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JUMP1: MP Embeddings in TSNE Space
Colored by Perturbation

0 ® PHA-793887 (CDK inhibitor)
* guanidine (HSP inhibitor)
» droxinostat (HDAC inhibitor)
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LINCS: Accuracy by Number of Training Compounds
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LINCS: MP Embeddings in TSNE Space
Colored by Perturbation
e dinaciclib (CDK inhibitor) *
* alvespimycin (HSP inhibitor) &
»  romidepsin (HDAC inhibitor)
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