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A-Z (381 bp, 127 aa)

10 20 30 40 50 60 70 80 90 100

1 ATGGTTGATAATAAATTCAACAAAGAGATGCGCAACGCGTATTGGGAGATTGCTTTGCTTCCAAACCTTAACAACCAGCAGAAACGGGCCTTTATCCGTT 100
MY NG RO R R W e BT Rl e B S L W, S0 0 B R RS E SR B

110 120 130 140 150 160 170 180 190 200

101 ECCTGTACGATGACCCCTCACAGAGCGCCARCTTATTGECAGAGGCCARGARACTCAACGACGCTCARGCACCTARATCGTCTTCCTCCGGAGTCGATAR 200
LYDODTPSOQSANTLTELTATETA AT KT KTLTNTDA AGO QA ATPTE KTSTSSSGV DN

210 220 230 240 250 260 270 280 290 300

201 TAAGTTTAACAAGGAACAACAAAACGCCTTCTATGAGATCCTTCACCTGCCGAACCTTAATGAAGAACAACGGAACGCTTTCATACAATCTCTGAAGGAC 300
K FN K EQOQDNATFYETIULUHTILUPNILWNTEEU QI RDNA ATFTIUGOQOQSTULI KTD

310 320 330 340 350 360 370 380

301 GACCCATCGCAGAGTGCAAACTTACTTGCGGAGGCTAAAAAACTTAATGATGCTCAAGCTCCGAAGCATCATCATCACCATCAC 384
D P S Q S A NLUL AEW AI KU I KTLNDA AOGQA AZPI KU HUHEHEHEHUHHEHE

A-ZZ (585 bp, 195 aa)

10 20 30 40 50 60 70 80 90 100

1 ATGGTTGATAATAAATTCAACAAAGAGATGCGCAACGCGTATTGGGAGATTGCTTTGCTTCCARACCTTAACAACCAGCAGAAACGGGCCTTTATCCGTT 100
M VDNE KTFNTEKEMRNAZYTWETLIA ALTLTPNTLINTENTO QG OE KT RATEFTITR RS

110 120 130 140 150 160 170 180 190 200

101 CCCTETACGATGACCCCTCACAGAGCGCCAACTTATTGGCAGAGGCCAAGAAACTGAACGACGCTCAAGCACCTARATCGTCTTCCTCCGGAAGTAGCAG 200
L Y bbb P S Q S A NLLAUEA AI K KT LNDA AUOQM AUPI K S S S S G s s s

210 220 230 240 250 260 270 280 290 300

201 TTCGGGGTCCTCCTCAAGCGGCGTCGATAATAAGTTTAACAAGGAACAACAAAACGCCTTCTATGAGATCCTTCACCTGCCGAACCTTAATGAAGAACAA 300
S G S s §s 8s G VDNI KV FNI KEU QU ONATFYETIT LU HTLU®PNILNTEE Q

310 320 330 340 350 360 370 380 390 400

301 CGGAACGCTTTCATACAATCTCTGAAGGACGACCCATCGCAGAGTGCAAACTTACTTGCGGAGGCTAAAAAACTTAATGATGCTCAAGCTCCGAAGGTCG 400
R N A F I Q S L X DDUP S QS ANILTILA AEW AI KI KT LNDA AUOQA AU®PI KV D

410 420 430 440 450 460 470 480 490 500

401 ATAATAAGTTTAACAAGGAACAACAAAACGCCTTCTATGAGATCCTTCACCTGCCGAACCTTAATGAAGAACAACGGAACGCTTTCATACAATCTCTGAA 500
N K F N K EQ Q NAF Y ETITULHTILUPNTILNEEU QI RNA ATFTIU GQSUL K

510 520 530 540 550 560 570 580

501 GGACGACCCATCGCAGAGTGCAAACTTACTTGCGGAGGCTAAAAAACTTAATGATGCTCAAGCTCCGAAGCATCATCATCACCATCAC 588
DDP S Q S ANILILAEA AI KI KTILNDA AUOQA AUPI KUHUHEHEHEHH

Fig. S1 Codon sequences and amino acid sequences of Fc-ARM:s.
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Lane | Fc-ARM Mw (kDa)

@ A-Z 14.6

@ A-ZZ  22.0

Fig. S2 SDS-PAGE of each Fc-ARM after purification and their calculated molecular weights: 1: A-
Z,and 2:A-ZZ.

NK cell

Fig. S3 A complex model of HER2/Fc-ARM/IgG/FcyRIlla generated based on the crystal structures
of HER2/Zygrs 342 (PDB ID: 3MZW), Z/Fc (PDB ID: 1FCC), and Fc/FeyRIlla (PDB ID: 5VUO0).
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Fig. S4 The complex between ZZ (red and orange, or magenta and yellow) and IgG Fc (light green
and pale green) predicted by Alphafold2 and generated by PyMOL.



