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S1.  NMR data for the synthetic compounds
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Filename         = 15N-Cyanuric acid2_Carbon-
Author           = delta
Experiment       = carbon.jxp
Sample_Id        = 15N-Cyanuric acid2
Solvent          = DMSO-D6
Creation_Time    =  6-AUG-2015 07:40:48
Revision_Time    = 17-APR-2020 08:18:17
Current_Time     = 17-APR-2020 09:38:26

Comment          = single pulse decoupled gat
Data_Format      = 1D COMPLEX
Dim_Size         = 22026
Dim_Title        = Carbon13
Dim_Units        = [ppm]
Dimensions       = X
Site             = JNM ECS400
Spectrometer     = DELTA2_NMR

Field_Strength   = 9.389766[T] (400[MHz])
X_Acq_Duration   = 1.04333312[s]
X_Domain         = 13C
X_Freq           = 100.52530333[MHz]
X_Offset         = 100[ppm]
X_Points         = 32768
X_Prescans       = 4
X_Resolution     = 0.95846665[Hz]
X_Sweep          = 31.40703518[kHz]
X_Sweep_Clipped  = 25.12562814[kHz]
Irr_Domain       = Proton
Irr_Freq         = 399.78219838[MHz]
Irr_Offset       = 5[ppm]
Clipped          = FALSE
Scans            = 512
Total_Scans      = 512

Relaxation_Delay = 2[s]
Recvr_Gain       = 50
Temp_Get         = 22.5[dC]
X_90_Width       = 8.57[us]
X_Acq_Time       = 1.04333312[s]
X_Angle          = 30[deg]
X_Atn            = 4.5[dB]
X_Pulse          = 2.85666667[us]
Irr_Atn_Dec      = 21.689[dB]
Irr_Atn_Noe      = 21.689[dB]
Irr_Noise        = WALTZ
Irr_Pwidth       = 0.115[ms]
Decoupling       = TRUE

---- PROCESSING PARAMETERS ----
dc_balance( 0, FALSE )
sexp( 2.0[Hz], 0.0[s] )
trapezoid( 0[%], 0[%], 80[%], 100[%] )
zerofill( 1 )
fft( 1, TRUE, TRUE )
machinephase
ppm
phase( -0.02654, 0, 74.02815[%] )
phase( -0.0, 0, 74.02815[%] )
phase( -0.0, 0, 74.02815[%] )
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Filename         = 15N-Cyanuric acid2_Carbon-
Author           = delta
Experiment       = carbon.jxp
Sample_Id        = 15N-Cyanuric acid2
Solvent          = DMSO-D6
Creation_Time    =  6-AUG-2015 07:40:48
Revision_Time    = 17-APR-2020 08:18:17
Current_Time     = 17-APR-2020 09:40:54

Comment          = single pulse decoupled gat
Data_Format      = 1D COMPLEX
Dim_Size         = 22026
Dim_Title        = Carbon13
Dim_Units        = [ppm]
Dimensions       = X
Site             = JNM ECS400
Spectrometer     = DELTA2_NMR

Field_Strength   = 9.389766[T] (400[MHz])
X_Acq_Duration   = 1.04333312[s]
X_Domain         = 13C
X_Freq           = 100.52530333[MHz]
X_Offset         = 100[ppm]
X_Points         = 32768
X_Prescans       = 4
X_Resolution     = 0.95846665[Hz]
X_Sweep          = 31.40703518[kHz]
X_Sweep_Clipped  = 25.12562814[kHz]
Irr_Domain       = Proton
Irr_Freq         = 399.78219838[MHz]
Irr_Offset       = 5[ppm]
Clipped          = FALSE
Scans            = 512
Total_Scans      = 512

Relaxation_Delay = 2[s]
Recvr_Gain       = 50
Temp_Get         = 22.5[dC]
X_90_Width       = 8.57[us]
X_Acq_Time       = 1.04333312[s]
X_Angle          = 30[deg]
X_Atn            = 4.5[dB]
X_Pulse          = 2.85666667[us]
Irr_Atn_Dec      = 21.689[dB]
Irr_Atn_Noe      = 21.689[dB]
Irr_Noise        = WALTZ
Irr_Pwidth       = 0.115[ms]
Decoupling       = TRUE

---- PROCESSING PARAMETERS ----
dc_balance( 0, FALSE )
sexp( 2.0[Hz], 0.0[s] )
trapezoid( 0[%], 0[%], 80[%], 100[%] )
zerofill( 1 )
fft( 1, TRUE, TRUE )
machinephase
ppm
phase( -0.02654, 0, 74.02815[%] )
phase( -0.0, 0, 74.02815[%] )
phase( -0.0, 0, 74.02815[%] )
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S2.　Circular Dichroism of duplex and triplex

Circular dichroism spectra were measured on a JASCO J-710 spectropolarimeter 
between 350 nm and 200 nm in standard buffer containing 1.0 M NaCl, 10 mM of 
Macllvaine buffer (phosphate-citric acid, pH 5.8), at 15 °C. The duplexes and triplexes 
concentrations were 0.8 µM (15 µM/base pair). Spectra were acquired every 1 nm with a 
bandwidth setting of 1 nm at a speed of 50 nm/min, averaging over 5 scans. 
  Circular dicroism spectroscopy was used to study the macroscopic helical geometry of 
the duplex DNA. All CD spectra for DNAs indicated by table 2 were analyzed at 15 ˚C. 
The CD spectra of triplex were indicated the same trend for each CD of duplex. 
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Circular dichroism of the sequences shown in Table 2 (in 10 mM Mcllvaine buffer pH 5.8 and 1000 mM 

NaCl). 
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