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Table S1 Peptides profile of WPH (<1kDa fraction) identified by HPLC-MS/MS

No Peptide RT Mass No Peptide RT Mass
1 AKLPLL 33.91 653.4476 165 LTFL 45.25 492.2948
2 ALLGL 43 485.3213 166 LTGF 16.03 436.2322
3 ALPEDVL 42.64 755.4065 167 LTPL 25.26 442.2791
4 ALPEDVLLNH 40.57 1119.5923 168 LTPW 25.58 515.2744
5 ALPEEAF 34.06 775.3752 169 LVAL 24.47 414.2842
6 ALPEEAL 29.88 741.3908 170 LVDGL 19.42 515.2955
7 ALRL 10.22 471.3169 171 LVLRPR 9.25 752.5021
8 APFPT 17.59 531.2693 172 LVM(+15.99)W 25.99 563.2778
9 APLL 20.81 412.2686 173 LVMN 9.76 475.2465
10 APLSVG 13.34 542.3064 174 LVPLL 51.7/52.41 553.3839
11 APPDPLL 35.52 721.401 175 LVVDGL 38.52 614.3639
12 APPLL 29.51 509.3213 176 LWDRPL 22.72 798.4388
13 APQLL 25.17 540.3271 177 LYAW 36.76 551.2744
14 DADFLR 16.6 735.3551 178 LYLQL 52.16 648.3846
15 DELRVL 25.3/25.49 743.4177 179 LYLR 10.1 563.3431
16 DEQFR 6.29 693.3082 180 N(+.98)ENARWL 22.28 902.4246
17 DFLFR 35.88 696.3595 181 NFGVVK 10.22 662.3751
18 DFWYQPR 34.17 1010.461 182 NFPAL 37.43 560.2958
19 DN(+.98)DLERL 19.65 874.4032 183 NFPLL 52.84 602.3428
20 DNRVV 3.06/3.07 601.3184 184 NKLPLL 29.92 696.4534
21 DVLRL 25.03 614.3751 185 NLDNELAMR 18.91 1074.5127
22 EDGELR 6.12 717.3293 186 NLPLL 46.32 568.3585
23 EEAVLLAGAPL 26 1081.6018 187 NLPLLQ 43.17 696.417
24 EELL 20.35 502.2639 188 NPGFW 35.23 619.2755
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521.2961
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155 LPSF 29.98/45.19 462.2478 319 YVAPH 8.12 585.2911
156 LPVL 33.5/34.8 440.2999 320 YVDTR 6.07 6523181
157 LRFPL 41.58/43.6/49.2 644.4009 321 YVESR 6.07 652.318
158 LRLL 20.94 513.3638 322 YVLRL 30.13 662.4115
159 LRLW 32.56 586.3591 323 YVPH 0.09 514.254
160 LSAPR 7.55 5423176 324 YVPHL 15.34 627.338
161 LSLL 37.49 444.2948 325 YVTL 34.06 494.274
162 LSPL 15.68/18.09 428.2635 326 YVTLK 9.33 622.369
163 LSPLL 333 541.3475 327 YVVR 6.21 5353118
164 LSPLNF 48.03 689.3748 328 YYLR 9.65 613.3224
Table S2 Forces and residues of the interaction of AChE with peptides
Parameter AChE-RLWPF AChE-VLRLF

Conventional hydrogen bond

Carbon hydrogen bond
n—alkyl

n—7n bond

Van der Waals

m-cation

n-donor hydrogen bond

Trp84, Ser122, Phe331, GIn74, Tyr70, Tyrl121, Tyr334

Phe330, Phe331, Trp279
Trp84
Gly335, Glu73, Val71, Ser286, 11e287, Arg289, Phe290,
Asn85, Gly123, Glul99, His440, Gly118, Gly117, Tyr130

Phe288
g

Trp84, Arg289, Tyr70, His440

Leu282, Trp279, Trp432, Tyr70, Trp84, Phe330, Phe331

Phe288, Ser286, 11287, Gly335, Pro86, GIn69, Asn85,
Gly80, Gly123, Phe290, Ser122, Tyr121, Phe331, Ser81,
Gly119, Gly118, Ser200, Tyr130, Glu199, Val71
Asp72, Tyr334
Phe330




