [GO:0046872]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]

Q9Y6ED ATP _bindir_wg [GO:00_0552_4]; meta_l i_on binding [GO:0046872]; protein kinase activity [GO:0004672];
protein serine/threonine kinase activity [GO:0004674]

Q8TD19 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein kinase binding [GO:0019901];

protein serine/threonine kinase activity [GO:0004674]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein kinase C activity [GO:0004697];
Q04759 protein serine/threonine kinase activity [GO:0004674]; ubiquitin-protein transferase activity
[G0O:0004842]

ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity

Po1956 [GO:0004674]

Q6P3R8 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]

Q865G6 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]

Q86UX6 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]

QBNG66 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]

Q8TDX7 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]

Q8WUO8 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity

[GO:0004674]




ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity

QINRM7 | 150:0004674]

QINY57 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine kinase activity
[GO:0004674]
ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine/tyrosine kinase

Q15569 activity [GO:0004712]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase
activity [GO:0004713]
ATP binding [GO:0005524]; metal ion binding [GO:0046872]; protein serine/threonine/tyrosine kinase

Q9NR20 activity [GO:0004712]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine kinase
activity [GO:0004713]

QOH3H1 ATP binding [GO:0005524]; metal ion binding [GO:0046872]; tRNA dimethylallyltransferase activity
[GO:0052381]

Q96GW9 | ATP binding [GO:0005524]; methionine-tRNA ligase activity [GO:0004825]

P56192 ATP binding [GO:0005524]; methionine-tRNA ligase activity [GO:0004825]; tRNA binding
[GO:0000049]

Q8WXR4 ATP binding [GO:0005524]; microfilament motor activity [GO:0000146]; protein serine/threonine kinase
activity [GO:0004674]

Q9HOAD ATP binding [GO:0005524]; N-acetyltransferase activity [GO:0008080]; poly(A) RNA binding
[G0O:0044822]
ATP binding [GO:0005524]; non-membrane spanning protein tyrosine kinase activity [GO:0004715];

Q13627 protein kinase activity [GO:0004672]; protein self-association [GO:0043621]; protein
serine/threonine/tyrosine kinase activity [GO:0004712]; protein serine/threonine kinase activity
[GO:0004674]; protein tyrosine Kinase activity [GO:0004713]; tau protein binding [GO:0048156]

Q9BSD7 ATP binding [GO:0005524]; nucleoside-triphosphatase activity [GO:0017111]; nucleotide phosphatase
activity, acting on free nucleotides [G0:0098519]; poly(A) RNA binding [GO:0044822]
ATP binding [GO:0005524]; oligopeptide-transporting ATPase activity [GO:0015421]; peptide-

Q9NP78 transporting ATPase activity [GO:0015440]; protein homodimerization activity [GO:0042803]; substrate-
specific transmembrane transporter activity [GO:0022891]

QOH4B4 ATP binding [GO:0005524]; p53 binding [GO:0002039]; protein serine/threonine kinase activity
[GO:0004674]
ATP binding [GO:0005524]; peptide binding [GO:0042277]; protein kinase activity [GO:0004672];

Q9UBSO protein serine/threonine kinase activity [GO:0004674]; ribosomal protein S6 kinase activity
[GO:0004711]
ATP binding [GO:0005524]; peptide binding [GO:0042277]; protein kinase activity [GO:0004672];

P23443 protein serine/threonine/tyrosine kinase activity [GO:0004712]; ribosomal protein S6 kinase activity
[GO:0004711]

Q96538 ATP binding [GO:0005524]; phosphatidylinositol binding [GO:0035091]; protein serine/threonine kinase
activity [GO:0004674]

P15735 ATP binding [GO:0005524]; phosphorylase kinase activity [GO:0004689]; protein serine/threonine
kinase activity [GO:0004674]; tau-protein Kinase activity [GO:0050321]

Q16816 ATP binding [GO:0005524]; phosphorylase kinase activity [GO:0004689]; tau-protein kinase activity
[GO:0050321]
ATP binding [GO:0005524]; poly(A) RNA binding [GO:0044822]; protein homodimerization activity

Q9Y2z4 [GO:0042803]; tRNA binding [GO:0000049]; tyrosine binding [GO:0072545]; tyrosine-tRNA ligase
activity [G0O:0004831]

P42285 ATP binding [GO:0005524]; poly(A) RNA binding [GO:0044822]; RNA helicase activity [GO:0003724]

000442 ATP binding [GO:0005524]; poly(A) RNA binding [GO:0044822]; RNA-3'-phosphate cyclase activity
[G0O:0003963]; RNA binding [GO:0003723]

QINP81 ATP binding [GO:0005524]; poly(A) RNA binding [GO:0044822]; serine-tRNA ligase activity
[GO:0004828]

Q5SY16 ATP binding [GO:0005524]; polynucleotide 5'-hydroxyl-kinase activity [GO:0051731]; RNA binding
[GO:0003723]

Q7L3T8 ATP binding [GO:0005524]; proline-tRNA ligase activity [GO:0004827]

075385 ATP binding [GO:0005524]; protein complex binding [GO:0032403]; protein serine/threonine kinase
activity [G0O:0004674]; Rab GTPase hinding [GO:0017137]

P26639 ATP binding [GO:0005524]; protein homodimerization activity [GO:0042803]; threonine-tRNA ligase
activity [G0O:0004829]

P49840 ATP binding [GO:0005524]; protein kinase A catalytic subunit binding [GO:0034236]; protein




serine/threonine kinase activity [GO:0004674]; tau-protein Kinase activity [GO:0050321]

Q8NCB2 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]

Q6P522 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein kinase C activity
[GO:0004697]

094768 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]

Q8N4CS ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]

QYUKES ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]

Q9Y243 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]

QoY4K4 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]

096013 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]; Rac GTPase binding [GO:0048365]

015075 ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase
activity [GO:0004674]; receptor signaling protein activity [GO:0005057]
ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine kinase

QOH2X6 activity [GO:0004674]; RNA polymerase Il activating transcription factor binding [GO:0001102]; RNA
polymerase Il transcription coactivator activity [GO:0001105]; SMAD binding [GO:0046332];
transcription corepressor activity [GO:0003714]; virion binding [GO:0046790]
ATP binding [GO:0005524]; protein kinase activity [GO:0004672]; protein serine/threonine/tyrosine

Q9Y463 kinase activity [GO:0004712]; protein serine/threonine kinase activity [GO:0004674]; protein tyrosine
kinase activity [GO:0004713]; transcription coactivator activity [GO:0003713]

P19784 ATP binding [GO:0005524]; protein N-terminus binding [GO:0047485]; protein serine/threonine kinase
activity [GO:0004674]

000444 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

014730 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

043930 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

P11801 ATP binding [GO:0005524]; protein serine/threonine Kinase activity [GO:0004674]

P27448 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

P31751 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

P57058 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

P57078 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q15772 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q52WX2 | ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q6A1A2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q6PHR2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q722Y5 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q72695 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q86TW2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q86UES ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q86V86 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q86YV6 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q86202 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q8IYT8 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q8N568 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q8NEV1 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q8NFD2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q96C45

ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]




Q96LW2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q96QS6 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9BRS2 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9BVS4 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9BYT3 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9C098 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9P1W9 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9UEE5 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

QIUKI8 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9Y3s1 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

Q9Y6S9 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]

QINQUS ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]; Rac GTPase binding
[GO:0048365]

QIP286 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]; Rac GTPase binding
[GO:0048365]

QOUEWS ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]; receptor signaling
protein serine/threonine kinase activity [GO:0004702]

QINYY3 ATP binding [GO:0005524]; protein serine/threonine kinase activity [GO:0004674]; signal transducer
activity [G0O:0004871]

Q99973 ATP binding [GO:0005524]; RNA binding [GO:0003723]

P49591 ATP binding [GO:0005524]; RNA binding [GO:0003723]; serine-tRNA ligase activity [GO:0004828]

075648 ATP binding [GO:0005524]; sulfurtransferase activity [GO:0016783]; tRNA (5-methylaminomethyl-2-
thiouridylate)-methyltransferase activity [G0O:0004808]; tRNA binding [GO:0000049]

A2RTX5 ATP binding [GO:0005524]; threonine-tRNA ligase activity [GO:0004829]

Q9BW92 | ATP binding [GO:0005524]; threonine-tRNA ligase activity [GO:0004829]

pP23381 ATP binding [GO:0005524]; tryptophan-tRNA ligase activity [GO:0004830]

Q9UGMS6 | ATP binding [GO:0005524]; tryptophan-tRNA ligase activity [GO:0004830]

Q17RB8 ATP-dependent peptidase activity [GO:0004176]; zinc ion binding [GO:0008270]
ATP:3'-cytidine-cytidine-tRNA adenylyltransferase activity [G0O:0052929]; ATP binding [G0O:0005524];

Q96Q11 CTP:3'-cytidine-tRNA cytidylyltransferase activity [GO:0052928]; CTP:tRNA cytidylyltransferase
activity [G0O:0052927]; tRNA adenylyltransferase activity [G0:0004810]; tRNA binding [GO:0000049]

Q9NUQ8 | ATPase activity [G0O:0016887]; ATP binding [GO:0005524]
ATPase activity [GO:0016887]; ATP binding [GO:0005524]; ATP-dependent DNA helicase activity
[GO:0004003]; ATP-dependent RNA helicase activity [GO:0004004]; CTPase activity [GO:0043273];
DNA binding [GO:0003677]; eukaryatic initiation factor 4E binding [GO:0008190]; GTPase activity

000571 [GO:0003924]; MRNA 5'-UTR binding [G0:0048027]; nucleoside-triphosphatase activity [GO:0017111];
poly(A) binding [GO:0008143]; poly(A) RNA binding [G0:0044822]; ribosomal small subunit binding
[GO:0043024]; RNA binding [GO:0003723]; RNA stem-loop binding [GO:0035613]; transcription factor
binding [G0O:0008134]; translation initiation factor binding [GO:0031369]
ATPase activity [GO:0016887]; ATP binding [GO:0005524]; ATP-dependent RNA helicase activity

Q14240 [GO:0004004]; helicase activity [GO:0004386]; poly(A) RNA binding [GO:0044822]; translation
initiation factor activity [GO:0003743]

QINTKS ATPase activity [GO:0016887]; ATP binding [GO:0005524]; GTP binding [GO:0005525]; metal ion
binding [GO:0046872]; ribosomal large subunit binding [GO:0043023]; ribosome binding [GO:0043022]

P61221 ATPase activity [GO:0016887]; ATP binding [GO:0005524]; iron-sulfur cluster binding [GO:0051536];
ribonuclease inhibitor activity [GO:0008428]

075037 ATPase activity [GO:0016887]; ATP binding [GO:0005524]; microtubule motor activity [GO:0003777]

Q724S6 ATPase activity [GO:0016887]; ATP binding [GO:0005524]; microtubule motor activity [GO:0003777]
ATPase activity [GO:0016887]; ATP binding [GO:0005524]; poly(A) RNA binding [GO:0044822];

Q8NE71 ribosome binding [GO:0043022]; translation activator activity [GO:0008494]; translation factor activity,
RNA binding [GO:0008135]

QoUG63 ATPase activity [GO:0016887]; ATP binding [GO:0005524]; transporter activity [GO:0005215]




P28288

ATPase activity [GO:0016887]; ATPase activity, coupled to transmembrane movement of substances
[GO:0042626]; ATP binding [GO:0005524]; long-chain fatty acid transporter activity [GO:0005324];
protein homodimerization activity [G0:0042803]

Q9BZC7

ATPase activity [GO:0016887]; ATPase activity, coupled to transmembrane movement of substances
[GO:0042626]; ATP binding [GO:0005524]; nucleotide binding [GO:0000166]

P33527

ATPase activity [GO:0016887]; ATPase activity, coupled to transmembrane movement of substances
[GO:0042626]; ATP binding [GO:0005524]; transporter activity [GO:0005215]

094911

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q8IUA7

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q8N139

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q8WWZ4

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q8WWZ7

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q96J65

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]

Q86UQ4

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; cholesterol transporter activity [GO:0017127]; phospholipid transporter activity
[GO:0005548]

P78363

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; cholesterol transporter activity [GO:0017127]; phospholipid-translocating ATPase
activity [GO:0004012]; phospholipid transporter activity [GO:0005548]; transporter activity
[GO:0005215]

Q2M3G0

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; efflux transmembrane transporter activity [GO:0015562]

060706

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; ion channel binding [GO:0044325]; potassium channel activity [GO:0005267]; potassium
channel regulator activity [GO:0015459]; sulfonylurea receptor activity [GO:0008281]; transporter
activity [G0O:0005215]

Q09428

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; ion channel binding [GO:0044325]; potassium channel activity [GO:0005267]; potassium
ion transmembrane transporter activity [GO:0015079]; sulfonylurea receptor activity [GO:0008281]

015438

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; organic anion transmembrane transporter activity [GO:0008514]

015440

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; organic anion transmembrane transporter activity [GO:0008514]

Q92887

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; organic anion transmembrane transporter activity [GO:0008514]

Q96J66

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; organic anion transmembrane transporter activity [GO:0008514]; purine nucleotide
transmembrane transporter activity [GO:0015216]

P21439

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; phosphatidylcholine-translocating ATPase activity [GO:0090554]; phosphatidylcholine
transporter activity [GO:0008525]; xenobiotic-transporting ATPase activity [GO:0008559]

095255

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; transporter activity [GO:0005215]

Q99758

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; transporter activity [GO:0005215]

QINRKG

ATPase activity, coupled to transmembrane movement of substances [GO:0042626]; ATP binding
[GO:0005524]; transporter activity [G0:0005215]

P08183

ATPase activity, coupled to transmembrane movement of substances [G0O:0042626]; ATP binding
[GO:0005524]; transporter activity [GO:0005215]; xenobiotic-transporting ATPase activity
[GO:0008559]

Q8IWQ3

ATPase binding [G0O:0051117]; ATPase regulator activity [GO:0060590]; ATP binding [GO:0005524];
magnesium ion binding [GO:0000287]; protein serine/threonine kinase activity [GO:0004674]; tau-
protein Kinase activity [GO:0050321]




Q86TM6

ATPase binding [GO:0051117]; chaperone binding [GO:0051087]; ligase activity [GO:0016874];
ubiquitin protein ligase activity [GO:0061630]; ubiquitin protein ligase activity involved in ERAD
pathway [GO:1904264]; ubiquitin-specific protease binding [G0:1990381]; unfolded protein binding
[G0:0051082]; zinc ion binding [GO:0008270]

P16157

ATPase binding [GO:0051117]; cytoskeletal adaptor activity [GO:0008093]; enzyme binding
[G0:0019899]; spectrin binding [GO:0030507]; structural constituent of cytoskeleton [GO:0005200];
structural molecule activity [GO:0005198]

Q01484

ATPase binding [GO:0051117]; enzyme binding [GO:0019899]; ion channel binding [GO:0044325];
potassium channel regulator activity [GO:0015459]; protein binding, bridging [GO:0030674]; protein
kinase binding [G0O:0019901]; spectrin binding [GO:0030507]

Q96B26

AU-rich element binding [G0O:0017091]

P41238

AU-rich element binding [G0O:0017091]; cytidine deaminase activity [GO:0004126]; cytosine deaminase
activity [G0O:0004131]; RNA binding [GO:0003723]; zinc ion binding [GO:0008270]

P47974

AU-rich element binding [G0O:0017091]; DNA binding [GO:0003677]; metal ion binding [GO:0046872];
MRNA 3'-UTR AU-rich region binding [G0:0035925]; poly(A) RNA binding [GO:0044822];
transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q07352

AU-rich element binding [G0O:0017091]; DNA binding [GO:0003677]; metal ion binding [GO:0046872];
mMRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

Q15717

AU-rich element binding [GO:0017091]; double-stranded RNA binding [GO:0003725]; mRNA 3'-UTR
AU-rich region binding [GO:0035925]; mRNA 3'-UTR binding [GO:0003730]; mRNA binding
[GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; protein kinase
binding [G0:0019901]; RNA binding [G0O:0003723]

043809

AU-rich element binding [GO:0017091]; histone deacetylase binding [GO:0042826]; hydrolase activity
[GO:0016787]; MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; protein
homodimerization activity [G0:0042803]

P26378

AU-rich element binding [G0:0017091]; mRNA 3'-UTR binding [GO:0003730]; nucleotide binding
[G0O:0000166]; RNA binding [GO:0003723]

Q14576

AU-rich element binding [G0:0017091]; nucleotide binding [GO:0000166]

Q8IY X4

AU-rich element binding [G0O:0017091]; nucleotide binding [GO:0000166]

P31483

AU-rich element binding [G0:0017091]; nucleotide binding [GO:0000166]; poly(A) binding
[G0:0008143]; poly(A) RNA hinding [G0:0044822]

Q13151

AU-rich element binding [G0:0017091]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0:0044822]; protein kinase binding [GO:0019901]; RNA binding [GO:0003723]

Q01085

AU-rich element binding [GO:0017091]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0O:0044822]; RNA binding [GO:0003723]

Q86XN8

AU-rich element binding [G0O:0017091]; poly(A) RNA binding [G0O:0044822]; zinc ion binding
[GO:0008270]

Q9UKV5

BAT3 complex binding [GO:1904288]; chaperone binding [GO:0051087]; ligase activity [GO:0016874];
protein binding, bridging [GO:0030674]; receptor activity [GO:0004872]; ubiquitin protein ligase activity
[GO:0061630]; ubiquitin protein ligase activity involved in ERAD pathway [G0O:1904264]; ubiquitin-
protein transferase activity [GO:0004842]; ubiquitin-specific protease binding [GO:1990381]; ubiquitin-
ubiquitin ligase activity [G0O:0034450]; zinc ion binding [G0:0008270]

Q14678

beta-catenin binding [GO:0008013]

QINSC2

beta-catenin binding [GO:0008013]; chromatin binding [GO:0003682]; DNA binding [GO:0003677];
metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [GO:0000978]; transcriptional repressor activity, RNA polymerase Il core promoter
proximal region sequence-specific binding [GO:0001078]; transcription factor activity, sequence-specific
DNA binding [GO:0003700]

060907

beta-catenin binding [GO:0008013]; histone binding [GO:0042393]; protein C-terminus binding
[GO:0008022]; protein domain specific binding [GO:0019904]; transcription corepressor activity
[GO:0003714]; transcription factor binding [GO:0008134]; transcription regulatory region DNA binding
[GO:0044212]

QIBZK7

beta-catenin binding [GO:0008013]; histone binding [GO:0042393]; protein N-terminus binding
[GO:0047485]; transcription corepressor activity [GO:0003714]; transcription regulatory region DNA
binding [G0O:0044212]

P42704

beta-tubulin binding [G0:0048487]; microtubule binding [GO:0008017]; poly(A) RNA binding
[G0:0044822]; RNA binding [GO:0003723]; single-stranded DNA binding [G0:0003697]; ubiquitin




protein ligase binding [GO:0031625]

P55769

box C/D snoRNA binding [GO:0034512]; poly(A) RNA binding [GO:0044822]; RNA binding
[G0O:0003723]; U3 snoRNA hinding [GO:0034511]; U4 snRNA binding [GO:0030621]

Q92879

BRE binding [G0:0042835]; mRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A)
RNA binding [G0:0044822]; RNA binding [GO:0003723]; translation repressor activity, nucleic acid
binding [GO:0000900]

Q9BZC1

BRE binding [G0O:0042835]; mRNA binding [GO:0003729]; nucleotide binding [GO:0000166];
translation repressor activity, nucleic acid binding [G0O:0000900]

QI6KQ7

C2H2 zinc finger domain binding [GO:0070742]; histone-lysine N-methyltransferase activity
[G0:0018024]; histone methyltransferase activity (H3-K27 specific) [GO:0046976]; histone
methyltransferase activity (H3-K9 specific) [GO:0046974]; p53 binding [GO:0002039]; protein-lysine N-
methyltransferase activity [GO:0016279]; zinc ion binding [GO:0008270]

Q2QGD7

C2H2 zinc finger domain binding [GO:0070742]; LRR domain binding [GO:0030275]; metal ion binding
[GO:0046872]; nucleic acid binding [GO:0003676]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

P98168

C2H2 zinc finger domain binding [GO:0070742]; metal ion binding [GO:0046872]; nucleic acid binding
[GO:0003676]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q12955

cadherin binding [GO:0045296]; cytoskeletal protein binding [GO:0008092]; ion channel binding
[G0O:0044325]; protein binding, bridging [GO:0030674]; spectrin binding [GO:0030507]; structural
constituent of cytoskeleton [GO:0005200]

075575

calcitonin gene-related peptide receptor activity [GO:0001635]; DNA-directed RNA polymerase activity
[G0:0003899]; nucleotide binding [GO:0000166]

P62879

calcium channel regulator activity [GO:0005246]; GTPase activity [GO:0003924]; GTPase binding
[G0:0051020]; protein complex binding [G0O:0032403]; signal transducer activity [GO:0004871]

Q9BXN1

calcium ion binding [GO:0005509]

QINU02

calcium ion binding [GO:0005509]

QIUM47

calcium ion binding [GO:0005509]

094813

calcium ion binding [GO:0005509]; chemorepellent activity [GO:0045499]; GTPase inhibitor activity
[GO:0005095]; heparin binding [GO:0008201]; identical protein binding [GO:0042802]; laminin-1
binding [GO:0043237]; protein homodimerization activity [GO:0042803]; proteoglycan binding
[GO:0043394]; Roundabout binding [GO:0048495]

P46531

calcium ion binding [GO:0005509]; chromatin DNA binding [GO:0031490]; core promoter binding
[GO:0001047]; enzyme binding [GO:0019899]; enzyme inhibitor activity [GO:0004857]; receptor
activity [GO:0004872]; sequence-specific DNA binding [GO:0043565]; transcriptional activator activity,
RNA polymerase Il transcription factor binding [GO:0001190]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P00740

calcium ion binding [GO:0005509]; endopeptidase activity [GO:0004175]; serine-type endopeptidase
activity [G0O:0004252]

P08709

calcium ion binding [GO:0005509]; glycoprotein binding [GO:0001948]; serine-type endopeptidase
activity [G0O:0004252]; serine-type peptidase activity [GO:0008236]

P00734

calcium ion binding [GO:0005509]; growth factor activity [GO:0008083]; receptor binding
[GO:0005102]; serine-type endopeptidase activity [GO:0004252]; thrombospondin receptor activity
[GO:0070053]

