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Supplementary Table S1. Number of samples (N) of each time for the dry-film ATR analysis of
urine samples.

‘ Pre Post Post2 Post5 Post11 Post24
(t=-2h) (t=0h) (t=2h) (t=5h) (t=11h) (t=24h)
N Experimental ‘ 14 14 13 14 14 14

N Control - 4 7 4 5 7

Supplementary Table S2. Number of samples (N) of each time for the dry-film ATR analysis of
urinary proteins.

‘ Pre Post Post2 Post5 Post11 Post24
(t=-2h)  (t=0h) (t=2h)  (t=5h)  (t=11h) (t=24h)
N Experimental | 5 9 11 9 10 12
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Figure SML1. a). Average second derivative IR spectra (lines) and standard deviation
(shade) of the urine dry-films. b) Average Second derivative spectra from the protein
extracts. Spectra have been shifted along the Y-axis in order to provide a better

comparison.
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Figure SM2. Amide | and amide Il bands in the IR spectra of protein extracts before and

after the removal of samples with non-clear amide bands.
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Scores on PC 2 (17.23%)

Figure SM3. Principal component analysis score plots of the urine dry films. a) PC5 vs.
sampling time with a li ne connecting the mean score value for each time, b) PC1 vs.

PC2.
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Figure SM4. RMSECYV for the 0-PLS using the samples from training group.
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Figure SM5. Average spectrum of the dry films of urine after the second derivative.

The color scale of the points indicates the values of the “component loading” (LV1 in

the 0-PLS).



141

Qo' 'O ' o "A' T 1250
«‘VM N $ QL
I R S f
i . 1200
() B U | |
LA | | || {150
1 B M °
|.:| :| | | | | 100
W | 1
- B Y | ||
(@] ° . ° e
%o.s— : { & | || 0
T »
N | al E
oar 111\ | | -
P N
0.2 -150
VR | N
-200
0 A P e . | . | |

1600 1400 1200 1000 800 600
Wavenumber (cm'1)

Figure SM6. Average spectrum of the dry film urine coloured with the 0-PLS regression vector

values.
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Figure SM7. Average spectrum of the protean extracts after the second derivative. The

color scale of the points represents the values of the PC1 loading.



