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Supplementary information:

Supplementary Figures:

S1 Figures: Validation of the significant expression of the candidate mRNAs (ZBP1, STINGI1, and
DDX58=RIG-1) in the T2DM-related tissues using THE HUMAN PROTEIN ATLAS database

https://www.proteinatlas.org/, Jan 2022.
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S2 Figures: Validation of the implication of the candidate mRNAs (ZBP1, STING1, and
DDX58=RIG-1) in the development of diabetes, and kidney and liver diseases using DisGeNET
database (https://www.disgenet.org/home/), the Expression Atlas database

(https://www.ebi.ac.uk/gxa/home) and diseases database (https://diseases.jensenlab.org/Search),
Jan 2022.
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S3 Figure: The visualization of the candidate mRNAs (ZBP1, STING1, and DDX58=RIG-1) in the
cGAS-STING pathway through KEGG pathway database (https://www.genome.jp/kegg/, Jan 2022)
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S4 Figures: Validation of the implication of the selected biochemical effectors proteins
(LC3B=MAPILC3B, and TNF) in the development of diabetes, and kidney and liver diseases using
DisGeNET database (https://www.disgenet.org/home/), Jan 2022.

Summary of GDAs Evidences for GDAs Summary of VDAs Evidences for VDAs

MAP1LC3B, microtubule associated protein 1 light € | 1-167 of 167 results | > Download | Share
chain 3 beta, 81631 &

N. diseases: 187; N. vanants: 1

Add/Remove filter

Results per page -

Filter within current results:

Disease * Type = Disease Class = Semantic Type ¢ N.genesy ¢ N. SNPs 4 % Score gga & EL gaa ¥ Elgega® N.PMIDs* N.SNPs g4, + FirstRef. ¢  LastRef. ¢

w Diabetes Mellitus group Nutritional and Metab... » Disease or Syndr... 2803 824 0.010 None 1.000 1 2019 2019

+ Diabetic Retinopathy  disease Eye Diseases; Endoc. .. » Disease or Syndr... >g45 213 0.020 MNone 1.000 2 2017 2018
MAP1LC3B, microtubule associated protein 1 light < | 1-167of 167 results | > Download  Share

chain 3 beta, 81631 &

N. diseases: 167; N variants: 1

Add/Remave filter

Results per page

Filter within current results: |liver

Disease “ Type + Disease Class ¥ Semantic Type & N.genesy ¥ N.SNPs;+ Scoré gga ¥ EL gga ¥ Elgsa® N.PMIDs% N.SNPs 4, + FirstRef. = Last Ref. 3
+ Adult Liver Carcinoma € disease Digestive System Dis... » Neoplastic Process >1377 72 0.010 None 1.000 1 2018 2018
+ Chemical and Drug : d na
disease Digestive System Dis... » Disease or Syndr... >481 38 0.300 None 1.000 1 2014 2014
Induced Liver Injury <
+ Chemically-Induced & 3
R disease Digestive System Dis... » Disease or Syndr... >412 0.300 None 1.000 1 2014 2014
Liver Toxicity <
- D.rug—ln.duced Acts disease Digestive System Dis... » Disease or Syndr... >413 0.300 None 1.000 1 2014 2014
Liver Injury €
~ Drug-Induced Liver. . » phenotype  Digestive System Dis... » Disease or Syndr._. »537 29 0.300 None 1.000 1 2014 2014
w Liver and Intrahepa... * disease Digestive System Dis... » Neoplastic Process *»13g5 73 0.010 None 1.000 1 2018 2018
w Liver carcinoma disease Digestive System Dis... » Neoplastic Process *5725 942 0.080 None 1.000 8 014 2018
MAP1LC3B, microtubule associated protein 1 light < 1-167 0f 167 results | > Download | Share

chain 3 beta, 81631 &

N. diseases: 167; N. varants: 1

Add/Remaove filter

Results per page

Filter within current results: |renal

Disease * Type 2 Disease Class * SemanticType #  N.geness% N.SNPs4% Score gy ELgga®  Elga® N.PMIDs$ N.SNPsge s FirstRef. ¢  LastRef. %

+ Conventional (Clear
Cell) Renal Cell disease Neoplasms; Female ... > Neoplastic Process >2346 222 0.040 None 1.000 4 2012 2019
Carcinoma €

w Renal Cell Carcino... » disease Neoplasms; Female > Neoplastic Process »2pa4 288 0.020 MNone 1.000 2 2019 2019