P19338

calcium ion binding [GO:0005509]; identical protein binding [GO:0042802]; nucleotide binding
[GO:0000166]; poly(A) RNA binding [GO:0044822]; protein C-terminus binding [GO:0008022]; RNA
binding [GO:0003723]; rRNA primary transcript binding [GO:0042134]; selenocysteine insertion
sequence binding [G0O:0035368]; single-stranded DNA binding [GO:0003697]; telomeric DNA binding
[G0O:0042162]

P09871

calcium ion binding [GO:0005509]; identical protein binding [GO:0042802]; serine-type endopeptidase
activity [GO:0004252]

P00709

calcium ion binding [GO:0005509]; lactose synthase activity [GO:0004461]

000423

calcium ion binding [GO:0005509]; microtubule binding [GO:0008017]; tubulin binding [GO:0015631]

P00742

calcium ion binding [GO:0005509]; phospholipid binding [GO:0005543]; serine-type endopeptidase
activity [GO:0004252]

Q6ZN04

calcium ion binding [GO:0005509]; poly(A) RNA binding [GO:0044822]; zinc ion binding
[GO:0008270]

Q04721

calcium ion binding [GO:0005509]; receptor activity [GO:0004872]; transcription factor activity, ligand-




activated RNA polymerase 1 transcription factor binding [GO:0038049]

075093 calcium ion binding [GO:0005509]; Roundabout binding [GO:0048495]

075094 calcium ion binding [G0O:0005509]; Roundabout binding [GO:0048495]

P04070 calcium ion binding [GO:0005509]; serine-type endopeptidase activity [GO:0004252]

P07478 calcium ion binding [GO:0005509]; serine-type endopeptidase activity [GO:0004252]

PO0736 calcium ion binding [GO:0005509]; serine-type endopeptidase activity [GO:0004252]; serine-type
peptidase activity [GO:0008236]

P35030 calcium ion binding [GO:0005509]; serine-type endopeptidase activity [GO:0004252]; serine-type
peptidase activity [GO:0008236]
calcium-activated potassium channel activity [GO:0015269]; peptidase activity [GO:0008233]; serine-

P05981 type endopeptidase activity [GO:0004252]; serine-type exopeptidase activity [GO:0070008]; serine-type
peptidase activity [GO:0008236]
calcium-dependent protein binding [GO:0048306]; calcium ion binding [GO:0005509]; complement

000187 component C4b binding [GO:0001855]; peptidase activity [GO:0008233]; serine-type endopeptidase
activity [GO:0004252]
calcium-dependent protein binding [GO:0048306]; calcium ion binding [GO:0005509]; peptidase activity

P48740 [GO:0008233]; protein homodimerization activity [GO:0042803]; serine-type endopeptidase activity
[GO:0004252]
calcium-dependent protein binding [GO:0048306]; metal ion binding [GO:0046872]; nucleocytoplasmic

Q9NWE4 | transporter activity [GO:0005487]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0:0044822]; pre-mRNA binding [GO:0036002]; U6 snRNA binding [G0:0017070]
CAMP response element binding [GO:0035497]; DNA binding [GO:0003677]; ligase activity
[GO:0016874]; metal ion binding [GO:0046872]; RNA polymerase 1l regulatory region sequence-specific

Q66KS9 DNA binding [GO:0000977]; transcriptional repressor activity, RNA polymerase Il transcription
regulatory region sequence-specific binding [GO:0001227]; transcription coactivator activity
[GO:0003713]; transcription corepressor activity [GO:0003714]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q05BV3 catalytic activity [GO:0003824]

Q2TBEO catalytic activity [GO:0003824]

Q69YN2 catalytic activity [GO:0003824]

Q8N145 catalytic activity [GO:0003824]
catalytic activity [GO:0003824]; DNA binding [GO:0003677]; phosphatase activator activity

P35269 [GO:0019211]; poly(A) RNA binding [GO:0044822]; transcription coactivator activity [GO:0003713];
transcription factor binding [GO:0008134]

QINY12 cation channel activity [GO:0005261]; poly(A) RNA binding [GO:0044822]

075762 channel activity [GO:0015267]; intracellular ligand-gated calcium channel activity [GO:0005218];
temperature-gated cation channel activity [GO:0097604]

014775 chaperone binding [GO:0051087]; G-protein gamma-subunit binding [GO:0031682]; GTPase activity
[G0:0003924]; signal transducer activity [GO:0004871]

P11441 chaperone binding [GO:0051087]; ubiquitin-like protein transferase activity [GO:0019787]

P14210 chemoattractant activity [GO:0042056]; growth factor activity [GO:0008083]; identical protein binding
[G0O:0042802]

043155 chemorepellent activity [GO:0045499]; protein binding, bridging [GO:0030674]; receptor signaling
protein activity [GO:0005057]

QINZUO chemorepellent activity [GO:0045499]; protein binding, bridging [GO:0030674]; receptor signaling
protein activity [GO:0005057]

Q12770 cholesterol binding [GO:0015485]; unfolded protein binding [GO:0051082]

QB6UXN9 | chromatin binding [GO:0003682]
chromatin binding [GO:0003682]; chromatin DNA binding [GO:0031490]; intronic transcription
regulatory region sequence-specific DNA binding [GO:0001161]; metal ion binding [GO:0046872]; RNA

P41182 polymerase Il regulatory region sequence-specific DNA binding [GO:0000977]; sequence-specific DNA
binding [GO:0043565]; transcriptional repressor activity, RNA polymerase Il transcription regulatory
region sequence-specific binding [G0:0001227]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

Q15424 chromatin binding [GO:0003682]; core promoter binding [GO:0001047]; double-stranded DNA binding




[G0O:0003690]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

P23246

chromatin binding [GO:0003682]; core promoter binding [GO:0001047]; histone deacetylase binding
[GO:0042826]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA
polymerase Il distal enhancer sequence-specific DNA binding [GO:0000980]; transcription regulatory
region DNA binding [GO:0044212]; transcription regulatory region sequence-specific DNA binding
[GO:0000976]

Q15233

chromatin binding [GO:0003682]; core promoter binding [GO:0001047]; identical protein binding
[GO:0042802]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA
polymerase |l distal enhancer sequence-specific DNA hinding [GO:0000980]

P38159

chromatin binding [GO:0003682]; core promoter binding [G0:0001047]; mRNA binding [GO:0003729];
nucleotide binding [GO:0000166]; poly(A) RNA hinding [G0:0044822]; RNA binding [GO:0003723]

Q01201

chromatin binding [GO:0003682]; core promoter binding [GO:0001047]; RNA polymerase Il regulatory
region sequence-specific DNA binding [GO:0000977]; RNA polymerase Il transcription factor activity,
sequence-specific DNA binding [GO:0000981]; transcription corepressor activity [GO:0003714];
transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8TF32

chromatin binding [GO:0003682]; core promoter sequence-specific DNA binding [GO:0001046]; metal
ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific DNA
binding [GO:0000978]

Q7Z2E3

chromatin binding [G0O:0003682]; damaged DNA binding [GO:0003684]; DNA 5'-adenosine
monophosphate hydrolase activity [GO:0033699]; double-stranded DNA binding [GO:0003690]; double-
stranded RNA binding [GO:0003725]; metal ion binding [GO:0046872]; phosphoglycolate phosphatase
activity [GO:0008967]; phosphoprotein binding [G0:0051219]; polynucleotide 3'-phosphatase activity
[GO:0046403]; protein N-terminus binding [GO:0047485]

P27694

chromatin binding [GO:0003682]; damaged DNA binding [GO:0003684]; metal ion binding
[GO:0046872]; single-stranded DNA binding [GO:0003697]

015054

chromatin binding [GO:0003682]; dioxygenase activity [GO:0051213]; histone demethylase activity (H3-
K27 specific) [GO:0071558]; metal ion binding [GO:0046872]; sequence-specific DNA binding
[GO:0043565]

P05423

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; DNA-directed RNA polymerase activity
[GO:0003899]

P30876

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; DNA-directed RNA polymerase activity
[GO:0003899]; metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; ribonucleoside
binding [GO:0032549]

014802

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; DNA-directed RNA polymerase activity
[G0:0003899]; ribonucleoside binding [GO:0032549]; zinc ion binding [GO:0008270]

P67809

chromatin binding [G0O:0003682]; DNA binding [GO:0003677]; double-stranded DNA binding
[GO:0003690]; GTPase binding [GO:0051020]; poly(A) RNA binding [GO:0044822]; RNA binding
[GO:0003723]; RNA polymerase 11 core promoter proximal region sequence-specific DNA binding
[GO:0000978]; single-stranded DNA binding [GO:0003697]; transcriptional activator activity, RNA
polymerase Il core promoter proximal region sequence-specific binding [GO:0001077]; transcription
factor activity, sequence-specific DNA binding [G0:0003700]

P54253

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; identical protein binding [GO:0042802];
poly(G) binding [GO:0034046]; poly(U) RNA binding [GO:0008266]; protein C-terminus binding
[GO:0008022]; protein self-association [GO:0043621]

Q9Y2T7

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; lipid binding [GO:0008289]; mRNA 3'-
UTR binding [GO:0003730]; ribonucleoprotein complex binding [GO:0043021]; translation regulator
activity [GO:0045182]

P52747

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QIBRRO

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA
polymerase 11 core promoter proximal region sequence-specific DNA binding [GO:0000978]; sequence-
specific DNA binding [GO:0043565]; transcriptional repressor activity, RNA polymerase Il core
promoter proximal region sequence-specific binding [G0O:0001078]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

Q9HBEL

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA
polymerase 11 core promoter proximal region sequence-specific DNA binding [GO:0000978];
transcriptional activator activity, RNA polymerase Il core promoter proximal region sequence-specific
binding [GO:0001077]

P29375

chromatin binding [GO:0003682]; DNA binding [GO:0003677]; oxidoreductase activity, acting on paired
donors, with incorporation or reduction of molecular oxygen, 2-oxoglutarate as one donor, and




incorporation of one atom each of oxygen into both donors [GO:0016706]; transcription coactivator
activity [GO:0003713]; transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc
ion binding [GO:0008270]

075717 chromatin binding [GO:0003682]; DNA binding [GO:0003677]; RNA binding [GO:0003723]

060563 chromatin binding [GO:0003682]; DNA binding [GO:0003677]; snRNA binding [GO:0017069];
transcription regulatory region DNA binding [G0:0044212]

Q9BQS7 chromatin binding [G0O:0003682]; DNA binding [GO:0003677]; transcription corepressor activity
[GO:0003714]

000267 chromatin binding [GO:0003682]; enzyme binding [GO:0019899]; poly(A) RNA binding [GO:0044822];
protein heterodimerization activity [GO:0046982]

Q13112 chromatin binding [GO:0003682]; histone binding [G0:0042393]; unfolded protein binding
[GO:0051082]
chromatin binding [GO:0003682]; histone demethylase activity [GO:0032452]; histone demethylase
activity (H3-K27 specific) [GO:0071558]; histone demethylase activity (H3-K36 specific) [GO:0051864];
histone demethylase activity (H3-K9 specific) [GO:0032454]; histone demethylase activity (H4-K20

Q9UPP1 specific) [GO:0035575]; iron ion binding [GO:0005506]; methylated histone binding [GO:0035064];
oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, 2-
oxoglutarate as one donor, and incorporation of one atom each of oxygen into both donors [GO:0016706];
zinc ion binding [G0:0008270]

075530 chromatin binding [GO:0003682]; histone methyltransferase activity [GO:0042054]; identical protein
binding [GO:0042802]

Q04724 chromatin binding [GO:0003682]; identical protein binding [GO:0042802]; RNA polymerase 11
transcription corepressor activity [GO:0001106]; transcription factor binding [GO:0008134]

QOUHCT? chromatin binding [GO:0003682]; ligase activity [GO:0016874]; poly(A) RNA binding [GO:0044822];
ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding [GO:0008270]
chromatin binding [GO:0003682]; metal ion binding [GO:0046872]; sequence-specific DNA binding

043623 [GO:0043565]; transcriptional repressor activity, RNA polymerase Il core promoter proximal region
sequence-specific binding [GO:0001078]; transcription factor activity, RNA polymerase Il distal
enhancer sequence-specific binding [GO:0003705]

P18615 chromatin binding [GO:0003682]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0:0044822]; RNA binding [GO:0003723]

075179 chromatin binding [GO:0003682]; poly(A) RNA binding [G0:0044822]

075533 chromatin binding [GO:0003682]; poly(A) RNA binding [GO:0044822]

Q8WTT2 | chromatin binding [GO:0003682]; poly(A) RNA binding [GO:0044822]

Q8IZLS chromatin binding [GO:0003682]; poly(A) RNA binding [G0O:0044822]; transcription factor binding
[GO:0008134]
chromatin binding [GO:0003682]; protein kinase B binding [GO:0043422]; RNA polymerase Il

Q9GzVv1 sequence-specific DNA binding transcription factor binding [GO:0061629]; structural constituent of
muscle [GO:00083077; titin binding [G0:0031432]

Q8N7H5 chromatin binding [GO:0003682]; RNA polymerase Il core binding [GO:0000993]
chromatin binding [GO:0003682]; RNA polymerase Il core promoter proximal region sequence-specific

Q00653 DNA binding [GO:0000978]; transcriptional activator activity, RNA polymerase Il core promoter
proximal region sequence-specific binding [GO:0001077]; transcription coactivator activity
[GO:0003713]; transcription factor activity, sequence-specific DNA binding [GO:0003700]
chromatin binding [GO:0003682]; RNA polymerase Il distal enhancer sequence-specific DNA binding

Q04864 [GO:0000980]; transcriptional activator activity, RNA polymerase 11 distal enhancer sequence-specific
binding [GO:0001205]; transcription factor activity, sequence-specific DNA binding [GO:0003700]
chromatin binding [GO:0003682]; RNA polymerase Il regulatory region sequence-specific DNA binding

Q92833 [GO:0000977]; transcriptional repressor activity, RNA polymerase Il transcription regulatory region
sequence-specific binding [G0O:0001227]

Q04727 chromatin binding [GO:0003682]; transcription corepressor activity [GO:0003714]; transcription factor
activity, RNA polymerase Il distal enhancer sequence-specific binding [GO:0003705]

095409 chromatin DNA binding [GO:0031490]; DNA binding [GO:0003677]; metal ion binding [GO:0046872];
transcription factor activity, sequence-specific DNA binding [G0O:0003700]

Q7Z5L7 collagen binding [GO:0005518]

Q6NUI6 collagen binding [GO:0005518]; collagen fibril binding [GO:0098633]

P51884 collagen binding [GO:0005518]; extracellular matrix structural constituent [GO:0005201]




Q8TF66

collagen binding [G0:0005518]; fibronectin binding [GO:0001968]; laminin binding [GO:0043236]

P00751

complement binding [GO:0001848]; serine-type endopeptidase activity [GO:0004252]

Q14872

core promoter binding [GO:0001047]; DNA binding [GO:0003677]; metal ion binding [GO:0046872];
RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978]; RNA
polymerase 11 core promoter sequence-specific DNA binding [GO:0000979]; transcriptional activator
activity, RNA polymerase Il core promoter proximal region sequence-specific binding [GO:0001077];
transcription coactivator activity [GO:0003713]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

Q9BQGO

core promoter binding [GO:0001047]; DNA-directed DNA polymerase activity [GO:0003887]; poly(A)
RNA binding [G0:0044822]; sequence-specific DNA binding [GO:0043565]; transcription corepressor
activity [GO:0003714]; transcription factor binding [G0:0008134]

QIUKVS

core promoter binding [GO:0001047]; double-stranded RNA binding [GO:0003725]; endoribonuclease
activity [GO:0004521]; endoribonuclease activity, cleaving miRNA-paired mRNA [G0:0090624];
endoribonuclease activity, cleaving siRNA-paired mRNA [GO:0070551]; metal ion binding
[GO:0046872]; miRNA binding [GO:0035198]; mRNA binding [GO:0003729]; poly(A) RNA binding
[GO:0044822]; pre-miRNA binding [GO:0070883]; protein C-terminus binding [GO:0008022]; RNA 7-
methylguanosine cap binding [GO:0000340]; RNA polymerase |1 core binding [GO:0000993]; single-
stranded RNA binding [GO:0003727]; siRNA binding [GO:0035197]; translation initiation factor activity
[GO:0003743]

Q9UL18

core promoter binding [GO:0001047]; double-stranded RNA binding [GO:0003725]; miRNA binding
[GO:0035198]; poly(A) RNA binding [GO:0044822]; pre-miRNA binding [GO:0070883]; RNA binding
[GO:0003723]; RNA polymerase 11 core binding [GO:0000993]; RNA polymerase 1l core promoter
proximal region sequence-specific DNA binding [GO:0000978]; single-stranded RNA binding
[GO:0003727]

Q8IX12

core promoter binding [GO:0001047]; ligand-dependent nuclear receptor transcription coactivator activity
[GO:0030374]; poly(A) RNA binding [GO:0044822]; transcription coactivator activity [GO:0003713];
transcription corepressor activity [GO:0003714]

Q8WXF1

core promoter binding [GO:0001047]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0O:0044822]

Q00978

core promoter binding [GO:0001047]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]

QINP77

CTD phosphatase activity [GO:0008420]

Q8IXW5

CTD phosphatase activity [GO:0008420]; metal ion binding [GO:0046872]

Q86WV6

cyclic-di-GMP binding [GO:0035438]; cyclic-GMP-AMP binding [GO:0061507]; identical protein
binding [G0O:0042802]; protein homodimerization activity [GO:0042803]; protein kinase binding
[G0:0019901]; transcription factor binding [G0:0008134]

Q969HO

cyclin binding [G0O:0030332]; identical protein binding [GO:0042802]; protein binding, bridging
[GO:0030674]; transcription factor activity, sequence-specific DNA binding [GO:0003700]; ubiquitin
protein ligase binding [GO:0031625]; ubiquitin-protein transferase activator activity [GO:0097027]

075909

cyclin-dependent protein serine/threonine kinase activity [GO:0004693]; protein kinase binding
[GO:0019901]; RNA polymerase Il carboxy-terminal domain kinase activity [GO:0008353]

094992

cyclin-dependent protein serine/threonine kinase inhibitor activity [GO:0004861]; snRNA binding
[GO:0017069]

QI6MH2

cyclin-dependent protein serine/threonine kinase inhibitor activity [G0O:0004861]; snRNA binding
[GO:0017069]

Q9UNP9

cyclosporin A binding [G0O:0016018]; nucleotide binding [GO:0000166]; peptidyl-prolyl cis-trans
isomerase activity [GO:0003755]; poly(A) RNA binding [GO:0044822]; RNA binding [G0O:0003723]

P63244

cysteine-type endopeptidase activator activity involved in apoptotic process [GO:0008656]; enzyme
binding [GO:0019899]; ion channel inhibitor activity [GO:0008200]; poly(A) RNA binding
[GO:0044822]; protein complex scaffold [GO:0032947]; protein homodimerization activity
[GO:0042803]; protein kinase C binding [GO:0005080]; protein phosphatase binding [GO:0019903];
protein tyrosine kinase inhibitor activity [GO:0030292]; receptor binding [GO:0005102]; receptor
tyrosine kinase binding [GO:0030971]; SH2 domain binding [GO:0042169]; signaling adaptor activity
[GO:0035591]

QIHC16

cytidine deaminase activity [GO:0004126]; deoxycytidine deaminase activity [GO:0047844]; protein
homodimerization activity [GO:0042803]; RNA binding [GO:0003723]; zinc ion binding [G0O:0008270]

P31941

cytidine deaminase activity [GO:0004126]; deoxycytidine deaminase activity [GO:0047844]; zinc ion
binding [GO:0008270]




cytidine deaminase activity [GO:0004126]; poly(A) RNA binding [GO:0044822]; RNA binding

QBIUX4 | 150:0003723]; zinc ion binding [GO:0008270]

Q9Y235 cytidine deaminase activity [GO:0004126]; RNA binding [GO:0003723]; zinc ion binding [GO:0008270]

Q9GZX7 cytidine deaminase activity [GO:0004126]; ubiquitin protein ligase binding [G0O:0031625]; zinc ion
binding [GO:0008270]

Q6NTF7 cytidine deaminase activity [GO:0004126]; zinc ion binding [GO:0008270]

012904 cytokine activity [GO:0005125]; GTPase binding [GO:0051020]; protein homodimerization activity
[G0O:0042803]; tRNA bhinding [GO:0000049]

Q16531 damaged DNA binding [GO:0003684]; DNA binding [GO:0003677]

Q92466 damaged DNA binding [GO:0003684]; DNA binding [GO:0003677]
damaged DNA binding [GO:0003684]; DNA-(apurinic or apyrimidinic site) lyase activity [GO:0003906];
enzyme binding [GO:0019899]; iron-sulfur cluster binding [GO:0051536]; mRNA binding

P23396 [GO:0003729]; NF-kappaB binding [GO:0051059]; oxidized purine nucleobase lesion DNA N-
glycosylase activity [GO:0008534]; poly(A) RNA binding [GO:0044822]; protein kinase A binding
[GO:0051018]; protein kinase binding [G0O:0019901]; structural constituent of ribosome [G0:0003735]
damaged DNA binding [GO:0003684]; ligase activity [GO:0016874]; polyubiquitin binding

QINS91 [GO:0031593]; single-stranded DNA-dependent ATPase activity [GO:0043142]; ubiquitin protein ligase
activity [GO:0061630]; ubiquitin protein ligase binding [GO:0031625]; Y-form DNA binding
[G0O:0000403]; zinc ion binding [GO:0008270]
DEAD/H-box RNA helicase binding [GO:0017151]; G-rich strand telomeric DNA binding

QI9NUX5 | [GO:0098505]; single-stranded telomeric DNA binding [GO:0043047]; telomerase inhibitor activity
[GO:0010521]
deaminase activity [GO:0019239]; endoribonuclease activity, producing 3'-phosphomonoesters

P52758 [G0:0016892]; long-chain fatty acid binding [GO:0036041]; platinum binding [GO:1904012]; poly(A)
RNA binding [G0:0044822]; transition metal ion binding [GO:0046914]; xenon atom binding
[GO:1904013]

Q9UK73 death receptor binding [GO:0005123]; ubiquitin-protein transferase activity [GO:0004842]

