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> Representative total ion chromatogram (TIC) of serum sample
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»  Typical MS/MS and fragmentation pattern of GA2
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» Typical MS/MS and fragmentation pattern of Gg4
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»  Typical MS/MS and fragmentation pattern of GM1
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»  Typical MS/MS and fragmentation pattern of GM2
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»  Typical MS/MS and fragmentation pattern of GM3
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»  Typical MS/MS and fragmentation pattern of GD1a
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»  Typical MS/MS and fragmentation pattern of GD1b
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»  Typical MS/MS and fragmentation pattern of GD2
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»  Typical MS/MS and fragmentation pattern of GT1
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» Typical MS/MS and fragmentation pattern of Fucosylated GM1
Fucosylated GM1
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