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Bt-MEZ with RBD from Wuhan-Hu-1 strain Bt-MEZ with RBD from Delta strain
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Bt-MEZ with RBD from Beta strain Bt-MEZ with RBD from Omicron strain
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Figure S1. BLI sensorgrams for complexes of Bt-MEZ with RBD variants with mutations in the
SARS-CoV-2 Spike proteins considered in the study.
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Figure S2. BLI sensorgrams for complexes of 5’- and 3’-biotinylated complementary MEZ with
RBD variants with mutations in the SARS-CoV-2 Spike proteins considered in the study.
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Figure S3. BLI sensorgrams for complexes of 5’-truncated MEZ with RBD from Wuhan-Hu-1
strain.