QOUH17 deoxycytidine deaminase activity [GO:0047844]; poly(A) RNA binding [GO:0044822]; zinc ion binding
[GO:0008270]

Q9Y2C9 diacyl lipopeptide binding [GO:0042498]; lipopeptide binding [GO:0071723]; receptor activity
[GO:0004872]; transmembrane signaling receptor activity [GO:0004888]
diacyl lipopeptide binding [GO:0042498]; lipopolysaccharide binding [GO:0001530]; lipopolysaccharide
receptor activity [GO:0001875]; lipoteichoic acid binding [GO:0070891]; peptidoglycan binding

060603 [GO:0042834]; protein heterodimerization activity [GO:0046982]; receptor activity [GO:0004872];
signaling pattern recognition receptor activity [GO:0008329]; transmembrane signaling receptor activity
[G0:0004888]; triacyl lipopeptide binding [GO:0042497]

014607 dioxygenase activity [GO:0051213]; histone demethylase activity (H3-K27 specific) [GO:0071558];
metal ion binding [GO:0046872]
dioxygenase activity [GO:0051213]; histone demethylase activity (H3-K27 specific) [GO:0071558];

015550 metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [GO:0000978]

075151 dioxygenase activity [GO:0051213]; histone demethylase activity (H3-K9 specific) [GO:0032454]; iron
ion binding [GO:0005506]; methylated histone binding [GO:0035064]; zinc ion binding [GO:0008270]

Q6BOI6 dioxygenase activity [GO:0051213]; histone demethylase activity (H3-K9 specific) [GO:0032454]; metal
ion binding [GO:0046872]

B2RXH2 dioxygenase activity [GO:0051213]; metal ion binding [GO:0046872]

Q15652 dioxygenase activity [GO:0051213]; metal ion binding [GO:0046872]; thyroid hormone receptor binding
[GO:0046966]

094953 dioxygenase activity [GO:0051213]; zinc ion binding [GO:0008270]

Q15573 DNA binding [GO:0003677]

Q92966 DNA binding [GO:0003677]

Q969F1 DNA binding [GO:0003677]

Q9H5J8 DNA binding [GO:0003677]

Q9H9Q4 DNA binding [GO:0003677]

Q9UBB9 DNA binding [GO:0003677]




Q9Y5Q8 DNA binding [GO:0003677]

Q96AP0 DNA binding [GO:0003677]; DNA polymerase binding [GO:0070182]
DNA binding [GO:0003677]; DNA-directed DNA polymerase activity [GO:0003887]; metal ion binding

Q8NDF8 [GO:0046872]; poly(A) RNA binding [GO:0044822]; polynucleotide adenylyltransferase activity
[GO:0004652]
DNA binding [GO:0003677]; DNA-directed DNA polymerase activity [GO:0003887]; metal ion binding

Q5XG87 [GO:0046872]; polynucleotide adenylyltransferase activity [GO:0004652]; SMC family protein binding
[G0:0043221]

015160 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

P19387 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

P19388 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

P52434 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

P61218 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9BUI4 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9BWH®6 | DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9GZM3 | DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9GZzs1 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9H1A7 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9H1D9 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9Y2S0 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

Q9Y535 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]

P52435 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; LRR domain
binding [GO:0030275]
DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; metal ion binding

P24928 [GO:0046872]; poly(A) RNA binding [GO:0044822]; RNA-directed RNA polymerase activity
[GO:0003968]; ubiquitin protein ligase binding [GO:0031625]

QOHIY6 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; metal ion binding
[GO:0046872]; ribonucleoside binding [GO:0032549]

QINWOS DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; metal ion binding
[GO:0046872]; ribonucleoside binding [GO:0032549]

000411 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; poly(A) RNA
binding [GO:0044822]

095602 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; zinc ion binding
[G0O:0008270]

P36954 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; zinc ion binding
[G0O:0008270]

P53803 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; zinc ion binding
[G0O:0008270]

P62875 DNA binding [GO:0003677]; DNA-directed RNA polymerase activity [GO:0003899]; zinc ion binding
[GO:0008270]
DNA binding [GO:0003677]; double-stranded DNA binding [GO:0003690]; identical protein binding

Q05516 [GO:0042802]; metal ion binding [GO:0046872]; protein homodimerization activity [GO:0042803]; RNA
polymerase 11 distal enhancer sequence-specific DNA binding [GO:0000980]; transcriptional repressor
activity, RNA polymerase Il distal enhancer sequence-specific binding [GO:0001206]
DNA binding [GO:0003677]; double-stranded DNA binding [G0:0003690]; nucleotide binding

014979 [GO:0000166]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822]; poly(G) binding
[G0:0034046]; single-stranded DNA binding [GO:0003697]

QOH171 DNA binding [GO:0003677]; double-stranded RNA adenosine deaminase activity [GO:0003726]; left-
handed Z-DNA binding [G0:0003692]; RNA binding [GO:0003723]

P55265 DNA binding [GO:0003677]; double-stranded RNA adenosine deaminase activity [GO:0003726]; metal
ion binding [G0:0046872]; poly(A) RNA binding [G0:0044822]
DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725]; drug binding [GO:0008144];

QI9NR97 receptor activity [GO:0004872]; RNA binding [GO:0003723]; single-stranded RNA binding

[GO:0003727]




Q12906

DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725]; poly(A) RNA binding
[GO:0044822]; RNA binding [GO:0003723]

Q96SI9

DNA binding [GO:0003677]; double-stranded RNA binding [GO:0003725]; poly(A) RNA binding
[GO:0044822]; single-stranded RNA hinding [GO:0003727]

P25490

DNA binding [GO:0003677]; enhancer sequence-specific DNA binding [GO:0001158]; four-way
junction DNA binding [GO:0000400]; RNA binding [GO:0003723]; SMAD binding [GO:0046332];
transcriptional repressor activity, RNA polymerase Il core promoter proximal region sequence-specific
binding [GO:0001078]; transcription coactivator activity [GO:0003713]; transcription corepressor activity
[GO:0003714]; transcription factor activity, sequence-specific DNA binding [GO:0003700]; transcription
regulatory region DNA binding [G0O:0044212]; zinc ion binding [GO:0008270]

QIUKNS

DNA binding [GO:0003677]; enzyme activator activity [GO:0008047]; histone acetyltransferase activity
[G0O:0004402]

Q15366

DNA binding [GO:0003677]; enzyme binding [GO:0019899]; poly(A) RNA binding [GO:0044822];
RNA binding [G0O:0003723]; ubiquitin protein ligase binding [G0O:0031625]

Q8N895

DNA binding [GO:0003677]; estrogen receptor binding [GO:0030331]; metal ion binding [GO:0046872];
transcription corepressor activity [GO:0003714]

Q15072

DNA binding [GO:0003677]; heparin binding [GO:0008201]; transcription factor activity, sequence-
specific DNA bhinding [GO:0003700]; zinc ion binding [GO:0008270]

Q9UGL1

DNA binding [GO:0003677]; histone demethylase activity (H3-dimethyl-K4 specific) [GO:0034648];
histone demethylase activity (H3-K4 specific) [GO:0032453]; histone demethylase activity (H3-
trimethyl-K4 specific) [GO:0034647]; oxidoreductase activity, acting on paired donors, with
incorporation or reduction of molecular oxygen, 2-oxoglutarate as one donor, and incorporation of one
atom each of oxygen into both donors [GO:0016706]; transcription corepressor activity [GO:0003714];
transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc ion binding
[GO:0008270]

P41229

DNA binding [GO:0003677]; histone demethylase activity (H3-K4 specific) [GO:0032453];
oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, 2-
oxoglutarate as one donor, and incorporation of one atom each of oxygen into both donors [GO:0016706];
zinc ion binding [G0:0008270]

QIBY66

DNA binding [GO:0003677]; histone demethylase activity (H3-K4 specific) [GO:0032453];
oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, 2-
oxoglutarate as one donor, and incorporation of one atom each of oxygen into both donors [GO:0016706];
zinc ion binding [G0:0008270]

P19474

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; ligase activity [GO:0016874];
RNA binding [G0O:0003723]; ubiquitin-protein transferase activity [GO:0004842]; zinc ion binding
[G0O:0008270]

QIHID4

DNA binding [GO:0003677]; identical protein binding [G0:0042802]; metal ion binding [GO:0046872]

QIUHKO

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; metal ion binding [GO:0046872];
protein binding, bridging [GO:0030674]; RNA binding [GO:0003723]

Q14151

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; nucleotide binding [GO:0000166];
poly(A) RNA binding [GO:0044822]

QIUHX1

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; nucleotide binding [GO:0000166];
poly(A) RNA binding [GO:0044822]

P35637

DNA binding [GO:0003677]; identical protein binding [G0:0042802]; nucleotide binding [GO:0000166];
poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; transcription coactivator activity
[G0:0003713]; zinc ion binding [GO:0008270]

Q07666

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; poly(A) binding [GO:0008143];
poly(A) RNA binding [GO:0044822]; poly(U) RNA binding [GO:0008266]; RNA binding
[GO:0003723]; SH3/SH2 adaptor activity [GO:0005070]

Q14653

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; protein homodimerization activity
[GO:0042803]; regulatory region DNA binding [GO:0000975]; transcription cofactor activity
[GO:0003712]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

P17036

DNA binding [GO:0003677]; identical protein binding [GO:0042802]; zinc ion binding [GO:0008270]

Q9HBD1

DNA binding [GO:0003677]; ligase activity [GO:0016874]; mRNA binding [GO:0003729]; poly(A)
RNA binding [G0O:0044822]; ubiquitin-protein transferase activity [GO:0004842]; zinc ion binding
[GO:0008270]

AGNDX5

DNA binding [GO:0003677]; metal ion binding [GO:0046872]

AG6NFI3

DNA binding [GO:0003677]; metal ion binding [GO:0046872]




AB6NHJ4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
ABNK53 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
ABNM28 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
A6NN14 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
A8MQ14 | DNA hinding [GO:0003677]; metal ion binding [GO:0046872]
ABMT65 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
ABMXY4 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
015015 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
043167 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
043361 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
075437 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
075467 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
POCG24 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
POCJ79 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P10072 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P15621 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P16415 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P17021 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P17041 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P21506 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P31629 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
P36508 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q13360 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q14584 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q147U1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q14929 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q15935 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q15973 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q2M1K9 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q2M3W8 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q2M3X9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q3KNS6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q3KP31 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q494X3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q49924 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q4v348 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q5MCW4 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q5SXM1 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q5T619 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q5TEC3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q5VIY5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q68EA5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6AWS86 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6DD87 DNA binding [GO:0003677]; metal ion binding [GO:0046872]




Q6IVT72 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6NX45 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6P1L6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6P280 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6P9A1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6ZMY9 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6ZN55 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6ZNGO DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6ZNH5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q6ZQV5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q7L3s4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q7L945 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q7Z317 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q7Z7K2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q86TJ5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q86UD4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q86UQO0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q86VK4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q86XN6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8IVP9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8lYB9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8lYI8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N2I2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N7KO DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N883 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N8L2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N8z8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N972 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N988 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8NIL1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8N9z0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8NB42 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8NCK3 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8NDP4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8NEP9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8TA9%4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8TC21 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8TD17 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8TF20 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8TF50 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q8WTRY7 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q969W8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q96BVO DNA binding [GO:0003677]; metal ion binding [GO:0046872]
Q96CS4 DNA binding [GO:0003677]; metal ion hinding [GO:0046872]




Q96GES5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96IR2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96JF6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96JL9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96MR9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96MU6G DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96MX3 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96NG5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QI6NG8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96NJ3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96NL3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q96SE7 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9BR84 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9BS34 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9BUY5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9BWMS | DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9BXA9 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9HOM5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9H7RO DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9HCG1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QINSD4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QINV72 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QI9NWO7 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QINZL3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9P2F9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9UC06 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QoucCo7 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QauUlI5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QIUJQ4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QouJuU3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QoUIW7 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QouUJW8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9UK10 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9UK13 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9oUL36 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9Y2A4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9Y3M9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

Q9Y467 DNA binding [GO:0003677]; metal ion binding [GO:0046872]

QI9NQV6 | DNA binding [GO:0003677]; metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168]
DNA binding [GO:0003677]; metal ion binding [GO:0046872]; nucleotidyltransferase activity
[GO:0016779]; protein homodimerization activity [GO:0042803]; RNA binding [GO:0003723]; RNA-

014746 d?rec_ted DNA polymerase activi_ty [GO:OQOS_964]; telomerase activity [G_O:0003720]; telomeric DNA
binding [G0O:0042162]; telomeric RNA binding [GO:0070034]; telomeric template RNA reverse
transcriptase activity [GO:0003721]; transcription coactivator binding [GO:0001223]; tRNA binding
[GO:0000049]

Q8NAFO0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]




Q9H5H4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]

Q96JB3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; protein C-terminus binding
[GO:0008022]

Q96K83 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; protein domain specific binding
[GO:0019904]

Q03112 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; protein homodimerization activity
[GO:0042803]; transcription factor activity, sequence-specific DNA binding [G0:0003700]

Q92664 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA binding [GO:0003723]

Q16600 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA binding [GO:0003723];
transcription factor activity, sequence-specific DNA binding [GO:0003700]
DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA polymerase 1l core promoter

Q03923 proximal region sequence-specific DNA binding [GO:0000978]; transcription corepressor activity
[GO:0003714]; transcription factor activity, sequence-specific DNA binding [GO:0003700]
DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA polymerase Il regulatory region

P17010 sequence-specific DNA binding [GO:0000977]; transcription coactivator activity [GO:0003713];
transcription factor activity, sequence-specific DNA binding [GO:0003700]

ABNILL DNA binding [GO:OOO_S(_S??]; meta_ll iqn binding [GO:0046872]; RNA polymerase Il transcription factor
activity, sequence-specific DNA binding [GO:0000981]

Q61021 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA polymerase Il transcription factor
activity, sequence-specific DNA binding [GO:0000981]

QINXE5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; RNA polymerase Il transcription factor
activity, sequence-specific DNA binding [GO:0000981]

P13682 DNA binding [GO:000_36_77]; metal ior_1 t_)inding [GO:OO46£_37_2]; sequepce_—specific DNA binding
[G0:0043565]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

POCI78 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription cofactor activity
[GO:0003712]

Q5HYK9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription cofactor activity
[GO:0003712]

Q62527 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription cofactor activity
[GO:0003712]

Q8N1W2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription cofactor activity
[G0O:0003712]

Q8TAW3 DNA binding [G0O:0003677]; metal ion binding [GO:0046872]; transcription cofactor activity
[GO:0003712]

P52737 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription corepressor activity
[GO:0003714]

A2RRDS DNA pinding [C_;O:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

ABNNF4 DNA pinding [C_;O:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

BADUSS DNA pinding [C_;O:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

014709 DNA_ _binding [(_30:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

060304 DNA_ _binding [(_30:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

060765 DNA_ pinding [(.SO:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

075123 DNA_ pinding [(.30:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

075290 DNA pinding [(.30:_0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

075820 DNA pinding [(.30:'0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

094892 DNA pinding [9030003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

POCG31 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

specific DNA binding [GO:0003700]




DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

PL0073 | shecific DNA binding [GO:0003700]

P15622 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17014 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17017 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17020 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17023 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17025 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17027 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17029 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P17031 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P17032 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P17035 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17038 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17039 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P17097 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P49910 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P51508 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P51522 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P51786 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P51814 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P52736 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P52738 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P52740 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

P52741 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P52742 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

P58317 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q02386 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q06730 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q06732 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QO8AN1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-




specific DNA binding [GO:0003700]

DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

QOIFCB | ecific DNA binding [GO:0003700]

QOVGES DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q12901 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q13105 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q14585 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q14586 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q14587 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

014588 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q14590 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q15776 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q32M78 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q3MIS6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q3zCT1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q3zCX4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q5EBL2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q5INZ3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q5IVG2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6ECI4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q6NSZ9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6NX49 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6P2D0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6PG37 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6ZMW2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6ZN19 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6ZN57 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q6ZNAL DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q6ZNG1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q6ZR52 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q76KX8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

specific DNA binding [G0O:0003700]




DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

Q72398 | shecific DNA binding [GO:0003700]
Q7Z3V5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86T29 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86UE3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86V71 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86W11 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86WZ6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86XU0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q86Y25 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q86YES DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8N141 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8N4AW9 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8N782 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8N7M2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8N823 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8N8JI6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8NOF8 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8NIK5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8NA42 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8NF99 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8NHY6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8TAQS DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q8TF39 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
Q8WXB4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q969J2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q96CX3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q96K58 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q96LW1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
Q9BN22 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
inding : ; metal 1on binding : ; transcription factor activity, sequence-
Q96NJ6 DNA binding [GO:0003677] I ion binding [GO:0046872] iption f ivi




specific DNA binding [GO:0003700]

DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-

QI8PQ6 | o ocific DNA binding [GO:0003700]

Q9BREQ DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q96SK3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QIBRHY DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

QIBX82 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9COF3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

QOHTRS5 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QOHBT? DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9HBTS DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9HCL3 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QINQZS DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QINYT6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QOPOL1 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9P238 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QOUEG4 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QOUILY DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

QOUINT DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

QOULM2 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]

Q9Y2G7 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9Y2P0 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q9Y6R6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]

Q8NDQ6 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]; translation repressor activity, nucleic acid binding [GO:0000900]

Q8TF47 DNA binding [GO:0003677]; metal ion binding [GO:0046872]; transcriptional repressor activity, RNA
polymerase 11 core promoter proximal region sequence-specific binding [GO:0001078]

Q9BXS6 DNA binding [GO:0003677]; microtubule binding [GO:0008017]; poly(A) RNA binding [GO:0044822]

Q9H9Z2 DNA binding [GO:0003677]; miRNA binding [GO:0035198]; mRNA binding [GO:0003729]; RNA
binding [G0O:0003723]; zinc ion binding [GO:0008270]

Q96PM9 DNA binding [GO:0003677]; mRNA 3'-UTR binding [GO:0003730]; p53 binding [GO:0002039];
poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q9Y2Vv2 DNA binding [GO:0003677]; mRNA 3'-UTR binding [G0:0003730]; phosphatase binding [G0:0019902]

P52756 DNA binding [GO:0003677]; mRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A)
RNA binding [G0:0044822]; RNA binding [GO:0003723]; zinc ion binding [G0O:0008270]

095232 DNA binding [GO:0003677]; mRNA binding [GO:0003729]; poly(A) RNA binding [G0:0044822]

Q92945 DNA binding [G0O:0003677]; mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]




DNA binding [GO:0003677]; nucleic acid binding [GO:0003676]; poly(A) RNA binding [GO:0044822];

P18583 | RNA binding [GO:0003723]

Q9P2K5 DNA binding [GO:0003677]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

P78332 DNA binding [GO:0003677]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [GO:0003723]

ABNFN3 DNA binding [GO:0003677]; nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

015226 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]

075534 DNA binding [G0O:0003677]; poly(A) RNA binding [GO:0044822]

QINYF8 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]

075683 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

P57721 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

P57723 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q6ZN17 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; zinc
ion binding [G0:0008270]

Q8WVMO DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; rRNA (adenine-N6,N6-)-
dimethyltransferase activity [GO:0000179]

P62841 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; structural constituent of ribosome
[GO:0003735]

QOH307 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; structural molecule activity
[GO:0005198]

099459 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; WD40-repeat domain binding
[GO:0071987]

Q96KR1 DNA binding [GO:0003677]; poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

P20749 DNA binding [GO:0003677]; protein binding, bridging [GO:0030674]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]; transcription factor binding [GO:0008134]

014896 DNA binding [GO:0003677]; regulatory region DNA binding [GO:0000975]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

060381 DNA binding [GO:0003677]; RNA binding [GO:0003723]

POC7T5 DNA binding [GO:0003677]; RNA binding [GO:0003723]

Q96FV9 DNA binding [GO:0003677]; RNA binding [GO:0003723]

Q9Y534 DNA binding [GO:0003677]; RNA binding [GO:0003723]

Q13901 DNA binding [GO:0003677]; RNA binding [GO:0003723]; transcription corepressor activity
[GO:0003714]

Q8TD23 DNA binding [GO:0003677]; RNA polymerase Il core promoter proximal region sequence-specific DNA
binding [GO:0000978]; ubiquitin protein ligase binding [GO:0031625]; zinc ion binding [GO:0008270]
DNA binding [GO:0003677]; RNA polymerase 11 core promoter sequence-specific DNA binding

Q92985 [GO:0000979]; transcription factor activity, RNA polymerase Il core promoter proximal region sequence-
specific binding [GO:0000982]
DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid

P63135 ribonuclease activity [GO:0004523]; structural molecule activity [GO:0005198]; zinc ion binding
[GO:0008270]

P10266 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [GO:0004523]; zinc ion binding [GO:0008270]

P63132 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [GO:0004523]; zinc ion binding [GO:0008270]

P63133 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [GO:0004523]; zinc ion binding [GO:0008270]

P63136 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [GO:0004523]; zinc ion binding [GO:0008270]

QIBXR3 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [G0O:0004523]; zinc ion binding [GO:0008270]

Q9QC07 DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid
ribonuclease activity [G0O:0004523]; zinc ion binding [GO:0008270]

Q9UQGO DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid

ribonuclease activity [G0O:0004523]; zinc ion binding [GO:0008270]




DNA binding [GO:0003677]; RNA-directed DNA polymerase activity [GO:0003964]; RNA-DNA hybrid

QIWJRS ribonuclease activity [GO:0004523]; zinc ion binding [GO:0008270]

P62380 DNA binding [GO:0003677]; transcription coactivator activity [GO:0003713]

P82094 DNA binding [GO:0003677]; transcription cofactor activity [GO:0003712]

Q6SJ96 DNA binding [GO:0003677]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

20374 DNA binding [GO:OOO_36_77]; transcription _factor activ_ity,_ sequence-specific DNA binding
[GO:0003700]; transcription regulatory region DNA binding [GO:0044212]

095201 DNA binding [G(_):O(_)OSG??];_ transcription factor activity, sequence-specific DNA binding
[G0O:0003700]; zinc ion binding [GO:0008270]

P35789 DNA binding [G(_):OQOSB??];_ transcription factor activity, sequence-specific DNA binding
[GO:0003700]; zinc ion binding [GO:0008270]

Q05481 DNA binding [GO:0003677]; transcription factor activity, sequence-specific DNA binding
[GO:00037007; zinc ion binding [GO:0008270]

