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Figure S1. Complete nucleotide sequsences of HuHF-MBP and HuHF. The chain of hybrid gene 
were prepared by grafting a mercury binding peptide gene, grafted extra codons are highted within 
a red box.



Table S1. Crystallographic properties and data collection and model refinement statistics.

Parameters HuHF-MBP
X-ray sourse

Wavelength (Å)

Shanghai Synchrotron Radiation Facility 
SSRF (BL19U)
0.9789

Space group P42
Resolution range (Å) 47.75 - 3.503 

(3.628 - 3.503)
Unit cell 217.524, 217.524, 146.821, 90, 90, 90
Unique reflections 85322 (8499)
Completeness (%) 98
Mean I/sigma (I) 1.5
Wilson B-factor 46.27
CC1/2 0.945
Reflections used in refinement 84692(8479)
Reflections used for R-free 1997 (198)
R-work 0.3397 (0.3697)
R-free 0.3967 (0.4561)
Number of non-hydrogen atoms 33912
macromolecules 33912
Protein residues 4128
RMS (bonds) 0.003
RMS (angles) 0.50
Ramachandran favored (%) 98
Ramachandran allowed (%) 1.9
Ramachandran outliers (%) 0.44
Rotamer outliers (%) 1.2
Clashscore 5.32
Average B-factor 34.03
macromolecules 34.03


