
Column Chromatography 

 
Name of Person/People Completing template 
Valeria Marzano 
 

1. General features   

 1.(a) Global Descriptors 
  Date stamp: 2009-07-31 
  Responsible person: Valeria Marzano  
 1. (b) Sample 
  Brief description of sample: Human platelets  
  Processing applied to the sample: Platelets  were dissolved in 100 mM Tris pH 7.5 containing 6 M Urea. 
After reduction and alkylation of proteins, samples were digested with 50:1 (w/w) sequence grade trypsin at 
37° C overnight. Samples were diluted with 0.1% formic acid to a final concentration of 0.365 ug/ul in 
presence of  Enolase Saccharomyces cerevisiae digestion (50fmol/ul). 
  Sample injection: sample temperature 15 °C; injection volume = 2μl, full loop 

2. Equipment   

 2.(a) Product details for Column 
  Manufacturer: Waters Corp. 
  Model: nanoACQUITY UPLC BEH300 C18, 75μm X 250 mm, 1.7μm 
  Separation Mode: Reverse Phase 
 2. (b) Physical Characteristics of Column 
  Dimensions: length 250 mm; inner diameter 75μm 
  Description of stationary phase: C18, particle size 1.7μm 
  Additional accessories: nanoACQUITY UPLC Trap Symmetry C18, 180μm X 20 mm, 5μm 

 2. (c) Chromatography System Used for the Separation 
  Manufacturer: Waters Corp.  
  Model: NanoAcquity UPLC 
  Controller software and version: MassLynx v.4.1 

 3. Mobile Phase 

  Name of  Mobile phase: A; Description of the constituents: 99.9% water/0.1% formic acid 

  Name of  Mobile phase: B; Description of the constituents: 99.9% acetonitrile/0.1% formic acid 

 4. Properties of the Column Run 
  Separation run 
  Time:151 min 
  Flow: 0.3 μl/min 
  Time(min): 0            %A:97     %B:3      Curve = - 
  Time(min): 1.00       %A:97     %B:3      Curve = 6 
  Time(min): 120.00   %A:60     %B:40    Curve = 6 
  Time(min): 135.00   %A:10     %B:90    Curve = 6 
  Time(min): 150.00   %A:10     %B:90    Curve = 6 
  Time(min): 151.00   %A:97     %B:3      Curve = 6 
Temperature: 50 °C 
 

5. Pre and Post Run Processes 
 Type: Trapping, pre run process 
  Substance: 100% A 
  Time: 5.00 min 
  Flow rate: 10 μL/min 
 
 Type: Equilibration, post run process 
  Substance: 97% A, 3%B 
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  Time: 29.0 min 
  Flow rate: 0.3 μL/min 
 

6. Column Outputs 

 6.(a) Detection 
  Equipment used for detection: Waters Corp., Q-Tof Premiere  
  Type: mass spectrometer 
  Equipment settings: Expression analysis 
  Timescale over which data was collected: 10-150 min 
 6. (b) Fractions 
  Fraction description: Fractions not collected, eluent directed to MS 
 
 
Mass Spectrometry 

 
1. General features 
 1.(a) Global decriptors 
  Date stamp:  2009-07-31 
  Responsible person: Valeria Marzano 
  Instrument manufacturer, model: Waters Corporation, Q-Tof Premiere  
 1. (b) Control and analysis software 
  Software name and version: MassLynx v4.1 and ProteinLynx Global Server, v2.3 
  Switching criteria: Expression (Electrospray-shotgun) (see Ref. 1) 
    Acquisition times: start 10 minutes, end 150 minutes 
    Acquisition ionization mode: Source: ESI; Polarity: positive; Analyzer mode: V mode 
    TOF MS: MS survey over the range: Start 50 Da, End 1990 Da; MS survey scanning conditions: 
scan time 1.5 seconds 
    Expression criteria: Ramp high energy from 15 to 40 volts; Low energy 4 volts 
    Lock mass: Reference scan: Scan time 1.5 seconds, frequency: 30 seconds; Sampling cone 35 
volts; Collision Energy 4 volts. 
   
2. Ion sources (a) Electrospary ionization (ESI) 
 Supply type: Fed nanoelectrospray: NanoLockSpray source equipped with a reference spray (Lock 
mass) 
 Interface manufacturer: nanoACQUITY UPLC, Waters Corporation 
 Sprayer type: PicoTip EMITTER SilicaTip, 10+/-1 μm, New Objective, Inc. 
 Relevant voltage: capillary 2.8 kV, sampling cone 35, extraction cone 2.5, ion guide 2.5 
 Nebulizing gas: cone 26 l/hr, nanoflow 0.40 bar  
 
3. Post-source componentry (b) TOF drift tube 
 Reflectron status: ON (ion optics in V-mode) 
 
3. Post-source componentry (d) Collision energy 
 Collision energy: Expression criteria (Electropspray-shotgun): continuous gradient of collision 
energies from 15 to 40 V. The radiofrequency  applied to the quadrupole mass analyzer was 
adjusted such that ions from m/z 300 to 2000 were efficiently transmitted , ensuring that any ions 
less than m/z 300 observed in the LC-MS data only arose from dissociations in the collision cell. 
 
3. Post-source componentry (f) Detectors 
 Detector type: microchannel plate/time to digital converter (MCP/TDC) 
 
4. Spectrum and peak list generation and annotation 
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 4. (a) Spectrum description 
  Source files: PLT_sani_290709_01, PLT_sani_290709_02, PLT_sani_290709_03, 
PLT_CF_290709_01, PLT_CF_290709_02, PLT_CF_290709_03 
  MS level for each spectrum: MS and MSE 
  Ion mode for each spectrum: positive 
  Precursor m/z and charge: see SupplPeptideTable_Pieroni_01/02/03/04/05/06.pdf 
 4. (b) Peak list generation 
  This task was performed with the specific algorithm of the ProteinLynx Global Server (PLGS) 
v2.3 developed for Electrospray-Shotgun mass acquisition: peak apexes are located, the data 
calibrated and lock-mass corrected (using Apex3D), and then deconvoluted (using Peptide3D) (see 
Ref.2, 3). 
  Processing parameters applied:  
   Chromatographic peak width: Automatic  
   MS TOF resolution: Automatic  
   Lock mass for charge 2: 785.8426 Da/e  
   Lock mass Window (Tolerance): 0.25 Da  
   Low energy Threshold: 250 counts 
   Elevated energy Threshold: 100 counts 
   Retention time window: automatic 
   Intensity threshold value: 1500counts 
 
 
Mass Spectrometry Informatics 
 
1. General features (a) Global decriptors 
 Date stamp:  2009-07-31 
 Responsible person: Valeria Marzano 
 Software name, version and manufacturer: ProteinLynx Global Server, v2.3, Waters Corporation 
 Location of the file generated: contact Valeria Marzano, project: 
Proj__12336763316560_16970584927243348 
 
2. Input data and parameters  
 2.(a) input data 
  Description and type of MS data:  
   Healthy PLT LC-MS run1 = PLT_sani_290709_01,  
   Healthy PLT LC-MS run2 = PLT_sani_290709_02,  
   Healthy PLT LC-MS run3 = PLT_sani_290709_03,  
   Cystic Fibrosis PLT LC-MS run1 = PLT_CF_290709_01,  
   Cystic Fibrosis PLT LC-MS run2 = PLT_CF_290709_02,  
   Cystic Fibrosis PLT LC-MS run3 = PLT_CF_290709_03 
2. (b) input parameters 
 Database queried: UniProtKB/Swiss-Prot Protein Knowledgebase, release 56.0 of 22-July-08 
containing 392667 sequence entries 
Taxonomical restrictions: Homo sapiens (Human), 20069 sequence entries 
 Description of tool and scoring scheme: Search engine PLGS, ESI-QUAD-TOF, Ion accounting 
algorithm (see Ref.4) 
 Specified cleavage agent: Trypsin 
 Allowed  number of missed cleavage: 1 
 Permissible amino acid modifications: Fixed: cysteine carbamidomethylation; variable: oxidation 
of methionine 
 Peptide tolerance: Automatic 
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 Fragment tolerance: Automatic 
 Threshold, minimum scores for peptides, proteins: Minimum number of fragment ion matches for a 
peptide: 3; minimum number of fragment ion matches for a protein: 7; minimum number of peptide 
matches for a protein: 2. 
 Other relevant parameters: maximum protein mass 250000 Da; false positive rate 4%; data from 
Enolase Saccharomyces cerevisiae (UniProt/Swiss-Prot AC: P00924) was appended to the 
database. 
 
3. The output of the procedure  
 3.(a) for identified proteins 
  See file: SupplProteinTable_Pieroni.pdf 
 3.(b) for identified peptides 
  See file: SupplPeptideTable_Pieroni_01/02/03704/05/06.pdf 
 3. (c) quantitation 
 Quantitation approach: Expression Analysis (PLGS, Waters Corp.) 
Quantitation measurement: The intensity of peptides matched on the basis of their unique EMRT 
(Exact Mass Retention Time) signatures are compared to determine their relative abundance. The 
relative expression of each identified protein is calculated from the averaged ratio of multiple 
matched EMRT signatures (Ref. 5). 
 Number of replicates: 3  
 Acceptance criteria: Replicate filter settings: 2 out of three replicate for each condition; probability 
of upregulation settings: P-value lower than 0.05 and upper than 0.95. 
Results: See Table2 
 
 
References: 
 
1 Vissers JP, Langridge JI, Aerts JM. Analysis and quantification of diagnostic serum markers 
and protein signatures for Gaucher disease. Mol Cell Proteomics. 2007;6:755-66. 
2 Geromanos SJ, Vissers JP, Silva JC, Dorschel CA, Li GZ, Gorenstein MV, et al. The 
detection, correlation, and comparison of peptide precursor and product ions from data independent 
LC-MS with data dependant LC-MS/MS. Proteomics. 2009;9:1683-95. 
3 Silva JC, Denny R, Dorschel CA, Gorenstein M, Kass IJ, Li GZ, et al. Quantitative 
proteomic analysis by accurate mass retention time pairs. Anal Chem. 2005;77:2187-200. 
4 Li GZ, Vissers JP, Silva JC, Golick D, Gorenstein MV, Geromanos SJ. Database searching 
and accounting of multiplexed precursor and product ion spectra from the data independent analysis 
of simple and complex peptide mixtures. Proteomics. 2009;9:1696-719. 
5 Silva JC, Gorenstein MV, Li GZ, Vissers JP, Geromanos SJ. Absolute quantification of 
proteins by LCMSE: a virtue of parallel MS acquisition. Mol Cell Proteomics. 2006;5:144-56. 

Supplementary Material (ESI) for Molecular BioSystems
This journal is (c) The Royal Society of Chemistry, 2011



Healthy PLT LC-MS run 1: PLT_sani_290709_01 

Accession Description mW (Da) pI (pH) 
PLGS 
Score Peptides 

Theoretical 
Peptides 

Coverage 
(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products 

Modified 
Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 4008.92 124 164 59.49 7.81 929 6 18.18 0.043 

P35580 Myosin 10 228856 5.27 1625.52 71 164 44.79 9.14 364 10 22.10 0.047 

P18206 Vinculin 123721 5.35 2229.62 54 107 62.08 6.98 493 10 17.10 0.041 

Q7Z406 Myosin 14 227861 5.63 1601.60 53 173 35.84 9.25 334 8 21.87 0.046 

P35749 Myosin 11 227197 5.25 1470.44 51 161 35.34 9.69 293 9 23.32 0.047 

P07996 Thrombospondin 1 129299 4.53 2226.52 47 101 57.69 7.93 420 2 19.26 0.042 

P12814 Alpha actinin 1 102992 5.09 1617.21 47 77 67.49 9.65 349 5 20.59 0.044 

O43707 Alpha actinin 4 104788 5.12 1133.34 34 87 49.73 9.58 227 1 21.97 0.046 

P02768 Serum albumin 69321 5.86 1069.56 34 55 58.46 7.77 285 3 17.81 0.039 

P02671 Fibrinogen alpha chain 94914 5.61 833.60 33 59 43.65 7.36 232 5 20.16 0.046 

P63261 Actin  cytoplasmic 2 41765 5.16 2868.90 30 34 88.00 7.09 515 2 13.39 0.038 

P06396 Gelsolin 85644 5.84 944.76 30 51 57.80 8.66 223 0 19.71 0.043 

Q14112 Nidogen 2 151299 4.92 757.20 28 92 31.78 11.33 180 3 25.84 0.048 

Q86UX7 Fermitin family homolog 3 75905 6.54 814.30 27 45 58.92 8.21 200 4 20.24 0.042 

P60709 Actin  cytoplasmic 1 41709 5.14 2843.04 24 34 89.07 6.89 478 6 13.19 0.037 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1387.57 24 101 32.37 8.57 230 5 17.60 0.040 

P00488 Coagulation factor XIII A chain 83214 5.67 817.86 23 58 43.44 6.64 136 2 20.17 0.041 

P37802 Transgelin 2 22377 8.45 1346.16 22 25 94.47 6.37 264 1 18.09 0.041 

P02679 Fibrinogen gamma chain 51478 5.24 928.56 22 37 64.24 7.58 189 2 16.75 0.042 

P14618 Pyruvate kinase isozymes M1 M2 57900 7.75 611.71 21 43 62.90 7.83 136 2 21.42 0.046 

P67936 Tropomyosin alpha 4 chain 28504 4.47 633.97 20 29 64.52 8.17 158 1 17.14 0.037 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 547.62 20 50 40.25 10.33 98 0 18.67 0.046 

P06733 Alpha enolase 47139 7.17 497.44 20 31 55.76 8.38 122 2 21.99 0.045 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 428.50 20 50 43.35 9.76 114 3 22.45 0.046 

P68133 Actin  alpha skeletal muscle 42023 5.07 1426.92 19 34 56.50 6.25 257 3 14.96 0.036 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 1052.20 19 32 74.28 7.14 166 1 17.56 0.043 

P08567 Pleckstrin 40071 8.34 827.11 18 27 60.00 8.87 171 2 18.64 0.040 

Q562R1 Beta actin like protein 2 41975 5.25 762.59 18 35 65.69 7.97 167 2 19.02 0.044 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 455.92 18 48 51.01 9.77 111 1 25.00 0.049 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 427.89 18 44 49.47 8.35 101 1 19.00 0.048 

Q9UBW5 Bridging integrator 2 61836 4.93 316.85 18 42 58.41 10.19 99 3 22.83 0.051 

A5A3E0 ANKRD26 like family C member 1B 121366 5.77 1186.61 17 101 29.77 11.22 165 4 20.95 0.044 

Q15942 Zyxin 61238 6.21 568.66 17 29 50.35 6.36 115 0 18.25 0.046 

P00924 Enolase 1 46773 6.15 460.20 17 28 47.83 10.89 104 2 19.84 0.046 

Q80930 Regulatory protein E2 45528 9.24 336.38 17 35 52.78 6.65 84 1 21.59 0.046 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 1041.05 16 21 63.88 9.35 214 5 16.65 0.040 

P09972 Fructose bisphosphate aldolase C 39431 6.43 424.98 16 34 57.69 7.86 104 1 23.46 0.045 

Q58FF3 Putative endoplasmin like protein 45829 4.96 296.00 16 44 53.38 11.30 76 4 23.67 0.047 

P50552 Vasodilator stimulated phosphoprotein 39805 9.33 392.57 15 30 56.32 7.92 86 1 22.98 0.050 

O00299 Chloride intracellular channel protein 1 26905 4.90 253.60 15 20 74.69 8.07 88 1 22.30 0.049 

P68032 Actin  alpha cardiac muscle 1 41991 5.07 1443.74 14 34 44.30 4.68 219 1 13.73 0.034 

P06753 Tropomyosin alpha 3 chain 32798 4.49 482.41 14 27 40.85 10.38 93 0 16.03 0.038 

O95810 Serum deprivation response protein 47144 4.96 469.59 14 28 51.53 8.49 100 0 20.45 0.045 

P08107 Heat shock 70 kDa protein 1 70009 5.32 459.25 14 49 41.19 11.74 95 5 20.61 0.051 



O00151 PDZ and LIM domain protein 1 36049 6.60 458.88 14 21 65.96 6.98 109 1 22.06 0.048 

P60174 Triosephosphate isomerase 26652 6.50 268.39 14 21 63.05 7.74 92 1 23.29 0.046 

P62736 Actin  aortic smooth muscle 41981 5.08 1406.37 13 34 36.07 4.64 210 0 13.44 0.033 

P63267 Actin  gamma enteric smooth muscle 41849 5.16 1376.89 13 33 42.02 5.61 223 3 14.05 0.036 

P60660 Myosin light polypeptide 6 16919 4.36 505.67 13 15 76.82 7.80 94 0 15.67 0.036 

P68871 Hemoglobin subunit beta 15988 6.88 1464.32 12 13 93.88 6.94 231 1 12.95 0.031 

P68366 Tubulin alpha 4A chain 49892 4.75 870.76 12 35 31.03 9.08 128 0 17.86 0.033 

P07437 Tubulin beta chain 49638 4.59 721.72 12 31 43.92 6.67 107 0 16.49 0.046 

P02042 Hemoglobin subunit delta 16045 8.24 602.41 12 13 80.27 6.67 124 1 17.14 0.038 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 563.43 12 35 43.21 7.68 103 2 20.10 0.038 

Q13418 Integrin linked protein kinase 51385 8.02 429.19 12 40 54.87 8.02 68 2 23.11 0.047 

P62937 Peptidyl prolyl cis trans isomerase A 18000 7.85 170.20 12 12 73.94 8.06 60 2 19.85 0.047 

P68363 Tubulin alpha 1B chain 50119 4.76 693.28 11 35 35.92 7.56 102 0 17.03 0.035 

P23528 Cofilin 1 18490 8.22 556.52 11 19 61.45 8.51 103 2 18.47 0.041 

P63104 14 3 3 protein zeta delta 27727 4.53 505.14 11 25 51.43 7.77 93 0 16.91 0.047 

Q13509 Tubulin beta 3 chain 50400 4.64 458.25 11 31 42.44 6.54 67 1 18.55 0.045 

P00338 L lactate dehydrogenase A chain 36665 8.37 314.55 11 33 47.29 9.36 64 2 21.20 0.046 

P12605 Fusion glycoprotein F0 60747 7.33 185.00 11 39 27.21 9.59 58 1 22.04 0.046 

Q13885 Tubulin beta 2A chain 49874 4.59 606.91 10 31 37.75 8.58 81 0 21.49 0.045 

P04075 Fructose bisphosphate aldolase A 39395 8.06 457.74 10 32 42.58 7.32 96 2 21.51 0.041 

Q3ZCM7 Tubulin beta 8 chain 49743 4.60 298.07 10 31 46.85 9.01 51 2 21.65 0.047 

P07737 Profilin 1 15044 8.46 755.40 9 17 86.43 7.96 129 3 15.23 0.037 

Q71U36 Tubulin alpha 1A chain 50103 4.76 576.64 9 35 31.26 8.12 88 1 17.10 0.035 

P19105 Myosin regulatory light chain MRLC3 19781 4.45 378.20 9 19 61.99 4.55 57 0 15.49 0.040 

P07195 L lactate dehydrogenase B chain 36615 5.64 280.08 9 25 40.42 9.60 54 0 26.78 0.045 

P09486 SPARC 34609 4.54 190.93 9 20 51.82 8.77 46 2 22.64 0.049 

P69905 Hemoglobin subunit alpha 15247 9.18 678.33 8 9 87.32 7.51 122 1 15.68 0.037 

Q9BYX7 Kappa actin 41988 5.88 621.20 8 30 30.40 9.11 89 2 15.37 0.041 

P04350 Tubulin beta 4 chain 49553 4.59 557.46 8 31 29.73 9.23 72 0 19.89 0.043 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 370.66 8 35 28.29 8.09 67 0 21.65 0.039 

P07951 Tropomyosin beta chain 32830 4.46 346.49 8 28 28.87 9.74 47 0 16.63 0.034 

P24844 Myosin regulatory light polypeptide 9 19814 4.59 280.09 8 19 47.09 12.04 47 0 21.37 0.041 

P68371 Tubulin beta 2C chain 49799 4.60 615.92 7 31 27.19 4.74 68 0 18.06 0.044 

Q13748 Tubulin alpha 3C D chain 49927 4.80 465.29 7 35 33.33 8.81 71 1 18.23 0.040 

P02775 Platelet basic protein 13885 9.07 448.18 7 9 38.28 8.56 105 0 16.51 0.036 

Q9Y281 Cofilin 2 18724 8.16 303.82 7 18 34.34 8.85 45 0 18.06 0.039 

P14649 Myosin light chain 6B 22749 5.42 224.12 7 18 37.50 8.41 49 0 19.53 0.042 

Q9BVA1 Tubulin beta 2B chain 49920 4.59 590.82 6 31 25.39 6.35 63 1 16.34 0.041 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 364.57 6 34 19.11 8.67 56 0 18.81 0.035 

P09493 Tropomyosin alpha 1 chain 32688 4.49 345.88 6 28 21.13 8.98 46 0 19.52 0.037 

Q15404 Ras suppressor protein 1 31520 9.14 316.98 6 23 46.21 8.67 53 0 20.96 0.035 

A6NNZ2 Tubulin beta 8 chain B 49540 4.56 244.48 6 28 18.92 11.96 35 1 23.02 0.043 

P69891 Hemoglobin subunit gamma 1 16130 6.78 177.21 6 13 56.46 8.34 46 1 21.57 0.041 

Q9UI15 Transgelin 3 22458 7.17 165.84 6 18 43.72 7.41 47 1 23.72 0.046 

P13929 Beta enolase 46957 7.66 124.14 6 28 20.74 7.93 29 0 24.01 0.048 

O14950 Myosin regulatory light chain MRLC2 19766 4.49 368.10 5 19 50.58 6.60 48 2 15.66 0.040 

P24071 Immunoglobulin alpha Fc receptor 32244 6.48 158.85 5 17 35.19 11.08 52 1 22.40 0.044 

Q9GZV4 Eukaryotic translation initiation factor 5A 2 16782 5.24 101.18 5 15 73.86 10.01 30 2 24.01 0.053 



P02776 Platelet factor 4 10837 8.78 357.25 4 7 35.64 6.39 45 0 14.56 0.030 

Q9H299 SH3 domain binding glutamic acid rich like protein 3 10431 4.62 220.98 4 7 66.67 5.93 46 0 14.32 0.042 

P02100 Hemoglobin subunit epsilon 16192 9.18 201.76 4 14 40.82 9.99 34 0 17.95 0.041 

P30041 Peroxiredoxin 6 25019 5.96 164.92 4 28 31.70 7.11 27 1 22.26 0.049 

P10720 Platelet factor 4 variant 11545 9.49 309.89 3 8 27.88 9.38 32 0 13.27 0.031 

A6NKZ8 
Putative tubulin beta chain like protein 

ENSP00000290377 
41748 4.57 184.45 3 24 21.24 7.77 29 2 22.34 0.035 

P69892 Hemoglobin subunit gamma 2 16116 6.78 171.12 3 13 25.85 12.43 32 0 16.75 0.038 

Q9BUF5 Tubulin beta 6 chain 49825 4.58 374.25 2 31 11.21 9.07 31 2 19.46 0.039 

             
Healthy PLT LC-MS run 2: PLT_sani_290709_02 

Accession Description mW (Da) pI (pH) PLGS 
Score 

Peptides Theoretical 
Peptides 

Coverage 
(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products Modified 

Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 4023.88 114 164 61.33 8.42 912 7 18.60 0.042 

P35749 Myosin 11 227197 5.25 1483.73 68 161 40.16 9.65 349 5 22.74 0.046 

P18206 Vinculin 123721 5.35 2089.12 52 107 60.32 8.79 458 6 17.86 0.038 

Q7Z406 Myosin 14 227861 5.63 1420.94 49 173 37.34 9.94 299 10 24.18 0.045 

P07996 Thrombospondin 1 129299 4.53 2190.13 49 101 54.44 8.21 434 1 18.50 0.040 

P12814 Alpha actinin 1 102992 5.09 1630.59 43 77 60.31 9.77 327 1 20.13 0.045 

O43707 Alpha actinin 4 104788 5.12 1228.13 35 87 45.88 8.87 224 2 20.42 0.048 

P02768 Serum albumin 69321 5.86 1018.06 34 55 58.13 7.99 279 3 19.46 0.038 

Q86UX7 Fermitin family homolog 3 75905 6.54 857.72 29 45 61.92 8.12 194 2 21.98 0.041 

P02671 Fibrinogen alpha chain 94914 5.61 773.15 29 59 34.41 9.86 195 3 20.21 0.042 

P00488 Coagulation factor XIII A chain 83214 5.67 861.19 28 58 55.87 7.97 185 2 19.85 0.045 

P02675 Fibrinogen beta chain 55892 8.25 720.17 27 42 68.64 9.91 204 3 18.92 0.041 

P60709 Actin  cytoplasmic 1 41709 5.14 2975.97 26 34 69.60 6.66 485 3 13.79 0.037 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1507.47 25 101 31.26 9.79 248 8 18.60 0.043 

P08514 Integrin alpha IIb 113319 5.04 535.39 25 53 29.93 10.26 122 2 24.40 0.046 

P11021 78 kDa glucose regulated protein 72288 4.87 429.38 24 52 39.14 10.11 123 2 22.99 0.045 

P06733 Alpha enolase 47139 7.17 551.81 24 31 62.21 10.05 139 0 21.85 0.047 

P50552 Vasodilator stimulated phosphoprotein 39805 9.33 440.60 23 30 58.42 7.59 119 1 22.20 0.043 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 616.84 23 50 44.74 8.32 142 4 23.31 0.048 

P06396 Gelsolin 85644 5.84 892.12 23 51 53.20 9.07 188 2 18.16 0.045 

P02679 Fibrinogen gamma chain 51478 5.24 970.54 23 37 63.36 8.43 205 5 17.21 0.042 

Q6Q0C0 E3 ubiquitin protein ligase TRAF7 74560 6.75 432.03 21 51 44.33 11.97 98 3 26.09 0.049 

P63261 Actin  cytoplasmic 2 41765 5.16 2989.25 21 34 81.87 6.56 476 3 13.90 0.035 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 894.66 21 21 68.96 7.57 173 2 16.58 0.042 

Q05209 Tyrosine protein phosphatase non receptor type 12 88065 5.27 504.43 20 65 37.69 10.98 107 2 27.11 0.045 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 512.19 20 50 42.10 9.18 114 1 20.27 0.046 

P14618 Pyruvate kinase isozymes M1 M2 57900 7.75 555.67 20 43 48.21 5.72 132 3 21.42 0.049 

O95810 Serum deprivation response protein 47144 4.96 539.22 20 28 57.88 8.39 153 4 20.54 0.046 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 971.75 18 32 67.18 8.40 186 3 18.09 0.044 

Q562R1 Beta actin like protein 2 41975 5.25 762.69 18 35 73.67 8.89 172 4 20.11 0.037 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 475.28 18 48 38.69 11.56 91 2 22.64 0.045 

P37802 Transgelin 2 22377 8.45 1066.15 17 25 89.45 6.69 211 2 17.63 0.042 

P68366 Tubulin alpha 4A chain 49892 4.75 812.76 16 35 56.03 9.04 144 0 18.25 0.038 

P68032 Actin  alpha cardiac muscle 1 41991 5.07 1395.33 15 34 51.19 7.10 248 3 15.13 0.035 



P60660 Myosin light polypeptide 6 16919 4.36 439.40 15 15 90.73 10.52 114 2 20.76 0.041 

P08567 Pleckstrin 40071 8.34 845.97 15 27 51.71 9.07 149 1 21.01 0.041 

Q15942 Zyxin 61238 6.21 555.04 14 29 46.33 5.78 146 6 18.99 0.045 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 488.75 14 44 37.68 6.78 89 0 18.29 0.045 

P67936 Tropomyosin alpha 4 chain 28504 4.47 527.37 14 29 45.56 5.81 126 0 15.21 0.039 

P09972 Fructose bisphosphate aldolase C 39431 6.43 375.11 14 34 59.34 9.76 93 2 24.70 0.052 

P06753 Tropomyosin alpha 3 chain 32798 4.49 307.56 14 27 40.85 10.79 81 1 18.96 0.044 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 542.22 13 35 45.21 8.56 103 1 17.33 0.041 

P68871 Hemoglobin subunit beta 15988 6.88 1509.88 13 13 93.88 8.51 271 1 13.53 0.032 

P63104 14 3 3 protein zeta delta 27727 4.53 586.45 13 25 57.14 8.75 113 2 19.37 0.041 

Q8IZ40 REST corepressor 2 57976 9.35 243.98 12 41 35.37 10.51 74 3 24.18 0.045 

P19105 Myosin regulatory light chain MRLC3 19781 4.45 487.34 12 19 77.19 7.68 79 0 19.51 0.048 

P07737 Profilin 1 15044 8.46 655.94 12 17 90.71 7.92 126 1 13.99 0.036 

P02042 Hemoglobin subunit delta 16045 8.24 616.79 12 13 83.67 8.74 126 1 16.63 0.038 

A5A3E0 ANKRD26 like family C member 1B 121366 5.77 1272.78 12 101 23.72 11.87 157 6 19.29 0.038 

P68363 Tubulin alpha 1B chain 50119 4.76 684.34 11 35 38.14 7.67 106 0 16.07 0.040 

P68133 Actin  alpha skeletal muscle 42023 5.07 1394.53 11 34 38.73 4.32 217 2 14.88 0.033 

Q9BYX7 Kappa actin 41988 5.88 611.93 10 30 54.67 9.03 105 5 17.00 0.039 

P69905 Hemoglobin subunit alpha 15247 9.18 542.41 10 9 90.85 9.34 106 0 19.08 0.035 

P62736 Actin  aortic smooth muscle 41981 5.08 1359.31 10 34 46.42 4.81 208 2 13.69 0.030 

P08107 Heat shock 70 kDa protein 1 70009 5.32 466.36 10 49 34.01 12.90 87 4 25.91 0.048 

P07437 Tubulin beta chain 49638 4.59 490.23 10 31 43.69 9.23 75 0 16.88 0.047 

P04075 Fructose bisphosphate aldolase A 39395 8.06 480.55 10 32 51.65 7.05 105 4 20.05 0.044 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 353.78 9 35 34.52 10.45 72 1 21.40 0.040 

Q99867 Putative tubulin beta 4q chain 48403 4.95 341.56 9 32 39.17 9.84 68 1 23.47 0.043 

Q13885 Tubulin beta 2A chain 49874 4.59 448.66 9 31 32.13 9.52 59 0 17.45 0.049 

P68371 Tubulin beta 2C chain 49799 4.60 450.00 9 31 37.08 5.96 71 0 17.66 0.046 

P23528 Cofilin 1 18490 8.22 515.34 9 19 56.63 7.17 76 0 13.46 0.046 

Q15404 Ras suppressor protein 1 31520 9.14 241.86 8 23 58.12 11.23 58 1 21.83 0.041 

P04350 Tubulin beta 4 chain 49553 4.59 427.39 8 31 32.66 6.46 58 0 18.97 0.043 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 289.64 7 34 29.33 8.48 62 0 17.66 0.038 

P24844 Myosin regulatory light polypeptide 9 19814 4.59 394.13 7 19 55.81 10.05 56 2 18.90 0.048 

O14950 Myosin regulatory light chain MRLC2 19766 4.49 497.36 7 19 55.23 6.79 65 2 18.41 0.044 

Q9BVA1 Tubulin beta 2B chain 49920 4.59 448.66 6 31 26.97 11.13 57 1 16.68 0.047 

Q3ZCM7 Tubulin beta 8 chain 49743 4.60 334.97 6 31 35.59 8.44 55 3 23.02 0.045 

Q13509 Tubulin beta 3 chain 50400 4.64 445.13 6 31 24.00 6.57 50 0 18.23 0.045 

P02775 Platelet basic protein 13885 9.07 496.12 6 9 38.28 4.87 86 0 15.26 0.036 

Q9Y281 Cofilin 2 18724 8.16 250.68 5 18 37.95 7.30 27 0 16.45 0.045 

Q9BUF5 Tubulin beta 6 chain 49825 4.58 292.16 5 31 23.77 10.81 50 3 18.80 0.045 

P69891 Hemoglobin subunit gamma 1 16130 6.78 190.39 5 13 50.34 8.01 45 1 17.08 0.041 

P02776 Platelet factor 4 10837 8.78 449.66 5 7 36.63 8.48 58 0 15.01 0.031 

P00918 Carbonic anhydrase 2 29227 7.03 182.82 5 19 34.62 6.53 26 0 19.16 0.044 

A6NNZ2 Tubulin beta 8 chain B 49540 4.56 293.16 5 28 27.93 8.70 49 1 18.08 0.045 

Q9H299 SH3 domain binding glutamic acid rich like protein 3 10431 4.62 270.14 4 7 63.44 6.10 50 1 19.17 0.043 

P69892 Hemoglobin subunit gamma 2 16116 6.78 184.70 4 13 36.73 9.25 38 1 19.12 0.036 

P14649 Myosin light chain 6B 22749 5.42 208.98 4 18 25.48 7.54 36 2 15.55 0.042 

P10720 Platelet factor 4 variant 11545 9.49 297.09 3 8 27.88 6.27 33 0 13.88 0.024 

Q8NGU1 Putative olfactory receptor 9A1 29526 7.37 168.08 2 12 9.13 9.49 29 1 21.87 0.042 



Healthy PLT LC-MS run 3: PLT_sani_290709_03 

Accession Description mW (Da) pI (pH) 
PLGS 
Score Peptides 

Theoretical 
Peptides 

Coverage 
(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products 

Modified 
Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 4097.94 114 164 57.30 7.00 913 12 17.48 0.036 

P35749 Myosin 11 227197 5.25 1598.09 73 161 39.40 9.89 416 8 22.92 0.039 

P35580 Myosin 10 228856 5.27 1592.00 67 164 43.47 9.29 405 12 22.41 0.037 

Q7Z406 Myosin 14 227861 5.63 1663.22 62 173 39.00 10.75 356 6 22.84 0.039 

P18206 Vinculin 123721 5.35 2245.82 62 107 64.02 8.63 520 7 18.30 0.034 

P07996 Thrombospondin 1 129299 4.53 2156.48 46 101 49.06 8.16 441 5 18.62 0.034 

P12814 Alpha actinin 1 102992 5.09 1519.69 41 77 62.89 10.07 344 10 19.45 0.036 

Q14185 Dedicator of cytokinesis protein 1 215207 7.26 991.63 39 153 26.06 10.99 209 10 23.61 0.040 

A5A3E0 ANKRD26 like family C member 1B 121366 5.77 1303.00 37 101 41.30 9.95 263 7 20.00 0.037 

Q86UX7 Fermitin family homolog 3 75905 6.54 717.67 35 45 67.17 8.76 206 1 21.36 0.033 

P02675 Fibrinogen beta chain 55892 8.25 814.15 33 42 78.41 9.70 255 5 19.62 0.036 

P02768 Serum albumin 69321 5.86 1230.01 32 55 60.43 9.49 294 4 17.55 0.035 

O43707 Alpha actinin 4 104788 5.12 1246.60 32 87 48.08 9.05 218 2 22.35 0.037 

P00488 Coagulation factor XIII A chain 83214 5.67 794.05 31 58 54.51 7.56 196 3 19.84 0.036 

P02671 Fibrinogen alpha chain 94914 5.61 975.31 28 59 39.84 7.06 231 4 18.84 0.038 

P60709 Actin  cytoplasmic 1 41709 5.14 2612.17 27 34 76.80 6.78 510 4 14.62 0.031 

P06396 Gelsolin 85644 5.84 912.88 26 51 47.06 9.22 243 4 20.28 0.036 

P02679 Fibrinogen gamma chain 51478 5.24 935.04 24 37 59.38 9.89 210 1 17.92 0.035 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 1078.28 23 32 79.82 6.67 197 4 17.69 0.033 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 378.90 22 48 41.03 9.40 133 3 25.08 0.037 

P63261 Actin  cytoplasmic 2 41765 5.16 2617.92 22 34 73.33 6.33 451 6 14.58 0.030 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 426.71 21 44 52.84 8.29 127 2 20.18 0.036 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 377.90 21 50 39.12 9.12 115 2 22.99 0.043 

P08567 Pleckstrin 40071 8.34 934.51 21 27 58.57 7.98 181 2 19.24 0.036 

Q562R1 Beta actin like protein 2 41975 5.25 793.00 20 35 63.83 10.91 180 4 17.60 0.035 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 520.18 19 50 37.31 8.52 88 0 20.15 0.036 

P06753 Tropomyosin alpha 3 chain 32798 4.49 326.76 19 27 53.52 9.30 95 0 20.54 0.036 

P06733 Alpha enolase 47139 7.17 539.92 19 31 60.83 7.78 131 3 18.30 0.036 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1470.81 18 101 23.44 9.53 172 1 17.54 0.033 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 929.92 18 21 67.76 8.29 182 4 17.21 0.032 

P67936 Tropomyosin alpha 4 chain 28504 4.47 581.39 18 29 57.66 7.15 146 2 17.82 0.033 

Q9UBW5 Bridging integrator 2 61836 4.93 463.25 18 42 56.28 10.66 149 5 21.69 0.040 

P11021 78 kDa glucose regulated protein 72288 4.87 360.85 18 52 34.40 10.65 100 2 22.30 0.038 

P68133 Actin  alpha skeletal muscle 42023 5.07 1523.28 18 34 54.91 7.54 276 2 15.06 0.032 

O00151 PDZ and LIM domain protein 1 36049 6.60 443.26 17 21 76.90 8.09 118 3 22.34 0.034 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 629.98 16 35 51.22 7.10 133 1 20.08 0.037 

Q15942 Zyxin 61238 6.21 517.14 16 29 51.22 7.46 120 2 19.47 0.038 

Q6NUK1 Calcium binding mitochondrial carrier protein SCaMC 1 53320 5.93 291.73 16 39 40.25 9.77 86 1 22.08 0.043 

P68366 Tubulin alpha 4A chain 49892 4.75 964.94 16 35 55.13 5.63 165 0 17.90 0.035 

P62736 Actin  aortic smooth muscle 41981 5.08 1535.42 15 34 48.28 7.75 240 0 14.06 0.031 

P63267 Actin  gamma enteric smooth muscle 41849 5.16 1502.74 15 33 45.21 7.94 240 1 14.16 0.031 

P37802 Transgelin 2 22377 8.45 1125.64 15 25 86.43 5.32 189 1 15.73 0.033 

P00924 Enolase 1 46773 6.15 670.45 15 28 44.16 8.88 150 5 19.13 0.036 

Q13885 Tubulin beta 2A chain 49874 4.59 521.90 15 31 47.87 9.94 113 2 20.68 0.034 



P68032 Actin  alpha cardiac muscle 1 41991 5.07 1570.23 15 34 48.28 7.65 244 1 13.98 0.032 

P04075 Fructose bisphosphate aldolase A 39395 8.06 506.85 14 32 58.24 8.12 113 3 18.94 0.031 

