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Figure S1. Variance explained by disease status (Control vs. CRC) is plotted against variance 
explained by metadata variable for microbial species in A) Enterotype 1, B) Enterotype 2 and C) 
Enterotype 3
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Figure S2. Variance explained by disease status (Control vs. ADN) is plotted against variance 
explained by metadata variable for microbial species in A) Enterotype 1, B) Enterotype 2 and C) 
Enterotype 3.

B)

C)

B)



     

       

A)

B)

B)

B)

A)



            

Figure S3. Random Forest Classifier results for distinguishing CRC from Controls in A) Enterotype 1, 
B) Enterotype 2, C) Enterotype 3.
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Figure S4. Random Forest Classifier results for distinguishing ADN from CRC in A) Enterotype 1, B) 
Enterotype 2, C) Enterotype 3.
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Figure S5. Microbial co-occurence network plots of enterotype classes, A) Enterotype 1, B) 
Enterotype2,C): Enterotype 3  
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