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Figure S1. LC ion chromatograms and Mass spectra fragmentation pattern for AMX analyte at
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Figure S1 cont. LC ion chromatograms and Mass spectra fragmentation pattern for AMP
analyte at 100 mg/mL in water, pH = 4 and pH = 8 spiked standard samples.
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Figure S1 cont. LC ion chromatograms and Mass spectra fragmentation pattern for OTC analyte
at 100 mg/mL in water, pH = 4 and pH = 8 spiked standard samples.
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Figure S1 cont. LC ion chromatograms and Mass spectra fragmentation pattern for ENR analyte
at 100 mg/mL in water, pH =4 and pH = 8 spiked standard samples.
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Figure S1 cont. LC ion chromatograms and Mass spectra fragmentation pattern for CHL

analyte at 100 mg/mL in water, pH =4 and pH = 8 spiked standard samples.
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Figure S1 cont. LC ion chromatograms and Mass spectra fragmentation pattern for SMX-IS at
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