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Figure S1 Structure of a-artesunate and 'H NMR spectrum showing coupling constant for

€C.

proton “a”. Inset: Magnification of region showing the resonances for H, and H,,.
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Figure S2 ESI-MS chromatogram of C1 in positive mode

* DAD1F,Sig=260,4 Ref=360,100 [b]
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Figure S3 HPLC trace of C1
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Figure S4 ESI-MS chromatogram of C2 in positive mode
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Figure S5 HPLC trace of C2

Time [min]

T T T T N . RN S R U NS R NN SO [ S U S SRS R S S N PR SO SO U N S U U SO S S SO R S [ R S
123 4567 8 9101112131415 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45




BROZS

MS_Direct_220725_11 16 (0.114) Cm (13 26) 1. TOF MSES+
373.0862 1.05e5
100+
801.3276
677.1926
*_
661.2183 Se 200
374.0885
575.1972
71,0007 6701971 303.3352
375.0906 639.2349 799.3362
4231473 5382319 l 756.3479 \lam.am
e |
300 350 400 450 500 550 600 650 700 750 800 850 900 950 1000

Figure S6 ESI-MS chromatogram of C3 in positive mode

* DAD1F,Sig=260,4 Ref=360,100 [b]
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Figure S7 HPLC trace of C3
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Figure S8 ESI-MS chromatogram of C4 in positive mode

* DAD1F,Sig=260,4 Ref=360,100 [b] * DAD1G,Sig=270,4 Ref=360,100 [b]

3]

1101 3 v
1001 v g
90 9
80 v
70
2 604
E oo
404
304
2 g 2 g
10 2 ¥ ©
o 1y ¥

L N S Sy S S S S S S S B S S S S S SR SR S S SN SR SR S SR S S DR S S S S S S S S S S
7 8 9 1011121314 1516 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45
Time [min]

Xy
w
s
o
o

Figure S9 HPLC trace of C4



Cell viability data of complexes CI-C4 tested against the PNTIA and HEK293

cell lines.
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