O95810 Serum deprivation response protein 47144 4.96 494.36 14 28 49.88 8.53 117 2 17.85 0.036 

P63104 14 3 3 protein zeta delta 27727 4.53 574.04 14 25 51.84 7.76 123 1 19.69 0.036 

Q13418 Integrin linked protein kinase 51385 8.02 406.34 13 40 44.91 5.82 53 0 22.77 0.042 

P50552 Vasodilator stimulated phosphoprotein 39805 9.33 397.66 13 30 34.21 8.85 88 1 22.10 0.037 

P68871 Hemoglobin subunit beta 15988 6.88 1363.60 13 13 93.88 7.96 273 2 13.79 0.031 

O00299 Chloride intracellular channel protein 1 26905 4.90 336.74 12 20 68.88 6.39 85 1 20.95 0.034 

P00338 L lactate dehydrogenase A chain 36665 8.37 309.23 12 33 39.76 9.50 60 0 20.94 0.039 

P68363 Tubulin alpha 1B chain 50119 4.76 845.35 12 35 40.13 4.31 133 0 17.72 0.036 

P60660 Myosin light polypeptide 6 16919 4.36 588.86 11 15 61.59 5.82 124 2 16.98 0.035 

P04350 Tubulin beta 4 chain 49553 4.59 471.52 11 31 48.42 7.89 87 2 16.71 0.033 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 451.67 11 35 41.43 7.78 101 2 20.25 0.038 

Q99867 Putative tubulin beta 4q chain 48403 4.95 366.36 11 32 35.48 9.40 75 2 23.36 0.032 

O94888 UBX domain containing protein 7 54828 4.89 270.18 11 36 38.85 10.38 83 3 24.82 0.039 

P07437 Tubulin beta chain 49638 4.59 633.48 11 31 47.07 6.97 103 2 15.45 0.031 

P68371 Tubulin beta 2C chain 49799 4.60 536.10 10 31 44.94 6.14 79 1 17.44 0.032 

P19105 Myosin regulatory light chain MRLC3 19781 4.45 469.56 10 19 80.12 6.95 76 0 18.55 0.036 

P09972 Fructose bisphosphate aldolase C 39431 6.43 367.24 10 34 31.87 10.13 61 0 19.80 0.035 

P31146 Coronin 1A 50993 6.24 307.79 10 36 35.14 9.84 74 2 22.47 0.037 

Q15404 Ras suppressor protein 1 31520 9.14 262.56 10 23 46.93 9.74 59 0 22.24 0.034 

P07737 Profilin 1 15044 8.46 637.45 10 17 80.00 7.07 110 1 15.96 0.030 

Q13748 Tubulin alpha 3C D chain 49927 4.80 566.27 9 35 36.00 5.67 97 1 19.09 0.037 

Q9BVA1 Tubulin beta 2B chain 49920 4.59 538.48 9 31 36.63 7.64 75 0 15.68 0.030 

Q13509 Tubulin beta 3 chain 50400 4.64 427.05 9 31 32.89 11.47 52 0 22.66 0.033 

P24844 Myosin regulatory light polypeptide 9 19814 4.59 372.34 9 19 70.35 11.56 72 2 18.99 0.037 

Q3ZCM7 Tubulin beta 8 chain 49743 4.60 331.96 9 31 32.66 11.39 63 2 18.26 0.036 

Q9HBI1 Beta parvin 41688 6.26 227.91 9 29 39.84 11.18 64 4 22.73 0.037 

P28065 Proteasome subunit beta type 9 23249 4.71 216.37 9 16 60.27 8.24 76 2 23.21 0.037 

P09417 Dihydropteridine reductase 25773 7.17 142.11 9 19 50.82 12.74 60 3 23.54 0.043 

P23528 Cofilin 1 18490 8.22 582.62 9 19 56.02 7.39 84 0 14.99 0.037 

P02042 Hemoglobin subunit delta 16045 8.24 526.46 8 13 82.31 7.55 107 3 13.01 0.031 

Q9BUF5 Tubulin beta 6 chain 49825 4.58 337.36 8 31 34.08 9.45 64 4 18.45 0.033 

P62937 Peptidyl prolyl cis trans isomerase A 18000 7.85 245.52 8 12 57.58 8.13 50 1 19.89 0.034 

P69891 Hemoglobin subunit gamma 1 16130 6.78 211.20 8 13 58.50 6.57 49 0 19.06 0.036 

P69905 Hemoglobin subunit alpha 15247 9.18 625.65 8 9 89.44 9.16 110 0 14.16 0.026 

Q9BYX7 Kappa actin 41988 5.88 587.88 7 30 34.40 8.64 79 2 16.40 0.033 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 388.55 7 34 31.11 5.83 66 0 19.28 0.037 

P07951 Tropomyosin beta chain 32830 4.46 328.07 7 28 27.46 9.43 52 0 19.64 0.032 

P60174 Triosephosphate isomerase 26652 6.50 294.15 7 21 47.39 4.85 61 2 20.26 0.040 

P14649 Myosin light chain 6B 22749 5.42 264.54 7 18 47.12 9.90 61 2 21.99 0.038 

Q9BV86 Methyltransferase like protein 11A 25370 5.16 152.80 7 21 37.22 11.84 41 1 24.60 0.040 

P02775 Platelet basic protein 13885 9.07 640.33 7 9 38.28 7.00 92 0 12.45 0.027 

Q9Y281 Cofilin 2 18724 8.16 362.79 6 18 47.59 9.48 50 1 18.05 0.043 

A6NKZ8 
Putative tubulin beta chain like protein 

ENSP00000290377 
41748 4.57 300.38 6 24 26.08 5.04 44 1 18.97 0.028 

P09493 Tropomyosin alpha 1 chain 32688 4.49 297.08 6 28 21.83 10.78 52 0 19.07 0.032 

O14950 Myosin regulatory light chain MRLC2 19766 4.49 469.56 6 19 51.74 6.63 59 1 16.15 0.036 



P07195 L lactate dehydrogenase B chain 36615 5.64 271.89 5 25 18.26 6.17 24 0 25.60 0.035 

Q9H299 SH3 domain binding glutamic acid rich like protein 3 10431 4.62 159.55 5 7 69.89 8.56 42 0 15.07 0.042 

A6NNZ2 Tubulin beta 8 chain B 49540 4.56 306.39 5 28 17.79 8.74 35 1 14.39 0.028 

P69892 Hemoglobin subunit gamma 2 16116 6.78 207.79 4 13 32.65 2.89 46 0 19.47 0.037 

P02776 Platelet factor 4 10837 8.78 264.02 4 7 35.64 5.43 37 0 13.64 0.028 

P02100 Hemoglobin subunit epsilon 16192 9.18 224.11 3 14 12.93 3.20 28 0 14.52 0.036 

             
Cystic fibrosis PLT LC-MS run 1: PLT_CF_290709_01 

Accession Description mW (Da) pI (pH) PLGS 
Score Peptides Theoretical 

Peptides 
Coverage 

(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products Modified 

Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 4441.96 122 164 61.17 7.25 1069 7 18.24 0.040 

Q7Z406 Myosin 14 227861 5.63 1485.78 63 173 34.24 9.62 348 4 21.19 0.045 

P18206 Vinculin 123721 5.35 2596.04 63 107 64.29 7.92 547 3 16.21 0.039 

P35580 Myosin 10 228856 5.27 1454.41 61 164 38.36 9.16 309 5 22.09 0.044 

P35749 Myosin 11 227197 5.25 1644.38 55 161 36.87 10.61 333 3 21.96 0.045 

P07996 Thrombospondin 1 129299 4.53 2210.22 51 101 56.84 7.76 449 2 17.38 0.039 

P12814 Alpha actinin 1 102992 5.09 1769.67 43 77 66.14 8.11 381 7 18.21 0.041 

Q13201 Multimerin 1 138023 7.82 745.34 34 102 46.99 9.28 243 8 21.50 0.044 

P02768 Serum albumin 69321 5.86 946.76 33 55 60.43 9.20 252 3 18.05 0.041 

P02671 Fibrinogen alpha chain 94914 5.61 1027.61 33 59 43.88 8.72 251 4 18.46 0.040 

P00488 Coagulation factor XIII A chain 83214 5.67 1046.03 31 58 65.16 7.42 217 2 20.89 0.044 

P60709 Actin  cytoplasmic 1 41709 5.14 2938.20 29 34 73.87 7.37 557 4 13.50 0.035 

P06396 Gelsolin 85644 5.84 889.76 29 51 63.30 7.85 227 2 19.21 0.043 

P02675 Fibrinogen beta chain 55892 8.25 847.12 29 42 68.84 9.65 264 5 18.96 0.042 

P02679 Fibrinogen gamma chain 51478 5.24 1134.30 28 37 67.11 9.15 237 1 17.69 0.039 

Q86UX7 Fermitin family homolog 3 75905 6.54 917.73 26 45 54.87 7.92 188 1 20.28 0.040 

P14618 Pyruvate kinase isozymes M1 M2 57900 7.75 606.33 26 43 63.09 9.71 168 4 21.86 0.045 

P13645 Keratin  type I cytoskeletal 10 59474 4.96 365.25 25 35 49.58 8.71 115 1 25.70 0.049 

P63261 Actin  cytoplasmic 2 41765 5.16 2956.11 23 34 74.93 7.55 504 3 13.33 0.037 

P30101 Protein disulfide isomerase A3 56746 5.93 394.35 23 49 50.10 10.29 113 3 21.88 0.044 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 653.76 23 50 57.59 9.04 166 4 21.01 0.042 

P08514 Integrin alpha IIb 113319 5.04 811.04 23 53 38.79 6.91 158 3 20.37 0.041 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 1128.59 21 32 80.04 6.16 197 1 18.84 0.041 

P37802 Transgelin 2 22377 8.45 1146.07 21 25 94.97 5.96 218 2 17.39 0.041 

P11021 78 kDa glucose regulated protein 72288 4.87 372.56 21 52 40.98 7.86 126 4 23.69 0.045 

P06733 Alpha enolase 47139 7.17 644.26 21 31 59.91 9.16 147 1 21.17 0.042 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 1212.49 21 21 70.45 7.93 233 1 15.70 0.037 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 585.34 20 44 60.21 8.34 141 2 19.46 0.042 

P68133 Actin  alpha skeletal muscle 42023 5.07 1468.28 20 34 52.52 7.39 284 2 15.45 0.034 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 465.44 20 50 40.53 9.32 106 1 20.84 0.046 

P08567 Pleckstrin 40071 8.34 1004.69 18 27 54.00 9.22 196 2 18.49 0.039 

Q9UBW5 Bridging integrator 2 61836 4.93 392.86 17 42 50.97 9.94 94 5 27.03 0.048 

P07237 Protein disulfide isomerase 57080 4.56 389.36 17 50 47.44 9.60 88 2 26.62 0.044 

P05106 Integrin beta 3 87000 4.91 581.05 17 66 40.36 7.95 136 5 19.70 0.039 

Q96TA2 ATP dependent metalloprotease YME1L1 86401 9.07 445.34 16 62 33.38 9.91 105 2 24.43 0.045 

Q13418 Integrin linked protein kinase 51385 8.02 390.54 16 40 63.50 8.05 111 3 20.66 0.041 

P68366 Tubulin alpha 4A chain 49892 4.75 952.03 16 35 51.34 6.93 168 0 19.46 0.041 



P63104 14 3 3 protein zeta delta 27727 4.53 700.22 16 25 50.20 8.64 123 0 15.38 0.040 

P06753 Tropomyosin alpha 3 chain 32798 4.49 394.63 16 27 48.24 9.67 77 0 19.40 0.037 

O95810 Serum deprivation response protein 47144 4.96 417.31 16 28 46.59 10.23 99 1 23.03 0.039 

P00924 Enolase 1 46773 6.15 258.85 15 28 46.00 11.04 98 3 20.78 0.042 

P68032 Actin  alpha cardiac muscle 1 41991 5.07 1512.79 14 34 53.58 7.02 252 4 14.10 0.033 

P63267 Actin  gamma enteric smooth muscle 41849 5.16 1346.91 14 33 43.62 8.75 225 1 14.31 0.031 

P50552 Vasodilator stimulated phosphoprotein 39805 9.33 494.22 14 30 45.79 8.03 86 1 19.54 0.041 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 440.93 14 48 30.42 8.77 72 0 22.78 0.044 

Q9BVA1 Tubulin beta 2B chain 49920 4.59 592.94 13 31 40.00 9.37 90 1 19.21 0.042 

Q562R1 Beta actin like protein 2 41975 5.25 611.72 13 35 57.45 8.88 124 2 17.14 0.036 

P62736 Actin  aortic smooth muscle 41981 5.08 1428.19 13 34 44.83 6.88 231 1 13.92 0.031 

P08107 Heat shock 70 kDa protein 1 70009 5.32 454.47 13 49 32.14 8.32 99 4 22.39 0.045 

P04075 Fructose bisphosphate aldolase A 39395 8.06 568.58 13 32 44.23 7.51 116 2 20.46 0.040 

P00558 Phosphoglycerate kinase 1 44586 8.15 275.54 13 33 50.60 9.46 76 1 23.05 0.042 

P00338 L lactate dehydrogenase A chain 36665 8.37 300.66 13 33 55.12 10.65 79 2 20.33 0.047 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1237.12 12 101 17.58 7.99 126 3 17.13 0.040 

P67936 Tropomyosin alpha 4 chain 28504 4.47 439.60 12 29 42.74 8.73 86 0 20.34 0.035 

Q15942 Zyxin 61238 6.21 440.84 11 29 39.69 5.12 96 2 20.44 0.041 

P68871 Hemoglobin subunit beta 15988 6.88 989.11 11 13 76.87 7.83 151 0 13.40 0.029 

P68371 Tubulin beta 2C chain 49799 4.60 691.78 11 31 37.75 6.19 91 1 16.72 0.039 

P62937 Peptidyl prolyl cis trans isomerase A 18000 7.85 203.36 11 12 70.30 4.92 64 1 20.04 0.044 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 750.80 10 35 45.43 8.52 114 2 18.37 0.039 

Q99867 Putative tubulin beta 4q chain 48403 4.95 411.36 10 32 39.63 10.25 57 0 19.97 0.040 

P68363 Tubulin alpha 1B chain 50119 4.76 939.70 10 35 31.93 5.69 121 0 15.52 0.037 

P31146 Coronin 1A 50993 6.24 284.90 10 36 40.13 8.23 79 3 18.53 0.043 

P23528 Cofilin 1 18490 8.22 582.07 10 19 59.64 5.72 82 0 15.83 0.035 

P17066 Heat shock 70 kDa protein 6 70984 5.73 423.44 10 57 28.30 9.77 53 0 23.98 0.040 

P07437 Tubulin beta chain 49638 4.59 693.14 10 31 31.53 6.19 86 0 16.03 0.039 

P04350 Tubulin beta 4 chain 49553 4.59 635.59 10 31 35.14 8.62 101 2 20.83 0.041 

Q9BYX7 Kappa actin 41988 5.88 508.52 9 30 36.00 10.10 80 2 19.22 0.044 

Q13885 Tubulin beta 2A chain 49874 4.59 615.97 9 31 30.11 6.07 75 1 16.73 0.039 

P60660 Myosin light polypeptide 6 16919 4.36 411.42 9 15 78.15 7.86 76 0 17.23 0.034 

Q71U36 Tubulin alpha 1A chain 50103 4.76 696.55 8 35 28.82 6.16 99 1 14.77 0.038 

Q3ZCM7 Tubulin beta 8 chain 49743 4.60 426.48 8 31 20.72 10.86 66 1 17.13 0.040 

P48741 Putative heat shock 70 kDa protein 7 40219 7.86 257.00 8 29 31.88 9.19 48 1 26.71 0.044 

P27105 Erythrocyte band 7 integral membrane protein 31710 7.99 253.66 8 23 39.24 5.70 44 0 19.23 0.042 

P09972 Fructose bisphosphate aldolase C 39431 6.43 381.03 8 34 37.64 10.27 74 2 23.86 0.040 

P07951 Tropomyosin beta chain 32830 4.46 305.24 8 28 27.82 9.89 56 0 23.18 0.034 

P07195 L lactate dehydrogenase B chain 36615 5.64 322.98 8 25 35.33 8.26 47 0 19.08 0.047 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 445.65 7 35 41.43 7.68 105 3 17.43 0.038 

Q13748 Tubulin alpha 3C D chain 49927 4.80 443.95 7 35 27.78 6.78 72 0 16.12 0.038 

P69905 Hemoglobin subunit alpha 15247 9.18 535.71 7 9 84.51 9.90 90 0 15.81 0.033 

P19105 Myosin regulatory light chain MRLC3 19781 4.45 353.98 7 19 46.20 6.03 63 2 18.92 0.042 

P07737 Profilin 1 15044 8.46 527.53 7 17 75.00 9.86 100 1 12.99 0.028 

P02042 Hemoglobin subunit delta 16045 8.24 323.05 7 13 46.94 7.05 66 0 14.43 0.030 

Q9Y281 Cofilin 2 18724 8.16 302.60 6 18 42.17 8.35 39 0 20.52 0.041 

Q15404 Ras suppressor protein 1 31520 9.14 275.78 6 23 49.46 4.33 60 0 19.71 0.036 

Q13509 Tubulin beta 3 chain 50400 4.64 505.58 6 31 25.56 5.19 52 1 19.63 0.039 



P24844 Myosin regulatory light polypeptide 9 19814 4.59 242.72 6 19 56.40 9.44 59 3 21.68 0.036 

P14649 Myosin light chain 6B 22749 5.42 217.50 6 18 44.23 10.52 51 1 20.98 0.036 

P09493 Tropomyosin alpha 1 chain 32688 4.49 326.64 6 28 21.13 9.99 60 1 19.18 0.035 

P02775 Platelet basic protein 13885 9.07 278.91 6 9 38.28 9.11 70 0 18.22 0.035 

Q9BUF5 Tubulin beta 6 chain 49825 4.58 362.11 5 31 23.54 10.01 43 2 15.88 0.034 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 360.11 5 34 26.89 6.22 74 2 16.32 0.037 

P69891 Hemoglobin subunit gamma 1 16130 6.78 190.29 5 13 46.26 6.41 42 0 16.01 0.040 

P30041 Peroxiredoxin 6 25019 5.96 168.18 5 28 31.70 10.25 21 0 16.77 0.050 

Q9H299 SH3 domain binding glutamic acid rich like protein 3 10431 4.62 474.30 4 7 66.67 7.55 61 0 16.02 0.035 

P02776 Platelet factor 4 10837 8.78 225.70 4 7 35.64 7.47 41 1 16.69 0.035 

P10720 Platelet factor 4 variant 11545 9.49 197.94 3 8 27.88 10.22 26 0 14.63 0.030 

P69892 Hemoglobin subunit gamma 2 16116 6.78 183.94 2 13 28.57 9.04 29 1 17.15 0.034 

             
Cystic fibrosis PLT LC-MS run 2: PLT_CF_290709_02 

Accession Description mW (Da) pI (pH) PLGS 
Score 

Peptides Theoretical 
Peptides 

Coverage 
(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products Modified 

Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 5084.87 131 164 61.68 7.63 1168 14 17.89 0.036 

P35580 Myosin 10 228856 5.27 1773.12 77 164 45.29 8.69 436 10 22.51 0.041 

Q7Z406 Myosin 14 227861 5.63 1602.31 70 173 43.41 9.97 430 8 22.66 0.044 

P18206 Vinculin 123721 5.35 2829.98 66 107 63.14 8.03 617 11 18.50 0.037 

P35749 Myosin 11 227197 5.25 1892.68 61 161 42.19 9.51 452 11 23.49 0.041 

P07996 Thrombospondin 1 129299 4.53 2050.71 51 101 54.79 8.40 459 4 17.86 0.040 

P12814 Alpha actinin 1 102992 5.09 1855.23 44 77 64.01 8.32 415 5 18.78 0.039 

Q9P278 Folliculin interacting protein 2 122037 6.17 614.05 36 81 38.96 8.57 176 5 23.99 0.045 

Q13201 Multimerin 1 138023 7.82 824.76 36 102 47.72 10.42 256 11 21.97 0.041 

P06396 Gelsolin 85644 5.84 1016.78 35 51 62.40 7.67 269 3 21.14 0.040 

P14618 Pyruvate kinase isozymes M1 M2 57900 7.75 761.35 34 43 72.69 7.45 217 3 20.82 0.040 

P00488 Coagulation factor XIII A chain 83214 5.67 859.42 32 58 55.19 7.98 215 3 22.83 0.040 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1261.07 32 101 45.86 8.65 204 6 19.83 0.042 

P02675 Fibrinogen beta chain 55892 8.25 903.01 31 42 72.30 8.68 277 4 18.45 0.038 

P08514 Integrin alpha IIb 113319 5.04 836.70 31 53 36.86 9.27 208 5 21.50 0.040 

P02671 Fibrinogen alpha chain 94914 5.61 1065.97 31 59 42.15 9.02 263 9 18.82 0.041 

Q08043 Alpha actinin 3 103176 5.22 708.56 29 79 39.18 11.16 158 1 24.79 0.042 

P60709 Actin  cytoplasmic 1 41709 5.14 2694.42 29 34 81.87 6.65 507 4 13.79 0.039 

Q4UJ75 Ankyrin repeat domain containing protein 20A4 94090 7.86 634.56 28 87 42.16 9.25 154 5 23.93 0.042 

P02768 Serum albumin 69321 5.86 831.99 28 55 50.90 9.38 194 2 17.90 0.037 

P26038 Moesin 67777 6.01 621.29 27 63 54.42 8.53 144 4 23.46 0.039 

P35609 Alpha actinin 2 103788 5.15 836.15 27 80 40.94 9.63 178 6 23.75 0.044 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 672.28 26 50 55.57 7.77 162 3 20.31 0.039 

O75083 WD repeat containing protein 1 66151 6.18 505.05 26 43 64.19 7.87 148 2 19.08 0.044 

P63261 Actin  cytoplasmic 2 41765 5.16 2694.48 26 34 84.80 6.51 519 3 13.39 0.039 

P11021 78 kDa glucose regulated protein 72288 4.87 431.43 25 52 38.69 8.20 137 3 21.07 0.044 

Q86UX7 Fermitin family homolog 3 75905 6.54 888.44 25 45 60.42 9.12 182 0 20.86 0.035 

O43707 Alpha actinin 4 104788 5.12 1239.21 24 87 36.66 9.19 193 4 22.18 0.040 

P05106 Integrin beta 3 87000 4.91 714.46 23 66 39.85 9.91 150 2 21.47 0.041 

P06733 Alpha enolase 47139 7.17 634.48 22 31 61.29 8.28 155 2 20.09 0.040 

P02679 Fibrinogen gamma chain 51478 5.24 1249.88 22 37 64.24 7.65 224 2 17.65 0.037 



Q562R1 Beta actin like protein 2 41975 5.25 684.52 21 35 74.20 9.74 180 3 20.43 0.039 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 1131.27 21 32 74.94 5.74 214 1 16.80 0.036 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 637.92 20 44 61.26 7.74 133 1 19.77 0.039 

P00924 Enolase 1 46773 6.15 439.28 20 28 49.89 9.10 127 2 19.01 0.034 

O95810 Serum deprivation response protein 47144 4.96 397.79 20 28 61.18 9.20 120 1 22.09 0.037 

P63104 14 3 3 protein zeta delta 27727 4.53 717.27 20 25 64.90 7.45 147 1 15.62 0.039 

Q9Y2G4 Ankyrin repeat domain containing protein 6 79908 9.69 517.16 19 51 34.11 8.48 120 2 23.69 0.043 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 472.64 19 48 52.26 7.00 127 5 23.09 0.040 

P68133 Actin  alpha skeletal muscle 42023 5.07 1374.96 19 34 53.85 10.71 283 2 15.83 0.037 

P04075 Fructose bisphosphate aldolase A 39395 8.06 609.76 18 32 60.71 8.20 164 4 19.07 0.042 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 471.47 18 50 42.10 9.83 141 6 21.62 0.042 

Q99867 Putative tubulin beta 4q chain 48403 4.95 436.43 18 32 58.76 11.12 108 2 25.23 0.041 

P35527 Keratin  type I cytoskeletal 9 62091 5.01 346.28 18 40 44.78 9.50 94 0 24.11 0.045 

P13645 Keratin  type I cytoskeletal 10 59474 4.96 323.25 18 35 40.47 8.59 93 0 20.18 0.043 

P00558 Phosphoglycerate kinase 1 44586 8.15 298.01 18 33 58.99 11.55 115 3 25.04 0.042 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 991.13 18 21 68.96 7.27 221 1 16.26 0.033 

Q8NFP4 
MAM domain containing glycosylphosphatidylinositol 

anchor protein 1 
105723 8.27 605.58 17 64 30.37 10.99 98 2 23.41 0.045 

P37802 Transgelin 2 22377 8.45 983.89 16 25 85.93 6.05 204 4 17.56 0.039 

P07437 Tubulin beta chain 49638 4.59 794.85 16 31 55.41 5.59 127 2 17.45 0.040 

Q9H892 Tetratricopeptide repeat protein 12 78687 5.36 368.28 16 57 25.11 10.12 79 1 27.05 0.042 

Q13418 Integrin linked protein kinase 51385 8.02 280.55 16 40 58.63 8.88 86 3 20.67 0.042 

P08567 Pleckstrin 40071 8.34 1106.78 16 27 55.43 8.28 205 2 18.34 0.034 

O00151 PDZ and LIM domain protein 1 36049 6.60 357.85 15 21 69.60 7.51 89 3 21.17 0.041 

P68366 Tubulin alpha 4A chain 49892 4.75 858.89 15 35 60.04 7.28 169 2 17.55 0.034 

P08107 Heat shock 70 kDa protein 1 70009 5.32 542.87 14 49 34.17 9.63 79 2 24.07 0.042 

P23528 Cofilin 1 18490 8.22 485.38 14 19 72.29 7.39 97 0 15.10 0.036 

Q9BVA1 Tubulin beta 2B chain 49920 4.59 725.68 14 31 48.09 8.41 109 1 17.82 0.039 

P07737 Profilin 1 15044 8.46 813.11 13 17 90.71 7.31 176 2 15.65 0.030 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 633.93 13 35 46.77 7.52 125 2 19.30 0.035 

Q15942 Zyxin 61238 6.21 521.15 13 29 38.29 7.83 103 1 21.19 0.038 

P17066 Heat shock 70 kDa protein 6 70984 5.73 467.17 13 57 28.30 8.59 66 2 23.39 0.039 

P02042 Hemoglobin subunit delta 16045 8.24 404.64 13 13 86.39 8.74 94 0 18.10 0.033 

P09493 Tropomyosin alpha 1 chain 32688 4.49 302.61 13 28 36.27 7.75 57 0 21.32 0.039 

Q15404 Ras suppressor protein 1 31520 9.14 283.63 13 23 71.84 8.92 86 1 21.65 0.036 

P68363 Tubulin alpha 1B chain 50119 4.76 838.53 13 35 47.01 6.75 137 0 17.75 0.033 

P68371 Tubulin beta 2C chain 49799 4.60 741.54 12 31 57.75 6.41 108 2 15.33 0.035 

P04350 Tubulin beta 4 chain 49553 4.59 644.07 12 31 47.30 7.03 105 1 17.59 0.036 

P67936 Tropomyosin alpha 4 chain 28504 4.47 384.18 12 29 42.34 7.20 85 0 17.86 0.038 

P00338 L lactate dehydrogenase A chain 36665 8.37 349.99 12 33 48.49 8.45 90 2 19.27 0.041 

P07951 Tropomyosin beta chain 32830 4.46 322.70 12 28 42.25 4.85 70 0 18.24 0.035 

O15145 Actin related protein 2 3 complex subunit 3 20533 8.80 108.09 12 17 72.47 8.32 74 2 24.99 0.040 

P68871 Hemoglobin subunit beta 15988 6.88 1050.92 12 13 93.88 8.64 184 0 13.68 0.030 

Q71U36 Tubulin alpha 1A chain 50103 4.76 661.68 11 35 41.02 7.63 121 1 17.32 0.033 

P60660 Myosin light polypeptide 6 16919 4.36 591.87 11 15 61.59 5.86 113 0 17.52 0.042 

Q13509 Tubulin beta 3 chain 50400 4.64 543.37 11 31 39.78 8.07 89 2 20.83 0.039 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 363.82 11 34 45.78 7.78 96 1 22.36 0.035 

Q9UG22 GTPase IMAP family member 2 37992 8.16 325.24 11 32 34.42 10.08 55 1 25.78 0.045 



Q04917 14 3 3 protein eta 28201 4.56 284.42 11 28 47.56 10.67 71 1 19.62 0.040 

P68032 Actin  alpha cardiac muscle 1 41991 5.07 1423.64 11 34 42.44 6.68 226 2 13.60 0.034 

A5A3E0 ANKRD26 like family C member 1B 121366 5.77 1201.62 10 101 16.65 10.01 128 8 18.46 0.038 

Q13885 Tubulin beta 2A chain 49874 4.59 733.35 10 31 35.28 4.57 85 0 15.64 0.038 

P69905 Hemoglobin subunit alpha 15247 9.18 328.12 10 9 92.96 10.37 86 0 17.25 0.035 

P06753 Tropomyosin alpha 3 chain 32798 4.49 292.91 10 27 39.44 7.90 60 1 18.47 0.045 

P24844 Myosin regulatory light polypeptide 9 19814 4.59 277.65 10 19 60.47 7.20 50 0 19.95 0.042 

P28065 Proteasome subunit beta type 9 23249 4.71 263.83 10 16 63.01 12.26 67 4 21.44 0.047 

P31946 14 3 3 protein beta alpha 28064 4.57 252.70 10 22 49.59 11.13 65 1 24.15 0.040 

P62736 Actin  aortic smooth muscle 41981 5.08 1386.34 10 34 43.50 6.18 226 4 13.90 0.035 

P02775 Platelet basic protein 13885 9.07 674.37 9 9 47.66 8.17 116 1 15.07 0.033 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 391.52 9 35 44.10 7.37 98 1 18.19 0.038 

Q9BUF5 Tubulin beta 6 chain 49825 4.58 384.41 9 31 31.39 9.81 61 3 23.62 0.037 

P27348 14 3 3 protein theta 27746 4.48 258.18 9 24 37.96 7.28 49 0 23.66 0.038 

O00299 Chloride intracellular channel protein 1 26905 4.90 250.35 9 20 60.17 6.93 77 1 24.12 0.041 

P63267 Actin  gamma enteric smooth muscle 41849 5.16 1328.08 9 33 24.73 6.72 212 1 13.74 0.035 

P48741 Putative heat shock 70 kDa protein 7 40219 7.86 314.95 8 29 38.42 10.05 65 2 27.48 0.040 

P14649 Myosin light chain 6B 22749 5.42 239.50 8 18 38.46 6.17 54 1 18.69 0.039 

Q13748 Tubulin alpha 3C D chain 49927 4.80 480.48 8 35 35.78 7.61 92 2 17.34 0.036 

             
Cystic fibrosis PLT LC-MS run 3: PLT_CF_290709_03 

Accession Description mW (Da) pI (pH) PLGS 
Score Peptides Theoretical 

Peptides 
Coverage 

(%) 

Precursor RMS 
Mass Error 

(ppm) 
Products Modified 

Peptides 

Products RMS 
Mass Error 

(ppm) 

Products RMS RT 
Error (min) 

P35579 Myosin 9 226390 5.34 4137.32 134 164 65.66 7.84 1081 12 18.36 0.033 

P35580 Myosin 10 228856 5.27 1623.74 86 164 44.84 9.53 531 11 23.04 0.035 

Q7Z406 Myosin 14 227861 5.63 2001.38 65 173 37.34 10.17 419 7 22.61 0.035 

P35749 Myosin 11 227197 5.25 1759.58 64 161 42.70 9.97 402 10 21.64 0.036 

P18206 Vinculin 123721 5.35 2640.73 63 107 60.23 7.59 565 3 18.48 0.030 

P12814 Alpha actinin 1 102992 5.09 1648.55 58 77 67.60 10.10 448 7 20.33 0.033 

P07996 Thrombospondin 1 129299 4.53 2020.04 45 101 57.78 7.59 429 3 17.72 0.032 

Q6TFL3 Uncharacterized protein C9orf93 152714 6.35 1209.36 42 148 41.93 10.31 273 12 24.51 0.035 

O43707 Alpha actinin 4 104788 5.12 1311.99 36 87 50.05 9.31 274 5 23.16 0.034 

Q6S8J3 ANKRD26 like family C member 1A 121285 5.77 1799.23 36 101 48.00 10.59 330 8 20.21 0.032 

Q96SB8 Structural maintenance of chromosomes protein 6 126246 6.56 832.08 34 104 39.23 11.04 220 6 24.47 0.037 

P00488 Coagulation factor XIII A chain 83214 5.67 1142.73 34 58 57.38 5.34 252 2 17.50 0.032 

P02671 Fibrinogen alpha chain 94914 5.61 967.83 33 59 39.26 7.77 252 3 20.62 0.034 

P02675 Fibrinogen beta chain 55892 8.25 750.62 32 42 77.80 8.42 259 6 20.86 0.032 

P10236 DNA helicase primase complex protein 114351 6.42 786.90 31 75 41.97 10.42 216 8 23.30 0.035 

P06396 Gelsolin 85644 5.84 1130.70 31 51 62.92 8.75 285 3 20.77 0.033 

Q9H501 ESF1 homolog 98734 4.82 633.81 30 87 37.84 8.66 176 4 22.49 0.037 

O75083 WD repeat containing protein 1 66151 6.18 415.63 30 43 74.42 7.66 158 1 22.65 0.032 

P60709 Actin  cytoplasmic 1 41709 5.14 2817.59 30 34 83.20 6.76 512 2 14.36 0.030 

Q99613 Eukaryotic translation initiation factor 3 subunit C 105277 5.35 436.56 29 65 36.25 10.51 137 1 24.96 0.035 

P08514 Integrin alpha IIb 113319 5.04 986.12 29 53 36.86 7.61 202 3 22.56 0.035 

P14618 Pyruvate kinase isozymes M1 M2 57900 7.75 849.51 28 43 66.67 8.69 190 2 18.62 0.031 

Q86UX7 Fermitin family homolog 3 75905 6.54 927.53 26 45 57.42 8.53 193 0 18.45 0.031 

P05106 Integrin beta 3 87000 4.91 800.39 26 66 51.14 10.06 190 4 20.24 0.031 



P02679 Fibrinogen gamma chain 51478 5.24 1064.73 26 37 71.08 8.36 221 2 18.99 0.030 

P02533 Keratin  type I cytoskeletal 14 51589 4.90 414.70 25 42 50.64 8.94 155 7 23.65 0.036 

P02768 Serum albumin 69321 5.86 893.59 25 55 47.29 11.11 197 2 18.96 0.031 

P63261 Actin  cytoplasmic 2 41765 5.16 2831.73 24 34 77.87 7.13 466 3 13.85 0.029 

P30101 Protein disulfide isomerase A3 56746 5.93 615.28 23 49 58.61 9.89 148 4 24.45 0.033 

P11142 Heat shock cognate 71 kDa protein 70854 5.20 539.19 22 50 41.80 8.53 113 2 22.89 0.037 

Q9H4B7 Tubulin beta 1 chain 50294 4.88 1175.30 20 32 70.07 5.33 226 3 17.49 0.030 

P17066 Heat shock 70 kDa protein 6 70984 5.73 661.88 20 57 46.66 8.93 127 1 20.55 0.035 

P54652 Heat shock related 70 kDa protein 2 69977 5.41 409.99 20 50 45.54 10.16 106 2 19.91 0.035 

P06753 Tropomyosin alpha 3 chain 32798 4.49 354.43 20 27 61.27 8.44 107 0 19.69 0.028 

P04406 Glyceraldehyde 3 phosphate dehydrogenase 36030 8.70 1213.66 20 21 69.55 7.66 252 2 16.44 0.028 

P63104 14 3 3 protein zeta delta 27727 4.53 724.46 19 25 58.37 6.31 142 0 17.60 0.033 

Q15942 Zyxin 61238 6.21 435.40 19 29 46.68 7.64 114 2 22.43 0.035 

P34931 Heat shock 70 kDa protein 1L 70331 5.65 403.11 19 48 33.23 12.07 107 1 24.31 0.035 

P68133 Actin  alpha skeletal muscle 42023 5.07 1343.98 19 34 63.40 8.15 287 7 16.76 0.030 

Q01518 Adenylyl cyclase associated protein 1 51822 8.13 566.67 18 44 50.74 7.37 137 2 18.16 0.029 

P00924 Enolase 1 46773 6.15 458.96 18 28 45.77 10.46 126 1 19.19 0.034 

P31146 Coronin 1A 50993 6.24 451.15 18 36 50.33 6.92 127 3 18.65 0.034 

P37802 Transgelin 2 22377 8.45 1069.77 18 25 85.43 5.92 217 2 15.18 0.033 

P06733 Alpha enolase 47139 7.17 736.42 17 31 53.69 6.93 126 0 18.34 0.033 

P04075 Fructose bisphosphate aldolase A 39395 8.06 682.54 17 32 54.95 10.15 151 2 18.12 0.033 

Q562R1 Beta actin like protein 2 41975 5.25 810.08 17 35 62.77 10.13 207 6 17.99 0.033 

Q9NY65 Tubulin alpha 8 chain 50061 4.76 520.08 16 35 65.92 7.63 146 3 20.96 0.035 

P50552 Vasodilator stimulated phosphoprotein 39805 9.33 394.41 16 30 53.68 9.75 108 0 20.61 0.036 

Q8WVQ1 Soluble calcium activated nucleotidase 1 44811 5.65 386.34 16 31 53.12 9.89 124 4 23.83 0.034 

O00299 Chloride intracellular channel protein 1 26905 4.90 325.39 16 20 75.10 6.42 107 2 23.31 0.032 

P62258 14 3 3 protein epsilon 29155 4.44 307.41 16 30 52.55 7.25 85 1 20.10 0.032 

P08567 Pleckstrin 40071 8.34 862.88 16 27 53.71 7.71 165 2 18.89 0.030 

P68366 Tubulin alpha 4A chain 49892 4.75 873.46 15 35 54.91 8.15 156 1 17.68 0.031 

P07437 Tubulin beta chain 49638 4.59 754.03 15 31 57.66 5.82 134 2 18.22 0.032 

P04350 Tubulin beta 4 chain 49553 4.59 679.75 15 31 54.05 9.00 121 1 18.15 0.032 

P09972 Fructose bisphosphate aldolase C 39431 6.43 394.13 15 34 54.67 7.99 109 2 21.92 0.031 

Q9Y247 Protein FAM50B 38684 9.28 326.59 15 36 38.46 6.27 80 0 21.84 0.037 

A5A3E0 ANKRD26 like family C member 1B 121366 5.77 1458.45 15 101 24.74 9.61 171 4 17.25 0.030 

