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Fig. S1 HPLC and MS analysis of C-amidated I10 peptides. 
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Fig. S2 HPLC and MS analysis of C-caboxylated I10 peptides. 
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Fig. S3. Effect of adding 1% acetic acid to peptide assemblies for adsorption to AFM mica. K-
I10-CONH2 peptide was assembled for 1 week in 20 mM Tris-HCl buffer (pH 7.4) at a peptide 
concentration of 1 mM and under continuous rotatory agitation at RT. Peptide assemblies were 
diluted to reach a final concentration of 50 M in (A) 1% acetic acid and (B) deionized water 
and immediately spotted onto a freshly cleaved mica.
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Fig. S4 AFM image and topography analysis of IAPP amyloid fibrils. 
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Fig. S5. Effect of diluting peptide assemblies. K-I10-CONH2 peptide was assembled for 1 week 
in 20 mM Tris-HCl buffer (pH 7.4) at a peptide concentration of 1 mM and under continuous 
rotatory agitation at RT. Peptide assemblies were diluted in 20 mM Tris-HCl, pH 7.4, to reach 
a final concentration of 50 M. The 50 M peptide solution was analysed immediately (A) or 
after 3 h incubation at RT under quiescent conditions (B) by AFM imaging (A,B) and CD 
spectroscopy (C).  
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Fig. S6. Effect of lyophilisation on the stability of peptide assemblies. K-I10-CONH2 peptide 
was assembled for 1 week in 20 mM Tris-HCl buffer (pH 7.4) at a peptide concentration of 1 
mM and under continuous rotatory agitation at RT. Peptide assemblies were immediately (A) 
analysed by AFM imaging or lyophilised (B) before being resuspended in deinozied water and 
analyse by AFM. 
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Fig. S7 ATR-FTIR spectra of C-carboxylated and C-amidated I10 peptides. Data were acquired 
after 1 week of incubation in 20 mM Tris-HCl buffer (pH 7.4) at RT. 
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Fig. S8 ANS fluorescence spectra of I10 peptides. The data were acquired at 0 h and after 1 
week of incubation in 20 mM Tris-HCl buffer (pH 7.4) at RT. 
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Fig. S9 Cytocompatibility of monomeric and assembled peptides. DC.2.4 cells were incubated for 24 h with increasing concentrations of 
monomeric (0 h pre-incubation) or assembled (168 h pre-incubation) peptides, and viability was measured by means of the resazurin-based 
metabolic assay. Data represent the Mean ± S.E.M. of at least three individual experiments performed in triplicate.
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