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Figure S1. 1H NMR and HRMS of Compound 7. 
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Scale: 0.3623 ppm/cm, 145 Hz/cm

Current Data Parameters
NAME     May11-2020-nmr
EXPNO                40
PROCNO                1

F2 - Acquisition Parameters
Date_          20200511
Time              14.42
INSTRUM           spect
PROBHD   5 mm PABBO BB/
PULPROG            zg30
TD                65536
SOLVENT           CDCl3
NS                   16
DS                    2
SWH            8012.820 Hz
FIDRES         0.122266 Hz
AQ            4.0894465 sec
RG               124.78
DW               62.400 usec
DE                 6.50 usec
TE       0 K
D1           1.00000000 sec
TD0                   1

======== CHANNEL f1 ========
SFO1        400.1324710 MHz
NUC1                 1H
P1                12.75 usec
PLW1        15.19999981 W

F2 - Processing parameters
SI                65536
SF          400.1300121 MHz
WDW                  EM
SSB      0
LB                 0.30 Hz
GB       0
PC                 1.00
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Figure S2. 1H NMR and HRMS of Compound 8. 
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Scale: 0.4428 ppm/cm, 177.2 Hz/cm

Current Data Parameters
NAME     Nov15-2021-nmr
EXPNO                10
PROCNO                1

F2 - Acquisition Parameters
Date_          20211115
Time              17.46
INSTRUM           spect
PROBHD   5 mm PABBO BB/
PULPROG            zg30
TD                65536
SOLVENT           CDCl3
NS                   16
DS                    2
SWH            8012.820 Hz
FIDRES         0.122266 Hz
AQ            4.0894465 sec
RG               124.78
DW               62.400 usec
DE                 6.50 usec
TE                294.4 K
D1           1.00000000 sec
TD0                   1

======== CHANNEL f1 ========
SFO1        400.1324710 MHz
NUC1                 1H
P1                12.75 usec
PLW1        15.19999981 W

F2 - Processing parameters
SI                65536
SF          400.1300000 MHz
WDW                  EM
SSB      0
LB                 0.30 Hz
GB       0
PC                 1.00

LCA-DTX-ACCL
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Figure S3. 1H NMR, HRMS and HPLC of compound 1. 
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Current Data Parameters
NAME     DTX_PIP
EXPNO                10
PROCNO                1

F2 - Acquisition Parameters
Date_          20210817
Time              16.51
INSTRUM           spect
PROBHD   5 mm PABBO BB/
PULPROG            zg30
TD                65536
SOLVENT           CDCl3
NS                 32
DS                    2
SWH            8012.820 Hz
FIDRES         0.122266 Hz
AQ            4.0894465 sec
RG               201.85
DW               62.400 usec
DE                 6.50 usec
TE                295.2 K
D1           1.00000000 sec
TD0                   1

======== CHANNEL f1 ========
SFO1        400.1324710 MHz
NUC1                 1H
P1                12.75 usec
PLW1        15.19999981 W

F2 - Processing parameters
SI                65536
SF          400.1300000 MHz
WDW                  EM
SSB      0
LB                 0.30 Hz
GB       0
PC                 1.00
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Spectrum from DTX-PIP.wiff (sample 1) - DTX-PIP, +Q1 (800- 2000) from 0.000 to 0.100 min 
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Figure S4. Histograms showing the percentage of PI-positive cells across various groups. 
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Figure S5. Histograms depicting the percentage of DiOC6 negative cells in different groups. 
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Figure S6. Cell cycle distribution of CT26 and B16-F10 cells in untreated and different 

treatment groups. 
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