QINPC? DNA binding [GO:0003677]; transcription factor activity, sequence-specific DNA binding
[G0:0003700]; zinc ion binding [GO:0008270]

Q9Y603 DNA binding [GO:0003677]; transcription factor activity, sequence-specific DNA binding
[G0:0003700]; zinc ion binding [GO:0008270]

060318 DNA binding [GO:0003677]; transferase activity, transferring acyl groups [GO:0016746]

Q9Y3C5 DNA binding [GO:0003677]; ubiquitin-protein transferase activity [GO:0004842]; zinc ion binding
[GO:0008270]

043345 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

P51523 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

Q5H9K5 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

Q99676 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

Q9BSG1 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

Q9H898 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

Q9UL59 DNA binding [GO:0003677]; zinc ion binding [GO:0008270]

P49642 DNA primase activity [GO:0003896]; metal ion binding [GO:0046872]

QINVUO | DNA-directed RNA polymerase activity [GO:0003899]

015514 !Z)l_\I_A—_directed RI\_IA _polymerase activity [G0O:0003899]; nucleotide binding [GO:0000166]; translation
initiation factor binding [GO:0031369]

015446 DNA-directed RNA polymerase activity [GO:0003899]; poly(A) RNA binding [GO:0044822]
DNA-directed RNA polymerase activity [GO:0003899]; RNA polymerase Il transcription cofactor

Q9H944 activity [G0O:0001104]; transcription coactivator activity [GO:0003713]; ubiquitin protein ligase activity
[GO:0061630]

P62487 D_NA—directed RNA po_Iymerase activity [GO:000389_9]; §ir}gle_—stranded D_NA binding [GO:0003697];
single-stranded RNA binding [GO:0003727]; translation initiation factor binding [GO:0031369]

Q9COB1 DNA-N1-methyladenine dioxygenase activity [GO:0043734]; ferrous iron binding [GO:0008198];
oxidative DNA demethylase activity [GO:0035516]; oxidative RNA demethylase activity [GO:0035515]
double-stranded DNA binding [GO:0003690]; identical protein binding [GO:0042802]; mRNA 3'-UTR
binding [GO:0003730]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA

Q13148 binding [GO:0003723]; transcriptional activator activity, RNA polymerase Il distal enhancer sequence-
specific binding [GO:0001205]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]
double-stranded DNA binding [GO:0003690]; mRNA 3'-UTR binding [GO:0003730]; poly(A) RNA
binding [G0O:0044822]; Rho GTPase binding [GO:0017048]; RNA polymerase Il regulatory region

P16989 sequen_ce-_specific DNA bin(_jing [GO:0000977]; single-stranqied_ DNA binding [G_O:0003697]; B
transcriptional repressor activity, RNA polymerase Il transcription regulatory region sequence-specific
binding [GO:0001227]; transcription corepressor activity [GO:0003714]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

P29558 double-stranded DNA l?inc_iing [GO:0003690]; r_1uc|eotide binding [G(_):O_000166]; poly(A) RNA binding
[G0:0044822]; RNA binding [GO:0003723]; single-stranded DNA binding [G0:0003697]

014966 double-stranded DNA binding [GO:0003690]; nucleotide binding [GO:0000166]; poly(A) RNA binding

[G0:0044822]; RNA binding [GO:0003723]; zinc ion hinding [GO:0008270]




Q86U90 double-stranded RNA binding [GO:0003725]

QINYK1 double-stranded RNA binding [GO:0003725]; drug binding [GO:0008144]; single-stranded RNA binding
[GO:0003727]; siRNA binding [GO:0035197]; transmembrane signaling receptor activity [GO:0004888]
double-stranded RNA binding [GO:0003725]; enzyme activator activity [GO:0008047]; enzyme binding

075569 [G0:0019899]; identical protein binding [G0:0042802]; poly(A) RNA binding [GO:0044822]; protein
homodimerization activity [GO:0042803]
double-stranded RNA binding [GO:0003725]; enzyme binding [GO:0019899]; miRNA binding

Q15633 [GO:0035198]; pre-miRNA binding [GO:0070883]; protein homodimerization activity [GO:0042803];
protein N-terminus binding [GO:0047485]; siRNA binding [G0O:0035197]

QOUL40 double-stranded RNA binding [GO:0003725]; enzyme binding [GO:0019899]; poly(A) RNA binding
[G0:0044822]; zinc ion binding [GO:0008270]

QINX74 double-stranded RNA binding [GO:0003725]; flavin adenine dinucleotide binding [GO:0050660]; protein
kinase inhibitor activity [GO:0004860]; tRNA dihydrouridine synthase activity [GO:0017150]
double-stranded RNA binding [GO:0003725]; heme binding [GO:0020037]; metal ion binding

Q8WYQ5 | [GO:0046872]; primary miRNA binding [GO:0070878]; protein homodimerization activity
[G0O:0042803]

015455 double-stranded RNA binding [GO:0003725]; identical protein binding [GO:0042802]; receptor activity
[GO:0004872]; transmembrane signaling receptor activity [GO:0004888]
double-stranded RNA binding [GO:0003725]; lipopolysaccharide binding [GO:0001530]; metal ion

QI9NRR4 binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; primary miRNA binding [GO:0070878];
protein homodimerization activity [GO:0042803]; ribonuclease 111 activity [GO:0004525]

QINR56 double-stranded RNA binding [GO:0003725]; metal ion binding [GO:0046872]; poly(A) RNA binding
[GO:0044822]; RNA binding [GO:0003723]

QOHIG7 double-stranded RNA binding [GO:0003725]; miRNA binding [GO:0035198]; poly(A) RNA binding
[G0:0044822]; pre-miRNA binding [GO:0070883]; single-stranded RNA binding [G0:0003727]

QOHCK5 double-stranded RNA binding [GO:0003725]; miRNA binding [GO:0035198]; pre-miRNA binding
[GO:0070883]; single-stranded RNA binding [GO:0003727]

095793 double-stranded RNA binding [GO:0003725]; poly(A) RNA binding [GO:0044822]

Q9NUL3 double-stranded RNA binding [GO:0003725]; poly(A) RNA binding [GO:0044822]
dynactin binding [GO:0034452]; dynein binding [GO:0045502]; heparin binding [GO:0008201];

P43034 microtubule binding [GO:0008017]; phospholipase binding [GO:0043274]; phosphoprotein binding
[GO:0051219]; protein homodimerization activity [GO:0042803]

Q562E7 dynein binding [GO:0045502]; microtubule binding [GO:0008017]

Q15061 dynein binding [G0O:0045502]; microtubule binding [GO:0008017]; poly(A) RNA binding [GO:0044822]

ALKZ92 endonuclease activity [GO:0004519]; heme binding [GO:0020037]; metal ion binding [GO:0046872];
peroxidase activity [GO:0004601]

Q9BRX2 | endonuclease activity [GO:0004519]; metal ion binding [GO:0046872]
endopeptidase activity [GO:0004175]; hydrolase activity, acting on carbon-nitrogen (but not peptide)

P07288 bonds, in linear amides [GO:0016811]; serine-type endopeptidase activity [GO:0004252]; serine-type
peptidase activity [GO:0008236]
endoribonuclease activity [GO:0004521]; growth factor activity [GO:0008083]; manganese ion binding

P21128 [GO:0030145]; polysaccharide binding [GO:0030247]; RNA binding [GO:0003723]; scavenger receptor
activity [GO:0005044]; serine-type peptidase activity [GO:0008236]

Q86US8 endoribonuclease activity [GO:0004521]; metal ion binding [GO:0046872]; telomeric DNA binding
[GO:0042162]

Q9Y2P8 endoribonuclease activity [GO:0004521]; RNA binding [GO:0003723]

Q9HB65 enhancer binding [GO:0035326]

060237 enzyme activator activity [GO:0008047]; phosphatase regulator activity [G0:0019208]

QI9NW82 | enzyme binding [GO:0019899]

Q8N163 enzyme binding [GO:0019899]; enzyme inhibitor activity [GO:0004857]; poly(A) RNA binding
[GO:0044822]; RNA polymerase Il core binding [GO:0000993]
enzyme binding [GO:0019899]; eukaryotic initiation factor 4G binding [GO:0031370]; poly(A) RNA

P06730 binding [GO:0044822]; repressing transcription factor binding [GO:0070491]; RNA cap binding
[GO:0000339]; translation initiation factor activity [GO:0003743]

P15880 enzyme binding [G0O:0019899]; fibroblast growth factor binding [GO:0017134]; mRNA binding

[GO:0003729]; poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]




enzyme binding [GO:0019899]; histone pre-mRNA DCP binding [GO:0071208]; poly(A) RNA binding

P62318 | 150:0044822]
enzyme binding [GO:0019899]; identical protein binding [GO:0042802]; NF-kappaB binding

P25963 [GO:0051059]; nuclear localization sequence binding [GO:0008139]; transcription factor binding
[GO:0008134]; ubiquitin protein ligase binding [GO:0031625]

015234 enzyme binding [G0O:0019899]; identical protein binding [GO:0042802]; poly(A) RNA binding
[GO:0044822]; ubiquitin protein ligase binding [GO:0031625]

Q9BWG6E | enzyme binding [GO:0019899]; metal ion binding [GO:0046872]

QOH2K2 enzyme binding [G0:0019899]; metal ion binding [GO:0046872]; NAD+ ADP-ribosyltransferase activity
[GO:0003950]

Q10570 enzyme binding [G0:0019899]; mRNA 3'-UTR AU-rich region binding [GO:0035925]

Q9Y383 enzyme binding [GO:0019899]; mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]

P26368 enzyme binding [GO:0019899]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

000628 enzyme binding [GO:0019899]; peroxisome matrix targeting signal-2 binding [GO:0005053]; protein
homodimerization activity [GO:0042803]

Q96PZ0 enzyme binding [G0:0019899]; poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity
[G0O:0009982]

P78316 enzyme binding [G0:0019899]; poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

Q12834 enzyme binding [G0O:0019899]; protein C-terminus binding [GO:0008022]
enzyme binding [GO:0019899]; repressing transcription factor binding [GO:0070491]; RNA polymerase

20226 11 core promoter proximal region sequence-specific DNA binding [GO:0000978]; transcription factor
activity, sequence-specific DNA binding [GO:0003700]; transcription factor binding [GO:0008134];
transcription regulatory region DNA binding [GO:0044212]

P40337 enzyme binding [G0O:0019899]; transcription factor binding [GO:0008134]; ubiquitin protein ligase
activity [G0O:0061630]; ubiquitin-protein transferase activity [GO:0004842]

Q8N5D0 enzyme inhibitor activity [GO:0004857]

pP22792 enzyme regulator activity [GO:0030234]

Q14232 enzyme regulator activity [GO:0030234]; GDP binding [G0O:0019003]; GTP binding [GO:0005525];
translation initiation factor activity [G0:0003743]

Q81ZD4 enzyme regulator activity [GO:0030234]; hydrolase activity [GO:0016787]; mRNA binding
[GO:0003729]

Q9BSK4 EP4 subtype prostaglandin E2 receptor binding [GO:0031867]; ubiquitin-protein transferase activity
[GO:0004842]

Q726G8 ephrin receptor binding [GO:0046875]
estrogen receptor binding [GO:0030331]; histone acetyltransferase binding [GO:0035035]; ligand-

Q15650 dependent nuclear receptor binding [GO:0016922]; protease binding [GO:0002020]; transcription
coactivator activity [GO:0003713]; ubiquitin-like protein ligase binding [GO:0044389]; zinc ion binding
[G0O:0008270]

Q96T76 estrogen receptor binding [GO:0030331]; protein binding, bridging [GO:0030674]; receptor signaling
complex scaffold activity [GO:0030159]; transcription coactivator activity [GO:0003713]
eukaryotic initiation factor 4E binding [GO:0008190]; mRNA 3'-UTR binding [GO:0003730]; mMRNA 5'-

Q6PKGO UTR binding [GO:0048027]; poly(A) RNA binding [GO:0044822]; RNA cap binding [GO:0000339];
translation activator activity [GO:0008494]; translation initiation factor binding [GO:0031369]

Q04637 eukaryotic initiation factor 4E binding [GO:0008190]; poly(A) RNA binding [GO:0044822]; translation
factor activity, RNA binding [GO:0008135]; translation initiation factor activity [GO:0003743]

060516 eukaryotic initiation factor 4E binding [GO:0008190]; translation repressor activity [GO:0030371]

Q13541 eukaryotic initiation factor 4E binding [GO:0008190]; translation repressor activity [GO:0030371]

Q13542 eukaryotic initiation factor 4E binding [GO:0008190]; translation repressor activity [GO:0030371]

Q8WTP8 | exonuclease activity [GO:0004527]; nucleic acid binding [GO:0003676]

Qo6IC2 exonuclease activity [GO:0004527]; nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q9HIL3 exonuclease activity [GO:0004527]; poly(A) RNA binding [GO:0044822]

Q9GZR2 exonuclease activity [GO:0004527]; poly(A) RNA binding [GO:0044822]; transcription factor activity,

sequence-specific DNA binding [GO:0003700]

Q81U60

exoribonuclease activity, producing 5'-phosphomonoesters [GO:0016896]; m7G(5")pppN diphosphatase




activity [GO:0050072]; manganese ion binding [GO:0030145]; RNA binding [GO:0003723]

extracellular matrix binding [GO:0050840]; extracellular matrix structural constituent [GO:0005201];

P21810 glycosaminoglycan binding [GO:0005539]

PO7585 extracellular matrix binding [GO:0050840]; glycosaminoglycan binding [GO:0005539]; poly(A) RNA
binding [GO:0044822]
extracellular matrix structural constituent [GO:0005201]; heme binding [GO:0020037]; interleukin-1

Q92626 receptor antagonist activity [GO:0005152]; metal ion binding [GO:0046872]; peroxidase activity
[GO:0004601]

P51888 extracellular matrix structural constituent [GO:0005201]; heparin binding [GO:0008201]

Q9BR61 fatty-acyl-CoA binding [GO:0000062]; lipid binding [GO:0008289]
fibroblast growth factor binding [GO:0017134]; poly(A) RNA binding [G0:0044822]; protein

P39019 homodimerization activity [GO:0042803]; protein kinase binding [GO:0019901]; structural constituent of
ribosome [GO:0003735]

Q96G46 flavin adenine dinucleotide binding [GO:0050660]; metal ion binding [GO:0046872]; poly(A) RNA
binding [G0:0044822]; tRNA dihydrouridine synthase activity [G0:0017150]

Q9Y2272 flavin adenine dinucleotide binding [GO:0050660]; poly(A) RNA binding [GO:0044822]

095620 flavin adenine dinucleotide binding [GO:0050660]; tRNA dihydrouridine synthase activity [GO:0017150]

Q6P1R4 flavin adenine dinucleotide binding [GO:0050660]; tRNA dihydrouridine synthase activity [GO:0017150]

Q68DV7 frizzled binding [_GO_:0005_10_9]; ligase activity [GO:0016874]; ubiquitin-protein transferase activity
[G0:0004842]; zinc ion binding [GO:0008270]

QOULT6 frizzled binding [_GO_:0005_10_9]; ligase activity [GO:0016874]; ubiquitin-protein transferase activity
[G0:0004842]; zinc ion binding [GO:0008270]

P59768 G-protein beta-subunit binding [GO:0031681]; signal transducer activity [GO:0004871]

Q9HBX9 | G-protein coupled receptor activity [GO:0004930]; metal ion binding [GO:0046872]

075473 G-protein coupled receptor activity [GO:0004930]; transmembrane signaling receptor activity
[G0O:0004888]

Q9BXB1 G-protein coupled receptor activity [GO:0004930]; transmembrane signaling receptor activity
[G0O:0004888]

P51114 G-quadruplex RNA binding [G(_):O_002151]; mRNA 3'-UTR b?nd?ng [GO:0003730]; mRNA binding
[GO:0003729]; poly(A) RNA binding [GO:0044822]; RNA hinding [GO:0003723]

PO0750 glycoprotein bindiqg [GO:0001948];_phospho_pr_otein binding [G0O:0051219]; receptor binding
[GO:0005102]; serine-type endopeptidase activity [GO:0004252]

Q14520 glycosaminoglycan binding [GO:0005539]; peptidase activity [GO:0008233]

Q9v4cC4 GTP binding [GO:0005525]

Q07617 GTP binding [GO:0005525]; hydrolase activity [GO:0016787]

Q9Y295 GTP binding [GO:0005525]; identical protein binding [GO:0042802]; transcription factor binding
[GO:0008134]
GTP binding [GO:0005525]; mRNA guanylyltransferase activity [GO:0004484]; polynucleotide 5'-

060942 phosphatase activity [GO:0004651]; protein tyrosine/serine/threonine phosphatase activity
[GO:0008138]; protein tyrosine phosphatase activity [GO:0004725]; RNA guanylyltransferase activity
[GO:0008192]; triphosphatase activity [GO:0050355]

075616 GTP binding [GO:OOOSE_SZS_]; poly(A) RNA binding [GO:0044822]; ribosomal small subunit binding
[GO:0043024]; rRNA binding [G0O:0019843]

Q9BNWA GTPase a(_:tiv_ator activity [GO:0005096]; guanyl-nucleotide exchange factor activity [GO:0005085]; Rab
GTPase binding [GO:0017137]

Q969S9 GTPase activity [GO:0003924]; GTP binding [GO:0005525]

Q969Y?2 GTPase activity [GO:0003924]; GTP binding [GO:0005525]

Q9H4K7 GTPase activity [GO:0003924]; GTP binding [G0O:0005525]; magnesium ion binding [GO:0000287]

AADLEY GTPase activity [G0O:0003924]; GTP binding [GO:0005525]; magnesium ion binding [GO:0000287];
poly(A) RNA binding [GO:0044822]

Q13823 GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822]

Q15029 GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822]

Q9BVP2 GTPase activity [GO:0003924]; GTP binding [G0O:0005525]; poly(A) RNA binding [GO:0044822]




Q9BZE4 GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822]

P13639 GTPa_lse a}ctivity_[G_O:0003924]; GTP binding [GO:00055_25]; poly(A) RNA binding [G0O:0044822];
protein kinase binding [G0O:0019901]; translation elongation factor activity [GO:0003746]
GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];

P68104 protein kinase binding [GO:0019901]; translation elongation factor activity [GO:0003746]; tRNA binding
[GO:0000049]
GTPase activity [GO:0003924]; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];

P46199 ribosomal small subunit binding [GO:0043024]; translation factor activity, RNA binding [GO:0008135];
translation initiation factor activity [G0:0003743]

P08240 QTPase activ!ty [GO:O_0039_24].; GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];
signal recognition particle binding [G0:0005047]

PA9411 GTPasg activity [G_-O:0003924] ; G_TP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];
translation elongation factor activity [GO:0003746]

Q9BRPY GTPasg activity [G_O:0003924] ; G_TP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];
translation elongation factor activity [GO:0003746]

000178 GTPasg act_iv_it_y [_GO:0003924_];_GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];
translation initiation factor activity [GO:0003743]

060841 GTPase: act_iv_it_y [_GO:0003924_];_GTP binding [GO:0005525]; poly(A) RNA binding [GO:0044822];
translation initiation factor activity [GO:0003743]

P15170 GTPase activity [GO:00039_24_]; GTP binding [G0O:0005525]; poly(A) RNA binding [G0O:0044822];
translation release factor activity [GO:0003747]

Q8IYD1 GTPase activity [GO:00039_24_]; GTP binding [G0O:0005525]; poly(A) RNA binding [GO:0044822];
translation release factor activity [GO:0003747]
GTPase activity [GO:0003924]; GTP binding [GO:0005525]; protein kinase binding [G0:0019901];

Q05639 translation elongation factor activity [GO:0003746]; translation factor activity, RNA binding
[GO:0008135]
GTPase activity [GO:0003924]; GTP binding [GO:0005525]; ribonucleoprotein complex binding

P57772 [GO:0043021]; selenocysteine insertion sequence binding [GO:0035368]; translation elongation factor
activity [GO:0003746]; tRNA hinding [GO:0000049]

Q77272 GTPase activity [GO:0003924]; GTP binding [GO:0005525]; ribosome binding [GO:0043022]

Q8N442 GTPase activity [G0:0003924]; GTP binding [GO:0005525]; ribosome binding [GO:0043022]

Q5VTEO GTPase activity [GO:0003924]; GTP binding [GO:0005525]; translation elongation factor activity
[GO:0003746]

QY450 GTPase activity [G0O:0003924]; GTP binding [GO:0005525]; translation elongation factor activity
[GO:0003746]

P41091 GTPase activity [GO:OQ0392_4]; QTP binding _[(3_0:0005525]; translation factor activity, RNA binding
[GO:0008135]; translation initiation factor activity [GO:0003743]

Q2VIR3 GTPase activity [G0O:0003924]; GTP binding [GO:0005525]; translation initiation factor activity
[GO:0003743]

Q9BX10 GTPase activity [G0O:0003924]; GTP binding [GO:0005525]; translation initiation factor activity
[GO:0003743]

P62873 G_TPase activity [GO_:()_003924]; GTPase binding [GO:0051020]; protein complex binding [GO:0032403];
signal transducer activity [GO:0004871]

P16520 GTPase activity [G0O:0003924]; GTPase binding [GO:0051020]; signal transducer activity [GO:0004871]

P63218 GTPase activity [G0O:0003924]; PDZ domain binding [GO:0030165]; signal transducer activity
[GO:0004871]

014610 GTPase activity [GO:0003924]; signal transducer activity [GO:0004871]

P50151 GTPase activity [GO:0003924]; signal transducer activity [GO:0004871]

P63215 GTPase activity [GO:0003924]; signal transducer activity [GO:0004871]

Q9UKO08 GTPase activity [GO:0003924]; signal transducer activity [GO:0004871]
GTPase inhibitor activity [GO:0005095]; mRNA 3'-UTR AU-rich region binding [GO:0035925]; mRNA
3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];

Q775Q1 poly-pyrimidine tract binding [GO:0008187]; ribosomal large subunit binding [G0O:0043023]; ribosomal
small subunit binding [G0:0043024]; ribosome binding [GO:0043022]; translation factor activity, RNA
binding [GO:0008135]; translation repressor activity, nucleic acid binding [G0O:0000900]

Q6W2J9 heat shock protein binding [GO:0031072]; histone deacetylase binding [GO:0042826]; transcription




corepressor activity [GO:0003714]; transcription factor binding [GO:0008134]; transcription regulatory
region DNA binding [GO:0044212]

