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Table S1. Universal PCR primer sequence for identification of bacteria and PCR primer

sequence for identification of Pseudomonas.

Category Primer Name  Sequences
Universal PCR primer ~ 27F AGAGTTTGATCCTGGCTCAG
sequence for
identification of 1492R TACGACTTAACCCCAATCGC
bacteria
PCR primer sequence Lectin-F CAAACCGGAGGAAGGTGG
for identification of

Lectin-R GCGATTCCGACTTCACGC

Pseudomonas
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Figure S1 Structure of a portable centrifuge for capillary tubes.

Entrance of capillary tube




Figure S2 Blast results of PCR amplified product with 16s rRNA gene as template.
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Figure S3 Sequencing and blast results of PCR amplification with target gene as

template.

Pseudomonas aeruginosa strain Moh-1 16S ribosomal RNA gene, partial sequence
Sequence ID: MN148710.1 Length: 1427 Number of Matches: 1
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Figure S4 Research on the temperature of the solution in the capillary tube.
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A) Insert the k-type thermocouple sensor into the PCR solution while sealing the outlet with PDMS. B) Flame melts closed capillary tube.

C) Real-time temperature image of PCR solution rising from annealing/elongation temperature to denaturation temperature within the 40s.
D) Real-time temperature change of one cycle.
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Figure S5 Temperature field distribution in the system between 0-1 min.
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Figure S6 Comparison of experimental and simulated curves.
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Figure S7 Amplification curve and its CT values.
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A) Amplification curve of Pseudomonas aeruginosa 16S rRNA from refrigerated milk (7 and 8 days). B) CT values of amplification
curve.



