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1 Supplementary table 1. Composition and nutrient level of the basal formula milk powder (87.5

2 % DM basis, %)

Ingredients %

Whole-milk powder (24% CP) 58.00
Whey protein concentrate (34% CP) 25.00
Casein 5.70
Coconut oil 10.00
CaH,PO, 0.10
Choline chloride (50%) 0.10
Vitamin premix* 0.10
Mineral premix’ 0.50
L-Arg (98.5%) 0.06
DL-Met (98.5%) 0.06

L-Lys-HCI (78.5%)

L-Thr (98%) 0.03
L-Trp (98%) 0.05
Total 100.00

Nutrient content

Digestible energy (kJ/kg) 18390

CP (%) 25.30
Ca (%) 1.02
Total P (%) 0.81
Available P (%) 0.67
Digestible Lys (%) 1.93
Digestible Met (%) 0.63
Digestible Arg (%) 0.86

3 CP, crude protein.

4 *Vitamin premix provided per kg powder diet: vitamin A, 0.94 mg; vitamin Ds, 0.01 mg; vitamin
5 E, 20 mg; vitamin Kj, 1 mg; vitamin Bj,, 0.04 mg; riboflavin, 5 mg; niacin, 20 mg; pantothenic
6 acid, 15 mg; folic acid, 1.5 mg; thiamin, 1.5 mg; pyridoxine, 2 mg; biotin, 0.1 mg.

7 ‘tMineral premix provided per kg powder diet: Zn, 90 mg; Mn, 4.0 mg; Fe, 90 mg; Cu, 6.0 mg; I,

8 0.2 mg; Se, 0.3 mg.



10 Supplementary table 2. Primer sequences of target and reference genes

Gene Genebank accession Primer sequence Amplification AnnealingO
No. length (bp) temperature (°C)
cAT NM2I30L2 3 T CATGTGCCTGTGT. 03 60
dos wmneen SAROGMOON
o
GR AY368271.1 5 TCAGGATGTGAGGAGCTGTG 3 146 60
CuZn-SOD  GU944822.1 zgﬁgégggggfgﬁﬁfgg%?; 139 60
wson sz SRRy %
ESOD NM_001078688.1 z?ggggggg%ggigg‘ggé 142 60
Nif2 XM_OO3I335005 20 T A TCCOCAGAAGGTTGT.S o7 60
Keap-1 NM_001114671.1 gég%‘f‘ggg ggﬁf&%‘}%‘z‘:‘fcm'y 56 60
B o O
i
NRELAK237I7LE 5 CTACAGCAGGGACCAAAGTTCAC. 166 60
mSSB  AK3523411 5 CTCACCCCTGACGATGAAGAG 3 143 60
wwr oo Somommeite
B
pactin  DQ84SITLI 3 CCOATCCACACOOAGTAGITG3 66 60
GAPDH NM _001206359.1 . LCGGAGTGAACGGATTTGGC-3' 147 60

5’-TGCCGTGGGTGGAATCATAC-3’
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CAT, catalase; iNOS, nitric oxide synthase 2, inducible; GPy, glutathione peroxidase; GR,

glutathione reductase; CuZn-SOD, copper/zinc superoxide dismutase, cytoplasmic; Mn-SOD,

manganese superoxide dismutase, mitochondrial; ESOD, extracellular superoxide dismutase;

Nrf2, nuclear erythroid 2-related factor 2; Keapl, Kelch-like ECH-associated protein 1; GAPDH,

glyceraldehyde-3-phosphate  dehydrogenase;

PGC-1a, PPARy coactivator-1a;

TFAM,

mitochondrial transcription factor A; NRF-1, nuclear respiratory factor-1; mt SSB, mitochondrial

single-strand DNA-binding protein; mt polr, mitochondrial polymerase r; SIRT-1, mammalian

silencing information regulator.



20 Supplementary table 3. Primer and probe sequences used for determination of mtDNA content.

Genebank . . Annealing
. . Amplification
Gene accession  Primer sequence length (bp) temperatur
No. £ p e (°C)
Mitochondrial 5’-GATCGTACATAGCACATATCATGTC-3’
1tochondria
D-loop AF276923 5> .GGTCCTGAAGTAAGAACCAGATG-3’ 198 60
5’- (FAM) CCAGTCAACATGCGTATCACCACCA (Eclipse) -3’
DQ45256 5’-CCCCTCCTCTCTTGCCTCTC -3’
B-actin 9 5’-AAAAGTCCTAGGAAAATGGCAGAAG -3’ 74 60

5>- (FAM) TGCCACGCCCTTTCTCACTTGTTCT (Eclipse) -3°
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