P00739 hemoglobin binding [GO:0030492]

Q13685 heparin binding [GO:0008201]

094769 heparin binding [GO:0008201]; integrin binding [GO:0005178]

P03951 heparin binding [GO:0008201]; serine-type endopeptidase activity [GO:0004252]

Q09028 histone binding [GO:0042393]; histone deacetylase binding [GO:0042826]
histone binding [GO:0042393]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];

Q15020 U4 snRNA binding [GO:0030621]; U6atac snRNA binding [GO:0030624]; U6 snRNA binding
[GO:0017070]; ubiquitin-specific protease binding [G0:1990381]

Q61AS6 histone binding [GO:0042393]; transcriptional repressor activity, RNA polymerase Il transcription factor
binding [GO:0001191]

Q14526 histone deacetylase binding [GO:0042826]; metal ion binding [GO:0046872]; sequence-specific DNA
binding [G0O:0043565]; transcription factor activity, sequence-specific DNA binding [GO:0003700]
histone demethylase activity (H3-K27 specific) [GO:0071558]; histone demethylase activity (H3-K36
specific) [GO:0051864]; histone demethylase activity (H3-K9 specific) [GO:0032454]; histone

Q6ZMT4 demethylase activity (H4-K20 specific) [GO:0035575]; iron ion binding [GO:0005506]; methylated
histone binding [GO:0035064]; oxidoreductase activity, acting on paired donors, with incorporation or
reduction of molecular oxygen, 2-oxoglutarate as one donor, and incorporation of one atom each of
oxygen into both donors [GO:0016706]; zinc ion binding [GO:0008270]

075164 histone demethylase activity (H3-K36 specific) [GO:0051864]; methylated histone binding
[G0:0035064]; ubiquitin protein ligase binding [GO:0031625]; zinc ion binding [GO:0008270]
histone demethylase activity (H3-R2 specific) [GO:0033746]; histone demethylase activity (H4-R3

Q6NYC1 specific) [GO:0033749]; identical protein binding [GO:0042802]; iron ion binding [GO:0005506];
peptidyl-lysine 5-dioxygenase activity [GO:0070815]; receptor activity [GO:0004872]; RNA binding
[GO:0003723]; single-stranded RNA hinding [GO:0003727]

Q969L4 histone pre-mRNA DCP binding [GO:0071208]

Q14493 histone pre-mRNA DCP binding [GO:0071208]; histone pre-mRNA stem-loop binding [GO:0071207];
mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]

P14678 histone pre-mRNA DCP binding [GO:0071208]; poly(A) RNA binding [GO:0044822]

P22087 histone-glutamine methyltransferase activity [GO:1990259]; poly(A) RNA binding [GO:0044822]; RNA
binding [GO:0003723]; rRNA methyltransferase activity [GO:0008649]
histone-lysine N-methyltransferase activity [GO:0018024]; histone methyltransferase activity (H3-K27

Q9HIB1 specific) [GO:0046976]; histone methyltransferase activity (H3-K9 specific) [GO:0046974];
methyltransferase activity [GO:0008168]; p53 binding [GO:0002039]; protein-lysine N-methyltransferase
activity [G0O:0016279]; zinc ion binding [GO:0008270]

Q9BYW?2 histone-lysine N-methyltransferase activity [GO:0018024]; histone methyltransferase activity (H3-K36
specific) [GO:0046975]

QINQV7 histone-lysine N-methyltransferase activity [GO:0018024]; metal ion binding [GO:0046872]; nucleic acid
binding [GO:0003676]

Q5TA45 hydrolase activity [GO:0016787]

Q9NPI6 hydrolase activity [GO:0016787]; identical protein binding [GO:0042802]

Q9BX68 hydrolase activity [GO:0016787]; nucleotide binding [GO:0000166]

Q9NQE9 hydrolase activity [GO:0016787]; nucleotide binding [GO:0000166]

P49773 hydrolase activity [GO:0016787]; nucleotide binding [GO:0000166]; protein kinase C binding
[GO:0005080]

QIUKR3 hydrolase activity [GO:0016787]; serine-type endopeptidase activity [GO:0004252]

Q96EY9 hydrolase activity [GO:0016787]; zinc ion binding [GO:0008270]

Q93033 hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds, in cyclic amides [GO:0016812]

QINRW3 hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds, in cyclic amidines [G0:0016814];
poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q8WW27 hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds, in cyclic amidines [G0:0016814];
zinc ion binding [G0:0008270]

Q96AK3 hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds, in cyclic amidines [GO:0016814];

zinc ion binding [G0:0008270]




Q53GS7 identical protein binding [G0:0042802]

Q8N157 identical protein binding [GO:0042802]

Q9UMS4 identical protein binding [GO:0042802]; ligase activity [GO:0016874]; ubiquitin protein ligase activity
[G0:0061630]; ubiquitin-ubiquitin ligase activity [G0:0034450]

Q9HCM9 | identical protein binding [GO:0042802]; ligase activity [GO:0016874]; zinc ion binding [GO:0008270]

P61626 identical protein binding [GO:0042802]; lysozyme activity [GO:0003796]
identical protein binding [GO:0042802]; magnesium ion transmembrane transporter activity

Q8IUH5 [GO:0015095]; palmitoyltransferase activity [GO:0016409]; protein-cysteine S-palmitoyltransferase
activity [G0O:0019706]; signal transducer activity [GO:0004871]; zinc ion binding [GO:0008270]
identical protein binding [G0:0042802]; mRNA 3'-UTR binding [GO:0003730]; N6-methyladenosine-
containing RNA binding [GO:1990247]; nucleosomal DNA binding [GO:0031492]; nucleotide binding

PO7910 [(_5050000166]; poly(A) RNA binding [GO:0044822]; poly(U) RNA bin_ding [GO:000826§]-; RNA
binding [GO:0003723]; RNA polymerase Il core promoter proximal region sequence-specific DNA
binding [GO:0000978]; RNA polymerase Il distal enhancer sequence-specific DNA binding
[GO:0000980]

Q9NQ29 identical protein binding [G0O:0042802]; mRNA binding [GO:0003729]

P51116 identical protein binding [(_30:0042802]; MRNA binding [GO:0003729]; poly(A) RNA binding
[G0:0044822]; RNA binding [GO:0003723]

Q86SE5 identical protein binding [G0:0042802]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0:0044822]

P98175 identical protein bind_ing [GO:OO4_280_2]; nucleotide binding [QO:OQOQ166]; poly(A) RNA binding
[G0:0044822]; protein complex binding [GO:0032403]; zinc ion binding [GO:0008270]

043395 identical protein binding [G0:0042802]; poly(A) RNA binding [GO:0044822]

Q16637 identical protein binding [GO:0042802]; RNA binding [GO:0003723]

Q96F86 identical protein binding [G0O:0042802]; RNA binding [GO:0003723]

Q9BV20 identical protein binding [GO:0042802]; S-methyl-5-thioribose-1-phosphate isomerase activity
[GO:0046523]

Q676U5 identical protein binding [GO:0042802]; ubiquitin-like protein transferase activity [GO:0019787]

Q8WWQO | insulin receptor binding [GO:0005158]; lysine-acetylated histone binding [GO:0070577]

P35858 insulin-like growth factor binding [GO:0005520]

QINRYG interleukin-1 receptor binding [G0O:0005149]; siRNA binding [GO:0035197]; transmembrane signaling
receptor activity [G0O:0004888]

060602 interleukin-1 receptor binding [GO:0005149]; transmembrane signaling receptor activity [GO:0004888]

Q8IWX8 ion channel binding [GO:0044325]; poly(A) RNA binding [GO:0044822]

Q5JPF3 ion channel inhibitor activity [GO:0008200]
K63-linked polyubiquitin binding [GO:0070530]; poly(A) RNA binding [GO:0044822]; pre-mRNA

Q6P2Q9 intronic binding [GO:0097157]; second spliceosomal transesterification activity [GO:0000386]; U1
SsnRNA binding [G0O:0030619]; U2 snRNA binding [GO:0030620]; U5 snRNA binding [GO:0030623];
U6 snRNA binding [G0O:0017070]
kinase binding [GO:0019900]; metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region

095863 sequence-specific DNA binding [GO:0000977]; transcriptional repressor activity, RNA polymerase Il
core promoter proximal region sequence-specific binding [GO:0001078]

08365 laminin receptor activity [GO:0_005055]; _poly(A) RNA binding [GO:0044822]; ribosome binding
[GO:0043022]; structural constituent of ribosome [GO:0003735]

P62829 Iarge_ribosomal_ subunit rRNA binding [GO:0070180]; poly(A) RNA binding [GO:0044822]; structural
constituent of ribosome [GO:0003735]

Q58WW?2 | ligand-dependent nuclear receptor transcription coactivator activity [GO:0030374]

Q9BQA1 ligand-dependent nuclear receptor transcription coactivator activity [GO:0030374]
ligand-dependent nuclear receptor transcription coactivator activity [GO:0030374]; nucleotide binding

Q96PK6 [GO:0000166]; poly(A) RNA binding [GO:0044822]; protein binding, bridging [GO:0030674]; RNA
binding [G0O:0003723]; RNA polymerase Il transcription cofactor activity [GO:0001104]
ligand-dependent nuclear receptor transcription coactivator activity [GO:0030374]; poly(A) RNA binding

Q9Y606 [G0:0044822]; pseudouridine synthase activity [GO:0009982]; pseudouridylate synthase activity

[GO:0004730]




ligand-dependent nuclear receptor transcription coactivator activity [GO:0030374]; transcription

QOHDI5 coactivator activity [GO:0003713]

095628 Iiggse_a_ctivity [_GO:0016874]; nyc.leotide binding [GO_:OOQ016§]; poly(A) RNA binding [G0O:0044822];
ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding [GO:0008270]

Q5U5Q3 ligase activity [GO:0016874]; poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q9HO000 ligase activity [GO:0016874]; poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

QoY577 Iiggsg activity [GO:0016§74].; pro'gein_ binding, bridging [GO:0030674]; ubiquitin-protein transferase
activity [G0:0004842]; zinc ion binding [GO:0008270]

Q8IYU2 Iiggse-a_ctivity [_GO:0016874]; R_at? GTPase binding [GO:0017137]; Rac GTPase binding [GO:0048365];
ubiquitin-protein transferase activity [GO:0004842]

095071 ligase activity [GO:0016874]; RNA binding [GO:0003723]; ubiquitin-protein transferase activity
[G0:0004842]; ubiquitin-ubiquitin ligase activity [G0:0034450]; zinc ion binding [GO:0008270]

Q9EAX9 ligase activity [GO_:00_1_6874]; s_ignal transducer _ac_tivity [GO:OOO4871]_; ut_)iquit_in protein ligase activity
[GO:0061630]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding [GO:0008270]

Q6ZNA4 ligase activity [G0:0016874]; SUMO polymer binding [GO:0032184]; ubiquitin protein ligase activity
[G0O:0061630]; zinc ion binding [GO:0008270]
ligase activity [GO:0016874]; transcription corepressor activity [GO:0003714]; ubiquitin protein ligase

QINVW?2 | activity [GO:0061630]; ubiquitin-protein transferase activity [GO:0004842]; zinc ion binding
[GO:0008270]

Q9Y297 ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]

043567 ligase activity [QO:0016874]; ubiqui_tin prote!n I!gase activity [GO:0061630]; ubiquitin-protein
transferase activity [GO:0004842]; zinc ion binding [G0O:0008270]

QoY4L5 ligase activity _[(§0:0016874]; ubiqui_tin prote!n Iigase activity [GO:0061630]; ubiquitin-protein
transferase activity [G0O:0004842]; zinc ion binding [GO:0008270]

Q8NC42 ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]; zinc ion binding
[GO:0008270]

QBNHY2 ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]; zinc ion binding
[GO:0008270]

Q8TEB? ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]; zinc ion binding
[GO:0008270]

Q96F44 ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]; zinc ion binding
[GO:0008270]

Q9BV6S ligase activity [GO:0016874]; ubiquitin protein ligase activity [GO:0061630]; zinc ion binding
[GO:0008270]

Q6Q0C0 ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[GO:0008270]

Q86XS8 ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[GO:0008270]

Q86YT6 ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[G0:0008270]

Q9HOF5 ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[G0:0008270]

QOHEY7 ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[G0O:0008270]

Q9POPO ligase activity [GO:0016874]; ubiquitin-protein transferase activity [G0:0004842]; zinc ion binding
[G0O:0008270]

Q13064 ligase activity [GO:0016874]; zinc ion binding [GO:0008270]

Q13434 ligase activity [GO:0016874]; zinc ion binding [GO:0008270]

Q8WVZ7 | ligase activity [GO:0016874]; zinc ion binding [GO:0008270]

Q00341 lipid binding [GO:0008289]; poly(A) RNA binding [G0:0044822]

Q7L0X0 lipopolysaccharide binding [GO:0001530]

000206 Iip(_)p_olysaccharide binding [GO:000153Q]; Iip_opolysaccharidg r_eceptor activity [GO:0001875]; receptor
activity [G0O:0004872]; transmembrane signaling receptor activity [G0:0004888]

Q9H9E1 low-density lipoprotein particle binding [GO:0030169]; transcription cofactor activity [GO:0003712]

Q8NCEQ lyase activity [GO:0016829]; nucleic acid binding [GO:0003676]; tRNA-intron endonuclease activity

[GO:0000213]




lyase activity [GO:0016829]; nucleic acid binding [GO:0003676]; tRNA-intron endonuclease activity

Q9BSVE | 160:0000213]

075951 lysozyme activity [GO:0003796]

QBUWQ5 | lysozyme activity [GO:0003796]

Q7Z4W2 lysozyme activity [GO:0003796]

Q8IXAS5 lysozyme activity [GO:0003796]

Q96K X0 lysozyme activity [GO:0003796]

Q96QHS8 lysozyme activity [GO:0003796]

Q96C86 m7G(5")pppN diphosphatase activity [GO:0050072]; RNA 7-methylguanosine cap binding [GO:0000340]

060930 magnesium ion binding [GO:0000287]; nucleic acid binding [GO:0003676]; ribonuclease activity
[GO:0004540]; RNA binding [GO:0003723]; RNA-DNA hybrid ribonuclease activity [GO:0004523]
magnesium ion transmembrane transporter activity [GO:0015095]; palmitoyltransferase activity

Q8IUH4 [GO:0016409]; protein-cysteine S-palmitoyltransferase activity [GO:0019706]; signal transducer activity
[GO:0004871]; zinc ion binding [GO:0008270]

ATXYQ1 | metal ion binding [GO:0046872]

Q8IWTO metal ion binding [GO:0046872]

Q8WW33 | metal ion binding [GO:0046872]

Q96B70 metal ion binding [GO:0046872]

Q96P53 metal ion binding [GO:0046872]

Q9BXT4 metal ion binding [GO:0046872]

Q9H1H1 metal ion binding [GO:0046872]

Q9P2S6 metal ion binding [GO:0046872]

Q72275 metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168]; poly(A) RNA binding
[GO:0044822]; tRNA binding [GO:0000049]
metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168]; repressing transcription
factor binding [GO:0070491]; RNA polymerase Il core promoter proximal region sequence-specific DNA

Q9NQX1 | binding [GO:0000978]; sequence-specific DNA binding [GO:0043565]; transcriptional repressor activity,
RNA polymerase Il core promoter proximal region sequence-specific binding [GO:0001078];
transcription regulatory region DNA binding [GO:0044212]

Q9H4Q4 metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168]; RNA polymerase Il
regulatory region sequence-specific DNA binding [GO:0000977]
metal ion binding [GO:0046872]; methyltransferase activity [GO:0008168]; RNA polymerase Il

P57071 regulatory region sequence-specific DNA binding [GO:0000977]; transcription factor activity, sequence-
specific DNA binding [GO:0003700]
metal ion binding [GO:0046872]; mRNA 3'-UTR AU-rich region binding [GO:0035925]; mRNA 3'-UTR

Q9BZBS binding [GO:0003730]; nucleotide binding [GO:0000166]; ribosome binding [GO:0043022]; translation
factor activity, RNA binding [GO:0008135]; translation repressor activity, nucleic acid binding
[GO:0000900]
metal ion binding [GO:0046872]; mRNA 3'-UTR binding [GO:0003730]; nuclease activity

095453 [GO:0004518]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; poly(A)-
specific ribonuclease activity [G0O:0004535]; protein kinase binding [GO:0019901]

Q8NCW5 metal ion binding [GO:0046872]; NADHX epimerase activity [GO:0052856]; NADPHX epimerase
activity [GO:0052857]; nucleotide binding [GO:0000166]

C9JN71 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]

PODKXO0 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]

P98169 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]

Q6zZMSs4 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]

Q8NB50 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]

Q96SL8 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]; receptor tyrosine kinase binding
[GO:0030971]

B77Z6K7 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]; transcription factor activity,

sequence-specific DNA binding [GO:0003700]




metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]; transcription factor activity,

Q52M93 sequence-specific DNA binding [GO:0003700]

Q6P3V2 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

Q6PDB4 metal ion binding [GO:0046872]; nucleic acid binding [GO:0003676]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]

Q5T8P6 metal ion binding [GO:0046872]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0O:0044822]

QIP2N5 metal ion binding [GO:0046872]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[G0O:0044822]

Q5T8I9 metal ion binding [GO:0046872]; O-methyltransferase activity [GO:0008171]; RNA binding
[GO:0003723]; RNA methyltransferase activity [GO:0008173]

QIP2R3 metal ion binding [GO:0046872]; phosphatidylinositol phosphate binding [GO:1901981]; Rab GTPase
binding [GO:0017137]

060346 metal ion binding [GO:0046872]; phosphoprotein phosphatase activity [GO:0004721]

Q5VZF2 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]

Q9H2Y7 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]

Q9NUKO | metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]

Q9UKJ3 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]

Q9UK59 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; RNA lariat debranching enzyme
activity [G0O:0008419]

P61513 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; structural constituent of
ribosome [GO:0003735]

P62979 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; structural constituent of
ribosome [GO:0003735]

QINXH9 metal ion binding [GO:0046872]; poly(A) RNA binding [GO:0044822]; tRNA (guanine-N2-)-
methyltransferase activity [GO:0004809]; tRNA binding [GO:0000049]
metal ion binding [GO:0046872]; protein homodimerization activity [GO:0042803]; RNA polymerase 11
core promoter proximal region sequence-specific DNA binding [GO:0000978]; transcriptional activator

P28698 activity, RNA polymerase Il core promoter proximal region sequence-specific binding [GO:0001077];
transcriptional repressor activity, RNA polymerase Il core promoter proximal region sequence-specific
binding [GO:0001078]; transcription factor activity, sequence-specific DNA binding [GO:0003700];
transcription regulatory region DNA binding [G0:0044212]

Q9BXRO metal ion binding [GO:0046872]; queuine tRNA-ribosyltransferase activity [GO:0008479]

075792 metal ion binding [GO:0046872]; ribonuclease activity [GO:0004540]; RNA binding [GO:0003723];
RNA-DNA hybrid ribonuclease activity [G0:0004523]

Q9H633 metal ion binding [GO:0046872]; ribonuclease P activity [GO:0004526]

ABNMK7 | metal ion binding [GO:0046872]; RNA binding [GO:0003723]

P61927 metal ion binding [GO:0046872]; RNA binding [G0:0003723]; rRNA binding [G0:0019843]; structural
constituent of ribosome [GO:0003735]

Q9BUB4 metal ion binding [GO:0046872]; RNA binding [GO:0003723]; tRNA-specific adenosine deaminase
activity [GO:0008251]

P10155 metal ion binding [GO:0046872]; RNA binding [G0:0003723]; U2 snRNA binding [G0O:0030620]
metal ion binding [GO:0046872]; RNA polymerase Il core binding [GO:0000993]; sequence-specific

P29083 DNA binding [GO:0043565]; TFIIH-class transcription factor binding [GO:0001097]; transcription factor
activity, core RNA polymerase Il binding [GO:0000991]; transcription factor activity, RNA polymerase Il
transcription factor binding [GO:0001076]

ABNKT5 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

AGNP1L metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

ABMTYO metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [GO:0000978]

BADXRY metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [GO:0000978]

043296 metal ion binding [GO:0046872]; RNA polymerase |1 core promoter proximal region sequence-specific




DNA binding [GO:0000978]

metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific

O75373 | bNA binding [G0:0000978]

095780 metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

P17019 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

QOSERS metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q14592 metal ion binding [GO:0046872]; RNA polymerase |1 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

014593 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

015928 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q3SXZ3 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q5CZA5 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q5IVGS metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q68DY1 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q6ZMV8 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

Q6ZN08 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q8IYNO metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

Q8IYX0 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

Q8N3J9 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [G0O:0000978]

Q8N703 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q8NEM1 metal ion binding [GO:0046872]; RNA polymerase 1 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q8TB69 metal ion binding [GO:0046872]; RNA polymerase Il core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q96H40 metal ion binding [GO:0046872]; RNA polymerase 1 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q96JC4 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

Q96N38 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

QOHEG1 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]

QOP255 metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]
metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]; RNA polymerase 1l distal enhancer sequence-specific DNA binding

Q9H116 [G0:0000980]; sequence-specific DNA binding [GO:0043565]; transcriptional repressor activity, RNA
polymerase 1l core promoter proximal region sequence-specific binding [GO:0001078]; transcriptional
repressor activity, RNA polymerase Il distal enhancer sequence-specific binding [GO:0001206]
metal ion binding [GO:0046872]; RNA polymerase |1 core promoter proximal region sequence-specific

060481 DNA binding [GO:0000978]; sequence-specific DNA binding [GO:0043565]; transcriptional activator

activity, RNA polymerase Il core promoter proximal region sequence-specific binding [GO:0001077];
transcription factor activity, sequence-specific DNA binding [GO:0003700]




metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific
DNA binding [GO:0000978]; sequence-specific DNA binding [GO:0043565]; transcriptional repressor

QBNSAS activity, RNA polymerase Il core promoter proximal region sequence-specific binding [GO:0001078];
transcription factor activity, sequence-specific DNA binding [GO:0003700]
metal ion binding [GO:0046872]; RNA polymerase 11 core promoter proximal region sequence-specific

Q15915 DNA binding [GO:0000978]; transcriptional activator activity, RNA polymerase Il core promoter
proximal region sequence-specific binding [GO:0001077]; transcription factor activity, sequence-specific
DNA binding [G0O:0003700]

