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Supplementary Figure S1. Reaction of Penta-Cys MEK1-Cys222 with DIB in the
presence of ADP-Mg after 6h.
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Supplementary Figure S2. Reaction of Penta-Cys MEK1-Cys222 with DIB in the
presence of ADP-Mg after 20h.

Peptide RT/min m/z (charge) ppm Modifications -10igP  TIC Max Intensity

206-227 37.74 1225.5529 (2) -6.7  Cer222, oxM219, Ccam207  98.92  1.21E4  7.74E2

Yio¥id1sY1s  Yaav2Y 14 id's Y7 Ye ¥'s

L Con D F O 910, QI LITD oM AN [PerfF V 6 TR

b3 bs by bzhsbhibizbia  bishishe b
Intensity (%)
100y
Y1
1260.80
Y12 Y16
1373.97 1759.17
501 Y7

¥is Y18
1672.22 | 1915.20

500 1000 1500 2000 2500

Supplementary Figure S3. MSMS Analysis of Product of Reaction of Penta-Cys MEK1-
Cys222 with DIB in the presence of ADP-Mg.
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Supplementary Figure S4. Reaction of Penta-Cys MEK1-Cys218 with DIB in the
presence of ADP-Mg after 26h.
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Supplementary Figure S5. Reaction of Hexa-Cys MEK1-Cys218-Cys222 with DIB in the
presence of ADP-Mg after 15h.
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Supplementary Figure S6. MSMS Analysis of Product of Reaction of Hexa-Cys MEK1-
Cys218-Cys222 with DIB in the presence of ADP-Mg.
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Supplementary Figure S7. LC trace of the LCMS-MS analysis of Reaction of Hexa-Cys
MEK1-Cys218-Cys222 with DIB in the presence of ADP-Mg.