P67936 Tropomyosin alpha 4 chain 28504 4.47 487.13 14 29 56.45 6.88 117 2 20.56 0.034 

O95810 Serum deprivation response protein 47144 4.96 372.79 14 28 45.18 8.67 98 2 21.19 0.031 

P68032 Actin  alpha cardiac muscle 1 41991 5.07 1350.89 14 34 49.60 9.07 221 1 15.47 0.029 

P68363 Tubulin alpha 1B chain 50119 4.76 886.05 13 35 49.22 8.16 147 1 17.33 0.030 

P68371 Tubulin beta 2C chain 49799 4.60 751.17 13 31 47.87 5.23 107 0 15.12 0.032 

Q71U36 Tubulin alpha 1A chain 50103 4.76 743.62 13 35 50.11 8.03 136 2 17.78 0.032 

Q3ZCM7 Tubulin beta 8 chain 49743 4.60 385.15 13 31 46.62 10.96 102 5 22.01 0.036 

Q9BUN1 Uncharacterized protein C1orf56 36746 8.59 317.28 13 25 54.25 7.39 96 1 24.42 0.035 

P28062 Proteasome subunit beta type 8 30334 7.66 264.56 13 26 52.54 10.23 80 5 25.36 0.037 

Q13347 Eukaryotic translation initiation factor 3 subunit I 36478 5.26 264.09 13 29 57.85 10.41 84 4 24.33 0.038 

P68871 Hemoglobin subunit beta 15988 6.88 895.99 13 13 83.67 6.60 179 0 13.67 0.027 

Q9BQE3 Tubulin alpha 1C chain 49863 4.79 752.73 12 35 44.77 7.80 121 0 17.06 0.032 

Q9BYX7 Kappa actin 41988 5.88 664.41 12 30 53.33 9.87 132 4 19.66 0.034 

P60660 Myosin light polypeptide 6 16919 4.36 611.30 12 15 76.16 7.13 110 1 17.16 0.035 



P23528 Cofilin 1 18490 8.22 523.31 12 19 70.48 6.86 105 1 17.29 0.029 

Q13509 Tubulin beta 3 chain 50400 4.64 511.98 12 31 46.67 10.63 78 0 22.39 0.028 

P08107 Heat shock 70 kDa protein 1 70009 5.32 449.40 12 49 30.73 10.45 68 1 24.89 0.037 

P09104 Gamma enolase 47239 4.72 397.15 12 30 54.38 9.41 85 4 22.96 0.038 

Q9HCU5 Prolactin regulatory element binding protein 45439 7.77 194.32 12 26 51.08 9.42 83 3 23.48 0.038 

P63267 Actin  gamma enteric smooth muscle 41849 5.16 1298.29 12 33 38.83 7.52 212 1 15.95 0.028 

Q15404 Ras suppressor protein 1 31520 9.14 282.75 11 23 68.95 8.92 95 2 23.81 0.036 

P47756 F actin capping protein subunit beta 31330 5.21 271.17 11 29 44.77 12.01 59 1 27.78 0.035 

P62736 Actin  aortic smooth muscle 41981 5.08 1322.81 11 34 33.95 7.10 208 1 14.49 0.029 

P48741 Putative heat shock 70 kDa protein 7 40219 7.86 505.43 10 29 48.50 10.64 97 3 23.61 0.037 

Q13748 Tubulin alpha 3C D chain 49927 4.80 528.15 10 35 41.56 8.49 102 1 19.12 0.034 

P62937 Peptidyl prolyl cis trans isomerase A 18000 7.85 413.90 9 12 61.21 7.18 61 1 18.10 0.034 

Q6PEY2 Tubulin alpha 3E chain 49884 4.79 409.56 9 34 36.89 7.87 88 1 19.76 0.036 

O15144 Actin related protein 2 3 complex subunit 2 34311 6.98 203.85 9 37 34.00 8.15 44 1 25.33 0.038 

P07737 Profilin 1 15044 8.46 538.58 9 17 79.29 8.41 118 3 15.62 0.027 

P02042 Hemoglobin subunit delta 16045 8.24 377.44 8 13 71.43 8.32 74 1 17.46 0.030 

P07951 Tropomyosin beta chain 32830 4.46 376.00 8 28 31.69 7.05 63 1 20.44 0.031 

P24844 Myosin regulatory light polypeptide 9 19814 4.59 294.77 8 19 58.72 8.45 54 2 20.47 0.037 

P13929 Beta enolase 46957 7.66 237.33 8 28 26.04 9.35 53 2 21.48 0.038 

Q13885 Tubulin beta 2A chain 49874 4.59 679.01 8 31 35.51 9.97 85 2 18.06 0.034 

O14950 Myosin regulatory light chain MRLC2 19766 4.49 413.41 7 19 57.56 3.27 51 0 16.71 0.033 

P19105 Myosin regulatory light chain MRLC3 19781 4.45 388.87 7 19 40.35 2.98 51 0 15.27 0.033 

Q9Y281 Cofilin 2 18724 8.16 352.18 7 18 55.42 5.69 56 1 18.68 0.028 

P09493 Tropomyosin alpha 1 chain 32688 4.49 306.85 7 28 24.65 8.48 52 0 19.01 0.031 

P14649 Myosin light chain 6B 22749 5.42 255.00 7 18 66.83 8.30 64 4 21.07 0.036 

 



Healty PLT LC-MS run 1: PLT_sani_290709_01

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 SYELPDGQVITIGNER 938 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 AVFPSIVGRPR 728 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 AGFAGDDAPR 718 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHRK 1059 14 18 140.35
b3°b3*b3b14y2y3y4y5y
6y7y8y9y10°y10y11y12

y14*y14
1644.78 32.324 365178 3 548.93 -12.02

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 QEYDESGPSIVHR 1059 13 9 93.28
y2y3y4y5y6y8y10°y10y

11
1516.69 38.236 317262 3 506.24 -7.73

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 ISSENSNPEQDLK 367 13 5 28.31 y5y9*y9y10°y10 1460.67 54.625 36683 3 487.56 -10.70

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 IWHHTFYNELR 784 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 VVEVDSMPAASSVK 1 14 3 19.46 b7y7y12 1418.73 50.697 133456 2 709.87 7.31

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 Carbamidomethyl+C(3) QFCEEQNTGILHDEILIHEEK 601 21 4 23.66 b10b12*b12b13 2582.21 69.647 39657 3 861.41 -3.12

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 4 20.32 b5y6y11y13 2578.25 117.858 20303 3 860.09 18.28

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 EIAALAPSMMK 1015 11 5 24.51 b3°b3b5y5°y5 1161.63 36.006 8519 2 581.32 21.33

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12
Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

CPEALFQPCFLGMESCGIHETTFN
SIMK

956 28 7 25.28
b3b4y11°y11y14°y14*y

14
3304.47 83.247 6051 4 826.87 3.84

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13 ELENFMAIEEMK 531 12 3 22.47 b5b9y7 1483.69 55.766 4370 3 495.24 7.49

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14 DLYTNTVLSGGTTMYPGMAHR 991 21 9 58.05
b7b12°b12*b12y6y7y8y

9y13
2285.04 136.254 3046 2 1143.02 -11.97

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15
HESNNVGLLENLTNGVTAGNGD

NGLIPQR
421 29 5 36.5 b6°b6b7b8b14 3003.52 86.213 2691 4 751.63 9.75

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16 MVVEVDSMPAASSVK 0 15 4 38.09 b12b13y12y13 1549.79 59.677 2510 3 517.27 20.01

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 5 22.01 b3b4y12°y12*y12 2823.26 118.936 1818 3 941.76 -20.23



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 Phosphoryl STY(15)
STHVGFPENLTNGATAGNGDDGL

IPPRK
546 28 5 11.78 b13°b13y12y15*y15 2915.34 87.085 5823 3 972.45 -6.62

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

19 Oxidation+M(14) SNVGASGDHDDSAMK 77 15 6 18.31 b3°b3*b3b14y7°y7 1506.60 25.925 434211 2 753.80 -10.53

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

20 Oxidation+M() YPMEHGIITNWDDMEK 768 16 6 24.51 b5b13°b13*b13y4y7 1994.87 52.731 13291 2 997.94 4.47

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

21
Carbamidomethyl+C(25)

;Oxidation+M()
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 4 22.9 b10°b10b11b13 2839.35 105.251 2812 3 947.12 11.01

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

1 LAVNMVPFPR 180 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

2 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATMSGVTTC

LR
144 25 4 8.52 b11y5°y5y25 2704.36 82.680 7501 2 1352.68 6.32

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

3 Carbamidomethyl+C(18)
MSASFIGNNAAIQELFTCVSEQFT

AMFR
290 28 6 28.45 b7b10b13b17y4y10 3170.43 101.181 6481 4 793.36 -13.86

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

4
Carbamidomethyl+C(18)

;Oxidation+M(1)
MSASFIGNNAAIQELFTCVSEQFT

AMFR
290 28 3 11.78 b11y6y9 3186.45 84.897 45538 3 1062.82 -5.06

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

5 Oxidation+M() YTEGAELTESVMDVVR 33 16 6 39.12 b4°b4b6b8b13°b13 1814.86 48.046 22233 3 605.62 5.92

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

2 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATMSGVTTC

LR
216 25 4 8.52 b11y5°y5y25 2704.36 82.680 7501 2 1352.68 6.32

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

3 NSSYFADWFPDNVK 336 14 3 35.03 y6y7y8 1689.78 33.100 112197 3 563.93 16.54

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

4 INVHHHEASGGR 46 12 5 34.53 b5*b5b9b10y8 1313.65 38.741 9259 3 438.55 1.67

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

5 Carbamidomethyl+C(10) EIVLTQTGQCGNQIGAK 2 17 3 16.47 b11b13y16 1816.96 136.743 2542 1 1816.96 20.96

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

6 INVHHHEASGGRYVPR 46 16 7 28.59
b14°b14y12y14°y14y15

*y15
1828.95 136.756 1901 1 1828.95 10.95

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

7
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVLTQTGQCGNQIGAK 0 19 3 15.08 b3b15y9 2120.04 82.596 29311 3 707.35 -10.82

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

1 Carbamidomethyl+C(7)
AALANLCIGDVITAIDGENTSNMT

HLEAQNR
38 31 23 148.5

b3b5*b5b8y3y4*y4y5*y
5y6y7y10°y10*y10y11y
13y14y15y19y22y23y28

y31

3312.60 96.298 110343 3 1104.87 0.44

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

2 LVGGKDFEQPLAISR 17 15 6 36.97 b2y4y6y13y14y15 1629.88 59.214 57256 3 543.97 -7.56

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

3 MNLASEPQEVLHIGSAHNR 103 19 16 77.84
b2b4b11b13°b13y2y5y6
°y6*y6y7*y7y8y13y15y

19
2103.04 62.356 20141 3 701.68 -1.63

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

4 SAMPFTASPASSTTAR 122 16 6 40.09 b1y9y10y11y13y16 1582.76 50.887 17652 2 791.88 4.63

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

5
Carbamidomethyl+C(4);
Carbamidomethyl+C(7);
Carbamidomethyl+C(10)

HPECYVCTDCGTNLK 279 15 5 29.7 b6y2y6y9y10 1853.78 39.052 6871 2 927.39 8.56



|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

6 VAASIGNAQK 246 10 3 27.12 b9y5y8 958.53 24.170 11245 2 479.77 -0.32

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

7 Carbamidomethyl+C(4) LPMCDK 256 6 1 13.7 b4 763.35 85.183 8701 1 763.35 6.96

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

8 QSTSFLVLQEILESEEK 211 17 3 16.47 b9y7y12 1980.04 91.663 5835 3 660.68 9.06

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

9 MTTQQIDLQGPGPWGFR 0 17 8 33.08 b3°b3b5°b5b9*b9y3y8 1931.96 102.657 3890 2 966.48 7.27

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

10 SEHKVWSPLVTEEGK 83 15 8 48.01
b5b8b9b14°b14y3°y3y1

3
1725.86 86.230 20603 3 575.96 -11.03

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

11
SAMPFTASPASSTTARVITNQYNN

PAGLYSSENISNFNNALESK
122 44 8 42.61

y9y12°y12y13y14*y14y
19y26

4665.18 101.176 16522 4 1167.05 -7.22

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

12 Carbamidomethyl+C(11) GHFFVEDQIYCEKHAR 296 16 4 35.32 y8y9y11y13 2035.95 83.232 9128 2 1018.48 1.80

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

13 Carbamidomethyl+C(2) GCTDNLTLTVARSEHK 71 16 5 17.33 b9*b9b14*b14y3 1801.89 69.626 6092 2 901.45 3.59

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

14
MNLASEPQEVLHIGSAHNRSAMP

FTASPASSTTAR
103 35 8 40.01 b3b8y3y8y9y13y14°y14 3666.81 112.210 3008 3 1222.94 8.39

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

15 Oxidation+M(1) MNLASEPQEVLHIGSAHNR 103 19 4 20.92 b4b13y6y11 2119.06 112.320 2944 3 707.03 13.36

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

16 GGKDFEQPLAISR 19 13 1 7.27 b5 1417.75 59.170 2644 2 709.38 1.29

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

1 LAALNPESNTAGLDIFAK 95 18 13 88.23
b2b3b5b15y3y4y5y12°y

12y13°y13y14y18
1844.99 80.962 80890 2 923.00 8.01

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

2
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 4 17.8 y4y10y21y28 3120.50 70.513 33693 3 1040.84 5.32

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

3 GVTFNVTTVDTKR 37 13 5 28.31 b4b5b11°b11y13 1437.78 137.863 3491 2 719.39 6.45

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

4
VLDNYLTSPLPEEVDETSAEDEGV

SQR
138 27 6 21.45 b8b20y4y9°y9y12 2992.36 129.797 1696 3 998.13 -9.38

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

5 Carbamidomethyl+C(7) EEFASTCPDDEEIELAYEQVAK 216 22 5 21.07 b3y6y8y12*y12 2573.15 78.281 38026 2 1287.08 8.73

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

6 Carbamidomethyl+C(4) IGNCPFSQR 20 9 3 30.7 b3y5y8 1078.51 38.293 33023 2 539.76 -0.34

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

7 GVTFNVTTVDTK 37 12 4 32.68 y3y5°y5y10 1281.68 56.059 28254 2 641.34 7.52

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

8 NSNPALNDNLEK 119 12 14 103.92
b3°b3b4°b4b5b6°b6b8y

4y5*y5y6y9*y9
1328.65 38.057 27232 2 664.83 2.30

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

9 Carbamidomethyl+C(2) LCPGGQLPFLLYGTEVHTDTNK 57 22 4 27.12 b9b10y5y20 2460.22 106.342 7958 3 820.74 -1.98

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

10 Carbamidomethyl+C(10) IEEFLEAVLCPPR 79 13 4 20.83 b6b11°b11y8 1572.78 56.100 4422 2 786.89 -20.96

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

11 Carbamidomethyl+C(12) FLDGNELTLADCNLLPK 166 17 3 16.47 b6y10y14 1932.98 126.176 3262 3 645.00 5.24

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

12 FSAYIKNSNPALNDNLEK 113 18 3 15.73 b3b8y6 2038.03 61.482 254048 2 1019.52 3.83

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

13 Carbamidomethyl+C(13) KFLDGNELTLADCNLLPK 165 18 4 21.98 b7b10y7y17 2061.06 80.148 19482 3 687.69 -6.28

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

14 MAEEQPQVELFVKAGSDGAK 0 20 4 19.98 b8b15y5y7 2134.02 101.216 14988 2 1067.51 -12.47

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

15 AEEQPQVELFVKAGSDGAK 1 19 6 40.74 b6b9b18y4y6y7 2003.00 72.818 8348 3 668.34 -6.09

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

16
Carbamidomethyl+C(2);

Phosphoryl STY(18)
LCPGGQLPFLLYGTEVHTDTNK 57 22 5 25.89 b6b13b17y6y16 2540.18 92.971 1555 2 1270.59 -1.35

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

17
VLDNYLTSPLPEEVDETSAEDEGV

SQR
138 27 1 8.61 b9 2975.38 129.763 16284 3 992.46 5.17



|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 LNGTDPEDVIR 93 11 8 68.89 y1y3y4y6y8y9°y9y11 1228.62 49.380 142462 2 614.81 1.49

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 GNFNYIEFTR 151 10 10 95.1
b2*b2b3b5b9y4y5y7y8y

10
1260.60 67.513 120827 2 630.80 0.10

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 ATSNVFAMFDQSQIQEFK 17 18 9 34.97
b5*b5y2y3°y3y4y6y10y

18
2091.00 90.513 104332 2 1046.01 9.11

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 FTDEEVDELYR 133 11 8 65.88 b11y2y5y7y8y9y10y11 1415.64 59.898 88805 2 708.32 3.10

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 ELLTTMGDR 124 9 6 54.8 b9y3y5y6y7y9 1035.51 49.455 30292 2 518.26 -3.54

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

6 Oxidation+M() ATSNVFAMFDQSQIQEFK 17 18 4 21.98 b4b14y8y13 2107.00 108.818 9333 2 1054.01 10.78

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

7 Oxidation+M()
EAFNMIDQNRDGFIDKEDLHDML

ASLGK
35 28 3 22.8 y8y12y13 3238.54 100.594 7685 3 1080.19 9.05

|O43707|ACTN4_HUMAN Alpha-actinin-4 1 VGWEQLLTTIAR 733 12 19 167.92
b1b4b5*b5b6*b6b8b9y
2y3y4y5y6y7y8*y8y9y1

1y12
1386.77 98.548 232022 2 693.89 -1.14

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 AIMTYVSSFYHAFSGAQK 255 18 31 201.26

b2b3b5°b5b9b13b14y1y
2*y2y4y5°y5y6°y6y7y8°
y8*y8y9y10°y10y11y12
°y12y13y14y16*y16y18

*y18

2007.95 91.000 170186 3 669.99 -5.53

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 TINEVENQILTR 745 12 9 64.02
b2°b2b9b10y3y4y6y10y

12
1429.76 60.369 134055 2 715.38 -1.45

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 LASDLLEWIR 300 10 5 34.11 y2y3y4y8y10 1215.67 92.499 1183272 608.34 -3.92

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 KDDPVTNLNNAFEVAEK 216 17 8 33.08
b3b13*b13y3°y3y6y12y

17
1903.92 71.415 35716 3 635.31 -9.04

|O43707|ACTN4_HUMAN Alpha-actinin-4 6
VDYHAANQSYQYGPSSAGNGAG
GGGSMGDYMAQEDDWDRDLLL

DPAWEK
1 49 5 11.38 b1b14y2y7y17 5265.30 87.814 33670 5 1053.87 10.02

|O43707|ACTN4_HUMAN Alpha-actinin-4 7 DDPVTNLNNAFEVAEK 217 16 4 17.33 b14y8*y8y11 1775.86 62.705 20904 3 592.62 6.53

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 HEAFESDLAAHQDR 455 14 5 31.8 b1b6b8b10y8 1625.72 37.389 19215 3 542.58 -8.33

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 Carbamidomethyl+C(2) ICDQWDALGSLTHSR 497 15 3 18.31 b4b13y3 1758.81 69.648 10182 3 586.94 -6.94

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 Carbamidomethyl+C(10) ELPPDQAEYCIAR 869 13 4 28.31 y4y6y7y13 1561.73 50.799 8875 2 781.37 2.03

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 STLPDADREREAILAIHKEAQR 574 22 7 23.43 b1b2°b2b8b10b11°b11 2519.31 136.239 8158 3 840.44 -8.33

|O43707|ACTN4_HUMAN Alpha-actinin-4 12 ASFNHFDKDHGGALGPEEFK 771 20 3 22.64 b11y11y12 2202.99 59.028 3427 3 735.00 -12.19

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 DHALLEEQSK 633 10 5 28.88 b4°b4b5°b5y9 1169.57 60.761 147043 2 585.29 -11.69

|O43707|ACTN4_HUMAN Alpha-actinin-4 14 VLAVNQENEHLMEDYEK 283 17 6 26.39 b8*b8y3°y3y6y11 2060.95 69.627 62478 2 1030.98 -3.32

|O43707|ACTN4_HUMAN Alpha-actinin-4 15 MLDAEDIVNTARPDEK 239 16 5 17.33 b4°b4y3y6°y6 1816.88 62.967 18060 3 606.30 2.22

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 ETTDTDTADQVIASFK 837 16 3 25.03 y4y8y14 1741.84 86.209 13008 3 581.28 14.37

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 AGTQIENIDEDFR 66 13 4 20.83 b6y4y11°y11 1507.73 45.474 6321 2 754.37 18.70

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 GISQEQMQEFR 760 11 10 85.5
b3b4b6b9°b9b10*b10y5

*y5y8
1352.65 42.628 5432 2 676.83 16.06

|O43707|ACTN4_HUMAN Alpha-actinin-4 19 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 5 31.01 b4b5b10°b10y10 1624.76 63.178 4778 4 406.95 -3.08



|O43707|ACTN4_HUMAN Alpha-actinin-4 20 IMSLVDPNHSGLVTFQAFIDFMSR 813 24 13 83.25
b8°b8b9b10°b10b11b13

°b13y4y5y12y13°y13
2725.33 119.726 4294 3 909.12 -6.27

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 DHGGALGPEEFK 779 12 4 22.47 b11y4y8°y8 1256.57 32.098 4127 3 419.53 -19.82

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 DYETATLSDIK 439 11 5 38.6 b8b9y6°y6y10 1255.58 136.279 2002 1 1255.58 -16.24

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 Carbamidomethyl+C(2) ACLISLGYDVENDRQGEAEFNR 791 22 5 25.89 b3b12y8y11y17 2556.19 57.501 323310 3 852.73 2.87

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 DHALLEEQSKQQSNEHLR 633 18 7 15.73
b11°b11*b11y6°y6y16*

y16
2162.08 63.803 126968 3 721.36 8.92

|O43707|ACTN4_HUMAN Alpha-actinin-4 25 LRLSNRPAFMPSEGK 363 15 5 26.39 y3y5°y5y7°y7 1702.90 98.387 24612 2 851.95 -4.59

|O43707|ACTN4_HUMAN Alpha-actinin-4 26 QQSNEHLRR 643 9 5 38.48 b3°b3b4b8°b8 1167.59 37.253 18709 2 584.30 -7.21

|O43707|ACTN4_HUMAN Alpha-actinin-4 27 MEEIGRISIEMNGTLEDQLSHLK 668 23 4 23.25 b7b11°b11b12 2643.35 74.096 8220 4 661.59 12.75

|O43707|ACTN4_HUMAN Alpha-actinin-4 28 DAKGISQEQMQEFR 757 14 5 31.8 b4b10*b10b12y6 1666.79 44.489 5660 4 417.45 1.83

|O43707|ACTN4_HUMAN Alpha-actinin-4 29 KDDPVTNLNNAFEVAEK 216 17 5 25.13 b4b11°b11b12°b12 1903.92 65.920 4403 2 952.46 -8.98

|O43707|ACTN4_HUMAN Alpha-actinin-4 30 Carbamidomethyl+C(2) ICKVLAVNQENEHLMEDYEK 280 20 7 28.31 b3b12y3y8°y8y11°y11 2462.14 121.814 4293 3 821.38 -12.99

|O43707|ACTN4_HUMAN Alpha-actinin-4 31
VLAVNQENEHLMEDYEKLASDLL

EWIR
283 27 4 22.84 b10b13°b13b14 3257.57 84.484 4225 3 1086.53 -12.29

|O43707|ACTN4_HUMAN Alpha-actinin-4 32 QFASQANVVGPWIQTKMEEIGR 652 22 5 29.57 b4*b4b6b7b14 2489.23 100.332 4170 3 830.41 -12.95

|O43707|ACTN4_HUMAN Alpha-actinin-4 33
MAPYQGPDAVPGALDYKSFSTAL

YGESDL
882 29 3 17.56 y8y14y16 3063.43 52.533 3171 3 1021.81 -0.72

|O43707|ACTN4_HUMAN Alpha-actinin-4 34 TIQEMQQKLEDFR 323 13 4 29.94 b9b12y8y10 1665.81 59.100 2000 2 833.41 -9.01

|O43707|ACTN4_HUMAN Alpha-actinin-4 35 Oxidation+M(8) LSNRPAFMPSEGK 365 13 5 20.83 b3°b3*b3b10y5 1449.72 60.476 24324 3 483.91 2.86

|O43707|ACTN4_HUMAN Alpha-actinin-4 36 STLPDADRERE 574 11 0 6.75 1288.61 136.262 1960 1 1288.61 -5.49

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 VLIFQEENEIPASVFVK 156 17 22 168.73
b1b2b3b4b5b8b9*b9b1
0b14°b14*b14y3y4y5y7
y11*y11y12y13y14y17

1962.07 89.590 212739 2 981.54 5.04

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 LVNMLDAVQENQHK 64 14 10 60.83
b3y1y5°y5*y5y7y9y12y

13y14
1638.81 60.029 123902 3 546.94 -8.49

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3 SDGDPVQPAVLQVHQTS 408 17 5 16.47 b2b5b11y10y17 1777.88 53.749 25714 2 889.44 2.88

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4 VSPLTFGR 291 8 5 49.63 b3y4y5y6y8 876.48 55.811 24132 2 438.74 -14.14

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 YQASTSNTVSK 102 11 13 87.71
b1b2*b2b3y2y3y4y6y7y

8y9°y9y11
1185.57 19.753 15780 2 593.29 -0.62

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6 SSPFK 286 5 1 13.3 b4 565.30 51.000 17900 1 565.30 -2.16

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 YEGSYALTSEEAER 394 14 4 19.46 b7y4°y4y8 1604.72 45.570 9931 2 802.86 8.06

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 4 11.44 b3°b3y13y16 3237.52 77.430 3856 5 648.31 18.70

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 EGESHAENETK 303 11 13 84.7
b5°b5b6°b6b7b8y8*y8y

9°y9*y9y10°y10
1230.51 25.956 3373 2 615.76 -10.02

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIRDNSQVNAVTVLTLLDK
19 45 6 16.52

b10*b10b12°b12b14*b1
4

4749.41 96.287 38862 4 1188.11 4.01



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11
VLIFQEENEIPASVFVKQPVSGAVE

GK
156 27 5 15.5 b9*b9b13y3y6 2914.56 84.297 18948 3 972.19 1.01

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12 QISLEGSVKGIQNDLTK 82 17 3 23.46 b3b4y5 1829.97 38.703 10529 3 610.66 -12.41

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13 VRYEGSYALTSEEAER 392 16 4 37.62 b12y12y13y14 1859.87 48.006 3911 2 930.44 -1.90

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 GEDAAQAEKFQHPGSDMR 1 18 3 22.89 y3y9y12 1973.87 109.868 1996 3 658.63 -5.01

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 NMLDAVQENQHK 66 12 2 15.7 b3b5 1426.68 60.031 8937 2 713.85 7.44

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 157 12 11 95.89
b2y1y3y4y5y6y8y9°y9y

10y12
1248.60 36.371 72187 2 624.80 0.29

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

2 LLIVSNPVDILTYVAWK 132 17 5 26.39 b3y4y11y13y17 1944.13 116.254 27245 2 972.57 4.33

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

3 IVSGKDYNVTANSK 76 14 7 39.38 b4°b4b8*b8y3y8y9 1495.76 30.609 16819 3 499.26 -12.08

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

4 QVVESAYEVIK 232 11 8 64.41 b4b8b9b10y2y7°y7y9 1264.69 98.706 5462 3 422.24 12.16

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

5 LNLVQR 106 6 1 13.7 y4 742.45 39.266 20363 2 371.73 -11.67

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

6 SADTLWGIQK 318 10 3 28.88 b8b9y9 1118.58 60.550 15890 2 559.79 -5.57

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

7 VTLTSEEEAR 305 10 5 41.39 b5b7y4y5°y5 1134.54 22.890 2784 2 567.77 -20.98

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

8 NVNIFK 112 6 1 13.7 y4 734.42 36.263 1849 2 367.72 4.57

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

9 LKGYTSWAIGLSVADLAESIMK 243 22 5 38.35 b6y5y7y8y9 2353.23 79.197 27399 3 785.08 -6.22

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

10 Carbamidomethyl+C(15)
GLYGIKDDVFLSVPCILGQNGISDL

VK
278 27 3 11.99 b10b12y14 2920.56 105.338 12799 3 974.19 3.34

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

11 Carbamidomethyl+C(8) NRVIGSGCNLDSAR 155 14 4 27.25 b8b9b13*b13 1518.75 90.934 8331 2 759.88 2.65

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

12 Phosphoryl STY(2) VTLTSEEEAR 305 10 4 27.12 b3°b3b5y7 1214.52 25.980 6905 2 607.76 1.71

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

13 Phosphoryl STY(8) TLHPDLGTDKDKEQWKEVHK 212 20 5 14.51
b15_HPO3 

b15y11°y11y14*y14
2484.22 136.831 1550 2 1242.61 14.55

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

14 DYNVTANSK 81 9 1 7.33 b4 1011.47 30.614 100067 2 506.24 -7.78

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

15 YNVTANSK 82 8 0 3.57 896.44 30.602 10538 2 448.72 -6.47

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1 GTYIPVPIVSELQSGK 114 16 9 66.02
b3°b3b4y3y7y8y10y12y

16
1687.94 84.688 116900 2 844.47 5.79

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2 LIASMSSDSLR 705 11 10 67.42
b2b3b9y1y3y6y7°y7y9y

11
1179.60 50.820 98519 2 590.30 -2.90

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3 STVLTIPEIIIK 624 12 11 94.42
b2°b2b4b6y4y6y7y8y9y

10y12
1326.83 89.383 83846 2 663.92 1.84

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 8 32.32

b3b6b13b14°b14y3y5y2
5

2602.30 75.515 72140 3 868.11 -3.19

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5 MYVAVWTPYGVLR 159 13 7 39.57 b2b3b4b5y1y7y13 1554.82 91.584 45227 2 777.91 4.87

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 GQSFYVQIDFSRPYDPRR 79 18 5 15.73 b3b14y1y10y18 2231.10 94.484 41031 2 1116.06 2.41

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPV
GFGGWQAVDSTPQENSDGMYR

367 42 7 19.84 b19b21y2y4y10y13y15 4959.16 97.823 36520 4 1240.54 2.86

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 LSIQSSPK 144 8 5 57.41 y3y4y6y7y8 859.48 31.741 31702 2 430.24 -7.24



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9 DGTHVVENVDATHIGK 447 16 5 28.59 b4b5b8y3y16 1691.82 40.864 23496 3 564.61 -7.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 VEYVIGR 101 7 3 40.7 y3y5y6 835.46 43.284 20237 2 418.24 -4.68

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11 VGSAMVNAK 261 9 7 53.55 b2b7y2y4y6y8y9 876.46 25.901 15990 2 438.73 -4.74

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 SNVDMDFEVENAVLGK 516 16 5 23.86 b2b15°b15y12y13 1766.81 69.784 8161 2 883.91 -8.71

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 GQSFYVQIDFSRPYDPR 79 17 5 23.46 b11b12*b12y8°y8 2075.01 65.984 2264 3 692.34 6.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14 QIGGDGMMDITDTYK 468 15 4 38.15 b6y4y5y6 1644.72 91.723 1942 2 822.87 0.07

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 Carbamidomethyl+C(1) CGPASVQAIK 409 10 3 28.88 b3y7y8 1030.53 35.493 37905 2 515.77 -1.54

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 Carbamidomethyl+C(4) YGQCWVFAGVFNTFLR 311 16 7 53.55 b8y3y5y6y8y9*y9 1964.96 114.941 12516 2 982.98 6.03

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHR 682 22 3 22.31 b11y4y5 2722.34 61.491 9086 3 908.12 4.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EK
175 25 4 22.99 y5y6*y6y24 3061.37 98.673 4426 3 1021.13 8.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 EEYVLNDIGVIFYGEVNDIK 202 20 7 42.51
b12y11y12y16*y16y17°

y17
2329.12 136.804 1644 2 1165.06 -18.45

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 SRSNVDMDFEVENAVLGK 514 18 3 22.89 b3b11b14 2009.95 52.751 9355 2 1005.48 -4.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 GNPIKVSR 253 8 6 62.93 b4*b4y3y4y5y6 870.51 24.967 7357 2 435.76 -2.03

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EKER
175 27 3 11.99 b4b12y5 3346.52 90.269 6078 3 1116.18 10.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 LIVTKQIGGDGMMDITDTYK 463 20 3 23.93 y3y7y8 2199.09 105.305 3680 3 733.70 -7.22

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 Phosphoryl STY(7) MYVAVWTPYGVLR 159 13 3 20.83 b5b11y8 1634.78 58.568 42179 3 545.60 4.33

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25 Phosphoryl STY(11) GQSFYVQIDFSRPYDPRR 79 18 3 15.73 b8b10y8 2311.04 136.237 2283 2 1156.02 -7.92

|P00924|ENO1_YEAST Enolase 1 1 NVNDVIAPAFVK 67 12 12 81.12
b1*b1b2b4b5*b5b6y5y6

y9y10y12
1286.70 65.995 133175 2 643.85 -6.26

|P00924|ENO1_YEAST Enolase 1 2 SIVPSGASTGVHEALEMR 32 18 12 77.44
b1b7b13b17y1y5y6y9°y

9y11y12y13
1840.90 61.284 103992 3 614.31 -10.15

|P00924|ENO1_YEAST Enolase 1 3 IGSEVYHNLK 185 10 5 52.18 y3y4y5y9y10 1159.61 37.704 94973 2 580.31 -0.74
|P00924|ENO1_YEAST Enolase 1 4 VNQIGTLSESIK 346 12 7 69.29 b2y3y5y8y9y11y12 1288.71 54.525 83648 2 644.86 -4.17
|P00924|ENO1_YEAST Enolase 1 5 IEEELGDNAVFAGENFHHGDK 415 21 3 14 b10y8y11 2328.04 57.663 47142 4 582.76 -7.03
|P00924|ENO1_YEAST Enolase 1 6 IATAIEK 330 7 6 50.99 b4°b4y4y5y6y7 745.44 28.016 16143 2 373.22 -13.35
|P00924|ENO1_YEAST Enolase 1 7 SGETEDTFIADLVVGLR 375 17 3 16.47 b9b16y13 1821.90 87.094 3224 3 607.97 -13.53
|P00924|ENO1_YEAST Enolase 1 8 AADALLLK 338 8 6 81 b3b5b6y4y6y7 814.49 53.160 123221 2 407.75 -17.09
|P00924|ENO1_YEAST Enolase 1 9 TFAEALR 178 7 4 40.7 y4°y4y5y6 807.43 45.490 71444 2 404.22 -10.51
|P00924|ENO1_YEAST Enolase 1 10 LNQLLR 409 6 3 40.3 b3y4y5 756.46 42.158 43540 2 378.74 -12.26
|P00924|ENO1_YEAST Enolase 1 11 AAQDSFAAGWGVMVSHR 358 17 4 26.39 b10b12b15y16 1789.81 71.208 12428 3 597.28 -17.19
|P00924|ENO1_YEAST Enolase 1 12 AVDDFLISLDGTANK 88 15 3 24.33 b3b4y8 1578.82 90.376 3833 2 789.91 9.43

|P00924|ENO1_YEAST Enolase 1 13
RYGASAGNVGDEGGVAPNIQTAE

EALDLIVDAIK
200 34 6 21.63 b5b8b9°b9*b9y32 3413.76 126.804 98987 3 1138.59 11.16

|P00924|ENO1_YEAST Enolase 1 14 IEEELGDNAVFAGENFHHGDKL 415 22 9 46.26
b4b12b13°b13b15y9°y9

y10y12
2441.12 63.782 55648 4 611.04 -7.10

|P00924|ENO1_YEAST Enolase 1 15 GNPTVEVELTTEKGVFR 15 17 7 39.4 b3*b3b5b6°b6b7*b7 1875.97 44.459 17156 3 625.99 -8.59
|P00924|ENO1_YEAST Enolase 1 16 DQKAVDDFLISLDGTANK 85 18 4 26.81 b14y5y6y14 1950.00 80.628 2990 3 650.67 11.64

|P00924|ENO1_YEAST Enolase 1 17 SIVPSGASTGVHEALEMRDGDK 32 22 3 13.56 b13y4y9 2256.12 80.102 2577 3 752.71 12.23

|P00924|ENO1_YEAST Enolase 1 18 Phosphoryl STY(8) AVDDFLISLDGTANK 88 15 4 18.31 b9°b9y6y11 1658.74 46.410 2166 2 829.87 -12.36
|P00924|ENO1_YEAST Enolase 1 19 Oxidation+M(13) AAQDSFAAGWGVMVSHR 358 17 3 16.47 b4y3y10 1805.85 58.608 4011 2 903.43 6.90
|P00924|ENO1_YEAST Enolase 1 20 SGASTGVHEALEMR 36 14 0 5.16 1444.67 61.239 13286 3 482.23 -11.32



|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 20 130.23
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6°y6y7y

8y9y10
1274.73 79.172 1361804 2 637.87 -0.29

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VLGAFSDGLAHLDNLK 67 16 18 153.58
b2b3y1y2y3y4°y4y5y6y
7y9y10y11y12°y12y13y

14y16
1669.87 77.106 1101162 3 557.30 -10.23

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 VVAGVANALAHK 133 12 16 127.35
b2b5y2y3y4y5y6*y6y7*
y7y8y9*y9y10y11y12

1149.67 42.842 341590 2 575.34 -3.08

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 Carbamidomethyl+C(11) GTFSQLSELHCDK 83 13 7 34.71 b5b11y2y4y5y13*y13 1521.71 66.061 195044 2 761.36 3.85

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 VHLTPEEK 1 8 6 49.63 b2b3y4y5y6y8 952.50 26.602 110160 2 476.76 -5.38

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 LHVDPENFR 96 9 12 91.69
b2b3b4b6y2y3*y3y4°y4

y5y7y9
1126.56 47.804 106928 2 563.78 -3.47

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 VNVDAVGGEALGR 18 13 5 32.58 b5y6y7°y7y11 1256.66 50.702 28836 2 628.83 -2.43

