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SUPPLEMENTARY MATERIALS
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Figure S1. Values of pH measured in the outlet along reactor operation.

Phasel | Phasell | Phaselll | PhaselV | PhaseV | PhaseVI | PhaseVIl | PhaseVill | Phase IX

Functional Group ial genera d0 | dia | d3 | de3 | d9o | d122 | die8 | d199 | d2as
AOB Nitrosomonas 16 19 0.0 0.0 0.0 0.6 12 12 12
NOB Nitrospira 1.0 24l 0.0 0.0 0.0 1.0 0.0 0.0 0.6
NOB Nitrobacter 0.0 0.0 0.0 0.0 0.0 0.0 0.3 0.3 0.4

Candidatus Kuenenia 0.2 0.1 0.0 0.0 0.0 0.0 0.0 0.0 0.0
PAO Tetrasphaera 0.7 0.3 0.0 0.0 0.0 0.9 0.6 0.6 0.7
PAO Gemmatimonas 2.2 2.4 0.0 0.0 0.0 0.0 0.0 0.0 03
PAO Candidatus Accumulibacter 0.5 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0
PAO Dechloromonas 0.0 0.5 0.0 0.0 0.0 0.0 0.0 0.0 0.0
GAO, DNB Defluviicoccus 0.0 0.0 0.0 0.0 0.0 0.1 0.3 0.4 2.9
DNB Nitratireductor 0.0 0.0 0.0 0.0 0.0 0.2 0.2 0.3 0.2
DNB Denitratisoma 0.0 i3 0.0 0.0 0.0 0.0 0.0 0.0 0.0
DNB Azoarcus 03 0.6 0.0 0.0 0.0 0.7 0.6 0.3 1.0
DNB Ralstonia 0.1 0.1 0.0 0.0 0.0 0.0 0.0 0.0 0.0
DNB Lysobacter 0.0 0.7 73.8 48.7 85 15.7 15.4 10.1 18
DNB Pseudofulvimonas 0.0 0.0 0.0 0.0 1.8 6.7 3.5 3.5 3.2
DNB Hydrogenophaga 0.2 0.0 0.0 0.0 0.0 1.5 0.6 11 18
DNB Phaeodactylibacter 0.2 0.3 0.0 0.0 3.7 0.9 0 0 0
EPS Chryseobacterium 14 0.9 0.0 0.0 3.0 4.5 2.2 2.8 5.1
EPS Flavobacterium 8.2 21 0.0 0.0 0.0 0.2 0.6 0.8 13
EPS Acidovorax 0.6 0.7 0.0 0.0 0.0 0.0 0.0 0.0 0.0
DNB, EPS Devosia 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.3
DNB, EPS Pseudoxanthomonas 1.7 1.8 0.0 0.0 0.0 4.7 2.2 0.7 0.5
DNB, EPS Denitromonas 0.0 0.0 0.0 0.0 0.0 0.1 0.2 0.1 0.1
DNB, EPS Thauera 7.6 10.8 0.0 0.0 0.0 17 0.3 0.2 0.1
DNB, EPS Paracoccus 13 1.3 0.0 0.0 0.0 7.2 6.5 3.8 1.5
PAO, EPS Rhodocyclus 0.0 0.2 0.0 49.7 60.2 1.8 27.2 28.4 22.1
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Figure S2. Heatmap with the relative abundance of bacterial genera in the AGS biomass with
putative functional roles associated with one or more well-known metabolic activities, namely
nitrogen removal (AOB, NOB, Anammox), phosphate removal (PAO), glycogen-accumulating
organisms (GAO), denitrifying bacteria (DNB), and extracellular polymeric substances (EPS)
producers.



