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1 Figure S1. Docking analysis of PA1b-like peptides with VDACI.
2 Figure S2. Secondary structure analysis of AG/VG-VDACI complexes.

3 Figure S3. Preparation of his-VG and FITC-VG
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PA1F (PDB:1P8B) & VDAC1 (PDE: 2JK4): 7.32¢ kcalimal DG & VDAC1: -8.108 kealimol
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9 Fig. S1 Docking analysis of PA1b-like peptides with VDACI.
10
11
A Secondary structure of AG-VDAC1 B Secondary structure of VG-VDAC1
Structure — A-Helix + B-Shest + B-Bridge + Turn. Structure = A-Helix + B-Sheel + B-Bridge + Turn
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13 Fig. S2 Secondary structure analysis of AG/VG-VDACI1 complexes.
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A His-VG: his-VSCNGVCSPFEMPPCGSSACRCIPYGLVWGNGRHPSG
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MALDI-TOF MS of his-VG
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MALDI-TOF MS of FITC-VG
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17 Fig. S3 Preparation of his-VG and FITC-VG. A. HPLC diagram of synthesized his-VG.
18 diagram of synthesized his-VG. C. His-VG and FITC-VG was detected by MALDI-TOF MS.
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B. LC-MS



