Electronic Supplementary Material (ESI) for Food & Function.
This journal is © The Royal Society of Chemistry 2023

Gene 1D
gene0005
gene0093
gene(0142
gene0175
gene0202
gene0221
gene0230
gene(0233
gene0235
gene0240
gene0281
gene0297
gene0298
gene0299
gene(0312
gene0314
gene0319
gene(0332
gene0335
gene0369
gene(0432
gene(0473
gene0475
gene0481
gene(0483
gene(0545
gene(0553
gene(0561
gene(0652
gene0670
gene0771
gene0803
gene0819
gene0825
gene(887
gene0919
gene(0941
gene(0943
gene(0984
gene0991
genel008
genel013
genel014
genel037
genell02
genell03
genell25
genel208
genel274
genel286

Location Sample NanARO Name ARO
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ChromosomeBP
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ChromosomeBP

StreptomycARO:
sul4 ARO:
tetT ARO:
patA ARO:

EscherichiARO

berA ARO:
berA ARO:
vanRM ARO:
msbA ARO:
aadK ARO:
vgbC ARO:
blaR1 ARO:
mecl ARO:
BCL-1 ARO:
vanRI ARO:
berA ARO:
mphK ARO:
berA ARO:
vanRM ARO:

berA ARO:
macB ARO:
tetA(46) ARO:

vanRM ARO:
tlrC ARO:
StaphyloccARO:
gimA ARO:
berA ARO:
vanG ARO:
optrA ARO:
rphB ARO:

cmeB ARO:

TaeA ARO:
optrA ARO:
macB ARO:
oleD ARO:
Bacillus <ARO:
novA ARO:
macB ARO:
macB ARO:
oleC ARO:
ImrB ARO:
oleC ARO:
berA ARO:
vmlR ARO:

tetA(60) ARO:
tetB(60) ARO:
berA ARO:
vanRI ARO:
bacA ARO:
macB ARO:

AccessARO DescriDrug ClassResistance
300331point muteéaminocoumeéantibiotic
30043tsul4 is a sulfonamicantibiotic
30001¢Tet (T) is tetracycliantibiotic
30000ZzPatA is arfluoroquirantibiotic

:30046]1An ampC-licephalospcantibiotic

30029¢berA is arpeptide arantibiotic
30029¢berA is arpeptide arantibiotic
30029ZvanRM is eglycopeptiantibiotic
30039iMsbA is a nitroimideantibiotic
30026zaadK is a aminoglyccantibiotic
30039¢VghC is a streptogreantibiotic
300021blaRl is épenam antibiotic
30001zmecl acts carbapenenantibiotic
300474BCL-1 is &penam antibiotic
30037ZVanRI is tglycopeptiantibiotic
30029¢berA is arpeptide arantibiotic
300452A chromoscmacrolide antibiotic
30029¢bcrA is arpeptide arantibiotic
300292vanRM is eglycopeptiantibiotic
30029¢berA is arpeptide arantibiotic
30005:MacB is armacrolide antibiotic
30040 tetA(46) itetracycliantibiotic
300292vanRM is eglycopeptiantibiotic
300282t1rC is arlincosamicantibiotic
300457MFS transpaminoglyccantibiotic
30004€A macrolicmacrolide antibiotic
30029¢berA is arpeptide arantibiotic
30029(VanG is a glycopeptiantibiotic
3003740ptrA is e¢lincosamicantibiotic
30039¢rphB is a rifamycin antibiotic
30007¢CmeB is tlcephalospcantibiotic
30039¢Pleuromutipleuromutiantibiotic
3003740ptrA is e¢lincosamicantibiotic
30005:MacB is armacrolide antibiotic
30008t01leD is a macrolide antibiotic
300332MprF is a peptide arantibiotic
300252A type Illaminocoumeantibiotic
30005:MacB is armacrolide antibiotic
30005:MacB is armacrolide antibiotic
30037<0leC is armacrolide antibiotic
3002811mrB is a lincosamicantibiotic
30037<0leC is armacrolide antibiotic
30029¢berA is arpeptide arantibiotic
30044%ivmlR is arlincosamicantibiotic
30040 tetA(60) itetracycliantibiotic
30040 tetB(60) itetracycliantibiotic
30029¢berA is arpeptide arantibiotic
30037ZVanRI is tglycopeptiantibiotic
30029¢The bacA g¢peptide arantibiotic
30005:MacB is armacrolide antibiotic
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genel 777
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ChromosomeBP
ChromosomeBP
ChromosomeBP
ChromosomeBP
ChromosomeBP
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ChromosomeBP
ChromosomeBP
ChromosomeBP
ChromosomeBP
ChromosomeBP
ChromosomeBP

