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 A-Z (381 bp, 127 aa)

A-ZZ (585 bp, 195 aa)

Fig. S1 Codon sequences and amino acid sequences of Fc-ARMs.
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Fig. S2 SDS-PAGE of each Fc-ARM after purification and their calculated molecular weights: 1: A-
Z, and 2:A-ZZ.

Fig. S3 A complex model of HER2/Fc-ARM/IgG/FcγRIIIa generated based on the crystal structures 
of HER2/ZHER2 342 (PDB ID: 3MZW), Z/Fc (PDB ID: 1FCC), and Fc/FcγRIIIa (PDB ID: 5VU0).
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Fig. S4 The complex between ZZ (red and orange, or magenta and yellow) and IgG Fc (light green 
and pale green) predicted by Alphafold2 and generated by PyMOL.