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

8 FFESFGDLSSPDAVMGNPK 41 19 6 33.66 b16y10*y10y12y15y16 2044.96 81.806 22389 2 1022.98 14.68

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

9 EFTPQMQAAYQK 121 12 3 22.47 b10y5y9 1441.68 48.083 17924 2 721.35 3.56

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

10 Carbamidomethyl+C(27)
VLGAFSDGLAHLDNLKGTFSQLS

ELHCDK
67 29 12 94.2

b3b4b9b11°b11b12y3y4
y5y6y7°y7

3172.55 112.287 125186 4 793.89 -8.62

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

11 VVAGVANALAHKYH 133 14 11 124.55
b3b4y3y4y5y6y7y9*y9y

11y12
1449.80 46.418 79984 2 725.40 0.17

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

12
EFTPQMQAAYQKVVAGVANALA

HK
121 24 4 28.15 b3b10b12b15 2572.32 84.366 9548 3 858.11 -6.74

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

13 Phosphoryl STY(7) NFGKEFTPQMQAAYQK 117 16 4 23.86 b5°b5b6y13 1967.88 72.869 23785 2 984.44 7.32

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

1 LLVVYPWTQR 31 10 20 130.23
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6°y6y7y

8y9y10
1274.73 79.172 1361804 2 637.87 -0.29

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

2 MVHFTAEEK 0 9 5 30.7 b2b6b7y5y9 1091.53 121.039 2032 1 1091.53 13.98

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

3 AAVTSLWSKMNVEEAGGEALGR 9 22 6 24.43 b8°b8y9y10y13*y13 2276.10 108.673 3558 3 759.37 -13.19

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

4 Carbamidomethyl+C(17) NMDNLKPAFAKLSELHCDK 77 19 3 15.08 b5y5y13 2231.11 69.851 1715 4 558.53 5.47

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 GLIDEVNQDFTNR 71 13 11 97.55
b5y2y3*y3y4y5y7y8y9y

10y13
1520.74 69.904 166679 2 760.87 3.77

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 NSLFEYQK 89 8 7 41.1 b2y1y4*y4y5y6y8 1028.50 51.098 79905 2 514.75 -6.29

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 TFPGFFSPMLGEFVSETESR 527 20 20 124.45
b2b3b11b13b14y1y4y5°
y5y6°y6y7°y7y8y10y13y

14°y14y18y20
2265.07 109.879 51522 2 1133.04 7.22

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 Carbamidomethyl+C(7) DSDWPFCSDEDWNYK 48 15 4 15.01 y4*y4y11y15 1963.77 81.570 42285 2 982.39 14.55

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 EVDLKDYEDQQK 190 12 10 44.52
b3b10y1y2*y2y4y7°y7y

8y12
1509.71 41.326 41913 2 755.36 2.99

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 ESSSHHPGIAEFPSR 558 15 9 55
b6°b6b11b15y3y4y8y9y

15
1637.75 39.501 41227 3 546.59 -8.65

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 TVIGPDGHKEVTK 467 13 11 75.21
b2°b2y1y2y3y4°y4y7y8

y9y10
1380.74 24.964 32345 3 460.92 -7.87

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 12 80.8

b4y2y3y4y6y7°y7y9y10
y12y13y30

3128.44 91.883 28308 2 1564.72 10.54

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 GDFSSANNRDNTYNR 114 15 9 26.39
y2y3*y3y4y5°y5*y12°y

12y15
1730.74 26.846 24368 3 577.58 -5.64



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 MADEAGSEADHEGTHSTK 602 18 11 74.2
b2b3y2y3y6y7y8y13y14

y16y18
1872.74 17.264 20717 4 468.94 -12.19

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 GGSTSYGTGSETESPR 271 16 4 25.03 y8y10y12y16 1572.68 26.136 16082 2 786.84 1.47

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 6 25.74 b18b19°b19y13°y13y23 2759.32 136.812 10732 21380.16 6.37

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 QFTSSTSYNR 581 10 4 28.88 b7y7y8y10 1190.54 29.898 5621 2 595.78 0.62

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 MADEAGSEADHEGTHSTKR 602 19 6 40.19 b3y2y4y7y8y9 2028.87 16.188 3348 3 676.96 0.18

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 MELERPGGNEITR 258 13 4 20.83 b4y8*y8y12 1501.73 42.468 170101 3 501.25 -7.64

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 IEVLK 137 5 2 26.6 b3b4 601.39 61.714 43749 1 601.39 3.55

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 Carbamidomethyl+C(6) IFSVYCDQETSLGGWLLIQQR 657 21 4 20.65 b3°b3b6b11 2513.27 104.219 34804 3 838.43 6.31

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 HPDEAAFFDTASTGK 512 15 4 18.31 b6b14y12°y12 1593.73 52.801 21449 2 797.37 8.58

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 TWQDYK 687 6 1 13.7 y4 840.39 87.962 2447 1 840.39 2.91

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20 NPSSAGSWNSGSSGPGSTGNR 287 21 5 30.05 b4b5b8y6y11 1963.84 102.651 2255 4 491.72 -4.29

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 VTSGSTTTTR 448 10 5 27.12 b6°b6y5y7°y7 1010.51 27.999 2190 2 505.76 -6.22

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 VTSGSTTTTRR 448 11 3 24.51 b7b10y9 1166.60 55.633 126768 2 583.80 -10.05

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23 QFTSSTSYNRGDSTFESK 581 18 3 23.13 b4b5y6 2041.94 54.935 92100 3 681.32 13.99

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24
MELERPGGNEITRGGSTSYGTGSE

TESPR
258 29 10 43.92

b8b10°b10b11b14*b14y
7y9y12y13

3055.40 118.888 78573 4 764.61 0.56

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25 HRHPDEAAFFDTASTGK 510 17 4 30.15 b4b10y12y13 1886.88 84.606 40407 3 629.63 -0.45

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 4 12.23 b9y5°y5y8 2759.26 105.747 22811 3 920.43 -14.69

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27
NNSPYEIENGVVWVSFRGADYSL

R
830 24 3 12.81 b12y9y12 2772.33 118.938 19265 3 924.78 -3.79

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28 ALTDMPQMRMELERPGGNEITR 249 22 6 13.56 b5b12°b12y7°y7*y7 2545.23 104.280 16343 3 849.08 -1.63

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 GKSSSYSK 573 8 3 33.32 b5y3y4 843.42 48.593 16011 1 843.42 -3.04

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30
HPDEAAFFDTASTGKTFPGFFSPM

LGEFVSETESR
512 35 5 12.94 b8b14y12°y12y17 3839.75 76.615 3213 4 960.69 -1.91

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31 DSHSLTTNIMEILRGDFSSANNR 100 23 5 26.71 b10°b10b11y12y22 2578.25 76.549 2852 3 860.09 7.20

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32 VPPEWKALTDMPQMR 243 15 6 36.97 y3y8°y8y12°y12y13 1798.88 67.158 2534 3 600.30 -7.60

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33 Carbamidomethyl+C(9) VVERHQSACK 38 10 4 39.63 b3b9y5y9 1213.61 110.903 1985 1 1213.61 0.30

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34
Carbamidomethyl+C(24)

;Oxidation+M(28)
TVIGPDGHKEVTKEVVTSEDGSD

CPEAMDLGTLSGIGTLDGFR
467 43 4 25.36 y3y4y10y14 4506.19 68.525 33066 5 902.04 14.41

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 Oxidation+M(6) AQLVDMKR 160 8 3 33.32 b3y3y4 976.52 26.909 12042 2 488.76 -7.00

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 Oxidation+M(8) ALTDMPQMR 249 9 4 30.7 b4b7y4*y4 1078.51 28.277 5972 2 539.76 11.21

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 Oxidation+M(9) TFPGFFSPMLGEFVSETESR 527 20 3 14.51 b3b9y9 2281.07 136.244 1750 2 1141.04 8.24

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

38 Oxidation+M(1) MELERPGGNEITR 258 13 4 25.6 b6b7y10°y10 1517.74 117.464 1748 2 759.37 2.01



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

39 IGPDGHKEVTK 469 11 1 7.45 b9 1180.63 24.957 17101 2 590.82 -1.65

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

40 GPDGHKEVTK 470 10 3 28.31 b5b6b9 1067.55 24.960 8652 2 534.28 -1.26

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

41 IFTNTKESSSHHPGIAEFPSR 552 21 1 8.41 b16 2342.14 136.844 4259 2 1171.58 -3.23

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

42 EVDLKDYEDQQK 190 12 3 17.62 y8y10*y10 1491.69 41.371 9643 3 497.90 -3.52

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

43 NSLFEYQK 89 8 1 9.72 b4 1011.49 51.066 1914 2 506.25 12.13

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 20 154.21
b1b2b3b4b5b14y2y3y4y
10y13y14y16y17y18*y1

8y19y20y21y23
2520.26 66.894 293973 3 840.76 -0.48

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2 EGFGHLSPTGTTEFWLGNEK 238 20 9 28.31
b2b6°b6b14°b14y4y6y1

4y20
2207.05 77.559 239717 3 736.36 4.87

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3 ASTPNGYDNGIIWATWK 382 17 8 58.51 b4b12b15y4y5y6y10y17 1893.93 81.475 206136 2 947.47 7.09

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITG
KDCQDIANK

153 32 13 65.78
b3b5b16y2y4y5y8y10y1

1y14y22y29y32
3712.69 50.539 203834 5 743.34 -13.02

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5 VELEDWNGR 273 9 5 57.81 y4y5y7y8y9 1117.53 52.529 128082 2 559.27 -0.66

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 18 133.46
b2b3b5b15y2y3*y3y4y5
y6y7y8y9y10y13y16°y1

6y21
2417.10 89.096 121114 2 1209.05 8.79

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITG
K

153 24 6 42.7 y14y17y19y20y21y24 2768.31 51.284 111204 4 692.83 -7.06

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8 TSTADYAMFK 282 10 5 28.88 b1b8y8y9y10 1134.51 53.469 94410 2 567.76 -1.51

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9 IHLISTQSAIPYALR 258 15 8 58.8 b2b3b4y3y5y11y13y15 1682.94 70.998 86470 3 561.65 -10.88

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 9 75.38 b3°b3y2y3y4y5y6y7y9 1194.49 45.186 82241 2 597.75 2.35

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11 YLQEIYNSNNQK 134 12 12 82.88
b2b3b4°b4b5y7y8y9y10

*y10y12*y12
1513.73 45.118 82024 2 757.37 1.37

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 QVRPEHPAETEYDSLYPEDDL 432 21 8 31.48
b2b5b9b10°b10b13y4°y

4
2503.13 93.064 24532 4 626.54 1.07

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 YEASILTHDSSIR 121 13 5 28.31 b5°b5b6b9b13 1491.74 53.149 15538 2 746.37 -4.17

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 Carbamidomethyl+C(1) CHAGHLNGVYYQGGTYSK 364 18 7 44 b9y3°y3y4y7y8y18 2011.91 38.816 6151 3 671.31 2.55

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15 QSGLYFIKPLK 188 11 7 52.87 b3*b3b5°b5y3y4y5 1293.73 65.638 143577 3 431.92 -18.12

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCK 153 13 4 20.83 b11y3y5*y5 1560.73 91.736 89765 3 520.92 11.89

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17 DLQSLEDILHQVENK 64 15 4 18.31 b3°b3b9y12 1780.92 107.043 39475 2 890.96 4.18

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18 Carbamidomethyl+C(9) ANQQFLVYCEIDGSGNGWTVFQK 199 23 3 19.57 y3y10y13 2661.26 88.409 26644 3 887.76 8.16

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 9 41.25

b4b7b10b13y9°y9y12y1
3*y13

3039.46 118.898 147494 3 1013.83 0.16

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20 VGPEADKYR 292 9 11 88.68
b8y3y4°y4y5°y5y6°y6y7

°y7y8
1034.53 24.067 36437 2 517.77 4.13



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21 ASTPNGYDNGIIWATWKTR 382 19 3 22.86 b11b12y3 2151.05 51.864 4634 5 431.02 -5.56

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 TRWYSMK 399 7 4 37.69 b4°b4b5y5 971.47 102.704 2566 1 971.47 -12.06

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23 Phosphoryl STY(5) AIQLTYNPDESSKPNMIDAATLK 88 23 3 22.19 b3b4y14 2600.24 120.231 3887 3 867.42 7.79

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 Oxidation+M(16) AIQLTYNPDESSKPNMIDAATLK 88 23 8 53.86
b10°b10b11b12°b12b13

y11y14
2536.23 100.415 130148 3 846.08 -10.11

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 YLQEIYNSNNQK 134 12 0 2.78 1495.71 45.154 1894 3 499.24 -1.31

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 23 103.92

b2b3b8*b8b9°b9*b9b11
b12y2°y2y3°y3y4y9°y9*
y9y10°y10*y10y11y12*

y12

1443.65 33.980 1485615 2 722.33 4.90

|P02768|ALBU_HUMAN Serum albumin 2
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 20 103.23
b2b3b4y2*y2y3*y3y4*y
4y5y6°y6*y6y7°y7*y7y

8°y8y9*y9
1138.50 32.746 215526 2 569.75 0.21

|P02768|ALBU_HUMAN Serum albumin 3 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 30 184.75

b2b3b4b5b6b13b18*b1
8y2y3y4°y4y7°y7y8°y8y
10°y10*y10y11°y11y12
*y12y13°y13*y13y15y1

8y19y21

2490.28 108.826 151267 3 830.77 -0.49

|P02768|ALBU_HUMAN Serum albumin 4 LVNEVTEFAK 65 10 9 81.8 b2y3y4°y4y5y6y8y9y10 1149.61 55.133 95036 2 575.31 -3.19

|P02768|ALBU_HUMAN Serum albumin 5 VPQVSTPTLVEVSR 438 14 9 59.58
b3*b3b4y1y3y9y10y11y

14
1511.84 60.545 89927 2 756.42 -4.60

|P02768|ALBU_HUMAN Serum albumin 6 FQNALLVR 426 8 8 49.63 b2b4y2y3y4y6*y6y8 960.55 55.945 82233 2 480.78 -9.28

|P02768|ALBU_HUMAN Serum albumin 7 Carbamidomethyl+C(3) QNCELFEQLGEYK 413 13 12 63.17
b9b13y2y3y7*y7y8y9y1

0*y10y13*y13
1657.76 71.445 72289 2 829.38 5.96

|P02768|ALBU_HUMAN Serum albumin 8
Carbamidomethyl+C(6);
Carbamidomethyl+C(7)

AAFTECCQAADK 186 12 13 79.58
b1y1y2°y2y3y6°y6y7y8y

9y10*y10y12
1371.57 32.047 57974 2 686.29 2.05

|P02768|ALBU_HUMAN Serum albumin 9 Carbamidomethyl+C(3) RPCFSALEVDETYVPK 508 16 7 17.33 b2b6b14°b14y2y8y16 1910.92 65.775 34012 3 637.64 -6.71

|P02768|ALBU_HUMAN Serum albumin 10 YLYEIAR 161 7 7 57.01 b5°b5b6°b6y2y3y6 927.49 80.136 26142 2 464.25 -6.32

|P02768|ALBU_HUMAN Serum albumin 11 Carbamidomethyl+C(2) LCTVATLR 97 8 4 41.1 y3y4y6y8 933.51 44.121 21949 2 467.26 -7.06

|P02768|ALBU_HUMAN Serum albumin 12
Carbamidomethyl+C(2);
Carbamidomethyl+C(11)

TCVADESAENCDK 75 13 12 97.55
b2b6°b6y5y6y7y8°y8y9

y10y11y13
1498.58 22.506 19437 2 749.80 3.75

|P02768|ALBU_HUMAN Serum albumin 13
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(10)

CCAAADPHECYAK 383 13 5 25.6 b1b3y2y6y7 1552.59 24.712 11120 3 518.20 -4.01

|P02768|ALBU_HUMAN Serum albumin 14
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

CCTESLVNRRPCFSALEVDETYVP
K

499 25 5 12.5 b1b15*b15y9y12 3030.40 80.106 3168 2 1515.70 -4.35

|P02768|ALBU_HUMAN Serum albumin 15
Carbamidomethyl+C(9);
Carbamidomethyl+C(10)

ETYGEMADCCAK 105 12 5 22.47 b2°b2b6b10y5 1434.55 18.007 2383 2 717.78 11.74

|P02768|ALBU_HUMAN Serum albumin 16 AEFAEVSK 249 8 4 36.33 b3y3y6°y6 880.44 33.606 50307 2 440.72 -4.64



|P02768|ALBU_HUMAN Serum albumin 17 LVTDLTK 257 7 5 50.99 b4°b4y3y5y6 789.47 71.158 33895 2 395.24 -5.88

|P02768|ALBU_HUMAN Serum albumin 18 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 4 23.88 b4b11b13y13 2260.07 101.019 10088 3 754.03 18.80

|P02768|ALBU_HUMAN Serum albumin 19 SEVAHR 28 6 1 13.7 y3 698.35 30.948 6094 2 349.68 -11.62

|P02768|ALBU_HUMAN Serum albumin 20 Carbamidomethyl+C(3)
SHCIAEVENDEMPADLPSLAADFV

ESK
310 27 7 35.79 b4y6y9°y9y13y15y19 2974.39 98.760 5699 3 992.13 14.20

|P02768|ALBU_HUMAN Serum albumin 21 DVFLGMFLYEYAR 347 13 6 62.78 b6b10y6y7y8y9 1623.80 101.132 1970 2 812.40 6.39

|P02768|ALBU_HUMAN Serum albumin 22 TPVSDR 490 6 1 13.7 y4 674.34 31.189 1716 1 674.34 -10.95

|P02768|ALBU_HUMAN Serum albumin 23 KVPQVSTPTLVEVSR 437 15 34 217.1

b4*b4b5*b5b6°b6*b6b7
°b7*b7b9°b9b10*b10y3
y4°y4y5°y5y6y7y8°y8y9
°y9y10°y10y11°y11y12°

y12*y12y13*y13

1639.92 55.880 1627099 3 547.31 -11.09

|P02768|ALBU_HUMAN Serum albumin 24 FKDLGEENFK 34 10 4 27.12 b9*b9y6y9 1226.60 68.419 477849 2 613.80 -2.69

|P02768|ALBU_HUMAN Serum albumin 25
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)

RMPCAEDYLSVVLNQLCVLHEK 468 22 6 30.57 b7y4y8°y8y9y13 2674.32 104.188 92514 3 892.11 2.83

|P02768|ALBU_HUMAN Serum albumin 26 Carbamidomethyl+C(3) DVCKNYAEAK 337 10 3 27.12 b6b9y8 1197.57 31.194 31662 2 599.29 10.91

|P02768|ALBU_HUMAN Serum albumin 27
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDRADLAK 264 22 4 18.37 b3b12y10y13 2585.12 44.472 26084 3 862.38 1.61

|P02768|ALBU_HUMAN Serum albumin 28 EQLKAVMDDFAAFVEK 565 16 5 24.51 b10b14*b14y3y8 1840.93 87.071 15135 2 920.97 6.10

|P02768|ALBU_HUMAN Serum albumin 29 DVFLGMFLYEYARR 347 14 4 31.8 b3b6b8y8 1779.87 35.380 13725 3 593.96 -10.70

|P02768|ALBU_HUMAN Serum albumin 30
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

VTKCCTESLVNR 496 12 3 26.45 b11y9y10 1466.71 136.771 5624 1 1466.71 1.17

|P02768|ALBU_HUMAN Serum albumin 31 Carbamidomethyl+C(8) ADLAKYICENQDSISSK 281 17 3 16.47 b6b11y8 1941.94 40.000 3378 3 647.99 11.50

|P02768|ALBU_HUMAN Serum albumin 32
Carbamidomethyl+C(6);
Carbamidomethyl+C(7);
Carbamidomethyl+C(15)

AAFTECCQAADKAACLLPK 186 19 4 28.7 b3b5y15y16 2124.96 108.803 1854 4 532.00 -13.90

|P02768|ALBU_HUMAN Serum albumin 33 NYAEAKDVFLGMFLYEYAR 341 19 3 22.86 b16y4y5 2300.11 128.044 1668 3 767.38 2.76

|P02768|ALBU_HUMAN Serum albumin 34
Carbamidomethyl+C(2);
Carbamidomethyl+C(3);
Carbamidomethyl+C(13)

ECCEKPLLEKSHCIAEVENDEMPA
DLPSLAADFVESK

300 37 5 23.76 b12y9y12y13y15 4260.96 115.590 1667 3 1420.99 4.24

|P02768|ALBU_HUMAN Serum albumin 35 Phosphoryl STY(9) DVFLGMFLYEYARR 347 14 3 19.46 b7y7y11 1859.84 91.168 1783 4 465.72 -0.33

|P02768|ALBU_HUMAN Serum albumin 36 Oxidation+M(6) DVFLGMFLYEYAR 347 13 4 34.71 b11b12y5y11 1639.77 71.299 7121 3 547.26 -7.37

|P02768|ALBU_HUMAN Serum albumin 37 Oxidation+M(6) DVFLGMFLYEYARR 347 14 3 19.46 b5b9y5 1795.88 69.235 2176 2 898.44 -1.70

|P02768|ALBU_HUMAN Serum albumin 38 LVNEVTEF 65 8 0 1.98 950.48 55.058 141036 2 475.74 -7.90

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 NIQSLEVIGK 75 10 17 100.62
b1*b1b2b3*b3b8y1y2y3
y4y5y6y7y8°y8*y8y10

1100.63 57.249 989966 2 550.82 -3.11



|P02775|CXCL7_HUMAN Platelet basic 
protein

2 Carbamidomethyl+C(2) ICLDPDAPR 103 9 16 89.93
b2b4b5b9°b9y1y2y3y5°

y5y6y7°y7y8°y8y9
1056.51 47.512 841210 2 528.76 -4.28

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 GKEESLDSDLYAELR 47 15 29 240.4

b2b4°b4b6°b6b7b9b10b
12°b12b14y1y2y3°y3y4°
y4y5y6y7°y7y8y9y10y1

1y12y13°y13y15

1724.84 65.047 759023 2 862.92 0.99

|P02775|CXCL7_HUMAN Platelet basic 
protein

4 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 12 114.04
b4b6b7°b7b9b10°b10b1

2y3y4y5y11
1569.78 52.041 229224 3 523.93 -18.90

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 EESLDSDLYAELR 49 13 5 50.65 b4y4y5y8y9 1539.74 71.432 77196 2 770.37 16.41

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 Carbamidomethyl+C(3) KICLDPDAPR 102 10 11 116.93
b5°b5b7b8y3y4y5°y5y7

y8y9
1184.61 42.136 191633 2 592.81 -0.93

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 GKEESLDSDLYAELR 47 15 4 18.31 b4y8°y8y10 1724.83 66.706 3068 3 575.62 -1.27

|P02775|CXCL7_HUMAN Platelet basic 
protein

8 QSLEVIGK 77 8 8 52.18 b3*b3b4°b4b5°b5*b5b7 873.50 57.309 24384 1 873.50 0.00

|P02775|CXCL7_HUMAN Platelet basic 
protein

9 LDPDAPR 105 7 3 38.48 b3b4b5 783.40 47.509 9211 1 783.40 -1.32

|P02776|PLF4_HUMAN Platelet factor 4 1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 17 187.94
b4b5b7b8b9b10b13*b1
3b14y3y4y5y6y7y8y11y

15
1577.83 61.455 386705 3 526.61 -12.15

|P02776|PLF4_HUMAN Platelet factor 4 2 HITSLEVIK 53 9 14 111.02
b1b2b4°b4b5°b5b6b7y2

y3y4y7y8y9
1039.61 48.733 288121 2 520.31 -2.47

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 11 67.42
b2b4°b4b5y2y4y8y9y10

°y10y11
1333.72 74.076 125126 2 667.36 3.02

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 3 26.45 b5y4y5 1461.82 67.803 72233 2 731.41 2.59

|P02776|PLF4_HUMAN Platelet factor 4 5 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 0 3.97 1560.81 61.387 5035 3 520.94 -5.87

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 IGEHTPSALAIMENANVLAR 153 20 11 37.98
b5°b5b8°b8y1y2y3y6y8

y9y20
2107.09 81.269 111244 3 703.03 -3.71

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 20 104.49

b4b9b10°b10*b10b11°b
11*b11y1y3y5y7y9y10y
11y13y14°y14y17y28

3176.58 76.588 94936 4 794.90 -7.07

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 Carbamidomethyl+C(8) ALANSLACQGK 331 11 10 48.1
b2b3b8y2y4*y4y5y8°y8

y11
1132.58 35.993 75951 2 566.79 -0.54

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 GVVPLAGTNGETTTQGLDGLSER 111 23 7 41.39 b3y3y7y14y17y20y23 2272.17 65.464 44850 2 1136.59 12.89

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 MPYQYPALTPEQK 0 13 7 30.07 b3b6b11b13y1y13*y13 1565.76 60.099 43116 3 522.59 -3.66

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 GILAADESTGSIAK 28 14 9 69.49
b4b7b13y1y8y9y11y12y

14
1332.70 49.052 42323 2 666.86 2.02

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 AAQEEYVKR 322 9 4 38.48 y2y3y4y5 1093.56 20.325 6374 2 547.29 1.00

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 Carbamidomethyl+C(1) CPLLKPWALTFSYGR 289 15 7 64.16 b3b4b6y3y5y7y12 1808.93 86.339 23378 3 603.65 -9.31

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 Carbamidomethyl+C(4) VNPCIGGVILFHETLYQK 69 18 6 53.1 b4b5*b5b6b7b9 2088.13 101.206 18144 2 1044.57 14.97

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10
VDKGVVPLAGTNGETTTQGLDGL

SER
108 26 6 31.97 b5b6y10y12*y12y14 2614.33 61.295 59989 3 872.11 -1.49

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11 Phosphoryl STY(6) AAQEEYVKR 322 9 4 45.25 b3b4y4y6 1173.53 54.533 10406 2 587.27 6.76

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12 Phosphoryl STY(9) GILAADESTGSIAKR 28 15 5 29.7 b7°b7y7y13y14 1568.78 91.730 4349 2 784.89 11.52

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 QEEYVKR 324 7 0 1.59 951.49 20.326 2791 2 476.25 -2.37



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14 AQEEYVKR 323 8 0 1.59 1022.53 20.347 2214 2 511.77 2.27

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 19 104.86

b2°b2b3b5b7°b7b13b14
*b14b15b16y1y4y6y9y1

2y14y18y26
2798.37 90.282 157550 3 933.46 8.55

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 10 75.02

y2y3y5y6y7y8y12y13y2
2y25

2708.34 96.113 91949 3 903.45 0.45

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 IMNTFSVVPSPK 162 12 5 34.53 b3y4y7y8y12 1319.70 64.056 73068 2 660.35 -1.39

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6 INVYYNEATGGNYVPR 46 16 6 35.1 b7b10b13b16y5y13 1829.87 82.308 18497 2 915.44 -4.27

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 MAATFIGNSTAIQELFK 362 17 4 33.96 b4b6b7b9 1841.97 116.852 81639 3 614.66 11.47

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 EVDEQMLSVQSK 324 12 5 44.52 b5b7b8y7y11 1392.69 88.798 5883 2 696.85 19.72

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1 VIHDNFGIVEGLMTTVHAITATQK 162 24 32 200.21

b2b3b4°b4b5b6b7*b7b8
*b8b9b14°b14y2*y2y3°
y3y4°y4y5*y5y6y7y8y1
1y12°y12*y12y14y15*y

15y24

2595.33 104.063 252615 4 649.59 -11.19

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2 LVINGNPITIFQERDPSK 66 18 9 50.67
b2y3°y3y8y12y14*y14y

16y18
2041.09 78.102 164832 3 681.04 -7.12

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 LISWYDNEFGYSNR 309 14 13 140.35
b3y3y4y5y6y7y8y9y10y

11y12y14*y14
1763.81 76.724 160121 2 882.41 5.05

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 25 182.71

b2b11b12°b12b13°b13*
b13b16y2y3y4y5y6y8y9
y11°y11y12°y12y13*y1

3y14y15*y15y17

1833.93 55.224 157699 2 917.47 3.99

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 11 104.05
b5b12b14y4y5y6y8y10y

12y13y14
1530.80 62.033 136480 2 765.90 3.83

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 GALQNIIPASTGAAK 200 15 8 59.01 b4y2y4y8y9y10y11y15 1411.79 60.472 126287 2 706.40 0.61

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 VGVNGFGR 5 8 10 54.4
b1b4b7y1y2y5*y5y7*y7

y8
805.42 40.174 103168 2 403.22 -10.23

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 VIISAPSADAPMFVMGVNHEK 118 21 11 71.84
b2b3b5y3y6y11y12y14y

15y16y21
2213.10 76.030 84099 3 738.37 -3.09

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9 LVINGNPITIFQER 66 14 8 60.83 b2b3y3y4y6y8y11y14 1613.89 84.919 80515 2 807.45 -5.22

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 20 166.32

b1b3b4b5b6y2y4y5y6y7
°y7y8*y8y9y10y11y12y

22y24y28
3308.57 125.816 29691 3 1103.53 2.36



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11 VIPELNGK 219 8 6 54.4 y3*y3y4y5y6*y6 869.49 43.253 42989 2 435.25 -17.90

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 VVDLMAHMASK 323 11 3 31.5 y3y4y7 1201.59 53.052 21934 3 401.20 -16.86

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13 WGDAGAEYVVESTGVFTTMEK 86 21 3 14 b10y9y11 2277.00 58.807 2432 2 1139.00 -15.65

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 13 99.75

b3b12b21b23y6y10y11y
12y13y19y21y22y24

2933.43 75.043 75082 4 734.11 -7.57

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 10 47.42

b6b7*b7b8b15y6°y6y8y
11y22

3983.89 119.683 9646 4 996.73 -2.33

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16 IKWGDAGAEYVVESTGVFTTMEK 84 23 8 35.67 b7°b7b9°b9b14y3y8y9 2518.19 114.940 4133 3 840.07 -9.70

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17
Carbamidomethyl+C(13)

;Phosphoryl STY(7)
VPTANVSVVDLTCR 234 14 3 19.46 b7y3y6 1610.75 107.158 207513 2 805.88 -0.38

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18 Phosphoryl STY(10) VVDLMAHMASK 323 11 3 27.52 b8b9y9_HPO3 y9 1281.56 41.346 6725 2 641.28 -3.43

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19 Phosphoryl STY(15)
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 4 15.06

b4b14y7y12_H3PO4 
y12

3388.57 110.856 2264 3 1130.19 13.83

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20 Oxidation+M(12) VIISAPSADAPMFVMGVNHEK 118 21 7 48.42 y7°y7y8*y8y9°y9y10 2229.09 38.006 286417 4 558.03 -7.12

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 Oxidation+M(8) VVDLMAHMASK 323 11 4 38.6 b4b7y8y9 1217.59 32.150 1861 2 609.30 -10.53

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

22 GALQNIIPASTG 200 12 1 7.27 y9 1141.61 60.496 56398 2 571.31 -13.15

|P06396|GELS_HUMAN Gelsolin 1
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 14 59.59

b2b4b5b10b14b27y1y6°
y6y10y14y19y24y28

2873.26 57.381 176101 4 719.07 -8.41

|P06396|GELS_HUMAN Gelsolin 2 AGALNSNDAFVLK 584 13 6 29.94 b3b11b13y4y9y13 1319.69 61.109 156623 2 660.35 -2.96

|P06396|GELS_HUMAN Gelsolin 3
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 11 47.49

b2b3b4b6b12°b12y8y10
y12y14y25

2843.35 78.762 121620 4 711.59 -6.78

|P06396|GELS_HUMAN Gelsolin 4 AQPVQVAEGSEPDGFWEALGGK 626 22 17 79.55
b2*b2b5b9b12*b12y3y4
y5y9°y9y11°y11y14y16°

y16y22
2272.12 83.173 111100 2 1136.56 12.36

|P06396|GELS_HUMAN Gelsolin 5 QTQVSVLPEGGETPLFK 373 17 17 78.21
b4b5*b5b7°b14*b14b16
*b16y2y4y10°y10y12y1

3y14y17*y17
1829.97 73.480 106467 2 915.49 4.14

|P06396|GELS_HUMAN Gelsolin 6 TGAQELLR 615 8 6 57.41 b2y3y4y6y7y8 887.49 41.765 91661 2 444.25 -10.73

|P06396|GELS_HUMAN Gelsolin 7
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNR

199 35 19 97.15
b2°b2b3°b3b4b5b10b11
b13y6y8y14°y14y15*y1

5y16y17y19y35
4037.82 100.425 72600 3 1346.61 7.74

|P06396|GELS_HUMAN Gelsolin 8 EVQGFESATFLGYFK 147 15 12 63.74
b2°b2b3b10y3y4y10y12

y14°y14y15*y15
1722.84 90.927 58568 2 861.93 4.25

|P06396|GELS_HUMAN Gelsolin 9 HVVPNEVVVQR 177 11 9 82.49 b2b3b7y4y5y8y9y10y11 1275.72 38.761 35736 2 638.36 2.49



|P06396|GELS_HUMAN Gelsolin 10 YIETDPANR 729 9 8 38.48 b2y4*y4y5*y5y7°y7y9 1078.52 30.121 35238 2 539.76 1.58

|P06396|GELS_HUMAN Gelsolin 11 AVEVLPK 577 7 5 40.7 b1y3y4y5y7 755.46 40.343 30271 2 378.23 -10.34

|P06396|GELS_HUMAN Gelsolin 12
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 12 56.01

b7b8b11b12°b12b16y2y
11y12*y12y25*y25

2463.26 83.290 15684 2 1232.13 14.87

|P06396|GELS_HUMAN Gelsolin 13
QGQIIYNWQGAQSTQDEVAASAIL

TAQLDEELGGTPVQSR
485 40 4 23.56 b4b6b7*b7 4273.11 98.737 4269 3 1425.04 3.20

|P06396|GELS_HUMAN Gelsolin 14
QGFEPPSFVGWFLGWDDDYWSV

DPLDR
748 27 9 26.22

b2b3*b3b11b12y1y2y4y
7

3230.47 132.045 3015 3 1077.49 4.01

|P06396|GELS_HUMAN Gelsolin 15 TPSAAYLWVGTGASEAEK 597 18 4 25.05 b3b8b13y9 1837.88 110.940 1958 2 919.44 -10.56

|P06396|GELS_HUMAN Gelsolin 16 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 4 41.79 b8y3y4y5 1320.58 49.021 34056 3 440.86 -10.08

|P06396|GELS_HUMAN Gelsolin 17 LFQVK 188 5 1 13.3 y4 634.40 42.095 14827 1 634.40 10.49

|P06396|GELS_HUMAN Gelsolin 18 VPVDPATYGQFYGGDSYIILYNYR 457 24 7 30.7 b9b16b18*b18y5y12y14 2771.29 90.130 14656 3924.44 -15.42

|P06396|GELS_HUMAN Gelsolin 19
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAK
257 32 3 11.19 b3b10y8 3301.68 74.865 8929 3 1101.23 5.92

|P06396|GELS_HUMAN Gelsolin 20 DPDQTDGLGLSYLSSHIANVER 397 22 3 20.07 b8b15b18 2387.12 69.192 4167 3 796.38 -12.68

|P06396|GELS_HUMAN Gelsolin 21 FDLVPVPTNLYGDFFTGDAYVILK 75 24 4 12.81 b4b13y10°y10 2704.40 116.236 3154 2 1352.71 4.97

|P06396|GELS_HUMAN Gelsolin 22
IEGSNKVPVDPATYGQFYGGDSYI

ILYNYR
451 30 13 87.25

b7b10b25b26y3y4y5*y5
y6y9y12y13y23

3399.67 85.527 83285 3 1133.89 4.74

|P06396|GELS_HUMAN Gelsolin 23
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNRYER

199 38 6 24.3 b3b4°b4y7*y7y10 4486.01 97.653 11426 4 1122.26 2.50

|P06396|GELS_HUMAN Gelsolin 24 MDYPKQTQVSVLPEGGETPLFK 368 22 3 20.07 b5b7b9 2464.23 84.885 9167 2 1232.62 -7.03

|P06396|GELS_HUMAN Gelsolin 25 YIETDPANRDR 729 11 3 24.51 b7b9y9 1349.66 51.925 8267 2 675.33 12.48

|P06396|GELS_HUMAN Gelsolin 26
VPFDAATLHTSTAMAAQHGMDD

DGTGQKQIWR
419 32 4 17 b7°b7b11b16 3456.56 84.690 8115 3 1152.86 -11.87

|P06396|GELS_HUMAN Gelsolin 27 KMDAHPPR 660 8 5 67.7 b3b4b5b6b7 951.48 99.566 7655 1 951.48 -7.70
|P06396|GELS_HUMAN Gelsolin 28 EVQGFESATFLGYFKSGLK 147 19 3 24.26 b6b9b10 2108.08 44.489 5343 4 527.77 2.66

|P06396|GELS_HUMAN Gelsolin 29 GGTSREGGQTAPASTR 548 16 7 53.17 b5°b5b6b10b11y3y11 1532.74 104.469 4894 3 511.58 -3.74

|P06396|GELS_HUMAN Gelsolin 30 TASDFITKMDYPK 360 13 4 32.58 b4y4y5y7 1516.72 30.653 3270 2 758.86 -10.38

|P06396|GELS_HUMAN Gelsolin 31
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 0 7.94 2446.16 83.277 8098 2 1223.58 -11.48

|P06733|ENOA_HUMAN Alpha-enolase 1 YISPDQLADLYK 269 12 5 29.67 b2y5y9y10y12 1425.73 73.655 78486 2 713.37 4.88

|P06733|ENOA_HUMAN Alpha-enolase 2
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 17 102.33

b4b7b8b10b11b12°b12b
13y8y12*y12y15*y15y1

6y17y23y30
3011.55 85.158 65483 4 753.64 -7.46

|P06733|ENOA_HUMAN Alpha-enolase 3 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 9 55.71
b15y4*y4y5y9*y9y10y1

1y15
1633.82 54.913 49642 2 817.42 1.27

|P06733|ENOA_HUMAN Alpha-enolase 4 LAMQEFMILPVGAANFR 162 17 7 56.3 b4y6y7y8y9y11y17 1908.00 100.784 48064 2 954.50 7.55

|P06733|ENOA_HUMAN Alpha-enolase 5
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 6 22.9 b2b3°b3b5b6y26 2743.38 85.150 45883 3 915.13 0.18

|P06733|ENOA_HUMAN Alpha-enolase 6
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 6 26.03 b6b13y2y12°y12y13 2985.41 95.970 43003 3 995.81 4.91

|P06733|ENOA_HUMAN Alpha-enolase 7 AAVPSGASTGIYEALELR 32 18 10 41.21
b2b7°b7b12°b12y7y11y

14y15y18
1804.96 78.992 26044 2 902.98 7.10

|P06733|ENOA_HUMAN Alpha-enolase 8 IGAEVYHNLK 183 10 5 41.89 y3y5*y5y7y10 1143.62 39.930 16089 2 572.31 0.96



|P06733|ENOA_HUMAN Alpha-enolase 9
YGKDATNVGDEGGFAPNILENKE

GLELLK
199 29 6 24.96 b4b6°b6b8°b8b18 3091.54 80.088 9560 4 773.64 -5.13

|P06733|ENOA_HUMAN Alpha-enolase 10 GNPTVEVDLFTSK 15 13 9 68.51
b3b7b8*b8y6y8°y8y9y1

0
1406.72 68.549 49795 2 703.86 1.30

|P06733|ENOA_HUMAN Alpha-enolase 11 NPLAK 429 5 2 26.6 b3b4 542.33 61.717 42845 1 542.33 -3.60

|P06733|ENOA_HUMAN Alpha-enolase 12 LAQANGWGVMVSHR 358 14 9 104.05
b5b10y3y4y6y7y9y10y1

