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Supplementary Figures:

S1 Figures: Validation of the significant expression of the candidate mRNAs (ZBP1, STING1, and 
DDX58=RIG-1) in the T2DM-related tissues using THE HUMAN PROTEIN ATLAS database 
https://www.proteinatlas.org/, Jan 2022.
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S2 Figures: Validation of the implication of  the candidate mRNAs (ZBP1, STING1, and 
DDX58=RIG-1) in the development of diabetes, and kidney and liver diseases using DisGeNET 
database (https://www.disgenet.org/home/), the Expression Atlas database 
(https://www.ebi.ac.uk/gxa/home) and diseases database (https://diseases.jensenlab.org/Search),  
Jan 2022. 

https://www.disgenet.org/home/
https://www.ebi.ac.uk/gxa/home
https://diseases.jensenlab.org/Search




S3 Figure:  The visualization of the candidate mRNAs (ZBP1, STING1, and DDX58=RIG-1) in the 
cGAS-STING pathway through KEGG pathway database (https://www.genome.jp/kegg/, Jan 2022) 

https://www.genome.jp/kegg/


S4 Figures: Validation of the implication of  the selected biochemical effectors proteins 
(LC3B=MAP1LC3B, and TNF) in the development of diabetes, and kidney and liver diseases using 
DisGeNET database (https://www.disgenet.org/home/), Jan 2022. 

https://www.disgenet.org/home/




S5 Figure: Validation of the interaction between the three key mRNAs and two effector proteins with 
the retrieved miR-1976 from mirwalk3 (http://mirwalk.umm.uni-heidelberg.de/, Jan 2022)

http://mirwalk.umm.uni-heidelberg.de/


S6 Figure: The association of miR-1976 with cGAS-STING-related pathways through 
DIANA tools mirPath 3 (http://www.microrna.gr/miRPathv3, Jan 2022)

http://www.microrna.gr/miRPathv3


Figure S7: Retrieval of AC074117.2 lncRNA from DIANA Tools database (https://diana.e-
ce.uth.gr/lncbasev3, Jan 2022) 

https://diana.e-ce.uth.gr/lncbasev3
https://diana.e-ce.uth.gr/lncbasev3


Figure S8: lncRNA AC074117.2 / miR-1976 interaction using IntaRNA 2.0 tool. 



Supplementary Tables:

Table S4: Primers used for qPCR.

Primer name Gene ID Cat.no. Tm Product size

TMEM173 (STING1) 
NM_198282

249900

Gene Globe ID: 
QT00055440

70 °C 125 bp

ZBP1 
NM_001160418

249900 

Gene Globe ID: 
QT00029631

70 °C 83 bp

DDX58 

NM_014314 249900 

Gene Globe ID: 

QT00040509

70 °C 114 bp

GAPDH NM_002046

249900

Gene Globe ID: 
QT00079247 

70°C 95 bp

miR_1976 MIMAT0009451

339350

Gene Globe ID: 
ZP00000388

75 °C 85 bp

AC074117.2
ENST00000417130

Gene Globe ID: 
UPFH0284997 58.8 °C 82 bp


