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Figure S1. Structures of the complexes synthetized in this study.

 



Figure S2. 1H-NMR spectra of the new pyridinium (B) and metal complexes 1, 2, 4, 5, 6, 7, 8, 10 and 
11 in d6-DMSO.

 











Figure S3. Mass spectra of compound B and metal complexes 1-12. In each figure, calculated values 
(table), theorical spectrum (left) and experimental spectrum (right) are reported.

























Figure S4. Example of FRET melting profile of cMYC G4 (0.2 µM, black line) upon interaction with 
compound 1 (1 µM, red line) in a [G4 DNA]:[compound 1] ratio of 1:5 in 10 mM potassium cacodylate 
buffer, pH 7.2, showing that in such conditions the melting temperature cannot be reached.
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Figure S5. Circular dichroism spectra of ctDNA, kRAS, BCL2 or cMYC quadruplexes in presence of 
increasing concentrations of complex (6) in 50 mM Tris HCl 100 mM KCl pH 7.4.

Figure S6. UV-vis spectra of compound (1) at 20 µM in presence of increasing concentration of ctDNA, 
kRAS, BCL2 or cMYC quadruplexes in 50 mM Tris HCl 100 mM KCl pH 7.4.



Figure S7. UV-vis spectra of compound (6) at 20 µM in presence of increasing concentration of ctDNA, 
kRAS, BCL2 or cMYC quadruplexes in 50 mM Tris HCl 100 mM KCl pH 7.4.

Figure S8. UV-vis spectra of compound (10) at 20 µM in presence of increasing concentration of 
ctDNA, kRAS, BCL2 or cMYC quadruplexes in 50 mM Tris HCl 100 mM KCl pH 7.4.



Figure S9. IC50 determination of metal complexes 1 – 12 on T3M4 cells. Relative viability (%) of 
T3M4 cell line at 48 hours of treatment of the considered complex metal, obtained by crystal violet 
assay. Mean ± SEM (n=5). 



Figure S10. IC50 determination of metal complexes 1 – 12 on T47D cells. Relative viability (%) of 
T47D cell line at 48 hours of treatment of the considered complex metal, obtained by crystal violet 
assay. Mean ± SEM (n=5). 



Figure S11. IC50 determination of metal complexes 1 – 12 on MDA-MB-231 cells. Relative viability 
(%) of MDA-MB-231 cell line at 48 hours of treatment of the considered complex metal, obtained by 
crystal violet assay. Mean ± SEM (n=5). 



Figure S12. Doubling time of T3M4, T47D and MDA-MB-231 cell lines. Doubling time of T3M4 
(A), T47D (B), and MDA-MB-231 (C) cell lines was determined from the proliferation follow-up of 

untreated cells over 72 hours using the equation: T = .  Mean ± SEM (n=6). 

𝑡 𝑙𝑛2
ln (𝑑𝑎𝑦 1) ‒ 𝑙𝑛(𝑑𝑎𝑦 2)



Table S1. DNA sequences (5’ – 3’) of the G4 motifs used for the DNA binding studies. The 
oligonucleotides were used free for the UV-visible and Circular Dichroism assays, and fluorolabelled 
with FAM and TAMRA probes for FRET experiments. dsDNA was used only for the FRET experiment. 

Table S2. ΔTM values of nucleic acid sequences upon interaction with metal complexes 1 – 12. 
Numerical values of ΔTM obtained by FRET melting assay of the considered nucleic acid sequences 
(dsDNA and G4 molecules) at 0.2 µM in presence of 1 µM of the tested metal complex (ratio 
[DNA]:[complex] = 1:5). Values are expressed as Mean ± SEM. 



Table S3. Proliferation inhibition rate of cancer cells by metal complexes 1 - 12. Proliferation 
inhibition rate (%) in T3M4, T47D and MDA-MB-231 cell lines with 10 or 50 µM of the corresponding 
complex for 48 or 72 hours. Proliferation inhibition of each condition was calculated relatively to its 
time-control and was expressed in percentage (%). Mean ± SEM (n=3). 



Table S4. RT-qPCR primers sequences (5’ - 3’).