QOUK33 metal ion binding [GO:0046872]; RNA polymerase 1l regulatory region sequence-specific DNA binding
[GO:0000977]

Q5VTDY metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; RNA polymerase Il transcription factor binding [GO:0001085]
metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding

Q6ZsB9 [GO:0000977]; sequence-specific DNA binding [GO:0043565]; transcription coactivator binding
[G0:0001223]; transcription factor binding [G0:0008134]
metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding

Q9Y462 [GO:0000977]; sequence-specific DNA binding [GO:0043565]; transcription factor activity, sequence-
specific DNA binding [G0O:0003700]
metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding

043829 [GO:0000977]; sequence-specific DNA binding [GO:0043565]; transcription factor activity, sequence-
specific DNA hinding [GO:0003700]; transcription regulatory region DNA binding [G0:0044212]

P08048 metal ion binding [GO:_OO_46872]; RNA polymerase I regu_la_tory regio_n sgquence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

P17040 metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q13106 metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

013398 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q15937 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q3KQV3 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q3SY52 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q5VV52 metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q68DY9 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q6AZWS metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q6PIA3 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q6PKS1 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q72340 metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q7Z7L9 metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8IvCa metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8N587 metal ion binding [GO:0046872]; RNA polymerase 11 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8NEKS metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8TF45 metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q8WV37 metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding

[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]




metal ion binding [GO:0046872]; RNA polymerase 1 regulatory region sequence-specific DNA binding

Q96HQO [GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q96NDS metal ion binding [GO:0046872]; RNA polymerase Il regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

QUENIS metal ion binding [GO:0046872]; RNA polymerase 1l regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

QIHCX3 metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

QINXTO metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

QoY2P7 metal ion binding [GO:0046872]; RNA polymerase |1 regulatory region sequence-specific DNA binding
[GO:0000977]; transcription factor activity, sequence-specific DNA binding [GO:0003700]

000370 metal ion binding [GO:0046872]; RNA-directed DNA polymerase activity [GO:0003964]; Type Il site-
specific deoxyribonuclease activity [GO:0009036]

PO5156 metal ion binding [GO:0046872]; scavenger receptor activity [GO:0005044]; serine-type endopeptidase
activity [G0O:0004252]

015391 metal ion binding [GO:0046872]; sequence-specific DNA binding [GO:0043565]

Q96MM3 metal ion binding [GO:0046872]; sequence-specific DNA binding [GO:0043565]; transcription factor
activity, sequence-specific DNA binding [GO:0003700]

Q96524 metal ion binding [GO:0046872]; sequence-specific DNA binding [GO:0043565]; transcription factor
activity, sequence-specific DNA binding [GO:0003700]

P06681 metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

PO7477 metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

Q7RTY7 metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

Q7RTZ1 metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

Q8NHM4 | metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

Q9UNIL metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]

Q9Y5K2 metal ion binding [GO:0046872]; serine-type endopeptidase activity [GO:0004252]; serine-type peptidase
activity [GO:0008236]

ABNKH3 | metal ion binding [GO:0046872]; structural constituent of ribosome [GO:0003735]

Q8TBZ8 metal ion binding [GO:0046872]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]; transcription regulatory region DNA binding [GO:0044212]

Q5TYW1 metal ion binding [GO:0046872]; transcription regulatory region sequence-specific DNA binding
[GO:0000976]

QI9NUPY7 metal ion binding [GO:0046872]; tRNA methyltransferase activity [GO:0008175]

Q96DP5 methionyl-tRNA formyltransferase activity [GO:0004479]

Q99549 methylated histone binding [GO:0035064]

Q6IPR3 methyltransferase activity [GO:0008168]

Q6PF06 methyltransferase activity [GO:0008168]

Q8N3J2 methyltransferase activity [GO:0008168]; nucleic acid binding [GO:0003676]

Q5T280 methyltransferase activity [GO:0008168]; poly(A) RNA binding [GO:0044822]

Q7L0Y3 methyltransferase activity [GO:0008168]; poly(A) RNA binding [GO:0044822]

Q8TBZ6 methyltransferase activity [GO:0008168]; poly(A) RNA binding [GO:0044822]; tRNA binding
[GO:0000049]

AB6NHQ2 | methyltransferase activity [GO:0008168]; RNA binding [GO:0003723]

Q9BTFO methyltransferase activity [GO:0008168]; RNA binding [GO:0003723]

Q9BV44 methyltransferase activity [GO:0008168]; RNA binding [GO:0003723]

Q724G4 methyltransferase activity [GO:0008168]; tRNA binding [GO:0000049]

P04437 MHC protein binding [GO:0042287]; peptide antigen binding [GO:0042605]

014576 microtubule binding [GO:0008017]; microtubule motor activity [GO:0003777]; motor activity
[GO:0003774]; spectrin binding [GO:0030507]

Q9Y3A5 microtubule binding [GO:0008017]; poly(A) RNA binding [G0:0044822]; ribosome binding




[GO:0043022]; rRNA binding [GO:0019843]

Q9BVAO microtubule binding [GO:0008017]; protein heterodimerization activity [GO:0046982]

P78406 microtubule binding [GO:0008017]; RNA binding [GO:0003723]

095834 microtubule binding [GO:0008017]; tubulin binding [GO:0015631]

Q13409 microtubule motor activity [GO:0003777]
miRNA binding [GO:0035198]; mRNA 3'-UTR binding [GO:0003730]; mRNA binding [GO:0003729];

QIBWF3 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; pre-mRNA intronic binding
[GO:0097157]; pre-mRNA intronic pyrimidine-rich binding [GO:0097158]; RNA binding [G0O:0003723];
zinc ion binding [G0O:0008270]

P00748 misfolded protein binding [GO:0051787]; serine-type aminopeptidase activity [GO:0070009]; serine-type
endopeptidase activity [GO:0004252]

QOHCES MRNA (2'-O-methyladenosine-N6-)-methyltransferase activity [GO:0016422]; RNA binding
[GO:0003723]
MRNA (2'-O-methyladenosine-N6-)-methyltransferase activity [GO:0016422]; RNA binding

Q86U44
[GO:0003723]; RNA methyltransferase activity [GO:0008173]

043148 MRNA (guanine-N7-)-methyltransferase activity [GO:0004482]; RNA binding [GO:0003723]

Q8IYT2 MRNA (nucleoside-2'-O-)-methyltransferase activity [GO:0004483]

Q8N1G2 MRNA (nucleoside-2'-O-)-methyltransferase activity [GO:0004483]; nucleic acid binding [GO:0003676]
MRNA 3'-UTR AU-rich region binding [G0:0035925]; mRNA 3'-UTR binding [GO:0003730];

Q8NE35 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; ribosome binding
[GO:0043022]; RNA binding [GO:0003723]; RNA stem-loop binding [GO:0035613]; translation factor
activity, RNA binding [GO:0008135]; translation repressor activity, nucleic acid binding [GO:0000900]
mMRNA 3'-UTR binding [GO:0003730]; mRNA 5'-UTR binding [G0O:0048027]; mRNA binding

QI9NZI8 [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; translation
regulator activity [GO:0045182]
mRNA 3'-UTR binding [GO:0003730]; mRNA 5'-UTR binding [GO:0048027]; nucleotide binding

000425 [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; translation regulator
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activity [GO:0045182]

Q9Y6EM1 MRNA 3'-UTR binding [GO:0003730]; mRNA 5-UTR binding [GO:0048027]; nucleotide binding
[GO:0000166]; poly(A) RNA binding [GO:0044822]; translation regulator activity [GO:0045182]

Q9H0Z9 MRNA 3'-UTR binding [GO:0003730]; mRNA binding [G0O:0003729]; nucleotide binding
[GO:0000166]; poly(A) RNA binding [GO:0044822]

Q6XE24 MRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]

Q9BX46 MRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]

Q12926 MRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]; poly(A) RNA binding
[GO:0044822]
MRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]; poly(A) RNA binding

Q17RYO [GO:0044822]; ribosome binding [GO:0043022]; translation factor activity, RNA binding [GO:0008135];
translation repressor activity, nucleic acid binding [G0O:0000900]

Q15287 mRNA 3-UTR binding [(3_0:0003730]; nucleotide binding [G0O:0000166]; poly(A) RNA binding
[GO:0044822]; RNA binding [GO:0003723]
mMRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]; poly(A) RNA binding

Q14011 [GO:0044822]; small ribosomal subunit rRNA binding [GO:0070181]; translation repressor activity
[GO:0030371]

092904 MRNA 3'-UTR binding [GO:0003730]; nucleotide binding [GO:0000166]; RNA binding [GO:0003723];
translation activator activity [GO:0008494]

Q14671 MRNA 3'-UTR binding [GO:0003730]; poly(A) RNA binding [G0:0044822]

Q8NC51 mRNA 3'-UTR binding [GO:0003730]; poly(A) RNA binding [GO:0044822]

Q8TB72 mRNA 3'-UTR binding [GO:0003730]; poly(A) RNA binding [GO:0044822]

Q5TCS2 mRNA 3'-UTR binding [GO:0003730]; poly(A) RNA binding [GO:0044822]; ubiquitin protein ligase
activity [G0O:0061630]; zinc ion binding [GO:0008270]
mRNA 5'-UTR binding [GO:0048027]; poly(A) RNA binding [GO:0044822]; RNA binding

P62263 [GO:0003723]; small ribosomal subunit rRNA binding [GO:0070181]; structural constituent of ribosome
[GO:0003735]; translation regulator activity [GO:0045182]

P82912 mRNA 5'-UTR binding [GO:0048027]; poly(A) RNA binding [GO:0044822]; small ribosomal subunit




rRNA binding [GO:0070181]; structural constituent of ribosome [GO:0003735]

075153 mRNA binding [GO:0003729]

Q8NHU6 | mRNA binding [GO:0003729]

Q9BZI7 MRNA binding [GO:0003729]; nucleocytoplasmic transporter activity [GO:0005487]; nucleotide binding
[GO:0000166]; poly(A) RNA binding [GO:0044822]

PODJD3 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]

Q6NXG1 | mRNA binding [GO:0003729]; nucleotide binding [GO:0000166]

Q9H4D5 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]

P62995 mMRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q16630 mMRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8WVV9 | mRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9H6TO MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9UKA9 | mRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q07955 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [GO:0003723]

012849 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [G0:0003723]

099729 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [G0O:0003723]

Q9Y559 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [GO:0003723]

P51991 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
RNA binding [G0O:0003723]; RNA transmembrane transporter activity [G0:0051033]
MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];

043251 RNA binding [GO:0003723]; transcription corepressor activity [GO:0003714]; transcription factor
binding [GO:0008134]

PO5455 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822];
tRNA binding [GO:0000049]

Q5SzQ8 MRNA binding [GO:0003729]; nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q8TC59 mRNA binding [GO:0003729]; piRNA binding [GO:0034584]

096194 mMRNA binding [GO:0003729]; piRNA binding [GO:0034584]; single-stranded RNA binding
[GO:0003727]

Q96PUS8 MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]
MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; pre-miRNA binding

Q9HAV4 | [GO:0070883]; protein transporter activity [GO:0008565]; Ran GTPase binding [GO:0008536]; RNA
binding [G0O:0003723]; tRNA binding [GO:0000049]

P09234 mMRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; protein homodimerization activity
[G0:0042803]; single-stranded RNA binding [GO:0003727]; zinc ion binding [GO:0008270]

QINRAS mMRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; protein transporter activity
[GO:0008565]

P51513 mMRNA binding [GO:0003729]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q06787 MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q12996 mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

46782 MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
rRNA binding [GO:0019843]; structural constituent of ribosome [GO:0003735]

Q15365 MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
single-stranded DNA binding [GO:0003697
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Q9Y2R9 mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843];
structural constituent of ribosome [GO:0003735]

P42766 MRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; structural constituent of ribosome
[GO:0003735]

Q9BYD1 mRNA binding [GO:0003729]; poly(A) RNA binding [GO:0044822]; structural constituent of ribosome

[GO:0003735]




P60321 mMRNA binding [GO:0003729]; zinc ion binding [GO:0008270]

Q77739 N6-methyladenosine-containing RNA binding [GO:1990247]; poly(A) RNA binding [GO:0044822]

Q9Y5A9 N6-methyladenosine-containing RNA binding [G0:1990247]; poly(A) RNA binding [GO:0044822]

Q9BYJ9 N6-methyladenosine-containing RNA binding [G0:1990247]; poly(A) RNA binding [GO:0044822];
ribosome binding [G0:0043022]

Q9EMU7 N6-methyladenosine-containing RNA binding [GO:1990247]; poly(A) RNA binding [GO:0044822];
RNA binding [GO:0003723]

095271 NAD+ ADP-ribosyltransferase activity [GO:0003950]; zinc ion binding [GO:0008270]

Q9BZR6 neuregulin receptor activity [GO:0038131]; receptor activity [GO:0004872]

095872 nucleic acid binding [GO:0003676]

Q8N302 nucleic acid binding [GO:0003676]

Q8N954 nucleic acid binding [GO:0003676]

Q8NAS58 nucleic acid binding [GO:0003676]

QI9NW75 | nucleic acid binding [GO:0003676]

Q6ZRY4 nucleic acid binding [GO:0003676]; nucleotide binding [GO:0000166]

Q569K4 nucleic acid binding [G0O:0003676]; p53 binding [GO:0002039]; zinc ion binding [GO:0008270]

075554 nucleic acid binding [GO:0003676]; proline-rich region binding [GO:0070064]; zinc ion binding
[GO:0008270]

Q66K41 nucleic acid binding [GO:0003676]; zinc ion binding [GO:0008270]

Q8WW36 | nucleic acid binding [GO:0003676]; zinc ion binding [GO:0008270]

Q9H6B1 nucleic acid binding [GO:0003676]; zinc ion binding [GO:0008270]

QINYWS8 | nucleic acid binding [GO:0003676]; zinc ion binding [GO:0008270]

Q9UPR6 nucleic acid binding [GO:0003676]; zinc ion binding [GO:0008270]

Q12769 nucleocytoplasmic transporter activity [GO:0005487]

Q8WUMO | nucleocytoplasmic transporter activity [GO:0005487]

QOH1J1 nucleocytoplasmic transporter activity [GO:0005487]; nucleotide binding [GO:0000166]; RNA binding
[GO:0003723]

014980 nucleocytoplasmic transporter activity [GO:0005487]; protein transporter activity [GO:0008565]; RNA
binding [GO:0003723]; transporter activity [GO:0005215]

QB8WUA2 nucleotide binding [GO:0000166]; peptidyl-prolyl cis-trans isomerase activity [GO:0003755]; poly(A)
RNA binding [GO:0044822]

Q9H361 nucleotide binding [GO:0000166]; poly(A) binding [G0O:0008143]

Q13310 nucleotide binding [GO:0000166]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822];
poly(U) RNA binding [GO:0008266]
nucleotide binding [GO:0000166]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822];

P11940 poly(U) RNA binding [GO:0008266]; protein C-terminus binding [GO:0008022]; translation activator
activity [GO:0008494]

060506 nucleotide binding [GO:0000166]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822];
RNA binding [GO:0003723]

Q93062 nucleotide binding [GO:0000166]; poly(A) binding [GO:0008143]; poly(A) RNA binding [GO:0044822];
transcription coactivator activity [GO:0003713]

AOAV96 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

015042 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

043719 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]

060812 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

P42696 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]

Q08170 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q13242 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q13243 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q13595 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]




Q14498 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]

Q15427 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q4G0J3 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]

Q86Vv81 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8IXT5 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8lYe67 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8N684 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q8WXA9 | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q96T37 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9BRL6 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9BTD8 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9GZT3 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9HOL4 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9HCJ3 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

QI9NTZ6 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9NW13 | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

QINWH9 | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

QINXO07 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

QINYKS5 | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9Y388 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

QI9Y3A4 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9Y3B4 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

Q9Y4Cs8 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]

Q9Y580 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]

P26599 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; poly-pyrimidine tract binding
[GO:0008187]; pre-mRNA binding [GO:0036002]; RNA binding [G0:0003723]

Q96DH6 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; poly(U) RNA binding
[GO:0008266]

043347 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; poly(U) RNA binding
[G0O:0008266]; RNA binding [GO:0003723]

P31943 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; poly(U) RNA binding
[G0O:0008266]; RNA binding [GO:0003723]

Q13247 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; pre-mRNA binding
[G0O:0036002]; RNA binding [GO:0003723]

Q01130 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; pre-mRNA binding
[GO:0036002]; transcription corepressor activity [GO:0003714]

P22626 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; pre-mRNA intronic binding
[GO:0097157]; RNA binding [GO:0003723]; single-stranded telomeric DNA binding [GO:0043047]

P52272 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; protein domain specific binding
[GO:0019904]; RNA binding [GO:0003723]

QIUNS6 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; receptor signaling complex
scaffold activity [GO:0030159]

P98179 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; ribosomal large subunit binding
[GO:0043023]; RNA binding [GO:0003723]

P52298 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA 7-methylguanosine cap
binding [GO:0000340]; RNA cap binding [GO:0000339]

043390 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

095319 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

095758 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

P08621 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]




P31942 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [G0O:0003723]

P33240 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

P55795 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

P84103 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q15434 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q86U42 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q8IUH3 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723]

Q8NDT2 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q9BYG3 | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q9UKMSY | nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

QUBEPS5 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723];
RNA stem-loop binding [GO:0035613]

075494 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
RS domain binding [GO:0050733]; unfolded protein binding [G0O:0051082]

Q8WXFO nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
RS domain binding [G0O:0050733]; unfolded protein binding [G0O:0051082]

PO9651 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
single-stranded DNA binding [GO:0003697]; single-stranded RNA binding [GO:0003727]

P52597 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723];
single-stranded RNA binding [GO:0003727]

P09012 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723];
snRNA binding [G0:0017069]

014103 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723];
telomeric DNA binding [G0:0042162]

P14866 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723];
transcription regulatory region DNA binding [G0:0044212]
nucleotide binding [GO:0000166]; poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723];

Q15056 translation factor activity, RNA binding [GO:0008135]; translation initiation factor activity
[GO:0003743]

P23588 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723];
translation initiation factor activity [G0:0003743]

Q81269 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA methyltransferase activity
[G0O:0008173]
nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; RNA polymerase Il
transcription factor binding [GO:0001085]; single-stranded DNA binding [GO:0003697]; transcriptional

Q96T58 repressor activity, RNA polymerase Il transcription factor binding [GO:0001191]; transcription
corepressor activity [GO:0003714]; transcription factor activity, sequence-specific DNA binding
[GO:0003700]

P62750 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; rRNA binding [G0:0019843];
structural constituent of ribosome [GO:0003735]

Q9UBUY nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; single-stranded RNA binding
[GO:0003727]

P43243 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; structural molecule activity
[G0:0005198]; zinc ion binding [G0O:0008270]

075821 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; translation initiation factor
activity [GO:0003743]

Q16629 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; zinc ion binding [GO:0008270]

Q8TBF4 nucleotide binding [GO:0000166]; poly(A) RNA binding [G0O:0044822]; zinc ion binding [GO:0008270]

Q9BQO4 nucleotide binding [GO:0000166]; poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

P57052 nucleotide binding [GO:0000166]; poly(U) RNA binding [GO:0008266]; protein homodimerization
activity [GO:0042803]

Q96LTY nucleotide binding [GO:0000166]; pre-mRNA intronic binding [GO:0097157]; U12 snRNA binding
[GO:0030626]

QINWB1 nucleotide binding [GO:0000166]; protein C-terminus binding [GO:0008022]; RNA binding

[GO:0003723]




nucleotide binding [GO:0000166]; protein complex scaffold [GO:0032947]; translation initiation factor

P55884 | sctivity [GO:0003743]

Q9POM2 nucleotide binding [GO:0000166]; protein kinase A binding [GO:0051018]

ABNDE4 | nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

AB6NDYO0 | nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

ABGNEQO nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

075526 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

POC7P1 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

POCB38 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

PODJD4 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q13117 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q15415 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q16560 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q32P51 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q4VvXU2 | nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q5JQF8 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q86SG3 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q86U06 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q8N6WO | nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q8N7X1 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q8TBYO0 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q96DU9 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q96H35 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q96125 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q96J87 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q9BRS8 nucleotide binding [GO:0000166]; RNA binding [G0O:0003723]

Q9GZY0 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q9H1B4 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q9NR90 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

Q9Y4F3 nucleotide binding [GO:0000166]; RNA binding [GO:0003723]

QINQ94 nuclc.eotide binding [GO:0000166]; RNA binding [G0O:0003723]; single-stranded RNA binding
[GO:0003727]

Q8NIWE nucleotide binding [G0:0000166]; RNA binding [GO:0003723]; translation activator activity
[GO:0008494]

QINQZ3 nuclcleotide binding [GO:0000166]; RNA binding [GO:0003723]; translation activator activity
[GO:0008494]

Q96E39 nucleotide binding [GO:0000166]; single-stranded RNA binding [GO:0003727]

P08579 nucleotide binding [GO:0000166]; snRNA binding [GO:0017069]

Q7Z5W3 O-methyltransferase activity [GO:0008171]; RNA methyltransferase activity [GO:0008173]

QOUBI6 PDZ domain binding [GO:0030165]; phosphate ion binding [GO:0042301]; signal transducer activity
[G0O:0004871]

Q9ULHO PDZ domain binding [GO:0030165]; protein kinase regulator activity [GO:0019887]

Q2TV78 peptidase activity [GO:0008233]

Q9H3S3 pepti_dase activity [GO:0008233]; scavenger receptor activity [GO:0005044]; serine-type endopeptidase
activity [GO:0004252]

060235 peptidase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]

P08861 peptidase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]




Q99895 peptidase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]

P49862 pepti_dase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]; serine-type peptidase
activity [G0O:0008236]

Q9UKRO pepti_dase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]; serine-type peptidase
activity [G0O:0008236]

Q9Y337 pepti_dase activity [GO:0008233]; serine-type endopeptidase activity [GO:0004252]; serine-type peptidase
activity [GO:0008236]

Q8WXDO0 | peptide hormone binding [GO:0017046]; protein-hormone receptor activity [GO:0016500]

Q96BP3 peptidyl-prolyl cis-trans isomerase activity [GO:0003755]

P55199 phosphatase binding [GO:0019902]

Q9Y263 phospholipase A2 activator activity [GO:0016005]