1
1525.74 55.702 41521 3 509.25 -20.56

|P06733|ENOA_HUMAN Alpha-enolase 13 DYPVVSIEDPFDQDDWGAWQK 285 21 5 14 b10y5*y5y13°y13 2510.14 64.762 30436 3 837.38 9.34

|P06733|ENOA_HUMAN Alpha-enolase 14 VVIGMDVAASEFFR 239 14 3 19.46 b6b11y7 1540.79 62.881 9482 2 770.90 7.53

|P06733|ENOA_HUMAN Alpha-enolase 15 EIFDSR 9 6 1 13.7 y3 766.38 30.670 3177 1 766.38 10.59

|P06733|ENOA_HUMAN Alpha-enolase 16 LMIEMDGTENK 92 11 3 24.51 b10y4y9 1280.61 136.259 2068 1 1280.61 17.63

|P06733|ENOA_HUMAN Alpha-enolase 17 AGYTDK 233 6 2 27 b4y3 654.31 54.560 2067 1 654.31 1.77

|P06733|ENOA_HUMAN Alpha-enolase 18 IHAREIFDSR 5 10 3 28.88 b5y6y7 1243.66 28.243 151336 2 622.34 7.66

|P06733|ENOA_HUMAN Alpha-enolase 19 SPDDPSRYISPDQLADLYK 262 19 3 15.08 b7b14y9 2180.03 86.293 5819 3 727.35 -8.06

|P06733|ENOA_HUMAN Alpha-enolase 20 LMIEMDGTENKSK 92 13 3 28.31 y8y11y12 1495.69 54.462 2625 2 748.35 -12.81

|P06733|ENOA_HUMAN Alpha-enolase 21 Oxidation+M() LAMQEFMILPVGAANFREAMR 162 21 3 23.66 y6y9y10 2411.21 44.015 179950 4 603.56 1.32

|P06733|ENOA_HUMAN Alpha-enolase 22 Oxidation+M(3) LAMQEFMILPVGAANFR 162 17 4 23.16 b10b14y4y13 1923.97 107.272 14300 2 962.49 -8.57

|P06733|ENOA_HUMAN Alpha-enolase 23 NSEVILPVPAFNVINGGSHAGNK 139 23 1 9.24 b4 2334.20 85.101 12634 3 778.74 -8.68

|P06733|ENOA_HUMAN Alpha-enolase 24 DWGAWQK 299 7 0 7.94 890.42 96.053 1875 1 890.42 0.96

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 19 127.22
b2*b2b3b4b7y1y2y3y4y
5°y5y6y7°y7y8y9°y9*y9

y10
1243.66 59.697 442286 2 622.33 1.77

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 MELQEIQLK 140 9 4 38.48 y4y5y7y9 1131.60 62.781 97333 2 566.31 -3.02

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 AADAEAEVASLNRR 77 14 6 27.25 y7*y7y9*y9y10*y10 1472.73 39.022 72848 3 491.58 -10.44

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 LATALQK 105 7 8 64.29 b4°b4y3y4y5y6°y6y7 744.45 28.993 31476 2 372.73 -13.77

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 AADAEAEVASLNR 77 13 11 63.17
b2b4y6*y6y7°y7y8y10y

11*y11y13
1316.65 41.823 15325 2 658.83 1.30

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 LDKENALDR 12 9 5 38.48 b2y3°y3y4y5 1073.55 23.003 5152 2 537.28 -7.28

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 HIAEEADRK 152 9 11 89.93
b2b3b5y2y3y4y6°y6y7y

8y9
1068.53 22.362 4032 3 356.85 -10.74

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 Carbamidomethyl+C(1) CSELEEELK 189 9 4 38.48 b3b4b5°b5 1136.54 93.079 131659 2 568.77 21.91

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 ENALDR 15 6 1 13.7 b4 717.35 65.232 10781 1 717.35 -2.89

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 QLEDELAAMQK 37 11 5 37.02 b5b6°b6b8y3 1275.61 42.643 6738 2 638.31 -11.58

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 SKQLEDELAAMQK 35 13 3 28.31 b7b8b10 1490.77 81.656 44442 2 745.89 12.12

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

12 KLVIIEGDLER 167 11 5 55.88 b3b4y3y5y7 1284.75 58.028 33257 2 642.88 -3.42

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

13 ENALDRAEQAEAEQK 15 15 3 26.39 y6y9y14 1701.78 104.550 16763 3 567.93 -13.41



|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

14 LEKTIDDLEDELYAQK 248 16 8 41.63
b7b9b13°b13y7°y7*y7y

8
1922.94 72.817 12728 3 641.65 -12.63

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

15 AADAEAEVASLNRR 77 14 0 3.57 1454.72 39.022 9856 3 485.58 -3.86

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 158 12 11 95.89
b2y1y3y4y5y6y8y9°y9y

10y12
1248.60 36.371 72187 2 624.80 0.29

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

2 IVADKDYSVTANSK 77 14 6 39 y5*y5y8y9*y9y12 1510.77 32.797 40505 3 504.26 -6.46

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

3 LIAPVAEEEATVPNNK 7 16 6 25.03 b2y4y11*y11y14y16 1694.90 53.349 28881 2 847.95 3.39

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

4 GEMMDLQHGSLFLQTPK 60 17 3 23.88 b4b11b14 1931.95 90.133 102184 2 966.48 9.54

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

5 MVVESAYEVIK 233 11 5 38.6 b4b8y7y8°y8 1267.65 62.236 30591 2 634.33 -5.59

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

6 SLADELALVDVLEDK 43 15 8 79.76 b6b7y4y6°y6y8y11y13 1629.85 98.821 15558 2 815.43 -5.69

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

7 Carbamidomethyl+C(15) GMYGIENEVFLSLPCILNAR 279 20 5 30.97 b5b9b10b15°b15 2296.12 105.484 6033 2 1148.56 -10.95

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

8 Carbamidomethyl+C(5) YSPDCIIIVVSNPVDILTYVTWK 127 23 5 35.74 b11b12y5°y5y6 2695.36 131.358 1971 3 899.12 -17.48

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

9 QQEGESR 100 7 5 37.69 b4*b4b5y6°y6 833.39 46.477 1872 1 833.39 13.99

|P07437|TBB5_HUMAN Tubulin beta 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|P07437|TBB5_HUMAN Tubulin beta 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 19 104.86

b2°b2b3b5b7°b7b13b14
*b14b15b16y1y4y6y9y1

2y14y18y26
2798.37 90.282 157550 3 933.46 8.55

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 10 75.02

y2y3y5y6y7y8y12y13y2
2y25

2708.34 96.113 91949 3 903.45 0.45

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 ALTVPELTQQVFDAK 282 15 4 18.31 b3y4y11y15 1659.90 84.745 90571 2 830.45 1.62

|P07437|TBB5_HUMAN Tubulin beta 
chain

5 IMNTFSVVPSPK 162 12 5 34.53 b3y4y7y8y12 1319.70 64.056 73068 2 660.35 -1.39

|P07437|TBB5_HUMAN Tubulin beta 
chain

6 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|P07437|TBB5_HUMAN Tubulin beta 
chain

7 ISVYYNEATGGK 46 12 15 98.4
b6°b6*b6b7y1y2y3y4y7

*y7y8°y8y9y10y12
1301.64 45.520 43489 2 651.32 1.88

|P07437|TBB5_HUMAN Tubulin beta 
chain

8 MAVTFIGNSTAIQELFKR 362 18 9 42.38
b3b7b14y1y2y4y12*y12

y13
2026.07 91.627 40895 3 676.03 -3.43

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 GHYTEGAELVDSVLDVVRK 103 19 4 23.88 b5b12b14y4 2087.07 87.643 31973 3 696.36 -1.99

|P07437|TBB5_HUMAN Tubulin beta 
chain

10 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 4 16.47 b12y2y3y8 1822.93 44.237 10446 2 911.97 2.41

|P07437|TBB5_HUMAN Tubulin beta 
chain

11
FWEVISDEHGIDPTGTYHGDSDLQ

LDR
19 27 7 17.95 b3b5b11°b11y2y8*y8 3102.45 120.876 7084 4 776.37 14.87

|P07437|TBB5_HUMAN Tubulin beta 
chain

12 MAVTFIGNSTAIQELFK 362 17 7 49.02 b3b4b5b7°b7b14°b14 1869.98 116.750 3412 3 624.00 1.11

|P07437|TBB5_HUMAN Tubulin beta 
chain

13 MAVTFIGNSTAIQELF 362 16 0 5.16 1741.87 91.688 8109 2 871.44 -10.09

|P07437|TBB5_HUMAN Tubulin beta 
chain

14 MAVTFIGNSTAIQELFK 362 17 0 4.76 1851.98 116.769 3296 3 618.00 11.34

|P07737|PROF1_HUMAN Profilin-1 1 TFVNITPAEVGVLVGK 38 16 23 129.98
b1b2°b2b3b4°b4*b4b5°
b5*b5b6°b6*b6b14y2y3
y6y7y10y11y12y13y16

1643.94 86.385 379313 2 822.47 1.71



|P07737|PROF1_HUMAN Profilin-1 2 TFVNITPAEVGVLVGKDR 38 18 16 123.29
b2°b2b3°b3b4b5*b5y5y
6y8y9y13y14y15y16y18

1915.05 80.563 293726 3 639.02 -7.97

|P07737|PROF1_HUMAN Profilin-1 3 STGGAPTFNVTVTK 91 14 12 72.88
b2°b2b4b5°b5y1y3y4y9

y10y12y14
1379.72 52.579 288172 2 690.36 0.35

|P07737|PROF1_HUMAN Profilin-1 4 SSFYVNGLTLGGQK 56 14 20 176.79
b3°b3b4°b4b5b6b9y3y4
*y4y5y6y7y8y9y10y11*

y11y14*y14
1470.76 67.892 283655 2 735.88 0.33

|P07737|PROF1_HUMAN Profilin-1 5 TLVLLMGK 108 8 5 54.4 y3y4y5y6y8 874.53 69.516 209319 2 437.77 -14.31

|P07737|PROF1_HUMAN Profilin-1 6 DSPSVWAAVPGK 26 12 12 112.5
b8b9b10y1y2y3y4y5y6y

7y10y12
1213.62 59.433 166046 2 607.31 0.50

|P07737|PROF1_HUMAN Profilin-1 7 EGVHGGLINKK 116 11 8 48.1 b7°b7b9b10y1y2y3y8 1151.65 23.856 21251 2 576.33 -4.13

|P07737|PROF1_HUMAN Profilin-1 8 Carbamidomethyl+C(16)
AGWNAYIDNLMADGTCQDAAIV

GYK
1 25 9 51.85

b12°b12*b12b13b14b17
y10y12y13

2717.25 96.449 4273 2 1359.13 5.39

|P07737|PROF1_HUMAN Profilin-1 9 DSLLQDGEFSMDLR 75 14 4 27.84 b3b13y5y7 1625.76 54.924 4251 2 813.38 6.08

|P07737|PROF1_HUMAN Profilin-1 10
Carbamidomethyl+C(16)

;Phosphoryl STY(6)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 12 74.64

b3y3y5y7y12y15y16y23
y24y30y31°y31

3991.79 105.482 437718 4 998.70 -0.67

|P07737|PROF1_HUMAN Profilin-1 11
Carbamidomethyl+C(1);

Oxidation+M(16)
CSVIRDSLLQDGEFSMDLR 70 19 4 26.1 b10y5y12y13 2257.08 62.316 70813 3 753.03 7.90

|P07737|PROF1_HUMAN Profilin-1 12 Oxidation+M(11) DSLLQDGEFSMDLR 75 14 3 24.9 b6b7y12 1641.76 96.617 19511 2 821.38 11.75

|P07737|PROF1_HUMAN Profilin-1 13 GVHGGLINKK 117 10 0 2.38 1022.60 23.860 7575 3 341.54 -12.06

|P07737|PROF1_HUMAN Profilin-1 14 TFVNITPAE 38 9 1 7.25 y5 991.52 86.341 4659 2 496.26 9.91

|P07737|PROF1_HUMAN Profilin-1 15 HGGLINKK 119 8 0 2.38 866.51 23.845 2539 2 433.76 -8.88

|P07737|PROF1_HUMAN Profilin-1 16 EGVHGGLINKK 116 11 0 2.38 1133.62 23.840 30226 3 378.55 -11.63

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

1 IQLVEEELDR 91 10 19 127.22
b2*b2b3b4b7y1y2y3y4y
5°y5y6y7°y7y8y9°y9*y9

y10
1243.66 59.697 442286 2 622.33 1.77

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

2 LATALQK 105 7 8 64.29 b4°b4y3y4y5y6°y6y7 744.45 28.993 31476 2 372.73 -13.77

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

3 LEQAEK 70 6 1 13.7 b3 717.39 28.124 10402 2 359.20 10.12

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

4 QLEEEQQALQKK 37 12 3 29.67 b4b7b8 1471.78 46.422 31075 2 736.40 5.14

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

5 Carbamidomethyl+C(8) AEVAESKCGDLEEELK 182 16 4 17.33 b12y9y11°y11 1806.82 48.087 10654 2 903.91 -11.96

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

6 Carbamidomethyl+C(1) CKQLEEEQQALQK 35 13 3 25.6 b4b5y7 1631.82 69.797 4960 2 816.41 8.53

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

7 KATDAEADVASLNR 76 14 3 19.46 b3y3y12 1460.75 38.906 3267 3 487.59 10.86

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

8 TIDDLEDEVYAQKMK 251 15 6 26.05 b11b13y11°y11*y11y14 1797.88 136.775 1771 1 1797.88 10.18

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FVFGTTPEDILR 216 12 17 122.79
b2b3b5°b5b6°b6b12y1y
3y4y6y7y8y9y10°y10y1

2
1394.73 83.171 371733 2 697.87 -4.64

|P07996|TSP1_HUMAN Thrombospondin-
1

2 TIVTTLQDSIR 288 11 13 101.02
b1b2°b2b3°b3y3y4y5y6

y7y8y9y11
1246.69 68.492 297660 2 623.85 -4.21



|P07996|TSP1_HUMAN Thrombospondin-
1

3 FTGSQPFGQGVEHATANK 623 18 25 165.45

b2°b2b3b4°b4b5b8b10b
13y1y2y3y4y6y7*y7y9y
11y12*y12y13°y13*y13

y16y18

1875.88 45.520 254775 3 625.97 -7.35

|P07996|TSP1_HUMAN Thrombospondin-
1

4 GPDPSSPAFR 50 10 16 135.01
b2b3°b3b6b9y2y3y4y5y

6°y6y7°y7y8y9y10
1030.49 36.845 220674 2 515.75 -2.72

|P07996|TSP1_HUMAN Thrombospondin-
1

5 AQGYSGLSVK 1054 10 10 74.81
b2*b2b3y2y3y4y6y7y8y

10
1009.53 39.705 198447 2 505.27 -6.17

|P07996|TSP1_HUMAN Thrombospondin-
1

6 GGVNDNFQGVLQNVR 201 15 21 168.62
b2b5b6b7°b7b10b11b12
b13y2y3*y3y4*y4y6y7y

9y10y11y15*y15
1616.82 66.754 194840 2 808.91 2.04

|P07996|TSP1_HUMAN Thrombospondin-
1

7 MENAELDVPIQSVFTR 173 16 20 184.36
b2b3b4b6b7b8*b8b11°b
11b12b14b15y1y3y5y6y

8y10y11y16
1848.93 82.326 183215 2 924.97 5.35

|P07996|TSP1_HUMAN Thrombospondin-
1

8 GTSQNDPNWVVR 968 12 7 50.05 b6y2y3y4y6y10°y10 1372.67 48.240 151333 2 686.84 3.82

|P07996|TSP1_HUMAN Thrombospondin-
1

9 NALWHTGNTPGQVR 1077 14 6 45.02 y4y5*y5y9y10y14 1550.76 46.096 133004 3 517.59 -12.52

|P07996|TSP1_HUMAN Thrombospondin-
1

10
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 25 194.17

b2b3b4°b4b11b19y2y4y
5y6y7y8°y8y9y10°y10*
y10y11*y11y13y15y16y

17y18y19

2131.92 32.021 131284 3 711.31 -7.21

|P07996|TSP1_HUMAN Thrombospondin-
1

11 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 9 55.21 b2b4b5b8*b8y4y6y8y13 1659.80 37.336 102088 3 553.94 -8.16

|P07996|TSP1_HUMAN Thrombospondin-
1

12 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 9 69.37 b3y1y2y3y5y6y7y9y12 1573.68 44.710 85476 2 787.34 4.34

|P07996|TSP1_HUMAN Thrombospondin-
1

13 GFLLLASLR 86 9 8 62.08 b2b3y2y4y5y6y7y9 989.61 90.886 74316 2 495.31 -4.38

|P07996|TSP1_HUMAN Thrombospondin-
1

14 GTLLALER 101 8 7 54.4 y2°y2y3y4y5y6y8 872.52 57.373 58411 2 436.76 -4.83

|P07996|TSP1_HUMAN Thrombospondin-
1

15 IPESGGDNSVFDIFELTGAAR 20 21 9 63.33 b3°b3y1y3y4y5y6y7y21 2195.08 100.246 52827 2 1098.04 8.01

|P07996|TSP1_HUMAN Thrombospondin-
1

16 QVTQSYWDTNPTR 1041 13 11 91.6
b3b12°b12y5y7y9y10y1

1°y11y12y13
1595.75 50.015 42082 2 798.38 4.51

|P07996|TSP1_HUMAN Thrombospondin-
1

17 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 9 70.83 b2b6b9y2y3y6y8y10y12 1332.64 40.457 39209 2 666.82 2.02

|P07996|TSP1_HUMAN Thrombospondin-
1

18

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 9 46.97
b4b9b12y3y7y11y20y22

y26
2965.32 53.345 24560 3 989.11 0.25

|P07996|TSP1_HUMAN Thrombospondin-
1

19
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 13 102.38
b3°b3b4y2y3y4y5°y5y6

*y6y7y8y10
1346.58 14.905 21988 3 449.53 -10.52

|P07996|TSP1_HUMAN Thrombospondin-
1

20 Carbamidomethyl+C(8) IPDDRDNCPFHYNPAQYDYDR 746 21 5 21.91 b10y6y10°y10y12 2671.16 47.944 19507 4 668.54 10.79

|P07996|TSP1_HUMAN Thrombospondin-
1

21 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 6 19.46 b11*b11y2y4y10*y10 1681.71 30.867 18972 3 561.24 -3.41

|P07996|TSP1_HUMAN Thrombospondin-
1

22 IEDANLIPPVPDDK 60 14 6 33.28 b6b12y3°y3y4y14 1535.78 62.953 12756 2 768.39 -8.98

|P07996|TSP1_HUMAN Thrombospondin-
1

23 FQMIPLDPK 959 9 3 38.48 b3b4b5 1088.59 55.773 9741 2 544.80 5.38

|P07996|TSP1_HUMAN Thrombospondin-
1

24
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

DCVGDVTENQICNK 529 14 7 27.25 b2y4*y4y5*y5y7y14 1651.71 46.370 8117 2 826.36 4.66



|P07996|TSP1_HUMAN Thrombospondin-
1

25
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 5 26.22 b15y3y9y10y26 3320.28 53.139 89478 3 1107.43 3.24

|P07996|TSP1_HUMAN Thrombospondin-
1

26

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 6 45.69 b5b11b13y5y9y11 1949.80 50.858 62492 2 975.41 5.07

|P07996|TSP1_HUMAN Thrombospondin-
1

27
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 5 41.9 b4y4y5y7y8 2409.14 102.938 62405 3 803.72 -3.04

|P07996|TSP1_HUMAN Thrombospondin-
1

28 Carbamidomethyl+C(1) CNYLGHYSDPMYR 662 13 3 20.83 b9y4y6 1675.68 54.252 56831 3 559.23 -10.05

|P07996|TSP1_HUMAN Thrombospondin-
1

29 FYVVMWK 1034 7 3 40.7 b3b6y5 972.50 77.316 37161 2 486.75 -4.08

|P07996|TSP1_HUMAN Thrombospondin-
1

30 DFTAYR 1103 6 2 13.7 y4°y4 772.36 39.941 17176 1 772.36 -3.64

|P07996|TSP1_HUMAN Thrombospondin-
1

31
Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(24)

CDNCPYNHNPDQADTDNNGEGD
ACAADIDGDGILNER

773 37 3 10.88 b4y11y13 4092.63 58.152 16498 3 1364.88 10.92

|P07996|TSP1_HUMAN Thrombospondin-
1

32 IMADSGPIYDK 1130 11 4 41.79 b9y3y6y8 1209.61 26.996 15559 3 403.87 20.18

|P07996|TSP1_HUMAN Thrombospondin-
1

33 LGLFVFSQEMVFFSDLK 1147 17 5 30.15 b9b10*b10y6y11 2007.03 95.405 11118 2 1004.02 0.12

|P07996|TSP1_HUMAN Thrombospondin-
1

34 Carbamidomethyl+C(2)
GCSSSTSVLLTLDNNVVNGSSPAI

R
230 25 4 12.5 b12b14°b14y8 2548.27 129.140 5090 3 850.09 0.29

|P07996|TSP1_HUMAN Thrombospondin-
1

35 DHSGQVFSVVSNGK 110 14 3 19.46 b13y3y8 1460.71 44.128 2751 3 487.57 -2.09

|P07996|TSP1_HUMAN Thrombospondin-
1

36 QHVVSVEEALLATGQWK 137 17 9 53.78
b8*b8b9°b9b10y4y11y1

3*y13
1894.98 117.923 2473 2 947.99 -10.76

|P07996|TSP1_HUMAN Thrombospondin-
1

37 Carbamidomethyl+C(15)
DDFDHDSVPDIDDICPENVDISET

DFR
931 27 5 11.99 b14y3°y3y12*y12 3180.36 68.315 2291 3 1060.79 11.05

|P07996|TSP1_HUMAN Thrombospondin-
1

38 IEDANLIPPVPDDKFQDLVDAVR 60 23 20 175.12
b4b5*b5b6*b6b7*b7b1
0y3y4y5y6y7°y7y9y10y

11y14y15y16
2579.34 89.006 346525 3 860.45 1.14

|P07996|TSP1_HUMAN Thrombospondin-
1

39 VTEENKELANELR 300 13 8 67.55
b3b5b10*b10b12y3y4°y

4
1544.79 91.750 174907 2 772.90 -0.95

|P07996|TSP1_HUMAN Thrombospondin-
1

40
Carbamidomethyl+C(4);
Carbamidomethyl+C(16)

IRLCNSPSPQMNGKPCEGEAR 458 21 10 58.05
b5b10*b10y6y7y9°y9y1

0y11*y11
2401.11 38.774 76254 4 601.03 -2.24

|P07996|TSP1_HUMAN Thrombospondin-
1

41

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 4 21.5 b3b4b11y12 4107.61 50.234 73666 5 822.33 -9.63

|P07996|TSP1_HUMAN Thrombospondin-
1

42 LVPNPDQKDSDGDGR 911 15 8 38.09
b13b14°b14*b14y10y11

°y11*y11
1612.73 63.862 13766 3 538.25 -13.25

|P07996|TSP1_HUMAN Thrombospondin-
1

43
Carbamidomethyl+C(2);
Carbamidomethyl+C(9)

SCDSLNNRCEGSSVQTR 404 17 4 25.13 y8y9°y9y14 1969.86 90.132 4825 4 493.22 5.76



|P07996|TSP1_HUMAN Thrombospondin-
1

44

Carbamidomethyl+C(5);
Carbamidomethyl+C(23)
;Carbamidomethyl+C(26
);Carbamidomethyl+C(2
8);Carbamidomethyl+C(

35)

RPPLCYHNGVQYRNNEEWTVDSC
TECHCQNSVTICK

313 36 4 12.74 b7b12y7y9 4512.00 84.517 3059 4 1128.75 11.90

|P07996|TSP1_HUMAN Thrombospondin-
1

45 Carbamidomethyl+C(4) SRLCNNPTPQFGGK 515 14 4 19.46 b6y6*y6y8 1575.79 75.310 3055 3 525.93 11.47

|P07996|TSP1_HUMAN Thrombospondin-
1

46
QVTQSYWDTNPTRAQGYSGLSV

K
1041 23 13 64.93

b3b7°b7*b7b9b10b12°b
12b13°b13*b13y13y14

2586.24 118.867 2967 3 862.75 -7.08

|P07996|TSP1_HUMAN Thrombospondin-
1

47 IMADSGPIYDKTYAGGR 1130 17 6 53.78 b11b12b13y10y13y15 1814.85 136.698 2316 1 1814.85 -11.50

|P07996|TSP1_HUMAN Thrombospondin-
1

48 Phosphoryl STY(10) LVPNPDQKDSDGDGR 911 15 4 38.15 b3y3y4y5 1692.69 107.148 3206 2 846.85 -11.18

|P07996|TSP1_HUMAN Thrombospondin-
1

49
Carbamidomethyl+C(15)

;Oxidation+M(12)
GLAWGLGVLFLMHVCGTNR 1 19 4 22.86 b3b4y6°y6 2117.06 115.484 6528 2 1059.04 -6.69

|P07996|TSP1_HUMAN Thrombospondin-
1

50 Carbamidomethyl+C(4) PDACFNHNGEHR 595 12 1 7.33 b10 1453.59 30.894 18717 3 485.20 -7.73

|P07996|TSP1_HUMAN Thrombospondin-
1

51 Carbamidomethyl+C(5) RPPLCYHNGVQ 313 11 0 3.17 1340.67 37.290 5291 3 447.56 11.38

|P07996|TSP1_HUMAN Thrombospondin-
1

52
Carbamidomethyl+C(1);
Carbamidomethyl+C(6)

CHIQECDKR 422 9 2 22.57 b3b4 1245.53 14.902 3761 3 415.85 -13.43

|P07996|TSP1_HUMAN Thrombospondin-
1

53 LLLASLR 88 7 0 1.59 785.52 90.896 2575 2 393.26 -8.86

|P07996|TSP1_HUMAN Thrombospondin-
1

54 NALWHTGN 1077 8 0 3.57 912.44 46.116 2227 2 456.73 13.65

|P07996|TSP1_HUMAN Thrombospondin-
1

55 GTLLALER 101 8 0 1.19 854.50 57.374 7922 2 427.75 -5.29

|P07996|TSP1_HUMAN Thrombospondin-
1

56 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 0 3.57 1663.70 30.856 2469 3 555.24 -0.95

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

1 VEIIANDQGNR 25 11 8 64.41 b2b3b7y4y6y7y8y11 1228.62 36.891 58804 2 614.82 -2.58

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

2 TTPSYVAFTDTER 36 13 10 62.78
b1°b1b5b9y3y6y9y11°y

11y13
1487.71 55.692 51609 2 744.36 2.71

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

3 SINPDEAVAYGAAVQAAILMGDK 361 23 6 23.25 b9b13b14°b14b16°y23 2304.15 77.541 28094 2 1152.58 0.32

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

4 Carbamidomethyl+C(6)
ELEQVCNPIISGLYQGAGGPGPGG

FGAQGPK
597 31 4 13.98 b7b11y17y26 3055.43 93.935 20313 3 1019.15 -20.93

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

5 Carbamidomethyl+C(14) AAAIGIDLGTTYSCVGVFQHGK 3 22 4 13.56 b12°b12b20y14 2265.10 77.508 12259 3 755.71 -13.58

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

6 Carbamidomethyl+C(1) CQEVISWLDANTLAEK 573 16 6 38.21 b5b8°b8b12b13y11 1876.93 121.858 5681 2 938.97 11.97

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

7 NQVALNPQNTVFDAK 56 15 4 29.7 b5b10b14y12 1658.85 95.746 3902 2 829.93 2.43

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

8 GGSGSGPTIEEVD 628 13 3 25.6 b6b7y5 1204.51 20.661 3355 3 402.17 -18.75

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

9 VSAKNALESYAFNMK 535 15 4 18.31 b3y11y13°y13 1672.81 60.600 27899 2 836.91 -13.06

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

10
ATAGDTHLGGEDFDNRLVNHFVE

EFK
220 26 3 12.23 b5y10y12 2918.41 110.511 13813 5 584.49 12.55

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

11
FGDPVVQSDMKHWPFQVINDGD

KPK
77 25 3 12.5 b10b20y7 2884.44 59.946 4974 4 721.87 12.27

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

12
DLNKSINPDEAVAYGAAVQAAIL

MGDK
357 27 4 22.84 b9b10b15*b15 2774.36 80.380 3736 4 694.35 -14.26



|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

13 Carbamidomethyl+C(14)
AAAIGIDLGTTYSCVGVFQHGKVE

IIANDQGNR
3 33 5 18.02 b7b16y8y10y14 3474.70 126.826 2397 3 1158.90 -13.14

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

14 NALESYAFNMKSAVEDEGLK 539 20 8 39.27
b3b6b14y5°y5y11y12*y

12
2216.02 111.334 1588 3 739.35 -13.11

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

15 Phosphoryl STY(14)
TLSSSTQASLEIDSLFEGIDFYTSIT

R
272 27 4 15.5

b13b15_H3PO4 
b15y9y12

3061.46 118.898 21989 3 1021.16 12.92

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

16
Carbamidomethyl+C(1);

Phosphoryl STY(6)
CQEVISWLDANTLAEK 573 16 5 27.92

b5y3y9y11_HPO3 
y11*y11

1956.84 60.487 21806 3 652.95 -12.60

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

17 Oxidation+M() NALESYAFNMK 539 11 4 24.51 b9°b9y3y10 1303.61 77.314 8594 1 1303.61 11.14

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

18 Oxidation+M() AFYPEEISSMVLTK 112 14 3 19.46 b3b7y11 1630.80 112.893 2515 2 815.91 -0.07

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

19 Oxidation+M(10) FGDPVVQSDMK 77 11 5 37.02 b9°b9y7y9y10 1238.58 116.321 1662 1 1238.58 2.66

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 24 171.04

b2b7°b7b10°b10b12b13
°b13b15y1y2y3y4y5y6y
7y8y9y10y12y13y14y22

y24

2683.26 79.885 229942 4 671.57 -7.28

|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 48 334.75

b1b2°b2b3°b3b4b5*b5b
6°b6*b6b7*b7b9*b9b10
°b10*b10b13°b13y2y3°
y3y4°y4y5°y5y6y7y8y10
y11y12°y12*y12y13y14
y15y16y18°y18y19y20y

21*y21y22y23y25

2894.41 122.475 229902 3 965.47 -1.43

|P08567|PLEK_HUMAN Pleckstrin 3
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 4 21.07 b12y3y7y9 2666.28 93.545 130858 3 889.43 5.59

|P08567|PLEK_HUMAN Pleckstrin 4
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 13 85.36

b4b5°b5b14b15b16b17y
2y7y11y13y15y24

2552.24 91.884 72037 3 851.42 -0.48

|P08567|PLEK_HUMAN Pleckstrin 5 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 8 72.59 y2y3y4y7y8y9y10y14 1553.75 42.124 48548 2 777.38 5.03

|P08567|PLEK_HUMAN Pleckstrin 6 LPETIDLGALYLSMKDTEK 119 19 5 15.08 b2b14y2y3y8 2137.10 88.930 22180 3 713.04 -3.88

|P08567|PLEK_HUMAN Pleckstrin 7 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 9 29.7
b2b3y1y7°y7*y7y10y11

y15
1593.75 30.046 16447 3 531.92 -9.50

|P08567|PLEK_HUMAN Pleckstrin 8 QQDHFFQAAFLEER 75 14 11 57.15
b8b13y3°y3y5°y5y8°y8*

y8y12°y12
1765.83 72.854 46664 3 589.28 3.11

|P08567|PLEK_HUMAN Pleckstrin 9 LPETIDLGALYLSMK 119 15 7 48.01 b4°b4b11b13b14y3y11 1663.91 116.847 38800 2 832.46 6.53

|P08567|PLEK_HUMAN Pleckstrin 10 TEWIK 335 5 1 13.3 y4 676.37 39.878 10773 2 338.69 -0.09
|P08567|PLEK_HUMAN Pleckstrin 11 SDNSPK 39 6 1 13.7 y5 647.31 72.895 7807 1 647.31 8.67

|P08567|PLEK_HUMAN Pleckstrin 12 GSVFNTWKPMWVVLLEDGIEFYK 14 23 3 13.16 b7b12y9 2758.45 71.007 5737 3 920.16 20.80

|P08567|PLEK_HUMAN Pleckstrin 13 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 3 20.83 b5b11y10 1397.66 55.803 5182 2 699.33 13.89

|P08567|PLEK_HUMAN Pleckstrin 14 Carbamidomethyl+C(3) QGCLLK 247 6 2 13.7 b3*b3 718.38 35.499 4918 1 718.38 -14.70

|P08567|PLEK_HUMAN Pleckstrin 15
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 9 51.79

b7b11°b11b13y3y11y12
y13y21

2822.39 86.762 63447 3 941.47 4.24

|P08567|PLEK_HUMAN Pleckstrin 16
KSEEENLFEIITADEVHYFLQAATP

K
307 26 4 22.01 b11y14*y14y15 3022.50 116.785 34792 3 1008.17 -1.29

|P08567|PLEK_HUMAN Pleckstrin 17 AIQMASRTGK 340 10 6 43.43 b6°b6b7*b7b8y6 1062.56 105.222 11181 2 531.78 -13.67

|P08567|PLEK_HUMAN Pleckstrin 18
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

KIFNHCFTGNCVIDWLVSNQSVR 149 23 5 23.25 b9b10*b10b12°b12 2794.32 118.929 11152 3 932.11 -13.63



|P08567|PLEK_HUMAN Pleckstrin 19 Phosphoryl STY(11) LPETIDLGALYLSMKDTEK 119 19 3 22.86 b15y7y8 2217.06 110.833 1513 2 1109.03 -4.51

|P08567|PLEK_HUMAN Pleckstrin 20 Oxidation+M(5)
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 5 12.81 b10y13°y13y16°y16 2568.22 102.282 4619 3 856.74 -4.56

|P08567|PLEK_HUMAN Pleckstrin 21 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 0 3.57 1195.56 42.086 7395 2 598.28 6.43

|P08567|PLEK_HUMAN Pleckstrin 22 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 0 7.54 2665.24 79.815 27792 4 667.07 -8.24

|P09486|SPRC_HUMAN SPARC 1 Carbamidomethyl+C(5) YIPPCLDSELTEFPLR 150 16 6 44.8 b7b8b9y3y14y16 1949.98 88.716 40359 2 975.49 7.57

|P09486|SPRC_HUMAN SPARC 2

Carbamidomethyl+C(2);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(14
);Carbamidomethyl+C(2

0)

VCELDENNTPMCVCQDPTSCPAPI
GEFEK

81 29 5 50.24 y6y7y8y9y13 3397.43 69.005 22062 3 1133.15 4.38

|P09486|SPRC_HUMAN SPARC 3 Carbamidomethyl+C(9) LHLDYI GPCK 140 10 4 20.81 b2b3b5°b5 1215.61 54.438 12500 2 608.31 -3.82

|P09486|SPRC_HUMAN SPARC 4
NYNMYIFPVHWQFGQLDQHPIDG

YLSHTELAPLR
222 34 3 22.95 b11b12b16 4099.99 97.342 6884 4 1025.75 -0.48

|P09486|SPRC_HUMAN SPARC 5 Carbamidomethyl+C(10) YIALDEWAGCFGIK 279 14 3 19.46 b4y7y13 1642.81 44.810 59056 2 821.91 7.73

|P09486|SPRC_HUMAN SPARC 6 Carbamidomethyl+C(8) AWIFFLLCLAGR 2 12 3 22.47 b3y6y9 1466.80 46.455 5161 3 489.60 -1.25

|P09486|SPRC_HUMAN SPARC 7 LEAGDHPVELLAR 205 13 4 28.31 b7°b7b9b10 1419.73 102.713 3006 2 710.37 -20.64
|P09486|SPRC_HUMAN SPARC 8 IHENEK 198 6 1 13.7 b3 769.39 74.318 2024 2 385.20 11.98

|P09486|SPRC_HUMAN SPARC 9
Carbamidomethyl+C(5);
Carbamidomethyl+C(21)

FFETCDLDNDKYIALDEWAGCFGI
K

268 25 9 92.72
b12y3y4y5y6y7y8y11y1

2
3027.36 98.219 48219 3 1009.79 3.31

|P09486|SPRC_HUMAN SPARC 10
Carbamidomethyl+C(5);

Phosphoryl STY(11)
YIPPCLDSELTEFPLR 150 16 4 34.73 b8b9b10°b10 2029.94 85.934 3501 3 677.32 10.04

|P09486|SPRC_HUMAN SPARC 11
Carbamidomethyl+C(9);

Oxidation+M(6)
APLIPMEHCTTR 256 12 4 22.47 b3y9y11°y11 1441.69 66.028 1960 1 1441.69 -3.56

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

1 IQLVEEELDR 91 10 19 127.22
b2*b2b3b4b7y1y2y3y4y
5°y5y6y7°y7y8y9°y9*y9

y10
1243.66 59.697 442286 2 622.33 1.77

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

2 LATALQK 105 7 8 64.29 b4°b4y3y4y5y6°y6y7 744.45 28.993 31476 2 372.73 -13.77

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

3 LDKENALDR 12 9 5 38.48 b2y3°y3y4y5 1073.55 23.003 5152 2 537.28 -7.28

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

4 SIDDLEDELYAQK 251 13 3 20.83 b6b10y11 1538.74 64.698 22418 2 769.88 13.80

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

5 ATDAEADVASLNR 77 13 5 29.94 b3b12y8*y8y12 1332.63 52.007 10504 2 666.82 -8.34

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

6 ENALDRAEQAEADK 15 14 6 39.38 b6*b6b12b13y3y10 1559.74 90.150 2715 2 780.37 6.50

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

7 LATALQK 105 7 0 0.79 726.44 28.985 4406 2 363.73 -4.12

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 20 104.49

b4b9b10°b10*b10b11°b
11*b11y1y3y5y7y9y10y
11y13y14°y14y17y28

3176.58 76.588 94936 4 794.90 -7.07

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

2 YTPEEIAMATVTALRR 243 16 5 27.92 b6b10b14y15y16 1821.93 91.156 37052 3 607.98 -11.39

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

3 YEGSGEDGGAAAQSLYIANHAY 342 22 3 23.43 y4y5y7 2243.99 62.304 3905 2 1122.50 2.18

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

4 LSQIGVENTEENRR 43 14 8 60.83
b12y5y6*y6y8y11y13*y

13
1644.85 109.870 3189 2 822.93 11.06



|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

5 IVAPGK 22 6 1 13.7 b5 584.38 43.284 17488 1 584.38 7.83

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

6
TVPPAVPGVTFLSGGQSEEEASFN

LNAINR
259 30 8 26.68

b5b16y10y12°y12y14°y
14y16

3101.55 94.568 13139 3 1034.52 -1.97

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

7 ISER 153 4 1 12.91 y3 504.28 71.525 5664 1 504.28 3.09

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

8 MPHSYPALSAEQK 0 13 5 34.34 b3b6b8y11*y11 1458.70 109.691 4602 2 729.85 -5.44

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

9 LSQIGVENTEENR 43 13 7 48.68 b3°b3b5*b5y9y10y11 1488.73 46.381 3631 2 744.87 -0.57

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

10 GVVPLAGTDGETTTQGLDGLSER 111 23 5 20.32 b3b11b13y10°y10 2273.08 122.617 2665 3 758.37 -18.37

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

11 Carbamidomethyl+C(1) CIGGVIFFHETLYQK 72 15 13 76.95
b3b4b12°b12b13y6*y6y

8°y8*y8y9*y9y12
1811.93 97.625 2643 3 604.65 6.87

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

12 DDNGVPFVR 87 9 5 57.81 b3b4°b4b6b8 1018.48 46.437 2497 1 1018.48 -10.73

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

13 IVAPGKGILAADESVGSMAK 22 20 3 14.51 b5y4y8 1914.02 118.599 18293 3 638.68 -9.12

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

14
AEVNGLAAQGKYEGSGEDGGAA

AQSLYIANHAY
331 33 3 11.09 b7b9y3 3282.51 87.001 5017 3 1094.84 -5.65

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

15
RTVPPAVPGVTFLSGGQSEEEASF

NLNAINR
258 31 4 11.3 b15y3*y3y14 3257.63 86.332 3123 3 1086.55 -8.84

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

16 DDNGVPFVRTIQDK 87 14 3 27.25 b9b10b13 1603.81 103.817 1908 2 802.41 -0.38

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

17 Phosphoryl STY(8) GILAADESVGSMAK 28 14 5 40.17 b7b9b11y9y13 1428.65 26.832 1702 2 714.83 8.03

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

18 PIVEPEILPDGDHDLKR 184 17 4 39.55 b3b4b12b13 1943.02 76.586 7169 2 972.01 -2.01

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

19 PEILPDGDHDLKR 188 13 1 8.81 b11 1504.78 76.527 1942 3 502.26 0.08

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 17 187.94
b4b5b7b8b9b10b13*b1
3b14y3y4y5y6y7y8y11y

