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Figure. S1 E. aerogenes ZDYO01 modulated the composition of the gut microbiota in mice at
the genus level. (A), (B), and (C) LEfSe analysis showing significant differences in abundance
among four groups at the order, family and genus level, respectively. The length of the
histogram represents the degree of influence of the different species (i.e., LDA score). (D)
Relative abundance of top 10 genera in all four groups.