efrA ARO:
1lmrB ARO:
tetA(58) ARO:

yvkkC ARO:
ykkD ARO:
mecA ARO:
FosB ARO:

tetA (60) ARO:
tetB(60) ARO:

macB ARO:
macB ARO:
optrA ARO:
iri ARO:

mecA ARO:
tetA(58) ARO:
RImA(II) ARO:

StaphyloccARO:
clbC ARO:
tet (L) ARO:
gimA ARO:
EscherichiARO:
abeS ARO:
ykkD ARO:
gacH ARO:
StreptomycARO:
berA ARO:
berA ARO:
efrA ARO:
patB ARO:
1mrB ARO:
otr (B) ARO:
vmlR ARO:
rphB ARO:
PmpM ARO:
dfrG ARO:
mtrA ARO:
arlR ARO:
msbA ARO:
macB ARO:
1saC ARO:

berC ARO:

bcrB ARO:
berA ARO:
vanSF ARO:
vanRF ARO:
macB ARO:
berA ARO:
1mrD ARO:
patB ARO:

berA ARO:
vanRA ARO:

30039<¢efrA is a fluoroquirantibiotic
3002811mrB is a lincosamicantibiotic
30039¢TetA (58) itetracycliantibiotic
30030€ykkC is araminoglyccantibiotic
30030¢ykkD is araminoglyccantibiotic
300061A foreign carbapenenantibiotic
30001%A thiol trfosfomycirantibiotic
30040:tetA(60) itetracycliantibiotic
30040 tetB(60) itetracycliantibiotic
30005:MacB is armacrolide antibiotic
30005:MacB is armacrolide antibiotic
30037<40ptrA is e¢lincosamicantibiotic
30028¢iri is a nrifamycin antibiotic
300061A foreign carbapenenantibiotic
30039¢TetA (58) itetracycliantibiotic
30013(RImA(II) ilincosamicantibiotic
300052An alterneémupirocin antibiotic
300281c1bC is a lincosamicantibiotic
300017TetL is a tetracycliantibiotic
30004€A macrolicmacrolide antibiotic
30040:Member of macrolide antibiotic
30007¢AbeS in araminocoumeéantibiotic
30030¢ykkD is araminoglyccantibiotic
30038:gacH is a fluoroquirantibiotic
300331point muteéaminocoumeéantibiotic
30029¢berA is arpeptide arantibiotic
30029¢berA is arpeptide arantibiotic
30039<¢efrA is a fluoroquirantibiotic
30000ZPatB is arfluoroquirantibiotic
3002811mrB is a lincosamicantibiotic
30028¢otr (B) is tetracycliantibiotic
30044ivmlR is arlincosamicantibiotic
30039¢rphB is a rifamycin antibiotic
300407PmpM is a aminoglyccantibiotic
30028¢dfrG is a diaminopyrantibiotic
300081MtrA is a macrolide antibiotic
30008:ArlR is a acridine cantibiotic
30039iMsbA is a nitroimideantibiotic
30005:MacB is armacrolide antibiotic
300311LsaC is arlincosamicantibiotic
30032t The berC gpeptide arantibiotic
30029¢berB is arpeptide arantibiotic
30029¢bcrA is arpeptide arantibiotic
30029:vanSF is eglycopeptiantibiotic
30029ZvanRF is eglycopeptiantibiotic
30005:MacB is armacrolide antibiotic
30029¢berA is arpeptide arantibiotic
30028¢ ImrD is a lincosamicantibiotic
30000ZPatB is arfluoroquirantibiotic
30029¢berA is arpeptide arantibiotic
300291vanRA, alsglycopeptiantibiotic
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ErmD ARO:
msbA ARO:
patA ARO:
cdeA ARO:
catV ARO:
cmlv ARO:
vanRF ARO:
mtrA ARO:
berA ARO:
macB ARO:
berA ARO:
macB ARO:
vanTE ARO:
bacA ARO:
vanHB ARO:
macB ARO:
blt ARO:
1mrD ARO:
vanRM ARO:
vanRF ARO:
msbA ARO:
StaphyloccARO:
oleC ARO:
berA ARO:
vanHB ARO:
macB ARO:
vanRM ARO:

