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Sequence Alignment and Secondary Structure (DSSP)

2A6: secondary structure from 1Z10 (coumarin complex)
2A13: secondary structure from Scott lab structure
2B4: secondary structure from 1SUO (4PI complex)
2El: secondary structure from ??7?
2A17: secondary structure from abiraterone structure for mol A/B, C/D, consensus
1 50
2A6 MLASGMLLVA LLVCLTVMVL MSVWQQRKSK G.KLPPGPTP LPFIGNIYLQL
2A13 MLASGLLLVT LLACLTVMVL MSVWRQRKSR G.KLPPGPTP LPFIGN|YLQL
2B4 MEFSLLLLLA FLAGLLLLLF RG...HPKAH G.RLPPGPSP LPVLGNLLQM
2E1 MSALGVT.VA LLVWAAFLLL VSMWRQVHSS W.NLPPGPFP LPIIGN!E!L
17A1 M....WELVA LLLLTLAYLF .WPKRRCP GAKYPKSLLS LPLVGSLPFL 43
17A1A19 M....~~~~~ ~~v~m~vns~ns A~ AKKT GAKYPKSLLS LPLVGSLPFL
A'
51 100
2A6 NTE.QMYNSL MKISERYGPV FTIHLGPRRV VVLC@HDAVREA LIVDOQAEEF
2A13 NTE.QMYNSL MKISERYGPV FTIHLGPRRV VVLC@HDAVKEA LVDOQAEEF
2B4 DRK.GLLRSF LRLREKYGDV FTVYLGSRPV VVLCGTDAIREA IL|VDQAEAF
2E1 EﬂK.NIPKSF TRLAQRFGPV FTLYVGSQRM VVMHGYKAVKEA LILDYKDEF
AB17A1 PRHGHMHNNFE FKLQKKYGPI YSVRMGTKTT VIVGHHQLA EV LIKK@KDF‘93
CD17A1 PRHGHMHNNEFE FKLQKKY|GPI YSVRMGTKTT VIVGHHQLA EV LIIKKGKDF 93
17A1 PRHGHMHNNF FKLQKKYGPI YSVRMGTKTT VIVGHHQLA EV LIIKKGKDFE 93
A Bi-1 Bi-2 B
101 150
2A6  SGRGEQATFEFD WVE|.KGYGVV FS.NGERAKQ LRREFSIATLR DEFGVGKRGIE
2A13 SEBGEQATFD WLEF|. KGYGVA FS.NGERAKQ LRRFSIATLR GFGVGKRGIE
2B4 SQBGKIAVVD PIF|.0GYGVI FA.NGERWRA LRREFSLATMR DFGMGKRSVV
2E1 SQRGDLPAFH AH.RDRGII FN.NGPTWKD IRRFEFSLTTLR NWGMGK GNE
AB17A1 SGRPOMATLD TASNNRKGIA FADSGAHWQL HRRLAMATEA LFKDGDQKEE 143
CD17A1 SGRPQOMATLD IASNNRKGIA FADSGAHWQL HRRLAMATFA LFKDGDQKLEl 143
17A1 SGRPQMATLD IASNNRKGIA FADSGAHWQL HRRLAMATFN LFKDGDQK@E 143
Bi-s B' C D
151 200
2A06 ERIQEEAGFL IDALR@TGGA NIDPTFFLSR TVSNVISSIV FbDRFDYKDE
2A13 |[ERIQEEAGFL IDALRGTHGA NIDPTFFLSR TVSNVISSIV FGDRFDYED@
2B4 |[ERIQEEARCL VEELRHSKGA LLDNTLLFHS ITSNIICSIV F@KRFDYKDE
2E1 |SRIQREAHFL LEALRKTQGQ PFDPTFLIGC APCNVIADIL FRKHFDYNDE
AB17A1 KITICQEISTL CDMLATENGQ SIDIISFPVEV AVTNVISLIC FNTSYKNGDP 193
CD17A1 KIICQEISTL CDMLATHNGQ é;DISFPVFV AVTNVISLIC FNTSYKNGDP 193
17A1 KIICQEISTL CDMLATENGQ SIDIISFPVEV AVTNVISLIC FNTSYKNGDP 193
D E



2A6
2A13
2B4
2E1
AB17Al
CD17A1
17A1

251
2A6
2A13
2B4
2E1
AB17A1
CD17A1
17A1

2A6
2A13
2B4
2E1
AB17A1
CD17A1
17A1

2A6
2A13
2B4
2E1
AB17A1
CD17A1
17A1

201

EFLSLLRMML

GIFQFTST|ST

GQLYEMFSSV

250

MKHLPGPQQO

AFQLLQGLE

EFLSLLRMML

GSEFQFTATIST

GOLYEMFSSV

MKHLPGPQQQ

AFKELQGLE

VEFLRLLDLEF

QSFSLI|SSFS

SQVEFELFISGE

LKHEPGTHROQ

KEFLRLMYLEN

ENFHLLSTPW

LOLYNNEPSE

IYRNLQEIN

LHYLPGSHRK

ELNVIONYNE

GIIDNLISKDS

ELNVIONYNE

GIIDNLISKDS

ELNVIQONYNE

GIIDNLISKDS

F

DFIAKKVEHN

QRTLDPNSPR

DFIAKKVEHN

ORTLDPNSPR

TEFIGOSVEKH

RAT|LDPSNPR

EYVSERVKEH

HQISLDPNCPR

DLLNKILENY

KEKFRSDSIT

DLLNKILENY

KEKFRSDSIT

DLLNKILENY

KEKEFRSDSIT

301

LVDLVPWLKI
LVDLVPWLKI

LVDLVPWLKI]

E! G'

VIKNVAEVK

FPN. .KTLEK

LKSHVKIRN

FPN. .K[TLEK

LKSHVKIRN

FPN. .KTLEK

LKSHVKIRN

G

300

FIDSFLIRM

QEEEKNP. ..