15
1577.83 61.455 386705 3 526.61 -12.15

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 HITSLEVIK 56 9 14 111.02
b1b2b4°b4b5°b5b6b7y2

y3y4y7y8y9
1039.61 48.733 288121 2 520.31 -2.47

|P10720|PF4V_HUMAN Platelet factor 4 
variant

3 SSAAR 1 5 1 13.3 y4 491.26 28.158 15618 1 491.26 10.50

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 VEIIANDQGNR 25 11 8 64.41 b2b3b7y4y6y7y8y11 1228.62 36.891 58804 2 614.82 -2.58

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 TTPSYVAFTDTER 36 13 10 62.78
b1°b1b5b9y3y6y9y11°y

11y13
1487.71 55.692 51609 2 744.36 2.71

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 Carbamidomethyl+C(2) VCNPIITK 601 8 5 33.32 b2b5y6y7y8 944.52 39.956 39201 2 472.76 -3.88

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 FEELNADLFR 301 10 4 27.12 b3b9y8y10 1253.62 74.666 35560 2 627.31 2.24

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 NSLESYAFNMK 539 11 6 13.42 b2°b2b4*b8y8y11 1303.61 65.104 26649 2 652.31 9.46

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 TVTNAVVTVPAYFNDSQR 137 18 5 62.13 y9y10y11y12y13 1982.00 69.370 25821 2 991.51 3.02

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7 DAGTIAGLNVLR 159 12 3 22.47 b3b7y3 1199.69 72.803 25758 2 600.35 10.18

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 STAGDTHLGGEDFDNR 220 16 6 23.86 b2°b2b8y8y9y16 1691.71 39.112 18711 3 564.58 -7.14

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9 QTQTFTTYSDNQPGVLIQVYEGER 423 24 3 12.81 b16y5y12 2774.30 77.791 8571 3 925.44 -9.68

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10 NQVAMNPTNTVFDAK 56 15 5 38.15 b11b12b13*b13y12 1649.80 73.383 3475 2 825.40 0.30



|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 Carbamidomethyl+C(1) CNEIINWLDK 573 10 3 28.88 b8b9y6 1304.60 43.290 165513 2 652.81 -20.30

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12
LYQSAGGMPGGMPGGFPGGGAP

PSGGASSGPTIEEVD
609 37 4 21.46 b29y7y8y19 3346.45 87.964 45793 4 837.37 -15.76

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 Carbamidomethyl+C(14) GPAVGIDLGTTYSCVGVFQHGK 3 22 3 13.56 b12b15y14 2263.07 116.159 18007 3 755.03 -21.90

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 HWPFMVVNDAGRPK 88 14 4 33.28 b6b8y12y13 1653.81 78.312 17112 2 827.41 -14.84

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 VGAER 188 5 1 13.3 b3 531.28 56.084 12103 1 531.28 -12.64

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16 YKAEDEK 524 7 3 37.69 b5b6y6 882.42 41.199 20315 1 882.42 -0.83

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 Carbamidomethyl+C(14)
GPAVGIDLGTTYSCVGVFQHGKV

EIIANDQGNR
3 33 3 16.87 b15b17b19 3472.72 80.546 19091 4 868.93 -3.66

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18 NSLESYAFNMKATVEDEK 539 18 14 78.23
b6b12°b12b13y3y4y6°y
6y10*y10y13°y13y14*y

14
2075.98 100.344 9373 2 1038.49 10.70

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19 Carbamidomethyl+C(5) ILDKCNEIINWLDK 569 14 5 27.84 b5b11y5°y5y10 1773.90 79.152 6122 3 591.97 -9.84

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 SFYPEEVSSMVLTKMK 112 16 3 17.33 b12y4y12 1875.92 116.797 2047 3 625.98 -3.06

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

1 Carbamidomethyl+C(12) ASSLGGADVTNCIESR 322 16 10 56.06
b1b6b7b15°b15y2y7y8y

9y16
1636.75 40.153 33206 2 818.88 -3.65

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

2

Carbamidomethyl+C(12)
;Carbamidomethyl+C(17
);Carbamidomethyl+C(1

9)

FAFINGGVVANCIASTCTCGTNR 378 23 7 37.55 b2b13b14y3y4*y4y22 2490.11 120.494 2058 4 623.28 -10.88

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

3 DIALIK 145 6 3 43.31 b3y3y5 672.43 53.160 27590 1 672.43 5.26

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

4 DSIIK 151 5 1 13.3 b3 575.34 42.070 24426 1 575.34 6.26

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

5 LGIK 201 4 1 12.91 y3 430.30 47.139 15685 1 430.30 4.40

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

6 TLQDFVNNEIRPAIGELR 176 18 8 44.65
b4°b4b5b7b9°b9b13*b1

3
2085.11 96.493 10375 2 1043.06 -1.41

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

7 NLLNR 75 5 1 13.3 y4 629.37 39.233 5331 1 629.37 -4.17

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

8 LLVMINSTHNSPVNTYTLESR 523 21 6 32.28 b10y8y10y14°y14y18 2389.17 79.975 3917 2 1195.09 -19.62

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

9 SDIYDIIYTEQVK 253 13 8 46.46
b9°b9b10°b10y6y9*y9y

10
1586.83 104.440 3694 2 793.92 20.85

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

10
Carbamidomethyl+C(12)
;Carbamidomethyl+C(21

)
ASSLGGADVTNCIESRLAYICPR 322 23 4 37.13 b10b12b13b14 2510.22 84.695 37787 2 1255.61 2.24

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

11 MRNPYIGNNSN 544 11 3 24.51 b7b9y9 1279.59 62.486 6395 2 640.30 2.96

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

12 Phosphoryl STY(10) LTQHYSELATAFSSNLGTIGEK 205 22 5 29.24 b9b21y10y12y13 2447.11 116.315 8344 3 816.37 -13.57

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

13 Carbamidomethyl+C(3) TNCIESR 331 7 0 4.37 879.40 40.097 8243 1 879.40 1.60

|P12605|FUS_PI1HC Fusion glycoprotein 
F0

14 Carbamidomethyl+C(12) ASSLGGADVTNCI 322 13 1 7.25 y8 1264.58 40.204 5894 3 422.20 -5.60

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 VGWEQLLTTIAR 714 12 19 167.92
b1b4b5*b5b6*b6b8b9y
2y3y4y5y6y7y8*y8y9y1

1y12
1386.77 98.548 232022 2 693.89 -1.14



|P12814|ACTN1_HUMAN Alpha-actinin-1 2 AIMTYVSSFYHAFSGAQK 236 18 31 201.26

b2b3b5°b5b9b13b14y1y
2*y2y4y5°y5y6°y6y7y8°
y8*y8y9y10°y10y11y12
°y12y13y14y16*y16y18

*y18

2007.95 91.000 170186 3 669.99 -5.53

|P12814|ACTN1_HUMAN Alpha-actinin-1 3 TINEVENQILTR 726 12 9 64.02
b2°b2b9b10y3y4y6y10y

12
1429.76 60.369 134055 2 715.38 -1.45

|P12814|ACTN1_HUMAN Alpha-actinin-1 4
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 23 155.53

b2b3b4b5b6*b6b7b13b
14y2y3*y3y4*y4y5y6*y

6y7y8*y8y10y12y25
2808.40 95.066 127322 3 936.81 12.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 MLDAEDIVGTARPDEK 220 16 9 45.39
b11°b11b14y5y11y12y1

4°y14y16
1759.84 60.608 123874 3 587.29 -6.38

|P12814|ACTN1_HUMAN Alpha-actinin-1 6 LASDLLEWIR 281 10 5 34.11 y2y3y4y8y10 1215.67 92.499 1183272 608.34 -3.92

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 VLAVNQENEQLMEDYEK 264 17 8 43.16 b2b3b12y3y6y12y13y17 2051.97 62.090 110547 2 1026.49 4.52

|P12814|ACTN1_HUMAN Alpha-actinin-1 8 IDQLEGDHQLIQEALIFDNK 684 20 8 49.91 b3y1y3y4*y4y5y6y20 2339.20 82.601 102729 3 780.40 3.13

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 9 57.07
b2y2y3y4y6y9y12°y12y

14
1661.77 70.341 86567 2 831.39 -12.56

|P12814|ACTN1_HUMAN Alpha-actinin-1 10 LLETIDQLYLEYAKR 502 15 14 80.05
b2b3°b3b5y1y4y5y7y8y

10°y10*y10y13y15
1868.00 86.289 82931 3 623.34 -9.54

|P12814|ACTN1_HUMAN Alpha-actinin-1 11 LLETIDQLYLEYAK 502 14 11 92.67
b5y2y3y4y5y6y9y10y11

°y11y14
1711.93 91.874 80311 2 856.47 6.63

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 5 30.15 b8b13y8y9y17 1992.93 76.749 70847 2 996.97 5.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 13
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 10 41.25

b7b10b13b19y7y8*y8y1
3*y13y26

2890.43 64.649 54080 3 964.15 -2.20

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 QFGAQANVIGPWIQTK 633 16 6 27.92 b7b12b15°b15y7y16 1757.94 76.446 50663 2 879.47 1.46

|P12814|ACTN1_HUMAN Alpha-actinin-1 15 RDQALTEEHAR 613 11 9 53.33 b1b2b3b4b5b7y1y2y3 1325.65 17.524 28903 3 442.55 -6.26

|P12814|ACTN1_HUMAN Alpha-actinin-1 16 ATLPDADKER 555 10 8 61.51 b2b9y1y3y5y7y8y10 1115.57 26.327 27447 2 558.29 1.20

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 HEAFESDLAAHQDR 436 14 5 31.8 b1b6b8b10y8 1625.72 37.389 19215 3 542.58 -8.33

|P12814|ACTN1_HUMAN Alpha-actinin-1 18 Carbamidomethyl+C(10) ELPPDQAEYCIAR 850 13 4 28.31 y4y6y7y13 1561.73 50.799 8875 2 781.37 2.03

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 DQALTEEHAR 614 10 8 74.81 b3*b3y2y3y4y5y6y7 1169.55 21.305 4804 2 585.28 -1.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 ASFNHFDRDHSGTLGPEEFK 752 20 4 22.84 b5b14b16y8 2291.06 101.160 2722 4 573.52 5.22

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 AGTQIENIEEDFRDGLK 47 17 3 23.88 b7b11b14 1934.93 89.040 2213 2 967.97 -5.99

|P12814|ACTN1_HUMAN Alpha-actinin-1 22 LSNRPAFMPSEGR 346 13 4 20.83 b3y4°y4y12 1461.74 107.341 1899 1 1461.74 8.27

|P12814|ACTN1_HUMAN Alpha-actinin-1 23 LAILGIHNEVSK 565 12 5 37.54 b3y3y6*y6y9 1293.73 58.882 143303 3 431.91 -17.55

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 ALDFIASK 95 8 4 49.63 b3y4y5y6 864.48 55.847 55146 2 432.74 -7.91

|P12814|ACTN1_HUMAN Alpha-actinin-1 25 ASIHEAWTDGK 402 11 6 65.38 b5b7b8y3y5y8 1214.57 38.559 40741 3 405.53 -11.56

|P12814|ACTN1_HUMAN Alpha-actinin-1 26 DYETATLSEIK 420 11 4 24.51 b3°b3b7y6 1269.62 38.116 40221 3 423.88 -2.88

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 7 25.89
b6b14b17°b17y7y14*y1

4
2396.17 81.928 30882 3 799.40 21.70



|P12814|ACTN1_HUMAN Alpha-actinin-1 28
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 13 66.43

b3b5*b5y3y4y6y7y8y10
°y10y11°y11*y11

4362.03 136.250 29124 4 1091.26 -4.37

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 DLLLDPAWEK 21 10 4 27.12 b9°b9y6y8 1199.64 78.267 26173 2 600.32 4.07

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 NVNIQNFHISWK 162 12 3 26.45 b8b9y10 1499.77 51.578 21706 3 500.59 -3.58

|P12814|ACTN1_HUMAN Alpha-actinin-1 31 AGTQIENIEEDFR 47 13 4 41.61 b4b5b7b10 1521.75 54.566 15286 3 507.92 20.46

|P12814|ACTN1_HUMAN Alpha-actinin-1 32 VPENTMHAMQQK 300 12 4 22.47 b6y4y6*y6 1413.69 28.826 12575 3 471.90 18.05

|P12814|ACTN1_HUMAN Alpha-actinin-1 33 GISQEQMNEFR 741 11 6 31.5 y3°y3y4°y4*y4y9 1338.64 48.632 8477 2 669.82 18.79

|P12814|ACTN1_HUMAN Alpha-actinin-1 34 YLDIPK 214 6 1 13.7 b3 748.42 32.621 5828 2 374.72 0.98

|P12814|ACTN1_HUMAN Alpha-actinin-1 35 HTNYTMEHIR 704 10 3 27.12 b8y6y9 1301.63 33.446 3091 2 651.32 15.38

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 DDPLTNLNTAFDVAEK 198 16 6 45.69 b10b12b15y3y5y14 1762.82 79.945 3007 2 881.91 -16.97

|P12814|ACTN1_HUMAN Alpha-actinin-1 37 LMLLLEVISGER 64 12 3 29.67 y4y5y8 1372.79 108.606 2526 2 686.90 3.29

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 TAPYK 157 5 1 13.3 b4 579.31 109.490 2394 1 579.31 -1.69

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 Carbamidomethyl+C(6) TFTAWCNSHLR 35 11 5 38.6 b9b10y6y8*y8 1392.67 55.744 2114 2 696.84 14.38

|P12814|ACTN1_HUMAN Alpha-actinin-1 40
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 3 22.05 b10b11y14 3621.73 76.718 96617 5 725.15 -13.28

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 VPENTMHAMQQKLEDFR 300 17 5 26.39 b3b6b14y6°y6 2073.99 108.584 37364 3 692.00 3.88

|P12814|ACTN1_HUMAN Alpha-actinin-1 42 LLETIDQLYLEYAKR 502 15 3 18.31 b9y7y13 1868.00 74.681 20577 2 934.50 -8.23

|P12814|ACTN1_HUMAN Alpha-actinin-1 43 Carbamidomethyl+C(2)
ACLISLGYDIGNDPQGEAEFARIMS

IVDPNR
772 31 7 29.79 b3b9°b9b11y3*y3y4 3421.61 119.651 5578 3 1141.21 -10.85

|P12814|ACTN1_HUMAN Alpha-actinin-1 44 ILAGDKNYITMDELR 834 15 4 32.07 b4b5y5y7 1751.91 94.370 4652 3 584.64 5.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 45 ASFNHFDRDHSGTLGPEEFK 752 20 3 14.51 b4y4y9 2291.01 38.046 3769 4 573.51 -14.49

|P12814|ACTN1_HUMAN Alpha-actinin-1 46 DQALTEEHARQQHNER 614 16 4 27.92 b6b8b11y5 1961.91 127.969 2100 2 981.46 -2.24

|P12814|ACTN1_HUMAN Alpha-actinin-1 47
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 4 22.1 b13b14°b14y11 3583.75 107.179 1854 3 1195.25 -8.24

|P12814|ACTN1_HUMAN Alpha-actinin-1 48
Carbamidomethyl+C(2);

Phosphoryl STY(12)
ICDQWDNLGALTQKR 478 15 5 29.7 b10y4y7y9*y9 1897.87 45.547 16638 3 633.30 9.46

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 Phosphoryl STY(9) MDHYDSQQTNDYMQPEEDWDR 0 21 5 14 b10*b10b13°b13y11 2782.95 136.839 5450 2 1391.98 -14.83

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 Phosphoryl STY(6) RDQALTEEHAR 613 11 5 24.51 b4°b4*b4y4y8 1405.60 45.483 3855 2 703.31 -6.51

|P12814|ACTN1_HUMAN Alpha-actinin-1 51 Phosphoryl STY(3) GISQEQMNEFR 741 11 6 37.02 b4°b4b5°b5b7y7 1418.55 18.042 1746 2 709.78 -9.29

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 Oxidation+M(5) ISIEMHGTLEDQLSHLR 655 17 3 16.47 b12y8y11 1994.97 83.113 3153 2 997.99 -11.32

|P12814|ACTN1_HUMAN Alpha-actinin-1 53 LPDADKER 557 8 0 1.98 943.48 26.324 15700 2 472.24 -4.66

|P12814|ACTN1_HUMAN Alpha-actinin-1 54 PDADKER 558 7 1 8.3 b4 830.40 26.322 12194 2 415.70 -0.81

|P12814|ACTN1_HUMAN Alpha-actinin-1 55 TLPDADKER 556 9 0 1.98 1044.53 26.324 7158 2 522.77 1.87



|P12814|ACTN1_HUMAN Alpha-actinin-1 56 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 0 3.57 1643.79 70.391 23844 3 548.60 4.68

|P12814|ACTN1_HUMAN Alpha-actinin-1 57 ATLPDADKER 555 10 0 1.98 1097.54 26.321 2654 3 366.52 -13.68

|P12814|ACTN1_HUMAN Alpha-actinin-1 58 VGWEQLLTTIAR 714 12 0 2.78 1368.74 98.525 1582 3 456.92 -13.82

|P13929|ENOB_HUMAN Beta-enolase 1 AAVPSGASTGIYEALELR 32 18 10 41.21
b2b7°b7b12°b12y7y11y

14y15y18
1804.96 78.992 26044 2 902.98 7.10

|P13929|ENOB_HUMAN Beta-enolase 2 LAQSNGWGVMVSHR 358 14 3 11.09 b10y7y11* 1541.75 61.280 5660 2 771.38 -11.32

|P13929|ENOB_HUMAN Beta-enolase 3 LAMQEFMILPVGASSFK 162 17 7 43.16 b5b7b8b11y5y8°y8 1868.98 133.615 16460 2 934.99 6.40

|P13929|ENOB_HUMAN Beta-enolase 4 FMIELDGTENKSK 92 13 3 25.6 b8y9y10 1511.73 47.454 12224 2 756.37 -7.83

|P13929|ENOB_HUMAN Beta-enolase 5 GNPTVEVDLHTAKGR 15 15 3 26.39 b7b9b13 1593.84 71.989 4103 3 531.95 0.38

|P13929|ENOB_HUMAN Beta-enolase 6 YDLDFKSPDDPAR 256 13 3 20.83 b10y6y12 1538.71 60.472 2893 2 769.86 0.56

|P13929|ENOB_HUMAN Beta-enolase 7 GVMVSHR 365 7 0 3.57 785.42 61.286 6262 1 785.42 12.59

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

1 GADFLVTEVENGGSLGSK 188 18 6 26.81 b6y2y9y12y13y18 1779.88 74.220 68588 2 890.45 4.32

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

2 ITLDNAYMEK 141 10 9 74.81 b9y2y3y6y7°y7y8y9y10 1197.58 53.399 49735 2 599.29 -1.33

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

3 Carbamidomethyl+C(6) NTGIICTIGPASR 43 13 10 100.34
b4°b4b5b10y4y5y7y8y9

y10
1359.71 54.269 45108 2 680.36 0.00

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

4 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 7 51.33 b2y2y6y7y8y9y14 2557.28 90.896 42442 3 853.10 2.29

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

5 GSGTAEVELKK 125 11 12 71.4
b2°b2b3°b3y1y2y3y4y5

y6y7y11
1118.61 26.853 12046 2 559.81 1.86

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

6 SVETLK 56 6 4 27 b3°b3y3°y3 676.39 39.125 90201 1 676.39 1.35

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

7 APIIAVTR 447 8 4 33.32 b3y4y5°y5 840.52 45.632 49201 2 420.76 -11.33

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

8 Carbamidomethyl+C(7) AGKPVICATQMLESMIK 319 17 5 33.08 b3b9b11y5y15 1876.96 88.988 34940 3 626.33 -2.41

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

9 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 5 32.54 b3b4y8y11y13 2494.14 71.244 15918 4 624.29 -2.74

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

10 Carbamidomethyl+C(30)
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCR
1 31 3 22.81 y7y12y13 3513.62 80.125 15709 4 879.16 -7.09

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

11 DPVQEAWAEDVDLR 475 14 5 31.01 b4*b4y9y11y12 1642.76 63.041 15157 3 548.26 -6.32

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

12 GVNLPGAAVDLPAVSEK 207 17 6 44.24 b3b4b6y3y5y13 1636.90 69.948 12768 2 818.96 8.05

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

13 GDVVIVLTGWRPGSGFTNTMR 505 21 4 19.13 b4b14y5y10 2263.12 91.642 3198 3 755.05 -18.99

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

14 LAPITSDPTEATAVGAVEASFK 400 22 5 18.37 b14b17y13°y13y17 2175.09 88.937 1925 3 725.70 -13.58

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

15 LNFSHGTHEYHAETIK 73 16 4 27.92 b3b10b14y15 1883.93 69.656 1511 3 628.65 11.60

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

16
TATESFASDPILYRPVAVALDTKG

PEIR
92 28 3 11.78 b7b14y19 3017.59 81.897 141363 4 755.15 -1.62

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

17 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AKGDYPLEAVR
342 34 15 124.48

b6b9b10b11y3y4y5y6y1
4y15y16y22y24y25y27

3494.67 95.293 63473 3 1165.56 9.29

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

18 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 6 40.36 y7°y7y8y12*y12y13 2557.26 118.884 24155 3 853.09 -6.97

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

19
FDEILEASDGIMVARGDLGIEIPAE

K
279 26 4 22.9 b4b5°b5b17 2788.44 83.554 18224 3 930.15 12.52



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

20 FGVEQDVDMVFASFIRK 230 17 5 27.64 b14°b14y13y14y16 1987.98 105.579 15276 3 663.33 -6.39

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

21 EAEAAIYHLQLFEELRR 383 17 6 16.47 b6°b6b13°b13y10*y10 2088.07 90.282 1557 3 696.70 -6.55

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

22
Carbamidomethyl+C(30)

;Oxidation+M()
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCR
1 31 5 21.96 b8°b8b10b11y15 3529.63 91.022 8035 4 883.16 -3.32

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

23
Carbamidomethyl+C(16)

;Oxidation+M(18)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 3 22.05 b12b13y5 2510.16 112.951 2817 3 837.39 7.98

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

24 Carbamidomethyl+C(3) IICTIGPASR 46 10 0 3.17 1087.60 54.271 1932 2 544.30 3.59

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 16 99.09
b1b2b3b4b5*b5b12y1y2

y3y7y8y9y11*y11y13
1354.73 45.648 200130 2 677.87 -0.99

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 10 71.4
b2b3y2y3y6y7y8y9y11*

y11
1341.63 49.249 161891 2 671.32 2.37

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 AEPAVPQAPQK 35 11 5 41.79 b3b4b5y5*y5 1135.59 35.983 19294 2 568.30 -15.26

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 VDFETFLPMLQAVAK 121 15 6 38.15 b8°b8b9°b9b10y8 1708.89 46.489 4440 3 570.30 -4.43

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 NRGQGTYEDYLEGFR 136 15 4 32.07 b7b9y5y6 1804.83 58.604 21605 3 602.28 2.23

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 Carbamidomethyl+C(6)
ILYSQCGDVMRALGQNPTNAEVL

K
83 24 3 12.81 b9y11y13 2677.33 136.846 7700 2 1339.17 -4.83

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 EAFELFDRVGDGK 70 13 5 25.6 b12y11°y11y12°y12 1482.74 136.763 6831 1 1482.74 14.41

|P18206|VINC_HUMAN Vinculin 1
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 34 223.1

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b12*b12y2y4y6
°y6y7y8y9y11y12y13°y
13y14y15y19y21y22°y2

2y23y25y26y28

3101.54 111.323 234400 4 776.14 -12.28

|P18206|VINC_HUMAN Vinculin 2 AQQVSQGLDVLTAK 352 14 18 123.08
b1b2*b2b3b4b7b9*b9b
12y2y3y4y8y10y11y12*

y12y14
1457.80 58.525 131518 2 729.40 0.59

|P18206|VINC_HUMAN Vinculin 3 LLAVAATAPPDAPNREEVFDER 607 22 11 35.76
b2b3b8y1y2y11y14y16*

y16y18y22
2381.21 62.268 116135 3 794.41 -1.13

|P18206|VINC_HUMAN Vinculin 4 AIPDLTAPVAAVQAAVSNLVR 35 21 18 125.89
b2b4b6°b6b7°b7y2y3y4
*y4y5y6y7y8y14y15y16

y21
2076.16 118.596 114325 3 692.73 -9.17

|P18206|VINC_HUMAN Vinculin 5 AVAGNISDPGLQK 802 13 10 97.55
b2b8y5y6y7y8y9y10y11

y13
1269.68 40.913 113665 2 635.34 -2.02

|P18206|VINC_HUMAN Vinculin 6 VLQLTSWDEDAWASK 246 15 10 59.39
b3b12*b12b13y6°y6y8y

11y12y15
1748.86 80.008 98238 2 874.93 6.14

|P18206|VINC_HUMAN Vinculin 7
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 15 68.83

b2*b2b3b4°b4*b4y5°y5
y10y11y13y22y24y25y2

7
3046.42 96.922 98142 3 1016.15 4.41

|P18206|VINC_HUMAN Vinculin 8 ELTPQVVSAAR 669 11 13 98.8
b2b3°b3b10y4y5y6y7y8

°y8*y8y9y11
1170.65 46.476 90591 2 585.83 0.52

|P18206|VINC_HUMAN Vinculin 9 ELLPVLISAMK 199 11 11 101.81
b2°b2b3b4y3y4y5y6y8y

9y11
1213.72 91.869 83438 2 607.36 -1.21

|P18206|VINC_HUMAN Vinculin 10 GWLRDPSASPGDAGEQAIR 281 19 8 26.1 b2b9°b9b19y2y3y9y10 1982.96 54.266 78060 3 661.66 -4.99

|P18206|VINC_HUMAN Vinculin 11 VAMANIQPQMLVAGATSIAR 738 20 18 96.76
b3b4b5*b5b7*b7b10b1
1*b11y1y2y3y7y8°y8y1

3y14y20
2042.11 84.600 76458 2 1021.56 9.21

|P18206|VINC_HUMAN Vinculin 12 ALASQLQDSLK 570 11 5 36.27 b2y3y6y9y11 1173.64 55.190 74823 2 587.33 -2.18

|P18206|VINC_HUMAN Vinculin 13 MTGLVDEAIDTK 708 12 11 102.21
b2b3b4b5y2y3y5y7y10y

11y12
1292.64 58.158 71251 2 646.83 1.98



|P18206|VINC_HUMAN Vinculin 14 QVATALQNLQTK 464 12 19 110.74
b2b3*b3b5°b5*b5b12y2
y3*y3y4y5y6°y6*y6y7y

9y10y12
1314.74 49.208 70495 2 657.87 1.21

|P18206|VINC_HUMAN Vinculin 15 STVEGIQASVK 655 11 10 68.89
b2°b2y2y3y4y6y7y8°y9

y11
1118.59 40.552 67910 2 559.80 -12.22

|P18206|VINC_HUMAN Vinculin 16 LVQAAQMLQSDPYSVPAR 87 18 14 89.77
b2b10b13b15°b15y1y3y
7y9y10y12y13y14y18

1974.02 66.274 67310 2 987.52 5.94

|P18206|VINC_HUMAN Vinculin 17 MQEAMTQEVSDVFSDTTTPIK 586 21 6 23.66 b1y2y3y8y9y21 2358.11 81.015 60784 2 1179.56 12.63

|P18206|VINC_HUMAN Vinculin 18 AGEVINQPMMMAAR 889 14 15 124.33
b3b4b6b7*b7b13°b13*b

13y3y4y5y6y9y11y14
1518.73 59.166 59445 2 759.87 4.82

|P18206|VINC_HUMAN Vinculin 19 ETVQTTEDQILKR 59 13 13 78.22
b2°b2y1y2y3y4y5*y5y7

y8°y8y9y13
1560.81 47.563 55308 3 520.94 -10.17

|P18206|VINC_HUMAN Vinculin 20 WIDNPTVDDR 502 10 10 55.94
b3b7*b7y2y6°y6y7°y7y

8y10
1230.58 48.682 52905 2 615.79 0.20

|P18206|VINC_HUMAN Vinculin 21 TISPMVMDAK 792 10 6 27.12 b6y2y4°y4y7y10 1092.54 51.775 46533 2 546.77 -5.03
|P18206|VINC_HUMAN Vinculin 22 NQWIDNVEK 699 9 5 38.48 y4y5y7*y7y9 1145.55 50.460 43615 2 573.28 -5.33
|P18206|VINC_HUMAN Vinculin 23 GVGQAAIR 512 8 4 33.32 b5y4y5*y5 771.45 39.135 40940 2 386.23 6.96

|P18206|VINC_HUMAN Vinculin 24
LTDELAPPKPPLPEGEVPPPRPPPP

EEK
853 28 4 17.48 b11y11y16y22 3023.61 61.055 27774 3 1008.54 -0.32

|P18206|VINC_HUMAN Vinculin 25 GQGSSPVAMQK 341 11 14 79.93
b2*b2b4°b4b7°b7b8*b8

y1y4y6y7y9y11
1089.53 26.873 22860 2 545.27 -1.12

|P18206|VINC_HUMAN Vinculin 26 ALASIDSK 268 8 5 48.88 y2y3y5y7y8 804.44 31.473 20533 2 402.72 -11.15

|P18206|VINC_HUMAN Vinculin 27 DPSASPGDAGEQAIR 285 15 10 63.74
b7b10y7*y7y10y11y12*

y12y14y15
1470.69 35.804 18090 2 735.85 3.74

|P18206|VINC_HUMAN Vinculin 28 NPGNQAAYEHFETMK 684 15 6 44.25 b7y8y9y10y14y15 1736.78 47.621 10902 2 868.89 6.54

|P18206|VINC_HUMAN Vinculin 29 GNDIIAAAK 983 9 9 45.25
b2b5°b5b8°b8*b8b9y4y

7
872.48 26.963 8900 2 436.74 -4.34

|P18206|VINC_HUMAN Vinculin 30 Carbamidomethyl+C(5) IAELCDDPKER 417 11 4 31.5 y4y7y8y11 1345.64 33.078 7112 3 449.22 -4.72

|P18206|VINC_HUMAN Vinculin 31 SLLDASEEAIK 720 11 5 36.27 y8y9y10°y10y11 1175.61 61.543 6534 2 588.31 -5.09
|P18206|VINC_HUMAN Vinculin 32 GALAEAR 409 7 3 40.7 b3b5y6 687.38 28.174 5208 1 687.38 3.46

|P18206|VINC_HUMAN Vinculin 33 VREAFQPQEPDFPPPPPDLEQLR 830 23 4 13.16 b1b9y3y7 2702.36 136.436 2138 3 901.46 0.00

|P18206|VINC_HUMAN Vinculin 34 AVANSRPAK 479 9 4 30.7 b3b5y7*y7 913.53 57.398 80615 2 457.27 9.22

|P18206|VINC_HUMAN Vinculin 35 GILEYLTVAEVVETMEDLVTYT K 139 23 3 22.19 b3y9y10 2616.33 124.333 46126 3 872.78 -3.08

|P18206|VINC_HUMAN Vinculin 36 MALLMAEMSR 993 10 4 41.39 b3b6y6y7 1152.56 72.947 41200 2 576.78 1.80
|P18206|VINC_HUMAN Vinculin 37 TDAGFTLR 1117 8 3 41.1 y3y5y6 880.45 47.879 39571 2 440.73 -6.17
|P18206|VINC_HUMAN Vinculin 38 GILSGTSDLLLTFDEAEVR 113 19 4 38.35 y5y6y7y11 2036.06 101.127 26084 2 1018.53 3.06
|P18206|VINC_HUMAN Vinculin 39 AANFENHSGK 629 10 5 54.69 b3b7b8y7y8 1074.50 65.048 22366 2 537.75 -0.91
|P18206|VINC_HUMAN Vinculin 40 VDQLTAQLADLAAR 547 14 3 19.46 b12y3y5 1484.82 75.537 17833 2 742.91 5.67
|P18206|VINC_HUMAN Vinculin 41 IFVTTK 210 6 1 13.7 y5 708.42 35.928 12673 2 354.72 -8.01
|P18206|VINC_HUMAN Vinculin 42 DEEFPEQK 881 8 4 33.32 b3b4y4*y4 1021.44 32.091 3032 1 1021.44 -4.96
|P18206|VINC_HUMAN Vinculin 43 LLAVAATAPPDAPNR 607 15 4 29.7 b8y3y8y11 1476.81 51.595 2940 3 492.94 -8.02
|P18206|VINC_HUMAN Vinculin 44 LANVMMGPYRQDLLAK 528 16 3 25.7 b3b4b7 1819.97 116.863 743926 3 607.33 9.93

|P18206|VINC_HUMAN Vinculin 45 KIDAAQNWLADPNGGPEGEEQIR 386 23 10 58.99
b11b13°b13b14b15*b15

y6y10y12y14
2508.19 62.427 87311 3 836.73 -9.73

|P18206|VINC_HUMAN Vinculin 46 ARMQEAMTQEVSDVFSDTTTPIK 584 23 4 20.32 b3b7b11y3 2585.20 72.916 22117 3 862.41 -6.71

|P18206|VINC_HUMAN Vinculin 47 EVENSEDPKFR 769 11 6 50.82 y3y4y8y9°y9*y9 1349.62 29.821 16174 3 450.54 -11.03

|P18206|VINC_HUMAN Vinculin 48 MTGLVDEAIDTKSLLDASEEAIK 708 23 3 19.57 y3y7y9 2449.23 70.617 13574 3 817.08 -5.18

|P18206|VINC_HUMAN Vinculin 49 EAVKAASDELSK 780 12 5 47.53 b3b9b11y6y8 1247.63 59.207 9656 3 416.55 -11.84
|P18206|VINC_HUMAN Vinculin 50 GNDIIAAAKR 983 10 3 37.12 y4y5y6 1028.58 33.061 5692 2 514.79 -9.02

|P18206|VINC_HUMAN Vinculin 51 Carbamidomethyl+C(6) EILGTCKMLGQMTDQVADLR 319 20 7 19.98 b8°b8b10°b10y9*y9y14 2279.09 116.302 4423 3 760.37 -14.03



|P18206|VINC_HUMAN Vinculin 52 KLEAMTNSK 372 9 3 30.7 b8y5y7 1021.53 21.728 4107 2 511.27 -1.91
|P18206|VINC_HUMAN Vinculin 53 NLGPGMTKMAK 162 11 5 37.02 b4b5*b5b10y6 1147.59 35.927 3677 2 574.30 -5.21

|P18206|VINC_HUMAN Vinculin 54
DYLIDGSRGILSGTSDLLLTFDEAE

VR
105 27 3 11.99 b8b13y5 2955.49 103.368 2376 3 985.83 -2.31

|P18206|VINC_HUMAN Vinculin 55 Phosphoryl STY(8) ELTPQVVSAAR 669 11 6 35.59 b3°b3b9°b9y3y6 1250.60 99.607 27804 2 625.80 -5.08

|P18206|VINC_HUMAN Vinculin 56 Phosphoryl STY(14) GILEYLTVAEVVETMEDLVTYTK 139 23 5 24 b7y3°y3y8y9 2696.26 104.163 7858 4 674.82 -11.32

|P18206|VINC_HUMAN Vinculin 57 Phosphoryl STY(10) LVQAAQMLQSDPYSVPAR 87 18 3 24.65
b9b10_HPO3 

b10b13_H3PO4 
b13_HPO3 b13

2053.98 72.065 6905 3 685.33 7.61

|P18206|VINC_HUMAN Vinculin 58 Phosphoryl STY(5) AQQVSQGLDVLTAK 352 14 6 58.7 b3b4b11y10y11y12 1537.75 108.672 2235 2 769.38 -0.56
|P18206|VINC_HUMAN Vinculin 59 Phosphoryl STY(6) SLGEISALTSK 433 11 4 27.52 b4y6y7°y7 1185.57 99.577 1634 3 395.86 5.25

|P18206|VINC_HUMAN Vinculin 60 Oxidation+M(19)
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 6 26.46 b3b5b12y4y12y23 3117.55 107.984 19392 4 780.14 -10.02

|P18206|VINC_HUMAN Vinculin 61 Oxidation+M(5) MLGQMTDQVADLR 326 13 5 34.34 b3y6y8y10°y10 1493.72 52.000 10846 3 498.58 10.87

|P18206|VINC_HUMAN Vinculin 62 Oxidation+M(10) VAMANIQPQMLVAGATSIAR 738 20 6 30.97 b8*b8b10b13b14*b14 2058.07 97.784 9744 3 686.70 -5.10

|P18206|VINC_HUMAN Vinculin 63 Oxidation+M(7)
LVQAAQMLQSDPYSVPARDYLID

GSR
87 26 4 22.9 y4y10°y10y11 2909.42 101.267 2880 3 970.48 -7.97

|P18206|VINC_HUMAN Vinculin 64 Oxidation+M(5) TISPMVMDAK 792 10 3 34.11 y5y6y8 1108.54 84.437 2100 1 1108.54 -2.20
|P18206|VINC_HUMAN Vinculin 65 PDLTAPVAAVQAAVSNLVR 37 19 7 44.67 b4°b4b5°b5b7b9b10 1892.04 118.615 3676 3 631.35 -12.00
|P18206|VINC_HUMAN Vinculin 66 PSASPGDAGEQAIR 286 14 0 3.97 1355.65 35.765 2280 3 452.55 -3.87
|P18206|VINC_HUMAN Vinculin 67 ETVQTTEDQILKR 59 13 0 3.17 1542.81 47.572 21914 3 514.94 1.19

|P18206|VINC_HUMAN Vinculin 68 MQEAMTQEVSDVFSDTTTPIK 586 21 0 6.35 2341.08 80.978 4425 3 781.03 13.24

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 LNGTDPEDVIR 92 11 8 68.89 y1y3y4y6y8y9°y9y11 1228.62 49.380 142462 2 614.81 1.49

