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1. Clinical samples

Blood was collected via standard venous puncture from healthy reference subjects (NCAD), patients
diagnosed with CAD, and patients diagnosed with STEMI with an observed obstruction (STEMI-pre) and
following reperfusion (STEMI-PCI) into tubes containing ethylenediaminetetraacetic acid (EDTA). After
collection, plasma was isolated by centrifuging at 1000xg for 5 min and plasma was transferred to RNA
free tubes and stored at -80°C and shipped to the University of Notre Dame. Once the samples arrived at
Notre Dame, they were thawed on ice, aliquoted and stored at -80°C until experiments. The protocol was
approved by University of Florida IRB (#201901232) and all subjects provided written informed consent.



2. Oligoprobes and calibration miRNAs

Table 1. Oligoprobes and the calibration miRNA.

miRNA name

Oligoprobes and molecular weight

Calibration and molecular weight

5’-/SAmMCI12/ATA CAT ACT TCT

5’-TGG AAT GTA AAG AAG TAT

miR-1-1 TTA CAT TCC A-3’, MW=6866.7 | GTA T-3’, MW=6861.5 g/mol
g/mol
5’-/5AmMCI12/ACA AAC CTT TTG | 5°-ATA AGA CGA ACA AAA GGT
miR-208b TTG GTC TTA T-3°, MW=6913.7 | TTG T-3’, MW=6815.5 g/mol
g/mol
miR-499-5p 5’-/SAmMC12/AAA CAT CAC TGC | 5>-TTA AGA CTT GCA GTG ATG
AAG TCT TAA-3’, MW=6645.6 g/mol | TTT-3’, MW=6466.3 g/mol
5’-/5SAmMC12/TCA TCA TTA CCA | 5°-TAA TAC TGC CTG GTA ATG
miR-200b-3p GGC AGT ATT A-3°, MW=6956.7 | ATG A-3’, MW=6773.5 g/mol
g/mol
5’-/SAmMC12/AAG AAG TGC ACC | 5’-AAA CAT TCG CGG TGC ACT
miR-543 GCG AAT GTT T-3°, MW=7046.8 | TCT T-3’, MW=6685.4 g/mol
g/mol
miR-331-3p 5’-/SAmMCI12/TTC TAG GAT AGG | 5’-GCC CCT GGG CCT ATC CTA
CCC AGG GGC-3’, MW=6750.6 g/mol | GAA-3’, MW=6367.2 g/mol
5’-/5AmMC12/GGC TTC CTT GCT | 5°-TGA GGA TGG ATA GCA AGG
miR-3605-5p ATC CAT CCT CA-3’, MW=7164.8 | AAG CC-3°, MW=7186.7 g/mol
g/mol
5’-/5SAmMC12/GCT TTG ACA ATA | 5°-CAG TGC AAT AGT ATT GTC
miR-301a-3p CTA TTG CAC TG-3°, MW=7276.9 | AAA GC-3°, MW=7071.7 g/mol
g/mol
5’-/SAmMC12/CTA TCT GCA CTA | 5°-TAA GGT GCA TCT AGT GCA
miR-18a-5p GAT GCA CCT TA-3’, MW=7221.9 | GAT AG-3’, MW=7127.7 g/mol
g/mol
5’-/SAmMC12/AAA GTC TCG CTC | 5>-TGA GGG GCA GAG AGC GAG
miR-423-5p TCT GCC CCT CA-3°, MW=7158.8 | ACT TT-3’, MW=7193.7 g/mol
g/mol
miR-142-5p 5’-/SAmMC12/AGT AGT GCT TTC | 5’-CAT AAA GTA GAA AGC ACT
TAC TTT ATG-3’, MW=6680.5 g/mol | ACT-3’, MW=6431.3 g/mol
5’-/5SAmMC12/CGA CCA TGG CTG | 5°-TAA CAG TCT ACA GCC ATG
miR-132-3p TAG ACT GTT A-3’, MW=7013.7 | GTC G-3°, MW=6719.4 g/mol

g/mol




3. Integration board
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Figure S1. The layout design of the integration board.



4. Additional information of the selected patient samples

Random samples

o Age
47

F No

23 F No

38 M No

57 M Unknown

73 M No

49 F Yes

55 M No 2.73—3.59 799
65 F No 53.98—54.86 NA
80 F Yes 98.15—98.7 3966
45 M No 5.45—-5.9 868
58 F No 97.55—98.18 <6
50 M No 32.72—33.24 49

Matched samples
.~ Age Gender Diabetes  Onset Hours (pre/post)  TroponinI (pg/mL)

63 F No

65 F No

63 M No

63 M No

67 F No

67 M No

63 M No

65 M No

62 F No

65 F No

61 F No

66 M No

58 F No 2.57—3.29 8

50 M No 1.65—2.48 27000
67 M No 5.55—6.05 2170
64 F No 1.25—52.25 6
73 M No 2.45—3.53 30

66 M No 1.27—1.80 11829



5. MIX.miR binding affinity of different miRNAs
miRNA binding affinity

_____ [DNA - Primer]
AG = RT - Ini} -
([DNA] [aner])

miRNA A G (keal/mol)
miR-1 22.9
miR-208b 25.5
miR-499 239
miR-200b 25.1
miR-543 29.8
miR-331 28.9
miR-3605 30.2
miR-301a 27
miR-18a 27.7
miR-423 32.5
miR-142 22.6
miR-132 28.5