https://www.disgenet.org/home/

Home About Search Al

Summary of GDAs

TNF, tumor necrosisa factor, 7124 @,

N. discases: 2724; N. variants: 31

Downloads

Evidences lor GDAs

Cytoscape

Summany of VDAs

ROF

disgenet2r

Evidences lon WVDAs

1 - 20U ot 2124 results

Help

>

Blomarkers

COVID-192

Login Slgn

Lownload

AddiRasimy

up

Share

o filler

Source: ALL
Results per page | 200 ~
Fieewiin o st
Disease ¥ Type = Disease Clasa ¥ Semantic Type 5 N.geneag ¥ N. SNPag * Score gga = FL gga & El gaa = N. PMIDs = N. SNPa gaa + Firat Ref. & Last Ref. &
« Miahatas Mallits, > disoaso Nuritional and Matah > Disease or Syndr »3134 2672 0.800 Nong 0.950 179 7 1985 2020
«~ | hahatas Meallitus, ? disouve Nutntional and Metah ?» Fxpenmental Mo »523 0.500 MNuna 1.000 10 2002 2014
w Lhabetes Mellitus, ... 3 discasc Mutntional and Metab... » Lhsease or Syndr... > 1675 o954 0.400 Nonc 0.950 101 z 1988 2020
v+ Lhabetic Nephropathy ¥ discasc | emale Urogenital Ui » Liseass or Syndr... » 1189 238 0.300 MNonc 0.857 47 3 1997 2020
Home About Search API Downloads Cytoscape RDF disgensat2r Help Biomarkers COVID-19 Login Signup
Summary of GDAs Evidences for GDAs Summary of VDAs Evidences for VDAs
TNF, tumor necresis factor, 7124 € | 1-2000f 2724 results > Download | Share
N. diseases: 2724; N. variants: 31 Add/Remove filter
Results per pag

Disease 5 Type ¥ Disease Class 5 Semantic Type + N.genesy* N.SNPs¢ % Scoregia~v ELgaa % Elgia® N.PMIDs% N.SNPsgs + FirstRef. 5 Last Ref.
v Kidney Failure, Acute *» disease Female Urogenital Di... »Disease or Syndr... »828 33 0.400 None 1.000 29 1 2002 2020
v Kidney Failure, Chr... *» disease Female Urogenital Di... »Disease or Syndr... *»§27 425 0.400 None 0.960 25, 1994 2018
Home About Search API Downloads Cytoscape RDF disgenet2r Help Biomarkers COVID-19 Login Signup
TNF, tumor necrosis factor, 7124 Q 1-200 of 2724 results | > Download | Share
N. diseases: 2724; N. variants: 31 Add/Remave filter
Results per page
Filter within current results: |liver
Disease = Type = Disease Class = Semantic Type + N.genes s+ N. SNPs 4 ¢ Score gua  EL gaa & Elgia® N.PMIDs% N.SNPs gia = First Ref. & Last Ref. ¢
w Liver Failure, Acute disease Digestive System Dis... » Disease or Syndr... 282 21 0.600 None 1.000 27 1998 2019 -
w Chemical and Drug is: iy >
disease  Digestive System Dis... » Disease or Syndr... 2461 38 0.500 None 1.000 12 1995 2019
Induced Liver Injury <
S CHE I disease  Pathological Conditio... > Experimental Mo.. >870 0.500 None 1000 2 2005 2014
Experimental ¢
w Liver carcinoma disease Digestive System Dis... » Neoplastic Process »5725 942 0.400 None 0.979 146 2 1990 2020
v Liver diseases group Digestive System Dis... » Disease or Syndr... 1019 100 0.400 None 1.000 30 1991 2019
v Fatty Liver disease Digestive System Dis... » Disease or Syndr... 875 35 0.400 MNone 0.950 20 2006 2020
v Liver neoplasms group Digestive System Dis... » Neoplastic Process » 1424 7 0.400 None 1.000 16 1980 2019
~ Malignant neoplas... * disease Digestive System Dis... > Neoplastic Process » 1849 88 0.400 None 1.000 13 2008 2019



S5 Figure: Validation of the interaction between the three key mRNAs and two effector proteins with
the retrieved miR-1976 from mirwalk3 (http://mirwalk.umm.uni-heidelberg.de/, Jan 2022)
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S6 Figure: The association of miR-1976 with cGAS-STING-related pathways through
DIANA tools mirPath 3 (http://www.microrna.gr/miRPathv3, Jan 2022)
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Figure S7: Retrieval of AC074117.2 IncRNA from DIANA Tools database (https://diana.e-
ce.uth.gr/Incbasev3, Jan 2022)
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Figure S8: IncRNA AC074117.2 / miR-1976 interaction using IntaRNA 2.0 tool.
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Furthermore, a combined piot that visualizes the minimal energy for each infemalecular index pai is provided in a heatmap style to track
whether or not altemative inferactions can be formed exclusively (overlapping ragions) ar in conjunction.

Note, since IntaRNA uses & heuristic to enable the kw runtime, the provided energies are (dose) upper baunds. Nole further, anly RNA-
RNA interactions featuring a seed [according to the user ‘considerd. Only int rgies below or equal to 0 are
visualized and missing data without predicted are with an energy of 0.
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Supplementary Tables:

Table S4: Primers used for qPCR.

Primer name

Gene ID

Cat.no.

Tm

Product size

TMEM173 (STINGI)

NM_ 198282

249900

Gene Globe ID:

QT00055440

70 °C

125 bp

ZBPI1

NM 001160418

249900

Gene Globe ID:

QT00029631

70 °C

83 bp

DDX58

NM 014314

249900

Gene Globe ID:

QT00040509

70 °C

114 bp

GAPDH

NM 002046

249900

Gene Globe ID:

QT00079247

70°C

95 bp

miR_1976

MIMATO0009451

339350

Gene Globe ID:

ZP00000388

75 °C

85 bp

ACO074117.2

ENST00000417130

Gene Globe ID:

UPFHO0284997

58.8°C

82 bp