blt ARO:
Chlamydia ARO:
Chlamydia ARO:
evgsS ARO:
tetA(58) ARO:

emrY ARO:
novA ARO:
berA ARO:
novA ARO:
msbA ARO:
vanRM ARO:
vanSE ARO:
berA ARO:
macB ARO:
smeR ARO:
optrA ARO:
novA ARO:
vanRM ARO:
tetA(58) ARO:
vanRI ARO:

30004¢ErmD confe¢lincosamicantibiotic
30039fMsbA is a nitroimideantibiotic
30000ZzPatA is arfluoroquirantibiotic
30038:Clostridicacridine cantibiotic
30043fA chloramgphenicol eantibiotic
30027(cmlv is a phenicol eantibiotic
300292vanRF is eglycopeptiantibiotic
300081MtrA is a macrolide antibiotic
30029¢berA is arpeptide arantibiotic
30005:MacB is armacrolide antibiotic
30029¢berA is arpeptide arantibiotic
30005:MacB is armacrolide antibiotic
30029 vanTE is eglycopeptiantibiotic
30029¢The bacA g¢peptide arantibiotic
30029<vanHB is eglycopeptiantibiotic
30005:MacB is armacrolide antibiotic
30030(blt is an acridine cantibiotic
30028¢ 1mrD is a lincosamicantibiotic
30029ZvanRM is eglycopeptiantibiotic
300292vanRF is eglycopeptiantibiotic
30039iMsbA is a nitroimideantibiotic
300457MFS transpaminoglyccantibiotic
30037<0leC is armacrolide antibiotic
30029¢berA is arpeptide arantibiotic
30029<vanHB is eglycopeptiantibiotic
30005:MacB is armacrolide antibiotic
300292vanRM is eglycopeptiantibiotic
30030(blt is an acridine cantibiotic
30037¢Chlamydia fosfomycirantibiotic
30037¢Chlamydia fosfomycirantibiotic
30008:EvgS is a fluoroquirantibiotic
30039¢TetA (58) itetracycliantibiotic
30002ftemrY is a tetracycliantibiotic
300252A type IIlaminocoumeantibiotic
30029¢berA is arpeptide arantibiotic
300252A type Illaminocoumeéantibiotic
30039iMsbA is a nitroimideantibiotic
300292vanRM is eglycopeptiantibiotic
30029:vanSE is eglycopeptiantibiotic
30029¢berA is arpeptide arantibiotic
30005:MacB is armacrolide antibiotic
30030¢smeR is ttaminoglyccantibiotic
30037<40ptrA is e¢lincosamicantibiotic
300252A type IIlaminocoumeantibiotic
30029ZvanRM is eglycopeptiantibiotic
30039¢TetA (58) itetracycliantibiotic
30037zVanRI is tglycopeptiantibiotic
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