060733 phospholipase A2 activity [GO:0004623]

P50851 phospholipid binding [GO:0005543]

Q6ZS30 phospholipid binding [GO:0005543]

Q67S81 phospholipid binding [GO:0005543]

Q99698 phospholipid binding [GO:0005543]

Q92636 phospholipid binding [GO:0005543]; receptor signaling protein activity [GO:0005057]

QoY4P3 phosphoprotein binding_ [G_O:_O_()5_1219]; poly_(A)_ RNA binding [GO:0044822]; protein kinase binding
[G0:0019901]; translation initiation factor binding [GO:0031369]

095163 phosphorylase kinase regulator activity [GO:0008607]; signal transducer activity [GO:0004871]

Q723z4 piRNA binding [GO:0034584]

Q5VWX1 | poly(A) binding [GO:0008143]; poly(U) RNA binding [GO:0008266]

000566 poly(A) RNA binding [GO:0044822]

015213 poly(A) RNA binding [GO:0044822]

043290 poly(A) RNA binding [GO:0044822]

043818 poly(A) RNA binding [GO:0044822]

060287 poly(A) RNA binding [GO:0044822]

060508 poly(A) RNA binding [GO:0044822]

075691 poly(A) RNA binding [GO:0044822]

075940 poly(A) RNA binding [GO:0044822]

095926 poly(A) RNA binding [GO:0044822]

P35544 poly(A) RNA binding [GO:0044822]

P55081 poly(A) RNA binding [GO:0044822]

P56182 poly(A) RNA binding [GO:0044822]

P61326 poly(A) RNA binding [GO:0044822]

P62308 poly(A) RNA binding [GO:0044822]

P62310 poly(A) RNA binding [GO:0044822]

P62312 poly(A) RNA binding [GO:0044822]

P62316 poly(A) RNA binding [GO:0044822]

P63162 poly(A) RNA binding [GO:0044822]

Q13435 poly(A) RNA binding [GO:0044822]

Q13895 poly(A) RNA binding [GO:0044822]

Q14684 poly(A) RNA binding [GO:0044822]

Q15050 poly(A) RNA binding [GO:0044822]

Q5C9z4 poly(A) RNA binding [GO:0044822]

Q5JTH9 poly(A) RNA binding [GO:0044822]




Q5QJE6 poly(A) RNA binding [G0O:0044822]
Q5RKV6 | poly(A) RNA binding [GO:0044822]
Q5VTLS8 poly(A) RNA binding [G0O:0044822]
Q659C4 poly(A) RNA binding [GO:0044822]
Q66PJ3 poly(A) RNA binding [GO:0044822]
Q6UN15 poly(A) RNA binding [GO:0044822]
Q71RC2 poly(A) RNA binding [GO:0044822]
Q86U38 poly(A) RNA binding [G0O:0044822]
Q8IWZ3 poly(A) RNA binding [GO:0044822]
Q8Iwz8 poly(A) RNA binding [GO:0044822]
Q8IX01 poly(A) RNA binding [GO:0044822]
Q8NAV1 | poly(A) RNA binding [GO:0044822]
Q8NEJ9 poly(A) RNA binding [G0O:0044822]
Q8NI136 poly(A) RNA binding [GO:0044822]
Q92615 poly(A) RNA binding [G0O:0044822]
Q969X6 poly(A) RNA binding [GO:0044822]
Q96AT72 poly(A) RNA binding [GO:0044822]
Q96BP2 poly(A) RNA binding [GO:0044822]
Q96DI7 poly(A) RNA binding [GO:0044822]
Q99848 poly(A) RNA binding [GO:0044822]
Q9BQ67 poly(A) RNA binding [GO:0044822]
Q9BRDO | poly(A) RNA binding [GO:0044822]
Q9BRT6 poly(A) RNA binding [GO:0044822]
Q9BSC4 poly(A) RNA binding [GO:0044822]
Q9BVJ6 poly(A) RNA binding [GO:0044822]
Q9BYNS poly(A) RNA binding [GO:0044822]
Q9C0J8 poly(A) RNA binding [G0O:0044822]
Q9H501 poly(A) RNA binding [GO:0044822]
Q9H694 poly(A) RNA binding [GO:0044822]
Q9H6F5 poly(A) RNA binding [GO:0044822]
Q9H6R4 poly(A) RNA binding [GO:0044822]
Q9H8HO poly(A) RNA binding [GO:0044822]
QINNWS5 | poly(A) RNA binding [GO:0044822]
QINQ50 poly(A) RNA binding [GO:0044822]
Q9NQz2 poly(A) RNA binding [GO:0044822]
QINRX1 | poly(A) RNA binding [GO:0044822]
QINV06 poly(A) RNA binding [G0O:0044822]
QINXG2 | poly(A) RNA binding [GO:0044822]
QINZMS5 | poly(A) RNA binding [GO:0044822]
Q9UJAS poly(A) RNA binding [GO:0044822]
Q9UKD2 | poly(A) RNA binding [GO:0044822]
Q9UMY1 | poly(A) RNA binding [GO:0044822]
Q9Y2Q9 poly(A) RNA binding [GO:0044822]
Q9Y324 poly(A) RNA binding [G0O:0044822]




Q9Y3A2 poly(A) RNA binding [GO:0044822]

Q9Y3F4 poly(A) RNA binding [GO:0044822]

Q9Y5J1 poly(A) RNA binding [GO:0044822]

Q15637 poly(A) RNA binding [GO:0044822]; pre-mRNA branch point binding [GO:0045131]; RNA binding
[GO:0003723]; transcription corepressor activity [GO:0003714]; zinc ion binding [GO:0008270]

POCG48 poly(A) RNA binding [GO:0044822]; protease binding [GO:0002020]

Q96D46 poly(A) RNA binding [GO:0044822]; protein binding, bridging [GO:0030674]; ribosomal large subunit
binding [GO:0043023]

092667 poly(A) RNA binding [GO:0044822]; protein kinase A regulatory subunit binding [GO:0034237]; RNA
binding [GO:0003723]

Qi4aczy poly(A) RNA binding [GO:0044822]; protein kinase activity [GO:0004672]

Q53R41 poly(A) RNA binding [GO:0044822]; protein Kinase activity [GO:0004672]

Q7L8L6 poly(A) RNA binding [GO:0044822]; protein Kinase activity [GO:0004672]; rRNA binding
[GO:0019843]

QINYYS poly(A) RNA binding [GO:0044822]; protein Kinase activity [GO:0004672]; rRNA binding
[GO:0019843]

P62753 poly(A) RNA binding [GO:0044822]; protein kinase binding [GO:0019901]; structural constituent of
ribosome [GO:0003735]

095900 poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity [GO:0009982]

Q6P087 poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity [GO:0009982]

Q8I1z73 poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity [GO:0009982]

Q96CM3 poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity [GO:0009982]

060832 poly(A) RNA binding [GO:0044822]; pseudouridine synthase activity [GO:0009982]; RNA binding
[GO:0003723]; telomerase activity [GO:0003720]

Q9Y333 poly(A) RNA binding [GO:0044822]; Ral GTPase binding [GO:0017160]; U6 snRNA binding
[GO:0017070]

Q9H9J2 poly(A) RNA binding [GO:0044822]; ribonuclease 111 activity [GO:0004525]

Q99575 poly(A) RNA binding [GO:0044822]; ribonuclease MRP activity [GO:0000171]; ribonuclease P activity
[GO:0004526]

P78346 poly(A) RNA binding [GO:0044822]; ribonuclease P activity [GO:0004526]

Q14137 poly(A) RNA binding [GO:0044822]; ribonucleoprotein complex binding [GO:0043021]

QBWWY3 poly(A) RNA binding [GO:0044822]; ribonucleoprotein complex binding [GO:0043021]; snRNP binding
[GO:0070990]

QUBEY7 poly(A) RNA binding [GO:0044822]; ribosomal small subunit binding [GO:0043024]; rRNA binding
[G0O:0019843]
poly(A) RNA binding [GO:0044822]; ribosome binding [GO:0043022]; RNA binding [GO:0003723];

P62495 translation release factor activity [GO:0003747]; translation release factor activity, codon specific
[GO:0016149]; translation termination factor activity [GO:0008079]

PO5198 poly(A) RNA binding [GO:0044822]; ribosome binding [GO:0043022]; translation initiation factor
activity [GO:0003743]

075525 poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723]

P62314 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q05048 poly(A) RNA binding [G0:0044822]; RNA binding [GO:0003723]

Q14444 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q15459 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q96HRS8 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q9BTL3 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q9BZJ0 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q9UNW9 | poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]

Q09161 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; RNA cap binding [GO:0000339]

P61978 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; RNA polymerase Il core promoter

proximal region sequence-specific DNA binding [GO:0000978]; single-stranded DNA binding




[GO:0003697]; transcriptional activator activity, RNA polymerase Il core promoter proximal region
sequence-specific binding [G0O:0001077]

poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; rRNA (pseudouridine)

Q92979 methyltransferase activity [GO:0070037]; rRNA binding [G0:0019843]

P62913 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; rRNA binding [GO:0019843];
structural constituent of ribosome [GO:0003735]

P62917 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; rRNA binding [GO:0019843];
structural constituent of ribosome [GO:0003735]

000567 poly(A) RNA binding [G0O:0044822]; RNA binding [GO:0003723]; snoRNA binding [GO:0030515]

PO5388 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P0O9001L poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P36578 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P39023 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P50914 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P61254 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P61313 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P62244 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P62249 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P62424 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

62888 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

P62899 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

092901 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; structural constituent of ribosome
[GO:0003735]

095218 poly(A) RNA binding [GO:0044822]; RNA binding [GO:0003723]; transcription factor activity,
sequence-specific DNA binding [GO:0003700]; zinc ion binding [GO:0008270]

015116 poly(A) RNA binding [GO:0044822]; RNA cap binding [GO:0000339]

043432 poly(A) RNA binding [GO:0044822]; RNA cap binding [GO:0000339]; translation factor activity, RNA
binding [GO:0008135]; translation initiation factor activity [GO:0003743]
poly(A) RNA binding [GO:0044822]; RNA cap binding [GO:0000339]; translation factor activity, RNA

060573 binding [GO:0008135]; translation initiation factor activity [GO:0003743]; ubiquitin protein ligase
binding [GO:0031625]

Q6IN84 poly(A) RNA binding [GO:0044822]; RNA methyltransferase activity [GO:0008173]

Q9HC36 poly(A) RNA binding [GO:0044822]; RNA methyltransferase activity [GO:0008173]

Q71210 poly(A) RNA binding [GO:0044822]; RNA methyltransferase activity [GO:0008173]; S-
adenosylmethionine-dependent methyltransferase activity [GO:0008757]
poly(A) RNA binding [GO:0044822]; RNA polymerase 11 core promoter proximal region sequence-

Q96124 specific DNA binding [GO:0000978]; transcriptional activator activity, RNA polymerase Il core promoter
proximal region sequence-specific binding [GO:0001077]

Q5TAX3 poly(A) RNA binding [GO:0044822]; RNA uridylyltransferase activity [GO:0050265]; zinc ion binding
[GO:0008270]

Q5VYS8 poly(A) RNA binding [GO:0044822]; RNA uridylyltransferase activity [GO:0050265]; zinc ion binding
[GO:0008270]

Q9H504 poly(A) RNA binding [GO:0044822]; rRNA (adenine-N6,N6-)-dimethyltransferase activity

[GO:0000179]; transcription cofactor activity [GO:0003712]

QIUGY1

poly(A) RNA binding [G0:0044822]; rRNA binding [GO:0019843]




poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843]; structural constituent of ribosome

P30050 | r50:0003735]

P62269 poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843]; structural constituent of ribosome
[GO:0003735]

P62280 poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843]; structural constituent of ribosome
[GO:0003735]

Q9BYCY poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843]; structural constituent of ribosome
[GO:0003735]

Q9Y3B7 poly(A) RNA binding [GO:0044822]; rRNA binding [GO:0019843]; structural constituent of ribosome
[GO:0003735]

46781 poly(A) RNA binding [GO:0044822]; rRNA binding [G0:0019843]; structural constituent of ribosome
[GO:0003735]; translation regulator activity [GO:0045182]

Q68CQ4 poly(A) RNA binding [G0O:0044822]; rRNA binding [GO:0019843]; U3 snoRNA binding [GO:0034511]

Q8lYys1 poly(A) RNA binding [GO:0044822]; rRNA methyltransferase activity [GO:0008649]
poly(A) RNA binding [GO:0044822]; single-stranded DNA binding [GO:0003697]; single-stranded RNA

P62633 binding [GO:0003727]; transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc
ion binding [G0:0008270]
poly(A) RNA binding [GO:0044822]; single-stranded DNA binding [GO:0003697]; transcriptional

Q96AE4 activator activity, RNA polymerase Il distal enhancer sequence-specific binding [GO:0001205];
transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q9BRU9 poly(A) RNA binding [GO:0044822]; small ribosomal subunit rRNA binding [GO:0070181]

Q12788 poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

Q15269 poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

Q8TEDO poly(A) RNA binding [G0O:0044822]; snoRNA binding [GO:0030515]

Q9H583 poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

QINX24 poly(A) RNA binding [G0O:0044822]; snoRNA binding [GO:0030515]

QI9UNX4 | poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

Q9Y2X3 poly(A) RNA binding [GO:0044822]; snoRNA binding [GO:0030515]

Q8TEQ6 poly(A) RNA binding [GO:0044822]; snRNA binding [GO:0017069]

060783 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P25398 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P27635 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P46783 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P51398 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P60866 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P62266 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P62906 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P62910 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P82675 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P82914 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P82921 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P82933 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

P83881 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q13084 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q5T653 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q8IXM3 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q8N983 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q96EL2 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q96L21 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]




Q9BYD2 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9BYD3 | poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9BYD6 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9BZE1 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

QI9NP92 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9P015 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9POM9 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9UNX3 | poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9Y3D9 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q9Y6G3 poly(A) RNA binding [GO:0044822]; structural constituent of ribosome [GO:0003735]

Q14152 poly(A) RNA binding [G0O:0044822]; structural molecule activity [GO:0005198]; translation initiation
factor activity [GO:0003743]

Q8IWAO poly(A) RNA binding [GO:0044822]; transcription cofactor activity [GO:0003712]

Q14690 poly(A) RNA binding [GO:0044822]; transcription factor binding [GO:0008134]

P43897 poly(A) RNA binding [GO:0044822]; translation elongation factor activity [GO:0003746]

P78344 po_Iy(A) RNA bindi_ng [GO:0044822]; translation factor activity, RNA binding [GO:0008135]; translation
initiation factor activity [G0O:0003743]

015371 poly(A) RNA binding [GO:0044822]; translation initiation factor activity [GO:0003743]

Q99613 poly(A) RNA binding [GO:0044822]; translation initiation factor activity [GO:0003743]

Q9Y262 poly(A) RNA binding [GO:0044822]; translation initiation factor activity [GO:0003743]

075127 poly(A) RNA binding [GO:0044822]; tRNA binding [GO:0000049]

P09661 poly(A) RNA binding [GO:0044822]; U2 snRNA binding [GO:0030620]

095777 poly(A) RNA binding [GO:0044822]; U6 snRNA binding [GO:0017070]

Q9Y4z0 poly(A) RNA binding [GO:0044822]; U6 snRNA binding [GO:0017070]

A1L020 poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q12874 poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q5F1R6 poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q9HA38 poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

QI9NP6&4 poly(A) RNA binding [GO:0044822]; zinc ion binding [GO:0008270]

Q2I0M4 potassium channel regulator activity [GO:0015459]

Q86WK6 | potassium channel regulator activity [GO:0015459]

095391 pre-mRNA 3'-spl_ice _site b_ind_ing [GO:0030628]; second spliceosomal transesterification activity
[G0O:0000386]; zinc ion binding [GO:0008270]

015205 proteasome binding [GO:0070628]

094901 protein anchor [GO:0043495]

Q9NzU1 protein binding, bridging [GO:0030674]; receptor signaling protein activity [GO:0005057]

AQUHWSE | protein C-terminus binding [GO:0008022]; RNA binding [GO:0003723]

Q13216 protein complex binding [GO:0032403]

Q9HAVO | protein complex binding [GO:0032403]; signal transducer activity [GO:0004871]

Q15542 protein dimerization ac_tiv_ity [GO:OO46983]_; transcript_ion.factor activity, sequence-specific DNA binding
[GO:0003700]; transcription regulatory region DNA binding [GO:0044212]

QINRX2 | protein domain specific binding [GO:0019904]; structural constituent of ribosome [GO:0003735]

Q16625 protein domain specific binding [GO:0019904]; thiopurine S-methyltransferase activity [GO:0008119]
protein heterodimerization activity [GO:0046982]; protein homodimerization activity [GO:0042803];

P52657 TBP-class protein binding [GO:0017025]; transcription coactivator activity [GO:0003713]; transcription
factor binding [G0:0008134]

015399 protein heterodimerization activity [GO:0046982]; receptor activity [GO:0004872]; transmembrane

signaling receptor activity [G0:0004888]




protein heterodimerization activity [GO:0046982]; transcription factor activity, sequence-specific DNA

P83272 | hinding [G0:0003700]; zinc ion binding [GO:0008270]

Q8IW40 protein homodimerization activity [GO:0042803]

P12544 protein homodimerization activity [GO:0042803]; serine-type endopeptidase activity [GO:0004252]

Q8N1B3 protein kinase activator activity [GO:0030295]

Q86WBO0 protein kinase binding [GO:0019901]; zinc ion binding [GO:0008270]

Q6NXT1 protein kinase regulator activity [GO:0019887]

Q9UI30 protein methyltransferase activity [GO:0008276]

Q92540 protein phosphatase 2A binding [GO:0051721]

Q9UPR3 protein phosphatase 2A binding [GO:0051721]

QoUJIX4 protein phosphatase binding [GO:0019903]

Q96134 protein phosphatase type 1 regulator activity [GO:0008599]

Q3MIX3 protein serine/threonine kinase activity [GO:0004674]

Q96D53 protein serine/threonine kinase activity [GO:0004674]

P05161 protein tag [GO:0031386]
protein-lysine N-methyltransferase activity [GO:0016279]; RNA polymerase Il core promoter proximal
region sequence-specific DNA binding [GO:0000978]; sequence-specific DNA binding [GO:0043565];

Q15306 transcriptional activator activity, RNA polymerase Il core promoter proximal region sequence-specific
binding [GO:0001077]; transcription factor activity, sequence-specific DNA binding [GO:0003700];
transcription factor binding [GO:0008134]

Q8N0z8 pseudouridine synthase activity [GO:0009982]; RNA binding [GO:0003723]

Q8WWHS5 | pseudouridine synthase activity [GO:0009982]; RNA binding [GO:0003723]

Q9BZE?2 pseudouridine synthase activity [GO:0009982]; RNA binding [GO:0003723]

Q9HOK®6 pseudouridine synthase activity [GO:0009982]; RNA binding [GO:0003723]

Q9UJJ7 pseudouridine synthase activity [GO:0009982]; RNA binding [GO:0003723]

Q9H974 queuine tRNA-ribosyltransferase activity [GO:0008479]; zinc ion binding [GO:0008270]

Q8TDJ6 Rab GTPase binding [GO:0017137]

Q96LT7 Rab GTPase binding [G0O:0017137]

Q8WWBS5 | Ral GTPase binding [GO:0017160]

075325 receptor activity [GO:0004872]

Q86UN2 receptor activity [GO:0004872]

Q6IMNG6 receptor binding [GO:0005102]; RNA binding [GO:0003723]

Q02556 regulatory region DNA t_)i.nding [_GO:0000975]; transcription factor activity, RNA polymerase Il distal
enhancer sequence-specific binding [G0O:0003705]

013568 rggu!atory region DNA binding [GO:0000975]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

075818 ribonuclease P activity [GO:0004526]

Q969H6 ribonuclease P activity [GO:0004526]

Q9GZL7 ribonucleoprotein complex binding [GO:0043021]

Q96E11 ribosomal large subunit binding [GO:0043023]

P56537 ribosomal_ Igrge subunit binding [G0:0043023]; ribosome binding [GO:0043022]; translation initiation
factor activity [GO:0003743]

075570 ribosome_bi_nding [GO:OOL!S’_OZZ]; translation release factor activity [GO:0003747]; translation release
factor activity, codon specific [GO:0016149]

QIUGC7 ribosome binding [GO:0043022]; translation release factor activity, codon specific [GO:0016149]

ABMWDS9 | RNA binding [GO:0003723]

043310 RNA binding [GO:0003723]

P61571 RNA binding [GO:0003723]




P61572 RNA binding [GO:0003723]

P61573 RNA binding [GO:0003723]

P61574 RNA binding [G0O:0003723]

P61575 RNA binding [GO:0003723]

P61576 RNA binding [GO:0003723]

P61578 RNA binding [GO:0003723]

P61579 RNA binding [GO:0003723]

P62304 RNA binding [G0O:0003723]

P62306 RNA binding [GO:0003723]

Q12872 RNA binding [GO:0003723]

Q15393 RNA binding [GO:0003723]

Q16576 RNA binding [GO:0003723]

Q69383 RNA binding [G0O:0003723]

Q619Y2 RNA binding [GO:0003723]

Q723Z3 RNA binding [G0O:0003723]

Q8NIN2 RNA binding [GO:0003723]

Q8NI27 RNA binding [GO:0003723]

Q96J01 RNA binding [GO:0003723]

Q99547 RNA binding [GO:0003723]

Q9BUR4 | RNA binding [GO:0003723]

Q9HAUS | RNA binding [GO:0003723]

Q9P013 RNA binding [GO:0003723]

Q9P2I10 RNA binding [GO:0003723]

Q9Y2W6 | RNA binding [GO:0003723]

Q9Y3B2 RNA binding [GO:0003723]

Q9Y4Y9 RNA binding [GO:0003723]

Q13395 RNA binding [GO:0003723]; RNA methyltransferase activity [GO:0008173]

P32969 RNA binding [GO:0003723]; rRNA binding [G0:0019843]; structural constituent of ribosome
[GO:0003735]

P49207 RNA binding [GO:0003723]; structural constituent of ribosome [GO:0003735]

P52815 RNA binding [GO:0003723]; structural constituent of ribosome [GO:0003735]

P62861 RNA binding [GO:0003723]; structural constituent of ribosome [GO:0003735]

P62891 RNA binding [GO:0003723]; structural constituent of ribosome [GO:0003735]

