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Fig. S1. Effect of triacontanol on photosynthetic (a1-a3) and antioxidant system (b1-b7) of T. 
patula.



  

  

Fig. S2. Effects of triacontanol on metabolism expression and KEGG enrichment pathway of T. 
patula root. (a) Analysis of DEMs based on PLS-DA scores; (b) Volcano plots of upregulated and 
downregulated DEMs in SP_H_vs_CK (b1), BP_H_vs_CK (b2) and SP_H_vs_BP_H (b3); (c) 
VIP bar charts of top 20 DEMs in SP_H_vs_CK (c1), BP_H_vs_CK (c2) and SP_H_vs_BP_H 
(c3); (d) Veen graph between three comparison groups; (e) Top 20 KEGG enrichment pathways.



 



 

Fig. S3. The clustering heatmaps of three comparison groups. 





Fig. S4. Effects of triacontanols on LMWOA&AAs metabolism in the SP_H_vs_BP_H_vs_CK 
comparison group. 



Fig. S5. Alanine, aspartate, and glutamate metabolism pathway (map00250).



 

 

 

Fig. S6. Effects of triacontanol on gene expression of T. patula root. (a) Volcano plots of 
upregulated and downregulated DEGs in SP_H_vs_CK (a1), BP_H_vs_CK (a2) and 
SP_H_vs_BP_H (a3); (b) Pathway classification statistics chart for SP_H_vs_CK (b1), 
BP_H_vs_CK (b2) and SP_H_vs_BP_H (b3).



Fig. S7. Pearson correlation analyses of various leaves parameters. 

Fig. S8. Nicotinate, and nicotinamide metabolism pathway (map00760).



Fig. S9. ABC transporters pathway (map02010).


