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Supplimentary figure 1
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Supplimentary Fig. 1: 15 % native electropherogram of target duplex with Pu-TFO 1n 20
mM sodium cacodylate buffer with 100 mM Na" and 0.1 mM EDTA at pH 7.4. Lane 1 :
PAL12 + PAL24, Lane 2 : SH27 + SH27¢ (Duplex), Lane 3 — 7 : Duplex + SH17Py (1 :
0.25 — 2) and Lane 8 : M35 + M35c.



Supplimentary figure 2

Multiple sequence alignment SH27c
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Rat A EEEEEEEE EEEEETE EEEEE CCCC
Cattle A CCCCC CTCCCTCCCCCC EIEE CCC EIEEE CCCC
Human A CCCCCC E EE CPCCCC----CCPFR-------- CCCCTTCCCCTCL
Chimpanzee A CELE LT CPCCCC----CCPRR------ - - CCCCTTCCCCTCL
Rhesus A CCCCCC CRCCCC.----CCRR- ------- CCCCTTCCCCTCC
Consensus

AGTTGTTGT+GTGTTGCCCCCCTCGCTCOTTCTLCCC+++ COCTTT+C+CC+ TTTTTCCCCTTCCCCTOLCGGGGHTETE

Supplimentary Fig. 2: Multiple Sequence Alignment of the counterpart of the purine rich
27-mer sequence.



Supplimentary figure 3

Transcription factor binding sites

TTTTCTCCCCCTTCTCTCCCTTTATCCTTCTCGTTCTCTCCCGGAGTTG

Sp1 ETF pL Tep E °P1
TTGTTGCCCCCCTCG( C[CTTCchcc[ccTTT[TfrchjccfrTc]c]CCchcU
Spl PU.1

@GGGGTGTGTG GﬁAACTTTTCCTCTCG CTTCTCCTCCGTCTGTTTCC

Supplimentary Fig. 3: Representation of Transcription factors bound or present in the
vicinity of the target duplex.