Q96EH5 RNA binding [GO:0003723]; structural constituent of ribosome [GO:0003735]

Q9H814 RNA binding [GO:0003723]; toxic substance binding [GO:0015643]

Q9HO074 RNA binding [GO:0003723]; translation activator activity [GO:0008494]

Q8WY41 RNA binding [GO:0003723]; translation repressor activity [GO:0030371]; zinc ion binding
[G0O:0008270]

P60323 RNA binding [GO:0003723]; zinc ion binding [GO:0008270]
RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978];

Q03924 transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc ion binding
[G0:0008270]
RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978];

Q03936 transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc ion binding
[GO:0008270]
RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978];

Q03938 transcription factor activity, sequence-specific DNA binding [GO:0003700]; zinc ion binding

[GO:0008270]




RNA polymerase Il core promoter proximal region sequence-specific DNA binding [G0O:0000978]; zinc

075346 | ;51 binding [G0:0008270]

QINQX6 RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978]; zinc
ion binding [GO:0008270]

Q9Y201 RNA polymerase Il core promoter proximal region sequence-specific DNA binding [GO:0000978]; zinc
ion binding [GO:0008270]
RNA polymerase Il regulatory region sequence-specific DNA binding [GO:0000977]; transcriptional

099684 repressor activity, RNA polymerase Il core promoter proximal region sequence-specific binding
[G0O:0001078]; transcription regulatory region DNA binding [GO:0044212]; zinc ion binding
[GO:0008270]

QOULH7 RNA polymerase Il transcription coactivator activity [GO:0001105]; transcription coactivator activity
[GO:0003713]; transcription factor activity, sequence-specific DNA binding [G0:0003700]

Q9Y3C7 RNA polymerase Il transcription cofactor activity [GO:0001104]; transcription coactivator activity
[GO:0003713]; ubiquitin protein ligase activity [G0:0061630]

Q8NBJ9 RNA transmembrane transporter activity [GO:0051033]

QI9NXL6 RNA transmembrane transporter activity [GO:0051033]

Q96RS0 RNA trimethylguanosine synthase activity [GO:0071164]

Q5TBB1 RNA-DNA hybrid ribonuclease activity [GO:0004523]

QouUl143 rRNA (uridine-2'-O-)-methyltransferase activity [GO:0008650]

QINX20 rRNA binding [GO:0019843]; structural constituent of ribosome [GO:0003735]

Q9Y2R5 rRNA binding [GO:0019843]; structural constituent of ribosome [GO:0003735]

Q96GJ1 S-adenosylmethionine-dependent tRNA (m5U54) methyltransferase activity [GO:0030697]

P98073 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]

Q9BYE2 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]

Q9NRS4 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]

015393 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]; serine-type
peptidase activity [GO:0008236]

P56730 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]; serine-type
peptidase activity [GO:0008236]

57727 scavenger receptor activity [GO:0005044]; serine-type endopeptidase activity [GO:0004252]; sodium
channel regulator activity [GO:0017080]

P58546 sequence-specific DNA binding [GO:0043565]

Q96JY0 sequence-specific DNA binding [GO:0043565]

P08217 serine hydrolase activity [GO:0017171]; serine-type endopeptidase activity [GO:0004252]

A1L453 serine-type endopeptidase activity [GO:0004252]

AG6NIE9 serine-type endopeptidase activity [GO:0004252]

ABMTI9 serine-type endopeptidase activity [GO:0004252]

E5RG02 serine-type endopeptidase activity [GO:0004252]

E7EMLY serine-type endopeptidase activity [GO:0004252]

060259 serine-type endopeptidase activity [GO:0004252]

P00749 serine-type endopeptidase activity [GO:0004252]

P03952 serine-type endopeptidase activity [GO:0004252]

P06870 serine-type endopeptidase activity [GO:0004252]

P08218 serine-type endopeptidase activity [GO:0004252]

P09093 serine-type endopeptidase activity [GO:0004252]

POCW18 serine-type endopeptidase activity [GO:0004252]

P17538 serine-type endopeptidase activity [GO:0004252]

P20151 serine-type endopeptidase activity [GO:0004252]

P40313 serine-type endopeptidase activity [GO:0004252]




Q2L4Q9 serine-type endopeptidase activity [GO:0004252]

Q5K4E3 serine-type endopeptidase activity [GO:0004252]

Q6GPI1 serine-type endopeptidase activity [GO:0004252]

Q6UWBA4 | serine-type endopeptidase activity [GO:0004252]

Q6ZMR5 | serine-type endopeptidase activity [GO:0004252]

Q6ZWK6 | serine-type endopeptidase activity [GO:0004252]

Q7RTY3 serine-type endopeptidase activity [GO:0004252]

Q7RTY5 serine-type endopeptidase activity [GO:0004252]

Q7RTY9 serine-type endopeptidase activity [GO:0004252]

Q72410 serine-type endopeptidase activity [GO:0004252]

Q7Z5A4 serine-type endopeptidase activity [GO:0004252]

Q86WS5 serine-type endopeptidase activity [GO:0004252]

Q8Iuso serine-type endopeptidase activity [GO:0004252]

Q8IYP2 serine-type endopeptidase activity [GO:0004252]

Q8NF86 serine-type endopeptidase activity [GO:0004252]

Q92876 serine-type endopeptidase activity [GO:0004252]

Q9BQR3 serine-type endopeptidase activity [GO:0004252]

Q9GZN4 serine-type endopeptidase activity [GO:0004252]

QI9NZP8 serine-type endopeptidase activity [GO:0004252]

Q9P0G3 serine-type endopeptidase activity [GO:0004252]

Q9UKQ9 | serine-type endopeptidase activity [GO:0004252]

Q9Y5Q5 serine-type endopeptidase activity [GO:0004252]

043240 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
P00746 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
P20231 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
P49863 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
P51124 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q04756 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q15661 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q16651 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q7RTY8 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q86T26 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9BZJ3 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9H2R5 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9NRR2 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9UBX7 | serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9UL52 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9Y5Y6 serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
Q9Y6BMO | serine-type endopeptidase activity [GO:0004252]; serine-type peptidase activity [GO:0008236]
060262 signal transducer activity [GO:0004871]

P50150 signal transducer activity [GO:0004871]

Q8WWH4 | signal transducer activity [GO:0004871]

Q15653 signal transducer activity [GO:0004871]; transcription coactivator activity [GO:0003713]
QINPE3 snoRNA binding [GO:0030515]




QINYH9 | snoRNA binding [GO:0030515]

075694 structural constituent of nuclear pore [GO:0017056]; transporter activity [GO:0005215]

075394 structural constituent of ribosome [GO:0003735]

P49406 structural constituent of ribosome [GO:0003735]

P62987 structural constituent of ribosome [GO:0003735]

P82650 structural constituent of ribosome [GO:0003735]

P82663 structural constituent of ribosome [GO:0003735]

Q4U2R6 structural constituent of ribosome [GO:0003735]

Q59GN2 structural constituent of ribosome [GO:0003735]

Q7ZTF7 structural constituent of ribosome [GO:0003735]

Q969Q0 structural constituent of ribosome [GO:0003735]

Q96A35 structural constituent of ribosome [GO:0003735]

Q9BQ48 structural constituent of ribosome [GO:0003735]

Q9BQC6 structural constituent of ribosome [GO:0003735]

QI9NVS2 structural constituent of ribosome [GO:0003735]

Q9Y291 structural constituent of ribosome [GO:0003735]

Q9Y399 structural constituent of ribosome [GO:0003735]

Q9Y3D3 structural constituent of ribosome [GO:0003735]

Q9Y3D5 structural constituent of ribosome [GO:0003735]

Q9Y676 structural constituent of ribosome [GO:0003735]

P62273 structural constituent of ribosome [GO:0003735]; zinc ion binding [GO:0008270]

071037 structural molecule activity [GO:0005198]

P35606 structural molecule activity [GO:0005198]

P53621 structural molecule activity [GO:0005198]

P61565 structural molecule activity [GO:0005198]

P61570 structural molecule activity [GO:0005198]

Q69384 structural molecule activity [GO:0005198]

Q902F8 structural molecule activity [GO:0005198]

Q902F9 structural molecule activity [GO:0005198]

Q9UKH3 | structural molecule activity [GO:0005198]

Q96BK5 telomerase inhibitor activity [GO:0010521]; telomeric RNA binding [GO:0070034]

Q9uUI38 threonine-type endopeptidase activity [GO:0004298]

Q86SG2 titin binding [G0:0031432]

075529 transcription coactivator activity [GO:0003713]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

Q04725 transcription corepressor activity [GO:0003714]

P54198 tr_ans_cription corepressor activity [GO:0003714]; transcription factor activity, sequence-specific DNA
binding [GO:0003700]

075971 transcription factor activity, sequence-specific DNA binding [GO:0003700]

Q13487 transcription factor activity, sequence-specific DNA binding [GO:0003700]

075832 transcription factor binding [GO:0008134]

Q4LE39 transcription regulatory region DNA binding [GO:0044212]

Q9HDA40 transferase activity, transferring selenium-containing groups [G0O:0016785]; tRNA binding
[GO:0000049]

Q6EMK4 | transforming growth factor beta binding [GO:0050431]

ABNMX2 | translation initiation factor activity [GO:0003743]




B5ME19 translation initiation factor activity [GO:0003743]

075822 translation initiation factor activity [GO:0003743]

Q13347 translation initiation factor activity [GO:0003743]

Q8N5X7 translation initiation factor activity [GO:0003743]

QoULC4 translation initiation factor activity [GO:0003743]

Q9uUl10 translation initiation factor activity [GO:0003743]; translation initiation factor binding [GO:0031369]
075312 translation initiation factor binding [GO:0031369]; zinc ion binding [GO:0008270]
Q9BXR5 transmembrane signaling receptor activity [GO:0004888]

Q9HBX8 | transmembrane signaling receptor activity [GO:0004888]

Q96FX7 tRNA (adenine-N1-)-methyltransferase activity [GO:0016429]
Q9BVS5 tRNA (adenine-N1-)-methyltransferase activity [GO:0016429]
Q32P41 tRNA (guanine(37)-N(1))-methyltransferase activity [GO:0052906]
Q86TN4 tRNA 2'-phosphotransferase activity [GO:0000215]

043592 tRNA binding [GO:0000049]

Q9UET6 tRNA methyltransferase activity [GO:0008175]

Q8WWO01 | tRNA-intron endonuclease activity [GO:0000213]

Q726V5 tRNA-specific adenosine deaminase activity [GO:0008251]; zinc ion binding [GO:0008270]
043172 U4 snRNA binding [GO:0030621]; U6 snRNA binding [GO:0017070]
Q9UK45 U6 snRNA binding [GO:0017070]

P24863 ubiquitin protein ligase activity [GO:0061630]

Q96Q27 ubiquitin protein ligase activity [GO:0061630]

QI9NPI8 ubiquitin protein ligase activity [GO:0061630]

Q9UKB1 ubiquitin protein ligase activity [GO:0061630]; ubiquitin-protein transferase activity [GO:0004842]
Q15843 ubiquitin protein ligase binding [GO:0031625]

Q8N9V3 ubiquitin-protein transferase activity [GO:0004842]

Q9UKTS ubiquitin-protein transferase activity [GO:0004842]

ABNCQ9 | zinc ion binding [GO:0008270]

Q6PJ69 zinc ion binding [G0:0008270]

Q6ZSG1 zinc ion binding [GO:0008270]

Q7LORY zinc ion binding [G0:0008270]

Q86XD8 zinc ion binding [GO:0008270]

Q8N7C7 zinc ion binding [GO:0008270]

Q8WWF5 | zinc ion binding [GO:0008270]

Q9HOAG zinc ion binding [GO:0008270]

Q9H9V4 zinc ion binding [G0:0008270]

Q9ULKS6 | zinc ion binding [GO:0008270]

Q9Y225 zinc ion binding [GO:0008270]

Q9Y6U7 zinc ion binding [GO:0008270]

A2AJT9 No functional annotation available

A2RRH5 No functional annotation available

A4D1P6 No functional annotation available

A5A3EQ No functional annotation available

ABNC57 No functional annotation available

ABNC97

No functional annotation available




ABNDNS8 | No functional annotation available
AB6NES52 No functional annotation available
ABNG73 No functional annotation available
ABNGE4 No functional annotation available
A6NGHS8 No functional annotation available
ABNHY2 | No functional annotation available
A6NI47 No functional annotation available
ABNJ16 No functional annotation available
AB6NJS3 No functional annotation available
ABNK39 No functional annotation available
ABNK59 No functional annotation available
ABGNKF1 No functional annotation available
ABNNA2 No functional annotation available
A6QL64 No functional annotation available
ABXGLO No functional annotation available
ATE2S9 No functional annotation available
A8BMQB9 | No functional annotation available
ABMSYO | No functional annotation available
A8BMYG8 | No functional annotation available
B1ANS9 No functional annotation available
B2RU33 No functional annotation available
B4E2M5 No functional annotation available
B9A064 No functional annotation available
E5RIM6 No functional annotation available
H3BUKS9 No functional annotation available
000241 No functional annotation available
000472 No functional annotation available
014498 No functional annotation available
015084 No functional annotation available
015335 No functional annotation available
043300 No functional annotation available
043379 No functional annotation available
043660 No functional annotation available
043684 No functional annotation available
060336 No functional annotation available
060583 No functional annotation available
060938 No functional annotation available
075054 No functional annotation available
075083 No functional annotation available
076071 No functional annotation available
094898 No functional annotation available
094933 No functional annotation available
094967 No functional annotation available

094991

No functional annotation available




095170 No functional annotation available
P02750 No functional annotation available
POC6S8 No functional annotation available
POC7Q3 No functional annotation available
POC7V8 No functional annotation available
POCF75 No functional annotation available
POCG38 No functional annotation available
POCG39 No functional annotation available
POCG47 No functional annotation available
P12018 No functional annotation available
P15814 No functional annotation available
P23515 No functional annotation available
P26927 No functional annotation available
P40197 No functional annotation available
P55735 No functional annotation available
P57775 No functional annotation available
P60896 No functional annotation available
P61964 No functional annotation available
P78324 No functional annotation available
P82664 No functional annotation available
P82930 No functional annotation available
Q04726 No functional annotation available
Q13610 No functional annotation available
Q13641 No functional annotation available
Q14160 No functional annotation available
Q14392 No functional annotation available
Q14591 No functional annotation available
Q14667 No functional annotation available
Q2TAY7 No functional annotation available
Q32P44 No functional annotation available
Q3KP44 No functional annotation available
Q3MHD2 | No functional annotation available
Q3MJ13 No functional annotation available
Q495B1 No functional annotation available
Q4UJ75 No functional annotation available
Q50LG9 No functional annotation available
Q53HC9 No functional annotation available
Q5Cz79 No functional annotation available
Q5JSH3 No functional annotation available
Q5JTN6 No functional annotation available
Q5JVvS0 No functional annotation available
Q5QP82 No functional annotation available
Q5SQ80 No functional annotation available

Q5T5J6

No functional annotation available




Q5T7N3 No functional annotation available
Q5T8I3 No functional annotation available
Q5T9C2 No functional annotation available
Q5TAP6 No functional annotation available
Q5TAQ9 No functional annotation available
Q5TFQ8 No functional annotation available
Q5TYW2 | No functional annotation available
Q5UIPO No functional annotation available
Q5VT99 No functional annotation available
Q5VURY No functional annotation available
Q5XUX1 | No functional annotation available
Q5XX13 No functional annotation available
Q64LD2 No functional annotation available
Q68DC2 No functional annotation available
Q6P217 No functional annotation available
Q6P6B7 No functional annotation available
Q6P9B9 No functional annotation available
Q6PEZ8 No functional annotation available
Q6PJI9 No functional annotation available
Q6RI145 No functional annotation available
Q6RSH7 No functional annotation available
Q65545 No functional annotation available
Q6S5H4 No functional annotation available
Q6S5H5 No functional annotation available
Q6S8J3 No functional annotation available
Q6S8J7 No functional annotation available
Q6UB98 No functional annotation available
Q6UXH9 | No functional annotation available
QBUXK2 No functional annotation available
Q6UXKS5 | No functional annotation available
Q6UXM1 | No functional annotation available
Q6UY18 No functional annotation available
Q6WRIO No functional annotation available
Q6ZMW3 | No functional annotation available
Q6ZMY6 | No functional annotation available
Q6ZNQ3 No functional annotation available
Q6ZSA7 No functional annotation available
Q6ZVH7 No functional annotation available
Q6ZW76 No functional annotation available
Q7L985 No functional annotation available
Q722Q7 No functional annotation available
Q7Z5U6 No functional annotation available
Q86SJ2 No functional annotation available

Q86TI4

No functional annotation available




Q86UE6 No functional annotation available
Q86VH4 No functional annotation available
Q86VH5 No functional annotation available
Q86VZ2 No functional annotation available
Q86WK7 No functional annotation available
Q86Y33 No functional annotation available
Q86YC3 No functional annotation available
Q86YR6 No functional annotation available
Q8IV35 No functional annotation available
Q8IVF6 No functional annotation available
Q8IW52 No functional annotation available
Q8Izu2 No functional annotation available
Q8NO0X2 No functional annotation available
Q8N136 No functional annotation available
Q8N1V2 No functional annotation available
Q8N283 No functional annotation available
Q8N2M8 No functional annotation available
Q8N2N9 No functional annotation available
Q8N3D4 No functional annotation available
Q8N3Y1 No functional annotation available
Q8N4S9 No functional annotation available
Q8N5N7 No functional annotation available
Q8N6D5 No functional annotation available
Q8N6Y2 No functional annotation available
Q8N7Z5 No functional annotation available
Q8N8A2 No functional annotation available
Q8N967 No functional annotation available
Q8N9B4 No functional annotation available
Q8NIN7 No functional annotation available
Q8NA23 No functional annotation available
Q8NAA4 | No functional annotation available
Q8NAT2 No functional annotation available
Q8NB46 No functional annotation available
Q8NBTO No functional annotation available
Q8NDI1 No functional annotation available
Q8NFH5 No functional annotation available
Q8NHV4 No functional annotation available
Q8NHWS5 | No functional annotation available
Q8TAES No functional annotation available
Q8TAF3 No functional annotation available
Q8TC44 No functional annotation available
Q8TC84 No functional annotation available
Q8TDP1 No functional annotation available

Q8TE02

No functional annotation available




Q8TEB1 No functional annotation available
Q8TF21 No functional annotation available
Q8WUABS8 | No functional annotation available
Q8WUD4 | No functional annotation available
QB8WUES5 | No functional annotation available
Q8WUF8 | No functional annotation available
Q8WVCO | No functional annotation available
Q8WXD9 | No functional annotation available
Q8WXEOD | No functional annotation available
Q8WXI3 No functional annotation available
Q8WXK1 | No functional annotation available
Q8WXK3 | No functional annotation available
Q8WZzZ74 No functional annotation available
Q92527 No functional annotation available
Q92625 No functional annotation available
Q92733 No functional annotation available
Q96EL3 No functional annotation available
Q96FES5 No functional annotation available
Q96FK6 No functional annotation available
Q96GC5 No functional annotation available
Q96JA1 No functional annotation available
Q96JK2 No functional annotation available
Q96JPO No functional annotation available
Q96KV7 No functional annotation available
Q96MR6 No functional annotation available
Q96MT7 No functional annotation available
Q96NI16 No functional annotation available
Q96NS5 No functional annotation available
Q96PV6 No functional annotation available
Q96PX8 No functional annotation available
Q96S15 No functional annotation available
Q96594 No functional annotation available
Q99467 No functional annotation available
Q99633 No functional annotation available
Q99983 No functional annotation available
Q9BRAO No functional annotation available
Q9BRP4 No functional annotation available
Q9BRX9 No functional annotation available
Q9BTNO No functional annotation available
Q9BV38 No functional annotation available
Q9BVC4 No functional annotation available
Q9BVC5S No functional annotation available
Q9BWJ5 No functional annotation available

QIBXX2

No functional annotation available




Q9BYB4 No functional annotation available
Q9BZF9 No functional annotation available
Q9BZL4 No functional annotation available
Q9CoD5 No functional annotation available
Q9GZS3 No functional annotation available
Q9GzU5 No functional annotation available
Q9HOHO No functional annotation available
Q9H156 No functional annotation available
Q9H1Zz4 No functional annotation available
QI9H3WS5 No functional annotation available
Q9H560 No functional annotation available
QIH5Y7 No functional annotation available
Q9H607 No functional annotation available
Q9H672 No functional annotation available
Q9H6T3 No functional annotation available
Q9H6EY?2 No functional annotation available
Q9H765 No functional annotation available
Q9H7D7 No functional annotation available
Q9H7Z3 No functional annotation available
Q9H808 No functional annotation available
Q9H9A6 No functional annotation available
Q9H9V9 No functional annotation available
Q9HAD4 | No functional annotation available
Q9HBGS6 No functional annotation available
Q9HBLS6 No functional annotation available
Q9HBW1 | No functional annotation available
Q9HC35 No functional annotation available
Q9HCD6 No functional annotation available
Q9HCJ2 No functional annotation available
Q9NQ39 No functional annotation available
QI9NSI2 No functional annotation available
QO9NSI6 No functional annotation available
QI9NSQO No functional annotation available
QI9NT99 No functional annotation available
Q9NVR5 No functional annotation available
QI9NVX2 | No functional annotation available
QI9NWSO0 | No functional annotation available
QINWT1 | No functional annotation available
Q9NWTS8 | No functional annotation available
QI9NWX5 | No functional annotation available
QI9NWZ8 | No functional annotation available
QI9NYS7 No functional annotation available
Q9NZJ0 No functional annotation available

Q9P016

No functional annotation available




Q9POK7 No functional annotation available
Q9P1W8 No functional annotation available
Q9P244 No functional annotation available
Q9P2H3 No functional annotation available
Q9UJKO No functional annotation available
Q9UKS58 No functional annotation available
QI9UKI3 No functional annotation available
Q9ULH4 No functional annotation available
QouULI1 No functional annotation available
QouULJ7 No functional annotation available
QouM11 No functional annotation available
Q9Y283 No functional annotation available
Q9Y2G4 No functional annotation available
Q9Y2I8 No functional annotation available
Q9Y312 No functional annotation available
Q9Y4E6 No functional annotation available
Q9Y575 No functional annotation available

QIY6I7

No functional annotation available




