Electronic Supplementary Material (ESI) for Food & Function.
This journal is © The Royal Society of Chemistry 2024

A

12

1 0
MeP+ ND «——— ND «—— EtP+ ND

155 3

MeP+ HFD +—— HFD «—— EtP+ HFD
52 103

D ND B NDwMeP

210

B ND vs ND+MeP

95% confidence intervals
|

c HFD vs HFD+MeP

E = = wome

95% confidence intervals

Arachidonic acid metabolism ) 0014 - Arachidonic acid metabolism § 0 0043 2
« liid metabolism | ° 0038 Ether lipid metabolism | ° 0013 §

Flavone and flavonol biosynthesis | ° 0015 Flavone and flavonol iosynthesis | ° 0033
Uinolic acid metabolism | ° 0025 § Linoleic acid metabolism | ° 0002 §
0038 8 Pentose and glucuronate interconversions EEmr= | —e—  oom3
Pertussis BB Vo 00298 Pertussis B [ o0ss 3
Phenylpropanoid biosynthesis EE= | —o—i 0.015 & Phenylpropanoid biosynthesis EESP [ 0.046 &

S5 dombrods o0 oI )
3 ~0.050.00 0,05 010 0.15 0.20
Mm proportion (%) Difference in mean proportions (%)

0 0.3 ~0,050.00 0.05 0,10 0.15 0.20
Mean proportion (%) Difference in mean proportions (%)

95% confidence intervals G = =

F =w = wome

95% confidence intervals

Aminoacyl-tRNA biosynthesis Bty o | 0033 Aminoacyl-tRNA biosynthesis Bl o 0,025
Arachidonic acid metabolism | ° 0.043 Arachidonic acid metabolism | 0,027
Base excision repair B} o 0033 Base excision repair B q 0023
beta-Alanine metabolism § B oon beta-Alanine metabolism § B o0
Biotin metabolism E5 ot 0043 Biotin metabolism B o 0023
Cationic antimicrobial peptide (CAMP) resistance B I—o— 0042 Cationic antimicrobial peptide (CAMP) resistance 1 Io~ 0023
Chioroalkane and chioroalkene degradation § ) 0033 Chloroalkane and chioroalkene degradation § ) 0,040
NA replication EE ror! 0033 DNA replication B roi! 0.023
Folate biosynthesis B Foi oo Folate biosynthesis B [ 009
Glycerolipid metabolism B 01, 0033 Glycerolipid metabolism B o4 0.024
Giyoxylate and dicarboxylate metabolism B o4 0033 Giyorylate and dicarboxylate metabolism B [kt 0018
HIF-L signaling pathway B o 0033 HIF-L signaling pathway B o 0033
Homologous recombination By ol 0041 _ Homologous recombination EEl o~ 0,025 _
Huntington disease | ° 0,033 Huntington disease | ° 0,021
Lipopolysaccharide biosynthesis B “ —o— 0033 Lipopolysaccharide biosynthesis B : —o— 0,021
ysine biosynthesis B =h 0033 8 Lysine biosynthesis B} of 0045 §
MAPK signaling pathway - fly | ° 0049 8 MAPK signaling pathway - fly | 3 0023 %
Mineral absorption | ° 00as % Mineral absorption | ° 0018 S
Mismatch repair EEE ol 0033 7 ismatch repair EEy rori | 0021 %
Nucleotide excision repair B} = 0,043 Nucleotide excision repair B} ol 0037
Pentose and glucuronate interconversions B |ro+ oom Pentose and glucuronate interconversions. : fo 0021
Peptidoglycan biosynthesis B, ot | 0033 Peptidoglycan biosynthesis By o | 008
Pertussis | o 00ss Pertussis | joi 0037
Phosphonate and phosphinate metabolism @ 0037 Phosphonate and phosphinate metabolism o 0021
Proteoglycans in cancer | ° 0033 Proteoglycans In cancer | ° 0040
Riboflavin metabolism s 003 Riboflavin metabolism B s oo
Rbosome EEEE——,  —o0— | 0033 Ribosome L, — 0,037
RNA polymerase B o 0033 RNA polymerase B 0,023
Terpenoid backbone biosynthesis B o4 0.045 Terpenaid backbone biosynthesis B = 0,023
Vancomycin resistance B ol 0033 Vancomycin resistance ) ot 0,05
Vitarmin 86 metabolism § ® o033 Vitamin 86 metabolism ® oo

00

S ————
-0.4-03-02-010.0 0.1 0.2

Mean proportion (%) Difference in mean proportions (%)

~0.4-0.3-02-010.0 0.1 0.

24
Mnn proportion (%) Difference in mean proportions (%)



