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A novel anti-inflammatory activity of mcIRBP from Momordica charantia
is associated with the improvement of diabetic nephropathy
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Supplementary Figure 1

Supplementary Fig. 1. Functional classification of mclRBP-affected genes in kidney. Pie chart shows all the functional
groups affected by mcIRBP. Group name and the percentage of group gene number in the total number of gene are shown
on the bottom.
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