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 GNFNYIEFTR 150 10 10 95.1
b2*b2b3b5b9y4y5y7y8y

10
1260.60 67.513 120827 2 630.80 0.10

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 ATSNVFAMFDQSQIQEFK 16 18 9 34.97
b5*b5y2y3°y3y4y6y10y

18
2091.00 90.513 104332 2 1046.01 9.11

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 FTDEEVDELYR 132 11 8 65.88 b11y2y5y7y8y9y10y11 1415.64 59.898 88805 2 708.32 3.10

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 ELLTTMGDR 123 9 6 54.8 b9y3y5y6y7y9 1035.51 49.455 30292 2 518.26 -3.54

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6 ELLTTMGDRFTDEEVDELYR 123 20 3 23.93 b8b9b11 2432.12 116.303 49489 3 811.38 -3.91

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7
NPTDEYLDAMMNEAPGPINFTMF

LTMFGEKLNGTDPEDVIR
62 41 5 14.16 b16y9°y9y23y30 4634.11 90.181 15319 4 1159.28 -2.74

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

8 EAFNMIDQNRDGFIDK 34 16 3 17.33 b3b9y10 1912.90 47.477 10630 3 638.30 7.15

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

9 KGNFNYIEFTR 149 11 5 24.51 b6b9°b9y9*y9 1388.70 37.919 4838 3 463.57 2.29

|P23528|COF1_HUMAN Cofilin-1 1 KEDLVFIFWAPESAPLK 95 17 11 102.82
b5b6b7b9b10y3y6y7y8y

9y17
1990.05 98.270 285289 3 664.02 -6.93

|P23528|COF1_HUMAN Cofilin-1 2
NIILEEGKEILVGDVGQTVDDPYA

TFVK
45 28 6 20.76 b3b12b24y3y9y28 3062.60 93.429 279401 3 1021.54 2.87

|P23528|COF1_HUMAN Cofilin-1 3 YALYDATYETK 81 11 11 87.71
b2b3y2y4y5°y5y7y8y9y

10y11
1337.63 53.194 149364 2 669.32 -0.64

|P23528|COF1_HUMAN Cofilin-1 4 Carbamidomethyl+C(5) AVLFCLSEDKK 34 11 13 101.02
b2b3y2y3y4y5°y5y6y7°

y7y8y9y11
1309.66 58.185 141492 3 437.23 -14.26

|P23528|COF1_HUMAN Cofilin-1 5 EILVGDVGQTVDDPYATFVK 53 20 20 164.48
b2°b2b3b4b6°b6b7b16b
17y3y4y7y8y10y11y14y

16*y16y17y20
2166.12 81.669 122227 2 1083.56 8.79

|P23528|COF1_HUMAN Cofilin-1 6 Carbamidomethyl+C(7) MLPDKDCR 73 8 5 41.1 b2y2y4y5y6 1034.47 22.137 15165 2 517.74 -3.78

|P23528|COF1_HUMAN Cofilin-1 7 NIILEEGK 45 8 4 41.1 y3°y3y5y6 915.51 45.021 72093 2 458.26 -5.53



|P23528|COF1_HUMAN Cofilin-1 8 EDLVFIFWAPESAPLK 96 16 3 17.33 b4b12y13 1861.98 93.278 18158 2 931.50 5.77

|P23528|COF1_HUMAN Cofilin-1 9 Carbamidomethyl+C(7) HELQANCYEEVK 132 12 5 32.46 b3°b3b6y5y7 1519.71 36.069 5257 2 760.36 17.51

|P23528|COF1_HUMAN Cofilin-1 10 Carbamidomethyl+C(2) DCRYALYDATYETK 78 14 5 19.46 b10y5°y5y12°y12 1768.79 60.555 140297 2 884.90 3.86

|P23528|COF1_HUMAN Cofilin-1 11 Carbamidomethyl+C(7) HELQANCYEEVKDR 132 14 5 38.72 b6b7y10y11*y11 1790.82 93.022 2590 2 895.91 3.48

|P23528|COF1_HUMAN Cofilin-1 12 Phosphoryl STY() EDLVFIFWAPESAPLK 96 16 5 17.33
b11°b11b13y8_H3PO4 

y8°y8
1941.90 71.184 3243 2 971.46 -14.08

|P23528|COF1_HUMAN Cofilin-1 13 Phosphoryl STY(8) MASGVAVSDGVIK 0 13 5 47.64 b6y7y10y11y12 1313.62 136.318 2454 1 1313.62 11.06

|P23528|COF1_HUMAN Cofilin-1 14 Carbamidomethyl+C(3) LFCLSEDKK 36 9 1 7.9 b3 1139.58 58.158 77471 2 570.29 0.21

|P23528|COF1_HUMAN Cofilin-1 15 Carbamidomethyl+C(4) VLFCLSEDKK 35 10 0 2.38 1238.64 58.216 12031 2 619.83 -0.89

|P23528|COF1_HUMAN Cofilin-1 16 PESAPLK 105 7 2 7.27 b4°b4 741.41 98.247 5814 1 741.41 -8.23
|P23528|COF1_HUMAN Cofilin-1 17 EILVGDVGQTVDD 53 13 1 7.49 y7 1359.65 81.658 2577 2 680.33 -9.61

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

1 Carbamidomethyl+C(14) GLVLMPGENISLTCSSAHIPFDR 132 23 18 72.49
b2b3b4b9°b9b14*b14b1
5b17°b17*b17y4°y4y14

°y14y19y21y23
2514.24 100.420 772617 3 838.75 -1.55

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

2 IQAQEGDFPMPFISAK 18 16 8 45.69
b3b13b15°b15y5y12°y1

2y14
1778.86 81.599 9113 3 593.63 -8.44

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

3 FWNETDPEFVIDHMDANK 76 18 4 21.98 b10b13y5y14 2208.01 69.749 7591 4 552.76 19.57

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

4
EGELSLPQHQSGEHPANFSLGPVD

LNVSGIYR
160 32 6 24.66 b5°b5b6y4y7*y7 3447.68 119.751 2225 3 1149.90 -3.19

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

5
IQAQEGDFPMPFISAKSSPVIPLDG

SVK
18 28 8 45.99 b5b7b8b13b14b16y6°y6 2958.49 84.592 126699 4 740.38 -14.03

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

6
Carbamidomethyl+C(14)

;Phosphoryl STY(11)
GLVLMPGENISLTCSSAHIPFDR 132 23 4 17.68 b11b13y3y12 2594.22 117.850 10425 3 865.41 6.78

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

7 Carbamidomethyl+C(12) VLMPGENISLTCSSAHIPFDR 134 21 1 7.89 b12 2344.11 100.433 4620 4 586.78 -13.96

|P24071|FCAR_HUMAN Immunoglobulin 
alpha Fc receptor

8 Carbamidomethyl+C(10) MPGENISLTCSSAHIPFDR 136 19 3 19.57 b5b7b15 2131.97 100.352 4081 3 711.33 -8.82

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 LNGTDPEDVIR 93 11 8 68.89 y1y3y4y6y8y9°y9y11 1228.62 49.380 142462 2 614.81 1.49

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 ATSNVFAMFDQSQIQEFK 17 18 9 34.97
b5*b5y2y3°y3y4y6y10y

18
2091.00 90.513 104332 2 1046.01 9.11

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 GNFNYVEFTR 151 10 6 43.43 b2*b2b6y4y5y6 1246.58 62.803 44423 2 623.80 -0.98

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 ELLTTMGDR 124 9 6 54.8 b9y3y5y6y7y9 1035.51 49.455 30292 2 518.26 -3.54

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5 FTDEEVDEMYR 133 11 5 68.89 y3y4y5y7y10 1433.62 54.603 17662 2 717.31 21.29

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 EAFNMIDQNR 35 10 6 48.2 b3y5°y5*y5y7y9 1237.57 28.132 2291 2 619.29 9.47

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7 EDLHDMLASLGK 51 12 4 29.67 b8b10b11°b11 1328.62 60.658 1618 3 443.55 -21.04

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 ELLTTMGDRFTDEEVDEMYR 124 20 3 23.93 b8b9b11 2450.06 116.315 1780 4 613.27 -8.67

|P30041|PRDX6_HUMAN Peroxiredoxin-6 1 Carbamidomethyl+C(6) DFTPVCTTELGR 41 12 6 34.53 b2b4y6y9y10y12 1395.67 57.948 43044 2 698.34 5.95

|P30041|PRDX6_HUMAN Peroxiredoxin-6 2 LIALSIDSVEDHLAW SK 67 17 5 26.39 b3y1y3y11y15 1897.00 86.478 31943 3 633.00 -5.73

|P30041|PRDX6_HUMAN Peroxiredoxin-6 3 VATPVDWK 174 8 4 41.1 y4°y4y5y7 915.48 31.221 23128 2 458.24 -11.87

|P30041|PRDX6_HUMAN Peroxiredoxin-6 4 ELAILLGMLDPAEKD EK 108 17 3 23.88 y3y8y13 1884.98 95.169 21587 3 629.00 -7.84



|P30041|PRDX6_HUMAN Peroxiredoxin-6 5
Carbamidomethyl+C(23)

;Phosphoryl STY(8)
FHDFLGDSWGILFSHPRDFTPVCT

TELGR
24 29 5 17.06

b6y7°y7y12_H3PO4 
y12_HPO3 y12y21

3487.59 119.753 2003 3 1163.20 2.10

|P30041|PRDX6_HUMAN Peroxiredoxin-6 6 LIALSIDSVEDHLAW 67 15 2 20.95 y4y5 1681.87 86.391 52310 3 561.30 -5.30

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 VEIIANDQGNR 27 11 8 64.41 b2b3b7y4y6y7y8y11 1228.62 36.891 58804 2 614.82 -2.58

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 TTPSYVAFTDTER 38 13 10 62.78
b1°b1b5b9y3y6y9y11°y

11y13
1487.71 55.692 51609 2 744.36 2.71

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3 SINPDEAVAYGAAVQAAILMGDK 363 23 6 23.25 b9b13b14°b14b16°y23 2304.15 77.541 28094 2 1152.58 0.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 Carbamidomethyl+C(1) CNELLSWLEVNQLAEKDEFDHK 575 22 8 51.58 b5b8°b8b9*b9y6y7y8 2717.28 136.294 3754 2 1359.15 -1.26

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5 NQVAMNPQNTVFDAK 58 15 5 26.05 b1b6b9y8y11 1676.80 106.441 1507 3 559.61 -2.26

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6
TLSSSTQANLEIDSLYEGIDFYTSIT

R
274 27 3 8.49 b13*b13y13 3024.45 110.859 1507 3 1008.82 -6.62

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

LYQGGCTGPACGTGYVPGRPATG
PTIEEVD

611 30 9 31.91
b3b8b10y3y10°y10y15°

y15y17
3080.44 111.499 29411 4 770.87 9.67

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 6 35.79 b3b5b10b12b16y4 2947.50 106.344 9078 3 983.17 13.92

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9 MVLDAEK 519 7 4 37.69 b4y3°y3y4 805.42 38.091 5986 2 403.22 13.41

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10 ISESDK 563 6 3 30.01 b3b5°b5 678.33 31.359 5554 1 678.33 -5.49

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11 FDLTGIPPAPR 460 11 4 36.27 b3b5°b5b7 1183.64 62.977 5115 3 395.22 -2.37

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12 NALESYAFNMK 541 11 9 60.61
b4°b4b8°b8b9y3y4y10°

y10
1287.60 108.846 3324 2 644.30 -1.99

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 IINEPTAAAIAYGLDK 173 16 3 17.33 b4b12y5 1659.87 69.882 2834 3 553.96 -17.72

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14 GVPQIEVTFDIDANGILNVTATDK 471 24 5 12.81 b10*b10b12y13*y13 2530.25 128.144 1723 3 844.09 -21.52

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

15 LLQDYFNGRDLNK 350 13 4 34.34 b3b9b11y11 1595.81 61.325 31953 2 798.41 -3.37

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

16 GENKAFYPEEISSMVLTK 110 18 7 26.81
b5*b5b15b16°b16*b16y

13
2042.99 74.163 10930 3 681.67 -9.44

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

17 Carbamidomethyl+C(19)
MATAKGIAIGIDLGTTYSCVGVFQ

HGK
0 27 3 11.99 b3b12y5 2795.40 74.820 4796 4 699.61 -8.03

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

18
ATAGDTHLGGEDFDNRLVSHFVE

EFK
222 26 5 41.75 b5b9b10b11b15 2891.32 44.117 3750 4 723.59 -12.58

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

19 Phosphoryl STY() AFYPEEISSMVLTK 114 14 5 42.76
b4b7b8b13_H3PO4 

b13y12
1694.78 57.347 573200 3 565.60 8.36

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

20 TTPSYVAF 38 8 0 3.17 885.43 55.628 5491 1 885.43 -7.72

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

21 Carbamidomethyl+C(1) CNELLSWLEVNQLAE 575 15 3 12.56 y5y7°y7 1817.90 136.329 2153 2 909.45 14.24

|P35579|MYH9_HUMAN Myosin-9 1 LQQELDDLLVDLDHQR 1417 16 25 186.42

b2*b2b3*b3b4°b4b5*b5
b12y3*y3y4y5y6y7*y7y
8y10y11y12y13y14°y14

*y14y16

1949.98 86.336 288056 3 650.66 -7.01

|P35579|MYH9_HUMAN Myosin-9 2 IAQLEEQLDNETK 1815 13 14 130.93
b3b4*b4b5b9b11y5y6y9

y10y11y12°y12y13
1530.76 52.175 236915 2 765.89 -0.56

|P35579|MYH9_HUMAN Myosin-9 3 IIGLDQVAGMSETALPGAFK 617 20 11 73.24
b2b3b15y2y4y5y6y7y8y

13y20
2018.08 90.540 223584 2 1009.54 7.62



|P35579|MYH9_HUMAN Myosin-9 4 VISGVLQLGNIVFKK 341 15 11 83.06
b2b4°b4b5y2y3y4y7y8y

9y13
1614.98 86.310 216679 3 539.00 -10.66

|P35579|MYH9_HUMAN Myosin-9 5 IAEFTTNLTEEEEK 1000 14 12 110.74
b9y4y6y7y8y10y11y12°

y12y13y14*y14
1653.79 57.817 210250 2 827.40 1.62

|P35579|MYH9_HUMAN Myosin-9 6 DELADEIANSSGK 1703 13 17 118.42
b2°b2b3b4b12y1y2y3y4
y5*y5y9y10y11y12°y12

y13
1348.62 50.256 197039 2 674.82 0.72

|P35579|MYH9_HUMAN Myosin-9 7 QLLQANPILEAFGNAK 209 16 27 168.34

b2*b2b3*b3b4*b4b6*b
6b15y2y4*y4y5y6y7°y7
*y7y8*y8y10y11y12y13

*y13y14y16*y16

1726.95 91.836 186854 2 863.98 2.40

|P35579|MYH9_HUMAN Myosin-9 8 IMGIPEEEQMGLLR 327 14 8 39.38
b2b3b4b9y10°y10y12y1

4
1615.83 78.473 170608 2 808.42 5.36

|P35579|MYH9_HUMAN Myosin-9 9 DFSALESQLQDTQELLQEENR 1301 21 16 85.19
b2b4°b4b14b16y3°y3y4
°y4y5*y5y6y8y11y12y2

1
2493.17 92.286 154573 3 831.73 0.00

|P35579|MYH9_HUMAN Myosin-9 10 IAQLEEELEEEQGNTELINDR 1730 21 20 124.68
b3b6°b6b7°b7b15b21y2
y3°y3*y3y4y5y6y7y8y1

0y11y15y21
2472.18 71.224 144257 3 824.73 4.15

|P35579|MYH9_HUMAN Myosin-9 11 ALEQQVEEMK 1528 10 21 71.01
b1b2b3b8°b8*b8b10°b1
0*b10y1y4°y4y6°y6*y6

y7°y7*y7y8*y8y10
1204.59 46.454 142913 2 602.80 1.42

|P35579|MYH9_HUMAN Myosin-9 12 LQVELDNVTGLLSQSDSK 1277 18 14 83.46
b2*b2b4b17y4°y4y6°y6

y7y13y14y15y16y18
1946.02 81.605 135175 2 973.51 6.77

|P35579|MYH9_HUMAN Myosin-9 13 LEMDLKDLEAHIDSANK 1614 17 9 34.33
b10b13°b13y8y10*y10y

11y17*y17
1941.98 98.818 134740 3 648.00 12.13

|P35579|MYH9_HUMAN Myosin-9 14 LDPHLVLDQLR 682 11 8 87.71 b4y3y4y5y6y7y9y11 1318.74 71.643 133784 2 659.88 -2.87

|P35579|MYH9_HUMAN Myosin-9 15 ANLQIDQINTDLNLER 1754 16 17 112.7
b2b3*b3b4*b4b7b13b1
4y4*y4y6y8y10y11y12*

y12y16
1869.98 72.684 127347 2 935.49 6.14

|P35579|MYH9_HUMAN Myosin-9 16 LTEMETLQSQLMAEK 867 15 8 48.82
b3b4b7y3y11y12°y12y1

5
1751.87 73.862 111689 2 876.44 5.50

|P35579|MYH9_HUMAN Myosin-9 17 ASITALEAK 1806 9 5 38.48 y2y4y5y6y9 903.51 42.765 108796 2 452.26 -7.97

|P35579|MYH9_HUMAN Myosin-9 18 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 9 56.3
b2b3y4y5y11y13y15y18

y20
2286.11 80.299 104660 3 762.71 -2.14

|P35579|MYH9_HUMAN Myosin-9 19 VSHLLGINVTDFTR 373 14 8 73.34 b5y3y4y5y7y9y10y14 1571.84 75.484 104200 3 524.62 -10.33

|P35579|MYH9_HUMAN Myosin-9 20 EEILAQAK 1661 8 7 49.63 b6y1y2y4y5y6y8 901.49 35.452 1018772 451.25 -5.42

|P35579|MYH9_HUMAN Myosin-9 21 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 11 101.81
b1b3b7y1y2y3y4y5y7y8

y9
1294.62 59.379 101440 2 647.81 -3.11

|P35579|MYH9_HUMAN Myosin-9 22 TQLEELEDELQATEDAK 1538 17 12 91.72
b11b14b15y2y4y5y6y13

*y13y14y15y17
1961.93 79.482 100497 2 981.47 7.16

|P35579|MYH9_HUMAN Myosin-9 23 ALELDSNLYR 745 10 10 54.69
b2b8b9y1y2y5y6y8*y8y

10
1193.61 60.459 97519 2 597.31 -2.45

|P35579|MYH9_HUMAN Myosin-9 24 VVFQEFR 711 7 10 64.29 b1b2b6y1y2y3y4y5y6y7 924.49 56.445 94775 2 462.75 -7.86

|P35579|MYH9_HUMAN Myosin-9 25 LEVNLQAMK 1557 9 8 68.1 b2y3y4*y4y6y7y8y9 1045.57 58.589 94539 2 523.29 -4.67

|P35579|MYH9_HUMAN Myosin-9 26 MQQNIQELEEQLEEEESAR 940 19 16 123.98
b2b5b7b8b9b11b12y3y4
°y4y7y9y13y14y17y19

2333.08 75.602 91042 2 1167.04 10.05



|P35579|MYH9_HUMAN Myosin-9 27 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 16 154.92
b2b3b5b6b7b12b13y3y4

y5y7y8y9y10*y10y14
1760.84 55.630 82021 2 880.92 2.15

|P35579|MYH9_HUMAN Myosin-9 28 TEMEDLMSSKDDVGK 1503 15 8 72.31
b10y3y8y10y11y12y13y

15
1684.73 51.854 81126 3 562.25 -8.19

|P35579|MYH9_HUMAN Myosin-9 29 ELESQISELQEDLESER 1107 17 21 162.21
b5°b5b8°b8b15°b15b16
y3y5y6y8y9y10°y10*y1
0y11y12y14°y14y15y17

2033.97 80.073 78448 2 1017.49 11.10

|P35579|MYH9_HUMAN Myosin-9 30 QLEEAEEEAQR 1877 11 24 157.24
b3°b3*b3b4°b4b8°b8b1
0b11y2*y2y3y4y5°y5y6
°y6y7y8°y8y9°y9y10y11

1331.61 30.139 77729 2 666.31 0.55

|P35579|MYH9_HUMAN Myosin-9 31 ELEDATETADAMNR 1898 14 9 55.31
y2y3*y3y8y9y10°y10y1

2y14
1565.68 43.912 73359 2 783.34 4.91

|P35579|MYH9_HUMAN Myosin-9 32 NFINNPLAQADWAAK 14 15 7 48.82 b3b9b14y6y8y10y15 1672.86 78.787 69810 2 836.93 6.93

|P35579|MYH9_HUMAN Myosin-9 33 KEEELQAALAR 1080 11 10 117.33
b3b4b8b10y4y5y7y9y10

y11
1257.68 43.213 55663 2 629.34 -1.75

|P35579|MYH9_HUMAN Myosin-9 34 VEAQLQELQVK 1249 11 13 114.32
b1b2b3b4b5*b5b9y3y5y

7y8y9y11
1284.71 53.875 50753 2 642.86 -6.65

|P35579|MYH9_HUMAN Myosin-9 35 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 4 26.39 y8y10°y10y13 1696.76 54.393 44144 2 848.88 12.30

|P35579|MYH9_HUMAN Myosin-9 36 EQEVNILK 1165 8 4 41.1 y4y5y6y8 972.53 46.038 42502 2 486.77 -5.46

|P35579|MYH9_HUMAN Myosin-9 37 SMEAEMIQLQEELAAAER 1676 18 15 108.52
b2b3b13b16y3y4y5°y5y

7y8y9°y9*y9y10y13
2048.96 94.758 39681 3 683.66 -3.69

|P35579|MYH9_HUMAN Myosin-9 38 DLEAHIDSANK 1620 11 4 27.52 b7b8y9y11 1212.58 35.346 37928 2 606.80 -0.91

|P35579|MYH9_HUMAN Myosin-9 39 NLPIYSEEIVEMYK 125 14 7 44.82 b3b4b7y1y11y12y14 1727.87 82.557 37906 2 864.44 8.83

|P35579|MYH9_HUMAN Myosin-9 40 Carbamidomethyl+C(1) CNGVLEGIR 693 9 10 76.63
b2*b2b4b8y1y3y4y5y7y

9
1017.51 49.428 37205 2 509.26 -4.26

|P35579|MYH9_HUMAN Myosin-9 41 ADEWLMK 580 7 4 40.7 y3y4y5y7 892.42 56.401 33147 2 446.72 1.09
|P35579|MYH9_HUMAN Myosin-9 42 TELEDTLDSTAAQQELR 1145 17 5 30.15 b3b13y12y13y17 1919.93 61.970 30830 2 960.47 6.17

|P35579|MYH9_HUMAN Myosin-9 43 LEGDSTDLSDQIAELQAQIAELK 1052 23 12 63.48
b9b15°b15b19y1y2y3°y

3y4y5y7y8
2487.26 102.258 30204 2 1244.14 6.87

|P35579|MYH9_HUMAN Myosin-9 44 QIATLHAQVADMK 1357 13 5 32.58 b3y5°y5y6y10 1425.75 85.178 28075 2 713.38 -0.68

|P35579|MYH9_HUMAN Myosin-9 45 THEAQIQEMR 1181 10 13 89.08
b2°b2b3°b3b4y2y3y4*y

4y5y7y8y10
1242.59 29.576 26198 2 621.80 -2.85

|P35579|MYH9_HUMAN Myosin-9 46 QTLENER 1219 7 5 57.01 b3*b3b4y4y6 889.43 28.798 9939 2 445.22 -5.28
|P35579|MYH9_HUMAN Myosin-9 47 IAQLEEQLDNETKER 1815 15 6 38.15 b9*b9y6y7y8y15 1815.91 50.865 9519 2 908.46 -0.54
|P35579|MYH9_HUMAN Myosin-9 48 HSQAVEELAEQLEQTK 1193 16 5 23.86 b4*b4b5y14°y14 1839.90 81.559 6304 2 920.45 -3.38
|P35579|MYH9_HUMAN Myosin-9 49 INFDVNGYIVGANIETYLLEK 2 40 21 4 14 b6b12°b12y11 2385.23 113.061 5260 3 795.75 -0.31

|P35579|MYH9_HUMAN Myosin-9 50 Carbamidomethyl+C(26)
QGASFIGILDIAGFEIFDLNSFEQLC

INYTNEK
442 33 5 22.23 b6*b6b7y1y13 3766.86 129.694 2472 3 1256.29 8.10

|P35579|MYH9_HUMAN Myosin-9 51 EEVGEEAIVELVENGKK 47 17 5 16.47 b4b13°b13y5*y5 1871.95 97.688 2312 3 624.65 -5.93

|P35579|MYH9_HUMAN Myosin-9 52 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 4 32.58 b8b10b11y10 1641.78 54.882 2288 2 821.39 13.23

|P35579|MYH9_HUMAN Myosin-9 53 VIQYLAYVASSHK 186 13 3 28.31 y5y6y8 1478.78 62.246 143204 3 493.60 -14.86
|P35579|MYH9_HUMAN Myosin-9 54 LQEMEGTVK 1793 9 4 38.48 y3y6y7°y7 1034.52 33.058 83589 2 517.76 0.59

|P35579|MYH9_HUMAN Myosin-9 55
Carbamidomethyl+C(11)
;Carbamidomethyl+C(12

)
ITDVIIGFQACCR 778 13 3 20.83 b5b9y9 1552.78 52.467 81786 3 518.27 12.97

|P35579|MYH9_HUMAN Myosin-9 56 LMATLR 656 6 2 27 y4y5 704.41 40.756 15851 2 352.71 -8.32
|P35579|MYH9_HUMAN Myosin-9 57 EEVGEEAIVELVENGK 47 16 3 17.33 b10b12y7 1743.86 76.754 14285 2 872.43 -2.94
|P35579|MYH9_HUMAN Myosin-9 58 NAEQYK 1856 6 1 13.7 y4 752.35 68.461 12481 1 752.35 -6.90
|P35579|MYH9_HUMAN Myosin-9 59 FQKPK 555 5 3 26.6 b3b4*b4 647.39 28.194 12179 1 647.39 10.37
|P35579|MYH9_HUMAN Myosin-9 60 DEAIK 1633 5 1 13.3 b4 575.31 62.477 11428 1 575.31 7.43
|P35579|MYH9_HUMAN Myosin-9 61 ALSLAR 1477 6 3 40.3 b3y4y5 630.40 35.405 10339 1 630.40 5.23



|P35579|MYH9_HUMAN Myosin-9 62 ATDK 536 4 2 12.91 b3°b3 434.23 61.494 9091 1 434.23 10.26
|P35579|MYH9_HUMAN Myosin-9 63 QQLER 1780 5 1 13.3 b4 673.36 35.276 8541 1 673.36 1.09
|P35579|MYH9_HUMAN Myosin-9 64 AEAEAR 1466 6 1 13.7 y5 646.31 54.575 8534 1 646.31 -4.82
|P35579|MYH9_HUMAN Myosin-9 65 ALEEAMEQK 1483 9 7 65.09 b3°b3y4°y4y5y7y8 1048.52 90.128 8076 2 524.76 17.11
|P35579|MYH9_HUMAN Myosin-9 66 VTTEAK 966 6 1 13.7 b4 648.36 32.673 7818 2 324.69 11.58

|P35579|MYH9_HUMAN Myosin-9 67 DMFQETMEAMR 316 11 8 55.88 b3°b3b4°b4*b4y4y7y10 1388.56 17.988 7047 3 463.53 -1.76

|P35579|MYH9_HUMAN Myosin-9 68 ADGAEAKPAE 1950 10 3 27.12 b8y3y8 958.45 36.754 6927 2 479.73 -2.23
|P35579|MYH9_HUMAN Myosin-9 69 LEMDLK 1614 6 3 27 b5y3°y3 748.39 60.911 5434 1 748.39 -6.44
|P35579|MYH9_HUMAN Myosin-9 70 NMDPLNDNIATLLHQSSDK 587 19 6 38.52 b6b10b12y5y8y16 2125.98 108.773 4954 3 709.33 -18.49
|P35579|MYH9_HUMAN Myosin-9 71 VAAYDK 1404 6 1 13.7 y3 666.35 51.260 4568 2 333.68 13.46
|P35579|MYH9_HUMAN Myosin-9 72 QVEDEK 1332 6 1 13.7 b5 747.36 101.338 2347 1 747.36 12.25

|P35579|MYH9_HUMAN Myosin-9 73 Carbamidomethyl+C(14) LQLQEQLQAETELCAEAEELR 882 21 4 21.91 b15y10y14y16 2501.26 136.856 1876 2 1251.14 18.25

|P35579|MYH9_HUMAN Myosin-9 74 HNLEK 1352 5 1 13.3 b3 640.34 27.027 1838 1 640.34 5.62
|P35579|MYH9_HUMAN Myosin-9 75 EQLEEEEEAK 1342 10 4 40.42 b6y4y5y7 1233.54 23.957 1512 2 617.27 -5.15

|P35579|MYH9_HUMAN Myosin-9 76
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 28 193.24

b3b4b7b8°b8b10°b10b1
2°b12b13b14b15b24b25
b26y5°y5*y5y7y8*y8y9
y10°y10*y10y11*y11y1

2

3017.48 118.890 205830 3 1006.50 -1.21

|P35579|MYH9_HUMAN Myosin-9 77 HSQAVEELAEQLEQTKR 1193 17 3 16.47 b16y9y12 1996.01 61.771 189304 3 666.01 -1.28
|P35579|MYH9_HUMAN Myosin-9 78 LMATLRNTNPNFVR 656 14 4 19.46 b4°b4b12y7 1646.86 48.617 172484 3 549.62 -12.53

|P35579|MYH9_HUMAN Myosin-9 79 Carbamidomethyl+C(27)
RQGASFIGILDIAGFEIFDLNSFEQL

CINYTNEK
441 34 3 11.02 b4y3y16 3922.89 96.524 122023 4 981.48 -9.83

|P35579|MYH9_HUMAN Myosin-9 80 EQLEEEEEAKHNLEK 1342 15 9 89.59
b3y3y4y5°y5y7y9y12y1

3
1854.87 35.788 107126 3 618.96 -2.37

|P35579|MYH9_HUMAN Myosin-9 81 KLEGDSTDLSDQIAELQAQIAELK 1051 24 24 185.85

b3b7°b7b8°b8b9°b9b10
b12°b12b13°b13b14b15
b16b21y3°y3y4y5y7y8y

9y11

2615.34 97.679 90387 3 872.45 -2.15

|P35579|MYH9_HUMAN Myosin-9 82 EEVGEEAIVELVENGKK 47 17 4 42.41 y4y5y8y9 1871.94 76.118 82812 3 624.65 -10.50
|P35579|MYH9_HUMAN Myosin-9 83 ELESQISELQEDLESERASR 1107 20 3 21.3 y7y11y16 2348.15 82.284 65540 3 783.39 11.54

|P35579|MYH9_HUMAN Myosin-9 84
NMDPLNDNIATLLHQSSDKFVSEL

WK
587 26 6 26.77 b3b8b10b12y13°y13 3015.48 105.542 64400 4 754.63 -2.43

|P35579|MYH9_HUMAN Myosin-9 85 RGDLPFVVPR 1922 10 5 57.7 b3b4y4y5y6 1155.66 61.261 54863 2 578.33 -1.48

|P35579|MYH9_HUMAN Myosin-9 86
ALEQQVEEMKTQLEELEDELQAT

EDAK
1528 27 10 64.47

b4°b4*b4b5b6b11y3y4y
5y12

3147.51 105.354 52512 3 1049.84 6.59

|P35579|MYH9_HUMAN Myosin-9 87 AQQAADKYLYVDK 1 13 5 28.31 b8°b8*b8b9b12 1512.78 37.894 52089 3 504.93 3.87

|P35579|MYH9_HUMAN Myosin-9 88 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 6 24.33 b6°b6*b6y8y9°y9 1888.95 81.794 48975 2 944.98 6.98

|P35579|MYH9_HUMAN Myosin-9 89 Carbamidomethyl+C(7) MEDSVGCLETAEEVKR 1372 16 3 25.7 y8y9y11 1852.84 49.242 48251 3 618.28 -3.36

|P35579|MYH9_HUMAN Myosin-9 90 RHEMPPHIYAITDTAYR 142 17 10 72.31
b7°b7b8b9y5°y5y6y8y9°

y9
2071.04 108.792 37693 3 691.02 10.14

|P35579|MYH9_HUMAN Myosin-9 91 AGKLDPHLVLDQLR 679 14 4 27.84 b3b5y3y7 1574.88 66.828 29968 3 525.63 -11.08

|P35579|MYH9_HUMAN Myosin-9 92 DLEAHIDSANKNR 1620 13 8 70.27 b4b7b9y4y7y8*y8y9 1482.72 32.088 24057 3 494.91 -6.67

|P35579|MYH9_HUMAN Myosin-9 93 Carbamidomethyl+C(6) DKADFCIIHYAGK 563 13 3 20.83 b8y3y5 1537.73 55.352 23562 3 513.25 -10.88

|P35579|MYH9_HUMAN Myosin-9 94 QLEEAEEEAQRANASR 1877 16 3 17.33 b3b15y14 1830.88 105.617 23491 2 915.94 9.60

|P35579|MYH9_HUMAN Myosin-9 95 MQQNIQELEEQLEEEESARQK 940 21 10 37.41
b3b6y7°y7*y7y9°y9y11

*y11y15
2589.18 121.772 19876 4 648.05 -11.41

|P35579|MYH9_HUMAN Myosin-9 96 QLAAENRLTEMETLQSQLMAEK 860 22 5 21.07 b10y8y10y14°y14 2534.26 108.829 19392 3 845.42 0.48

|P35579|MYH9_HUMAN Myosin-9 97 YLYVDKNFINNPLAQADWAAK 8 21 5 19.13 b3b14y8°y8y13 2454.21 106.316 18767 3 818.74 -14.62

|P35579|MYH9_HUMAN Myosin-9 98 IAQLEEELEEEQGNTELINDRLK 1730 23 5 43.27 b7b9b10b11b17 2713.35 108.111 16229 4 679.09 -1.62



|P35579|MYH9_HUMAN Myosin-9 99 IAQLEEQLDNETKER 1815 15 4 38.15 b9y9y10y11 1815.88 87.588 15585 2 908.45 -13.44
|P35579|MYH9_HUMAN Myosin-9 100 VKLQEMEGTVK 1791 11 5 31.5 y4y5°y5y7°y7 1261.67 42.041 15215 3 421.23 -13.45
|P35579|MYH9_HUMAN Myosin-9 101 YEILTPNSIPKGFMDGK 720 17 3 23.88 y3y6y8 1909.97 97.948 12429 2 955.49 -0.38
|P35579|MYH9_HUMAN Myosin-9 102 DELADEIANSSGKGALALEEK 1703 21 3 23.66 b4b14b15 2160.06 67.709 12331 3 720.69 -4.52
|P35579|MYH9_HUMAN Myosin-9 103 KANLQIDQINTDLNLER 1753 17 4 23.88 y4y6y8*y8 1998.06 66.221 11874 2 999.54 0.67

|P35579|MYH9_HUMAN Myosin-9 104 DLEGLSQRHEEK 1392 12 7 44.52 b7*b7b10b11y3y10*y10 1440.70 99.354 10922 2 720.86 -2.97

|P35579|MYH9_HUMAN Myosin-9 105 QVEDEKNSFR 1332 10 3 28.88 b7b8y3 1251.60 58.488 10206 2 626.30 3.90

|P35579|MYH9_HUMAN Myosin-9 106 Carbamidomethyl+C(8) KQELEEICHDLEAR 909 14 4 27.25 y7y10°y10y11 1769.85 49.591 9424 4 443.22 -0.07

|P35579|MYH9_HUMAN Myosin-9 107 KMQQNIQELEEQLEEEESAR 939 20 3 14.51 b3b11y8 2461.18 72.834 9300 2 1231.09 12.30
|P35579|MYH9_HUMAN Myosin-9 108 FVSELWKDVDR 606 11 4 27.52 b4b5°b5y4 1393.71 90.276 7861 2 697.36 -3.59
|P35579|MYH9_HUMAN Myosin-9 109 TLEEEAKTHEAQIQEMR 1174 17 5 23.16 b10b13y6*y6y8 2042.99 79.394 6932 3 681.67 4.06
|P35579|MYH9_HUMAN Myosin-9 110 KGAGDGSDEEVDGK 1936 14 3 19.46 b10y7y12 1363.59 49.232 6184 3 455.20 -6.89
|P35579|MYH9_HUMAN Myosin-9 111 HNLEKQIATLHAQVADMK 135 2 18 4 15.73 b4y3y6*y6 2047.07 90.385 5765 3 683.03 -3.40
|P35579|MYH9_HUMAN Myosin-9 112 HEAMITDLEERLR 1024 13 3 20.83 b6b10y12 1612.83 68.364 5546 3 538.28 14.61
|P35579|MYH9_HUMAN Myosin-9 113 AGVLAHLEEERDLK 764 14 4 27.84 b11b13y9y11 1579.86 62.328 5484 4 395.72 7.03
|P35579|MYH9_HUMAN Myosin-9 114 MAQQAADKYLYVDK 0 14 3 19.46 b5b13y10 1643.81 59.803 5154 2 822.41 -2.60
|P35579|MYH9_HUMAN Myosin-9 115 LLEDRIAEFTTNLTEEEEK 995 19 4 23.88 b14y4y6y8 2280.12 47.539 4792 3 760.71 0.11

|P35579|MYH9_HUMAN Myosin-9 116 Carbamidomethyl+C(4) ADFCIIHYAGKVDYK 565 15 3 18.31 b13y3y13 1799.89 108.775 4109 2 900.45 5.83

|P35579|MYH9_HUMAN Myosin-9 117 NLPIYSEEIVEMYKGK 125 16 6 35.77 b8b11b12*b12y7y13 1912.96 97.580 3937 2 956.98 -7.34

|P35579|MYH9_HUMAN Myosin-9 118 Carbamidomethyl+C(8) VEEEEERCQHLQAEK 923 15 3 18.31 b3y4y13 1913.85 90.341 3909 3 638.62 -8.93

|P35579|MYH9_HUMAN Myosin-9 119 QTLENERGELANEVK 1219 15 4 18.31 b13y5y11°y11 1729.85 106.494 2752 2 865.43 -13.76
|P35579|MYH9_HUMAN Myosin-9 120 SHAQKNENAR 1770 10 5 27.12 b4*b4y3y7°y7 1154.58 24.025 2502 3 385.53 11.52
|P35579|MYH9_HUMAN Myosin-9 121 VMQEQGTHPKFQKPK 545 15 5 52.7 b6b7b10b12b13 1782.91 86.055 1964 3 594.98 -11.91
|P35579|MYH9_HUMAN Myosin-9 122 VEAQLQELQVKFNEGER 1249 17 3 16.47 b4y9y11 2017.01 112.660 1665 3 673.01 -10.59
|P35579|MYH9_HUMAN Myosin-9 123 LEMDLKDLEAHIDSANK 1614 17 4 16.47 b14°b14y11y16 1941.97 136.740 1636 1 1941.97 7.79

|P35579|MYH9_HUMAN Myosin-9 124 NKHEAMITDLEER 1022 13 10 68.51
b3b8°b8*b8b11°b11y3y

