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Figure S1 The schematic diagram (a) and picture (b) of the MESs.

— A— BES1— BES3— BESS
L B— BES2— BES4-— BES6

0.1
0.01+
0.001 T T I
0 50 100 150 200
Species rank

b 800

ASV numbers
5 2
T 9

N

[=]

o
1

o

— A— BES1— BES3— BESS
~—— B— BES2-— BES4-— BES6

o

I 1 I
20000 40000 60000
Number of sequences sampled

Figure S2 The rank abundance curve (a) and rarefaction curve (b).
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Figure S3 The microbial communities of the eight samples at phylum level.
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Figure S4 The microbial communities of the eight samples at class level.
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Figure S5 The microbial communities of the eight samples at order level.
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Figure S6 The microbial communities of the eight samples at family level.
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Figure S7 The microbial communities of the eight samples at genus level.
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Figure S8 The inhibition of Hg(II) on EAB
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Figure S9 non-turnover CV tests