FIDSFLIRM

QEEEKNP. ..

FIDVYLLRM

EKIDKSDP. ..

LTDCLLVEM

EKEKHSA.

MLDTLMQAK

MN|SDNGNAGP

MLDTLMQAK

MNSDNGNAGP

Z Z Z U U9 g Uy

MLDTLMQAK

MN|SDNGNAGP

H

240
240
240

NTEFYLK

NTEFYLK

. SSEFHHO

.ERLYTMD

DQODSELL|SDN

290

DODISELJLSDN

290

290

DODSELLSDN

350

NLVMTTLNLEFE

IGGTETVSTT

LRYGFLLLMK

PEVEAKVHE

ETIDRVIIGKNR

NLVMTTLNLEF

FAGTETVSTT

LRYGFLLLMK

PEVEAKVHE

EIDRVIIGKNR

NLILTVLSLEF

FAGTETTSTT

LRYGFLLMLK

PHVTERVQK

ETEQV|IGSHR

GITVTVADLFE

FAGTETTSTT

LRYGLLILMK

PEIEEKLHE

ETIDRVIIGPSR

HILTTIGDIF

GAGVETTTSV

VKWTLAFLLH

POVKKKLYE

EIDQNV|GFSR

HILTTIGDIF

GAGVETTTSV

VKWTLAFLLH

POVKKKLYE

ETIDONVGESR

HILTTIGDIF

GAGVETTTSV

VKWTLAFLLH|

Z 2 Z K K oo

POVKKKLYE

EIDQNVGFSR

351

I

QPKFEDRAK

PYMEAVIHET

QREGDVIPMS

PYTEAVIHET

ORFGDMLPMG

PPALLDDRAK

PYTDAVIHET

QRLGDLIPFG

M
QOPKFEDRAKM
M
M

IPATKDRQE

PYMDAVVHETI

QREIITLVPSN

TPT|ISDRNRL

LLLEATIREV

LRLRPVAPML

TPT|ISDRNRL

LLLEATIREV

LRLRPVAPML

TPT|ISDRNRL

LLLEATIREV

LRLRPVAPML

J'

K

J

400

LARRVKKDTK FRDFFLPKGT

LAHRVNKDTK

FRDEFEFLPKGT

VPHTVTKDTQ

FRGYVIPKNT

LPHEATRDT I

FRGYLIPKGT

IGEFAVDKGT

TPHKANVDSS

IPHKANVDSS

IGEFAVDKGT

I PHKANVDSS

IGEFAVDKGT

340
340
340

390
390
390



2A6
2A13
2B4
2E1
AB17Al
CD17A1
17A1

2A6
2A13
2B4
2E1
AB17A1
CD17A1
17A1

2A6
2A13
2B4
2E1
AB17A1l
CD17A1
CD17A1

401 450
EVYPMLGSVL| RDPSFFSNPQ DENPOQHFLNE KGQ..FKKSD AFVPEFSIGKR
EVEFPMLGSVL| RDPREFFSNPR DENPOQHFLDK KGQ..FKKSD AFVPEFSIGKR
EVFPVILSSAL| HDPRYFETPN TENPGHELDA NGA. .LKRNE GFMPFSL
VVVPTLIDSVL YDNQEFPDPE KFKPEHEFLNE NGK..FKYSD YFKPESTGKR
EVIINLWALH HNEKEWHQPD QFMPEREF|LNP AGTQLISPSV SYLPFGAGPR 440
EVITNLWALH HNEKEWHQPD QFMPERFLNP AGTQLISPSV SYLPFGAGPR 440
EVIINLWALH HNEKEWHQPD QFMPERFILNP AGTQLISPSV SYLPFGAGPR| 440

Bl_3 K' K’ KU1

451 500
NCEFGEGLARM ELFLFEFTTVM ONFRLKSSQS |[PKDIDVSPKH VGFATIPRNY
YCFGEGLARM ELFLFFTTIM ONFRFKSPQS |PKDIDVSPKH VGFATIPRNY
ICLGEGIART ELFLFFTTIL QONFSIASPVP |PEDIDLTPRE SGVGNVPPSY
VCAGEGLARM ELFLLLCAIL QHFNLKPLVD PKDIDLSPIH IGFGCIPPRY
SCIGEILARQ ELFLIMAWLL QRFDLEVPDD GQLPSLEG.I PKVVELIDSFEF 489
SCIGEILARQ ELFLIMAWLL QRFDLEVPDD GQLPSLEG.I PKVVELIDSEF 489
SCIGEILARQ ELFLIMAWLL QRFDLEVPDD GQLPSLEG.I PKVVELIDSE 489

L B3-3 L' Ba-1 Ba-2

TMSFLPR 494

TMSFLPR 494

OTIRFLAR

KLCVIPRS

KVKIKVROAW REAQAEGST 508
KVKIKVRQAW REAQAEGST 508
KVKIKVRQAW REAQAEGST 508
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