6y7y10
1585.75 111.411 1554 2 793.38 -11.55

|P35579|MYH9_HUMAN Myosin-9 125 Phosphoryl STY(8) INFDVNGYIVGANIETYLLEK 240 21 3 14 b6y3y15 2465.20 93.053 212080 3 822.41 5.84
|P35579|MYH9_HUMAN Myosin-9 126 Phosphoryl STY(6) ALELDSNLYR 745 10 4 28.88 b5b6y9*y9 1273.57 32.096 95302 3 425.20 -1.15

|P35579|MYH9_HUMAN Myosin-9 127 Phosphoryl STY(11) HEMPPHIYAITDTAYR 143 16 4 27.92 b4b8b10y5 1994.87 45.569 59075 3 665.63 -0.98

|P35579|MYH9_HUMAN Myosin-9 128 Phosphoryl STY() NLPIYSEEIVEMYK 125 14 3 19.46 b6b10y8 1807.83 49.578 2978 2 904.42 12.02
|P35579|MYH9_HUMAN Myosin-9 129 Oxidation+M(15) LQRELEDATETADAMNR 1895 17 4 27.64 b7b11b12y14 1978.92 57.403 9153 2 989.97 5.68
|P35579|MYH9_HUMAN Myosin-9 130 Oxidation+M(12) NLPIYSEEIVEMYK 125 14 5 31.01 b6b7b9°b9y12 1743.86 84.563 8265 2 872.44 7.91
|P35579|MYH9_HUMAN Myosin-9 131 LEEEQIILEDQN 975 12 0 3.57 1472.73 55.673 31322 2 736.87 12.35
|P35579|MYH9_HUMAN Myosin-9 132 EAHIDSANK 1622 9 2 7.9 b3°b3 984.46 35.354 25156 2 492.74 -10.17
|P35579|MYH9_HUMAN Myosin-9 133 SGVLQLGNIVFKK 343 13 2 7.27 b5*b5 1402.84 86.307 24824 2 701.93 1.13
|P35579|MYH9_HUMAN Myosin-9 134 PHLVLDQLR 684 9 1 7.9 b3 1090.64 71.658 11621 2 545.82 -1.23
|P35579|MYH9_HUMAN Myosin-9 135 HIDSANK 1624 7 1 7.27 b6 784.38 98.742 5425 1 784.38 -13.38
|P35579|MYH9_HUMAN Myosin-9 136 DPHLVLDQLR 683 10 0 2.38 1205.66 71.723 4606 2 603.34 0.10
|P35579|MYH9_HUMAN Myosin-9 137 EEILAQAK 1661 8 0 1.19 883.48 35.475 11726 2 442.24 -3.52
|P35579|MYH9_HUMAN Myosin-9 138 ASITALEAK 1806 9 0 1.59 885.50 42.811 7314 2 443.25 -4.27
|P35579|MYH9_HUMAN Myosin-9 139 THEAQIQEMR 1181 10 0 1.98 1225.56 29.500 1552 3 409.19 3.78

|P35580|MYH10_HUMAN Myosin-10 1 LDPHLVLDQLR 689 11 8 87.71 b4y3y4y5y6y7y9y11 1318.74 71.643 133784 2 659.88 -2.87

|P35580|MYH10_HUMAN Myosin-10 2 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 9 56.3
b2b3y4y5y11y13y15y18

y20
2286.11 80.299 104660 3 762.71 -2.14

|P35580|MYH10_HUMAN Myosin-10 3 Carbamidomethyl+C(4) ADFCIIHYAGK 572 11 11 101.81
b1b3b7y1y2y3y4y5y7y8

y9
1294.62 59.379 101440 2 647.81 -3.11

|P35580|MYH10_HUMAN Myosin-10 4 TQLEELEDELQATEDAK 1545 17 12 91.72
b11b14b15y2y4y5y6y13

*y13y14y15y17
1961.93 79.482 100497 2 981.47 7.16

|P35580|MYH10_HUMAN Myosin-10 5 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 76.63
b2*b2b4b8y1y3y4y5y7y

9
1017.51 49.428 37205 2 509.26 -4.26



|P35580|MYH10_HUMAN Myosin-10 6 ADEWLMK 587 7 4 40.7 y3y4y5y7 892.42 56.401 33147 2 446.72 1.09

|P35580|MYH10_HUMAN Myosin-10 7 IAQLEEELEEEQSNMELLNDR 1737 21 6 24.92 b3b4b10y2y8y21 2532.21 124.804 22112 3 844.74 14.56

|P35580|MYH10_HUMAN Myosin-10 8 Carbamidomethyl+C(2) LCHLLGMNVMEFTR 380 14 5 33.28 b7b10*b10y3y4 1720.82 71.418 11920 3 574.28 -6.31

|P35580|MYH10_HUMAN Myosin-10 9 ADMEDLMSSKDDVGK 1510 15 5 44.25 b7y3y5y6y7 1640.73 46.375 8272 2 820.87 6.77

|P35580|MYH10_HUMAN Myosin-10 10 IVGLDQVTGMTETAFGSAYK 624 20 9 52.83
b4b18y3y5°y5y7y10y17

°y17
2088.01 105.461 4479 2 1044.51 -9.70

|P35580|MYH10_HUMAN Myosin-10 11 ELEAELEDER 1599 10 6 54.69 b8b9°b9y4y8y9 1232.55 32.141 2764 3 411.52 -10.70

|P35580|MYH10_HUMAN Myosin-10 12 ESLTK 658 5 5 39.91 b3°b3b4y3°y3 577.32 39.136 410404 1 577.32 -0.42

|P35580|MYH10_HUMAN Myosin-10 13 NTNPNFVR 669 8 4 49.63 b7y3y5y6 961.48 32.748 63143 2 481.25 -1.33

|P35580|MYH10_HUMAN Myosin-10 14 AGVLAHLEEER 771 11 3 31.5 y5y6y8 1223.63 50.433 50130 2 612.32 -4.39

|P35580|MYH10_HUMAN Myosin-10 15 HQQLLEEK 881 8 5 41.1 b3*b3b6b7°b7 1024.53 46.393 27195 2 512.77 -8.94

|P35580|MYH10_HUMAN Myosin-10 16 QLHLEGASLELSDDDTESK 1944 19 4 15.08 b3*b3b6y5 2086.96 35.902 22582 3 696.33 -7.25

|P35580|MYH10_HUMAN Myosin-10 17 ALAYDK 1411 6 1 13.7 y3 680.36 33.613 16229 1 680.36 0.72

|P35580|MYH10_HUMAN Myosin-10 18 SALLDEK 1724 7 5 37.69 b3°b3y3y4°y4 775.43 63.912 9386 2 388.22 15.98

|P35580|MYH10_HUMAN Myosin-10 19 QEVMISDLEER 1031 11 3 31.5 y5y7y8 1348.63 41.038 9022 2 674.82 -9.50

|P35580|MYH10_HUMAN Myosin-10 20 LLIK 1592 4 1 12.91 y3 486.37 54.866 7691 1 486.37 9.29

|P35580|MYH10_HUMAN Myosin-10 21 LQNELDNVSTLLEEAEK 1284 17 4 23.88 b4b10b13*b13 1944.96 64.917 7054 3 648.99 -7.15

|P35580|MYH10_HUMAN Myosin-10 22 DAASLESQLQDTQELLQEETR 1308 21 5 14 b8b10*b10y13*y13 2404.14 79.255 6034 3 802.05 -4.87

|P35580|MYH10_HUMAN Myosin-10 23 LNLSSR 1331 6 1 13.7 y5 689.39 27.191 4630 1 689.39 -9.21

|P35580|MYH10_HUMAN Myosin-10 24 Carbamidomethyl+C(12) ITDIIIFFQAVCR 785 13 3 30.07 y3y5y9 1595.87 66.085 4524 3 532.63 7.57

|P35580|MYH10_HUMAN Myosin-10 25 ADMEDLMSSK 1510 10 5 40.42 b9y6y8y9°y9 1126.47 25.921 4071 3 376.16 -5.09

|P35580|MYH10_HUMAN Myosin-10 26 QLEEEK 1339 6 2 13.7 y3°y3 775.38 33.606 4015 1 775.38 -10.00

|P35580|MYH10_HUMAN Myosin-10 27 NLPIYSENIIEMYR 129 14 4 19.46 b6b8°b8y8 1754.89 62.824 3691 3 585.63 4.10

|P35580|MYH10_HUMAN Myosin-10 28 HADQYK 1863 6 2 27 b3y5 761.35 28.853 3203 1 761.35 -7.86

|P35580|MYH10_HUMAN Myosin-10 29 QELEEILHDLESR 917 13 4 30.07 y4°y4y6y12 1610.78 87.107 2056 3 537.60 -16.22

|P35580|MYH10_HUMAN Myosin-10 30 LDAQVQELHAK 1256 11 4 24.51 b5b9°b9y6 1251.65 30.196 2008 3 417.89 -18.92

|P35580|MYH10_HUMAN Myosin-10 31 LDGETTDLQDQIAELQAQIDELK 1059 23 3 13.16 b4b8y4 2586.24 135.582 1934 3 862.75 -16.05

|P35580|MYH10_HUMAN Myosin-10 32 ALEQQVEEMR 1535 10 10 87.32
b4°b4b5b6y5y6y7°y7y9°

y9
1232.58 136.288 1889 1 1232.58 -8.62

|P35580|MYH10_HUMAN Myosin-10 33 NILAEQLQAETELFAEAEEMR 889 21 3 14 b7y11y13 2435.14 105.364 1680 3 812.38 -15.84

|P35580|MYH10_HUMAN Myosin-10 34
DVDRIVGLDQVTGMTETAFGSAY

K
620 24 6 28.5 y7°y7y8°y8y10y12 2573.23 121.797 380151 3 858.42 -9.01



|P35580|MYH10_HUMAN Myosin-10 35 LEVNMQAMKAQFER 1564 14 4 31.01 b3b12b13y11 1694.83 97.895 202917 2 847.92 -3.53

|P35580|MYH10_HUMAN Myosin-10 36 LKSLEAEILQLQEELASSER 1681 20 5 21.3 y7°y7y9y11°y11 2286.19 64.851 147583 2 1143.60 -11.53

|P35580|MYH10_HUMAN Myosin-10 37 EIFMQVEDERR 1852 11 4 24.51 b5b10y9*y9 1451.71 64.838 870492 726.36 7.06

|P35580|MYH10_HUMAN Myosin-10 38 FAKDAASLESQLQDTQELLQEETR 1305 24 3 22.11 b4b5y5 2750.32 73.733 65196 3 917.44 -11.10

|P35580|MYH10_HUMAN Myosin-10 39 QTKVEGELEEMER 867 13 7 50.65 b7°b7b8b11b12y12°y12 1577.73 63.872 51065 3 526.58 -11.30

|P35580|MYH10_HUMAN Myosin-10 40 Carbamidomethyl+C(9) LMEDRIAECSSQLAEEEEK 1002 19 4 15.08 b6°b6b9y5 2267.04 38.004 45004 4 567.52 11.85

|P35580|MYH10_HUMAN Myosin-10 41 RHEMPPHIYAISESAYR 146 17 3 16.47 b7b13y16 2056.99 72.112 39284 3 686.34 -4.04

|P35580|MYH10_HUMAN Myosin-10 42 RGGPISFSSSR 1929 11 4 31.5 y6y7°y7y9 1150.61 98.665 36190 2 575.81 9.34

|P35580|MYH10_HUMAN Myosin-10 43 DAASLESQLQDTQELLQEETRQK 1308 23 5 24 b9°b9b10b14y6 2660.30 97.755 27436 3 887.44 -1.47

|P35580|MYH10_HUMAN Myosin-10 44 DAEALSQRLEEK 1399 12 3 29.67 y4y6y7 1388.69 57.242 16935 2 694.85 -6.33

|P35580|MYH10_HUMAN Myosin-10 45 KALEEETK 1180 8 4 33.32 b6°b6y4y5 947.49 41.219 16041 2 474.25 -13.59

|P35580|MYH10_HUMAN Myosin-10 46
DLSEELEALKTELEDTLDTTAAQQ

ELR
1142 27 4 15.5 b3b8y10y13 3061.49 108.606 14307 3 1021.17 -5.42

|P35580|MYH10_HUMAN Myosin-10 47 ELQAQIAELQEDFESEKASR 1114 20 3 14.51 b5b7y9 2321.13 79.011 11045 3 774.38 3.68

|P35580|MYH10_HUMAN Myosin-10 48 QLRADMEDLMSSK 1507 13 4 39.57 b8y4y5y6 1523.73 88.781 10079 2 762.37 6.57

|P35580|MYH10_HUMAN Myosin-10 49 YLFVDRAVIYNPATQADWTA K 12 21 5 14 b4y12°y12y14°y14 2442.21 108.848 8804 3 814.74 -14.00

|P35580|MYH10_HUMAN Myosin-10 50
Carbamidomethyl+C(1);
Carbamidomethyl+C(13)

CMLQDREDQSILCTGESGAGK 163 21 3 14 b12y6y8 2355.07 75.652 8747 2 1178.04 13.89

|P35580|MYH10_HUMAN Myosin-10 51 QLEEEKNSLQEQQEEEEEAR 1339 20 4 22.64 b10y4°y4y5 2475.13 124.098 8164 3 825.71 6.21

|P35580|MYH10_HUMAN Myosin-10 52
LEARIAQLEEELEEEQSNMELLND

R
1733 25 3 12.5 b14y6y8 3001.41 61.441 8062 3 1001.14 -11.23

|P35580|MYH10_HUMAN Myosin-10 53 DELADEITNSASGKSALLDEK 1710 21 3 22.45 b7b8y13 2206.10 108.617 7746 2 1103.56 14.05

|P35580|MYH10_HUMAN Myosin-10 54
SDLLLEGFNNYRFLSNGYIPIPGQQ

DK
296 27 12 36.64

b6b10b13°b13*b13y3y4
y6°y6y12°y12*y12

3098.54 91.746 7722 3 1033.52 -5.91

|P35580|MYH10_HUMAN Myosin-10 55 LRLEVNMQAMK 1562 11 3 31.5 y3y4y6 1332.72 93.062 7283 2 666.86 4.40

|P35580|MYH10_HUMAN Myosin-10 56 NRLQQELDDLTVDLDHQR 1422 18 4 21.98 b8b11y6y8 2208.10 74.244 7177 3 736.71 1.33

|P35580|MYH10_HUMAN Myosin-10 57 QRHATALEELSEQLEQAK 1198 18 5 15.73 b5*b5y4°y4y9 2081.08 114.866 7131 3 694.36 7.27

|P35580|MYH10_HUMAN Myosin-10 58 ASKLQNELDNVSTLLEEAEK 1281 20 4 14.51 b13°b13y6y13 2231.12 110.623 5731 3 744.38 -8.32

|P35580|MYH10_HUMAN Myosin-10 59 ALEEETKNHEAQIQDMR 1181 17 4 16.47 b7b11°b11y8 2041.93 65.243 5712 2 1021.47 -14.23

|P35580|MYH10_HUMAN Myosin-10 60 EQMEKANAR 1869 9 3 38.48 b4b5b8 1076.52 54.671 5079 1 1076.52 8.84

|P35580|MYH10_HUMAN Myosin-10 61 TFVEKLVQEQGSHSK 547 15 3 18.31 b13y5y11 1716.88 54.661 4205 3 572.96 -9.17

|P35580|MYH10_HUMAN Myosin-10 62 MQAHIQDLEEQLDEEEGARQK 947 21 3 14 b3b5y8 2497.13 124.137 4167 3 833.05 -14.18



|P35580|MYH10_HUMAN Myosin-10 63 EEELQGALARGDDETLHK 1088 18 4 15.73 b9b11°b11y14 2011.00 114.261 3768 2 1006.00 14.63

|P35580|MYH10_HUMAN Myosin-10 64 NILAEQLQAETELFAEAEEMRAR 889 23 3 19.57 y3y8y21 2662.31 80.941 2954 2 1331.66 -0.55

|P35580|MYH10_HUMAN Myosin-10 65 QLEEAEEEATRANASR 1884 16 4 17.33 b4y5°y5y15 1803.86 60.716 2826 2 902.43 8.46

|P35580|MYH10_HUMAN Myosin-10 66 HGFEAASIKEER 42 12 5 34.53 b11°b11y3y9y10 1373.66 64.984 2824 3 458.56 -11.91

|P35580|MYH10_HUMAN Myosin-10 67
ALEQQVEEMRTQLEELEDELQAT

EDAK
1535 27 3 18.07 y4y14y21 3175.47 92.964 2537 3 1059.16 -7.15

|P35580|MYH10_HUMAN Myosin-10 68 TELEDTLDTTAAQQELRTK 1152 19 3 15.08 b4b13y13 2163.11 102.713 2439 3 721.71 13.43

|P35580|MYH10_HUMAN Myosin-10 69 Carbamidomethyl+C(12) QGLETDNKELACEVK 1226 15 6 29.7 b6y3y4y11°y11*y11 1733.83 91.074 2418 2 867.42 -3.31

|P35580|MYH10_HUMAN Myosin-10 70 NKQEVMISDLEER 1029 13 4 20.83 b10y3y12*y12 1590.79 50.528 2209 3 530.94 8.29

|P35580|MYH10_HUMAN Myosin-10 71 Carbamidomethyl+C(4) IAECSSQLAEEEEKAK 1007 16 4 17.33 b8*b8y8y13 1821.86 107.328 1518 2 911.43 4.69

|P35580|MYH10_HUMAN Myosin-10 72 Phosphoryl STY(17) ELDDATEANEGLSREVSTLK 1905 20 3 14.51 b15y4y7 2256.98 62.809 10416 2 1129.00 -13.63

|P35580|MYH10_HUMAN Myosin-10 73 Phosphoryl STY(13) AVIYNPATQADWTAK 18 15 5 26.39
b11°b11b12*b12b14_H

3PO4 b14
1728.78 136.779 4860 1 1728.78 -3.18

|P35580|MYH10_HUMAN Myosin-10 74 Phosphoryl STY(10) LQNELDNVSTLLEEAEKK 1284 18 3 15.73 b11y7y10 2153.01 57.286 1980 2 1077.01 -8.39

|P35580|MYH10_HUMAN Myosin-10 75 Oxidation+M(8) VEGELEEMER 870 10 4 40.42 b4b8b9y3 1236.56 41.292 138800 2 618.78 14.71

|P35580|MYH10_HUMAN Myosin-10 76 Oxidation+M(2) NMDPLNDNVATLLHQSSDR 594 19 6 23.88 b13y3y7y9°y9*y9 2156.00 59.123 69212 3 719.34 0.23

|P35580|MYH10_HUMAN Myosin-10 77
Carbamidomethyl+C(2);

Oxidation+M(10)
LCHLLGMNVMEFTR 380 14 3 19.46 b5b8y5 1736.83 84.549 16457 2 868.92 2.25

|P35580|MYH10_HUMAN Myosin-10 78 Oxidation+M(4) EIFMQVEDERR 1852 11 4 24.51 b4y6°y6y8 1467.71 114.985 11461 3 489.91 13.22

|P35580|MYH10_HUMAN Myosin-10 79 Oxidation+M(15) IAQLEEELEEEQSNMELLNDR 1737 21 5 24.92 b7b10b11y9°y9 2548.19 124.111 3918 3 850.07 5.17

|P35580|MYH10_HUMAN Myosin-10 80 Oxidation+M(9) NHEAQIQDMR 1188 10 3 27.12 b4y5y9 1257.57 81.711 2324 1 1257.57 4.27

|P35580|MYH10_HUMAN Myosin-10 81 Oxidation+M(8) LEVNMQAMK 1564 9 3 30.7 b5y3y4 1079.53 55.857 2115 2 540.27 8.37

|P35580|MYH10_HUMAN Myosin-10 82 TGMTETAFGSAYK 631 13 0 5.95 1363.62 105.469 1542 1 1363.62 2.69

|P35580|MYH10_HUMAN Myosin-10 83 ELEAELEDER 1599 10 0 1.98 1214.55 32.198 2213 3 405.52 1.01

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 27 168.34

b2*b2b3*b3b4*b4b6*b
6b15y2y4*y4y5y6y7°y7
*y7y8*y8y10y11y12y13

*y13y14y16*y16

1726.95 91.836 186854 2 863.98 2.40

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 12 91.72
b11b14b15y2y4y5y6y13

*y13y14y15y17
1961.93 79.482 100497 2 981.47 7.16

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 10 117.33
b3b4b8b10y4y5y7y9y10

y11
1257.68 43.213 55663 2 629.34 -1.75

|P35749|MYH11_HUMAN Myosin-11 4 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 76.63
b2*b2b4b8y1y3y4y5y7y

9
1017.51 49.428 37205 2 509.26 -4.26

|P35749|MYH11_HUMAN Myosin-11 5 LQAQMKDFQRELEDAR 1649 16 4 17.33 b7b11y12y16 1978.00 58.494 15403 2 989.50 8.02

|P35749|MYH11_HUMAN Myosin-11 6 MAEQYKEQAEK 1863 11 4 27.52 b3y5°y5y6 1354.63 49.232 10995 3 452.22 0.36



|P35749|MYH11_HUMAN Myosin-11 7 ELDEATESNEAMGREVNALK 1905 20 3 14.51 b10b15y11 2206.01 63.762 2202 3 736.01 -8.74

|P35749|MYH11_HUMAN Myosin-11 8 Carbamidomethyl+C(14)YFSGLIYTYSGLFCVVVNPYK 108 21 5 31.48 b7b8b10b13y11 2490.22 110.902 1989 2 1245.61 -10.10

|P35749|MYH11_HUMAN Myosin-11 9 DTSITGELEK 206 10 5 27.12 b2b4b8°b8y3 1092.53 28.006 1697 2 546.77 -11.28

|P35749|MYH11_HUMAN Myosin-11 10 ALELDPNLYR 752 10 3 28.88 b8b9y5 1203.61 32.088 75587 2 602.31 -18.76

|P35749|MYH11_HUMAN Myosin-11 11 Carbamidomethyl+C(12) ITDVIMAFQAMCR 785 13 5 34.34 b4b6b10°b10y9 1555.76 80.435 51240 2 778.38 8.63

|P35749|MYH11_HUMAN Myosin-11 12 FDQLLAEEK 1452 9 3 46.27 y3y5y8 1092.55 50.810 37189 2 546.78 -2.79

|P35749|MYH11_HUMAN Myosin-11 13 NTDQASMPDNTAAQK 365 15 6 36.97 y3y4*y4y8*y8y10 1591.71 27.076 28325 2 796.36 5.22

|P35749|MYH11_HUMAN Myosin-11 14 LQDFASTVEALEEGK 1379 15 4 24.33 b12y11y12°y12 1636.83 95.401 16516 3 546.28 11.71

|P35749|MYH11_HUMAN Myosin-11 15 QLHEYETELEDER 1596 13 3 30.07 y4y6y10 1690.77 72.878 12072 2 845.89 9.82

|P35749|MYH11_HUMAN Myosin-11 16 TEFSIIHYAGK 572 11 3 36.27 b3b6b10 1265.65 42.617 11601 2 633.33 -3.38

|P35749|MYH11_HUMAN Myosin-11 17 LEDEILVMDDQNNK 982 14 5 27.84 b8b11y5y12*y12 1675.81 77.484 10879 2 838.41 17.99

|P35749|MYH11_HUMAN Myosin-11 18 HAQAVEELTEQLEQFK 1200 16 3 17.33 b5b8y11 1899.94 55.420 10085 3 633.99 -0.71

|P35749|MYH11_HUMAN Myosin-11 19 Carbamidomethyl+C(2) VCHLMGINVTDFTR 380 14 3 19.46 b4b13y5 1662.78 79.111 8582 3 554.93 -19.31

|P35749|MYH11_HUMAN Myosin-11 20 SMLQDR 163 6 2 13.7 b4*b4 749.36 100.331 5071 1 749.36 3.18

|P35749|MYH11_HUMAN Myosin-11 21 NMDPLNDNVTSLLNASSDK 594 19 3 22.86 b10y3y4 2047.97 110.271 4802 3 683.33 5.54

|P35749|MYH11_HUMAN Myosin-11 22 NLTK 1023 4 1 12.91 b3 475.29 21.774 4770 1 475.29 4.49

|P35749|MYH11_HUMAN Myosin-11 23 SLEADLMQLQEDLAAAER 1683 18 3 15.73 b14y9y12 2003.00 88.149 4577 2 1002.00 10.42

|P35749|MYH11_HUMAN Myosin-11 24 IVDMYK 137 6 1 13.7 y3 768.40 46.432 4453 2 384.71 9.69

|P35749|MYH11_HUMAN Myosin-11 25 LEGDASDFHEQIADLQAQIAELK 1059 23 5 43.27 b3b4b6b13b14 2541.28 126.648 3815 3 847.77 13.93

|P35749|MYH11_HUMAN Myosin-11 26 IAQLEEELEEEQGNMEAMSDR 1737 21 6 27.04 b10b15b17°b17y14y16 2451.02 136.846 3394 21226.01 -19.52

|P35749|MYH11_HUMAN Myosin-11 27 HESMISELEVR 1031 11 3 27.52 b7b8y8 1329.63 40.908 2489 2 665.32 -16.16

|P35749|MYH11_HUMAN Myosin-11 28 LQNEVESVTGMLNEAEGK 1284 18 6 15.73 b6*b6y11°y11y14°y14 1947.92 71.194 2324 2 974.47 -4.83

|P35749|MYH11_HUMAN Myosin-11 29 LQQELDDLVVDLDNQR 1424 16 5 25.7 y10y11°y11*y11y13 1912.98 56.164 2286 3 638.33 7.66

|P35749|MYH11_HUMAN Myosin-11 30 LQQLFNHTMFILEQEEYQR 482 19 8 41.26 b3b7*b7y3y5y7y12*y12 2467.23 104.165 2275 3 823.08 10.29

|P35749|MYH11_HUMAN Myosin-11 31 HEMPPHIYAIADTAYR 147 16 6 38.21 b5b8°b8b12b13y4 1884.93 47.984 2027 3 628.98 10.62

|P35749|MYH11_HUMAN Myosin-11 32 ALDEETR 1181 7 5 37.69 b4°b4b5°b5y5 833.42 25.840 1984 2 417.21 20.29

|P35749|MYH11_HUMAN Myosin-11 33 NSLQDQLDEEMEAK 1345 14 3 19.46 b7b13y9 1649.75 83.265 1977 2 825.38 12.21

|P35749|MYH11_HUMAN Myosin-11 34 GQLSDDEK 4 8 5 36.33 b5y3°y3y7°y7 891.40 121.690 1703 1 891.40 -11.09

|P35749|MYH11_HUMAN Myosin-11 35 NLLQEQLQAETELYAEAEEMRVR 889 23 3 13.16 b3b12y19 2763.35 73.377 120912 3 921.79 -5.39



|P35749|MYH11_HUMAN Myosin-11 36 IAQLEEELEEEQGNMEAMSDRVR 1737 23 5 24.84 b11b14y8y12y22 2706.27 71.054 89044 4 677.32 13.35

|P35749|MYH11_HUMAN Myosin-11 37 LQDFASTVEALEEGKK 1379 16 4 31.04 b3b12y11y12 1764.88 91.899 38794 3 588.96 -14.32

|P35749|MYH11_HUMAN Myosin-11 38 EEKGDEVVVELVENGK 51 16 3 17.33 b14y3y9 1772.90 70.091 34144 2 886.95 2.75

|P35749|MYH11_HUMAN Myosin-11 39 NISSKYADER 1461 10 4 27.12 b3b8°b8y6 1182.57 55.622 28557 2 591.79 -5.16

|P35749|MYH11_HUMAN Myosin-11 40 TEFSIIHYAGKVDYNASAWL TK 572 22 4 27.12 b10b11y8y11 2514.28 67.961 23409 3 838.76 5.24

|P35749|MYH11_HUMAN Myosin-11 41 FQKEIENLTQQYEEK 1396 15 4 18.31 b10*b10y3y7 1926.96 110.416 8316 2 963.98 7.16

|P35749|MYH11_HUMAN Myosin-11 42 Carbamidomethyl+C(12) ITDVIMAFQAMCRGYLAR 785 18 5 36.81 b7y8y9y10*y10 2116.02 101.311 7950 2 1058.51 -14.19

|P35749|MYH11_HUMAN Myosin-11 43 QLHEYETELEDERK 1596 14 4 31.01 b4b5b8y11 1818.85 57.288 5817 2 909.93 -2.68

|P35749|MYH11_HUMAN Myosin-11 44 QEVEHKK 1247 7 3 40.7 b3b5y4 897.48 57.194 5676 1 897.48 3.67

|P35749|MYH11_HUMAN Myosin-11 45 DVASLSSQLQDTQELLQEETRQK 1308 23 6 22.19 b4°b4y6°y6*y6y7 2646.30 83.555 4827 4 662.33 -8.49

|P35749|MYH11_HUMAN Myosin-11 46 KLEDEILVMDDQNNK 981 15 3 26.39 b5b12b13 1803.89 113.188 3029 2 902.45 6.43

|P35749|MYH11_HUMAN Myosin-11 47
VDYNASAWLTKNMDPLNDNVTS

LLNASSDK
583 30 4 24.92 b9b10y5y8 3296.59 137.777 2955 3 1099.53 3.70

|P35749|MYH11_HUMAN Myosin-11 48 Carbamidomethyl+C(12) LEAQVQELQSKCSDGER 1256 17 5 23.16 b3b12°b12y3y13 1976.93 85.139 2799 2 988.97 -3.33

|P35749|MYH11_HUMAN Myosin-11 49 KATQQAEQLSNELATER 1760 17 3 16.47 b10b12y7 1916.96 97.875 2335 3 639.66 -3.12

|P35749|MYH11_HUMAN Myosin-11 50 YEILAANAIPKGFMDGK 727 17 6 39.48 b7y3y5y7y13*y13 1837.95 116.766 2040 3 613.32 -1.53

|P35749|MYH11_HUMAN Myosin-11 51 EQAEKGNAR 1869 9 4 38.48 b5b6*b6b7 1002.50 102.726 1559 1 1002.50 0.79

|P35749|MYH11_HUMAN Myosin-11 52 Phosphoryl STY(7) LQDFASTVEALEEGKK 1379 16 4 24.51 b4b6y8y11_H3PO4 y11 1844.88 66.228 27946 3 615.63 10.72

|P35749|MYH11_HUMAN Myosin-11 53 Phosphoryl STY(9) ASRDEIFATAKENEK 1665 15 3 18.31 b7y8y10 1788.81 100.318 4323 3 596.94 3.21

|P35749|MYH11_HUMAN Myosin-11 54 Phosphoryl STY(6) DVASLSSQLQDTQELLQEETR 1308 21 4 23.66
y12y14_HPO3 

y14y15_HPO3 y15*y15
2470.16 136.822 3286 2 1235.58 14.03

|P35749|MYH11_HUMAN Myosin-11 55 Phosphoryl STY(6) EIENLTQQYEEK 1399 12 3 22.47 b4b8_HPO3 b8y5 1603.69 42.647 2012 2 802.35 7.84

|P35749|MYH11_HUMAN Myosin-11 56 Phosphoryl STY() LQQLFNHTMFILEQEEYQR 482 19 4 34.67 y11y12*y12y13 2547.14 72.838 1636 2 1274.07 -10.35

|P35749|MYH11_HUMAN Myosin-11 57
Carbamidomethyl+C(13)

;Oxidation+M()
SMLQDREDQSILCTGESGAGK 163 21 4 20.65 y4y6y15*y15 2298.06 90.183 25281 2 1149.53 10.94

|P35749|MYH11_HUMAN Myosin-11 58 Oxidation+M(8) TFHIFYYMIAGAKEK 279 15 4 26.39 b3°b3b4b13 1834.90 58.655 23744 3 612.31 -8.25

|P35749|MYH11_HUMAN Myosin-11 59 Oxidation+M(11) NSLQDQLDEEMEAK 1345 14 4 27.25 b3*b3b4b6 1665.74 96.815 7913 2 833.37 7.04

|P35749|MYH11_HUMAN Myosin-11 60 Oxidation+M(3) AEMEDLVSSKDDVGK 1510 15 5 43.46 b12b13y5y8y12 1638.73 102.697 1552 3 546.92 -11.25

|P35749|MYH11_HUMAN Myosin-11 61 QMKDFQRELEDAR 1652 13 2 14.44 b5b10 1665.82 58.492 1999 2 833.41 10.55

|P35749|MYH11_HUMAN Myosin-11 62 ELDEATESNEAMGREVNALK 1905 20 2 9.04 b16y16 2188.02 63.780 18198 3 730.01 4.24



|P37802|TAGL2_HUMAN Transgelin-2 1 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 27 197.4

b2b3°b3b4°b4b5°b5b6b
10b11°b11b12b13b22y2
y4y5y7y9y11y13*y13y1

4y16y17y18y22

2415.26 106.314 329047 3 805.76 -1.52

|P37802|TAGL2_HUMAN Transgelin-2 2 YGINTTDIFQTVDLWEGK 102 18 27 238.36

b2b3b4b5b6b7b12b13°b
13b14y2y3°y3y4y5y6y8
°y8y9*y9y10°y10y12y1

3y14y15y18

2100.04 101.394 248210 2 1050.52 6.51

|P37802|TAGL2_HUMAN Transgelin-2 3 TLMNLGGLAVAR 127 12 10 80.33
b2b4b5y2y4y7y8y9y10y

12
1215.69 73.372 200535 2 608.35 0.90

|P37802|TAGL2_HUMAN Transgelin-2 4 DDGLFSGDPNWFPKK 139 15 9 45.04
b2b3y1y2y3y7y11y14y1

5
1722.80 77.155 189231 3 574.94 -4.32

|P37802|TAGL2_HUMAN Transgelin-2 5 DDGLFSGDPNWFPK 139 14 12 84.43
b2b3b4b5b6y2y3y6*y6y

9y10y14
1594.73 87.884 155043 2 797.87 8.96

|P37802|TAGL2_HUMAN Transgelin-2 6 IQASTMAFK 79 9 13 62.08
b7°b7*b7y1y2y3y5°y5y

6°y6y7°y7y9
996.52 46.486 142454 2 498.76 -1.96

|P37802|TAGL2_HUMAN Transgelin-2 7 QMEQISQFLQAAER 88 14 21 154.75
b3°b3*b3b4°b4*b4b5°b
5*b5b14y3y4y5*y5y6y7

y9y10y11y12y14
1678.83 81.160 123666 2 839.92 4.65

|P37802|TAGL2_HUMAN Transgelin-2 8 NFSDNQLQEGK 160 11 18 114.32
b4°b4*b4y2y3°y3y4°y4y
5y6y7y8*y8y9°y9*y9y1

0y11
1279.59 36.874 108202 2 640.30 0.10

|P37802|TAGL2_HUMAN Transgelin-2 9 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 20 97.02
b1b2*b2b10°b10b11b20
y2y4y6°y6y8°y8y9°y9y1

0y15y16y18y20
2522.28 108.889 80985 3 841.43 2.13

|P37802|TAGL2_HUMAN Transgelin-2 10 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 29 200.69

b2b6*b6b8b9b10°b10*b
10b11b12b13b14y1y2y3
*y3y4y5°y5y6°y6*y6y7°

y7y8y9y10y16y19

2394.17 116.294 79541 3 798.73 -3.37

|P37802|TAGL2_HUMAN Transgelin-2 11 DVGRPQPGRENFQNWLK 40 17 10 57.33
b4b6*b6b11°b11b15y9y

12y13y17
2041.02 72.879 55153 2 1021.01 -10.23

|P37802|TAGL2_HUMAN Transgelin-2 12 GASQAGMTGYGMPR 182 14 12 51.13
b3°b3b5°b5*b5y6y7°y7

y9y12y14*y14
1383.62 45.477 21516 2 692.31 2.65

|P37802|TAGL2_HUMAN Transgelin-2 13 KDVGRPQPGRENFQNWLK 39 18 5 24.65 y3y7*y7y8°y8 2169.14 84.442 14744 3 723.72 3.49

|P37802|TAGL2_HUMAN Transgelin-2 14 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVK 57 21 6 38.5 b5b6y3y4y8*y8 2287.17 112.873 13965 2 1144.09 2.67

|P37802|TAGL2_HUMAN Transgelin-2 15 Carbamidomethyl+C(4) NMACVQR 120 7 3 40.7 y3y5y6 878.40 22.963 2410 2 439.70 6.11

|P37802|TAGL2_HUMAN Transgelin-2 16 Carbamidomethyl+C(4) NMACVQRTLMNLGGLAVAR 120 19 3 22.04 b8b12b14 2075.07 72.743 70669 3 692.36 3.65

|P37802|TAGL2_HUMAN Transgelin-2 17 Carbamidomethyl+C(22)
YGINTTDIFQTVDLWEGKNMACV

QR
102 25 8 27.26

b6b10°b10b11*b11y9y1
2*y12

2959.41 129.760 24569 3 987.14 -0.91

|P37802|TAGL2_HUMAN Transgelin-2 18 ENPRNFSDNQLQEGK 156 15 3 24.33 b5b6y13 1775.81 73.902 9872 3 592.61 -9.49

|P37802|TAGL2_HUMAN Transgelin-2 19 ANRGPAYGLSR 1 11 3 31.5 y4y7y8 1161.60 33.573 9601 2 581.30 -14.08

|P37802|TAGL2_HUMAN Transgelin-2 20
NVIGLQMGTNRGASQAGMTGYG

MPR
171 25 4 28.05 y4y5y13y15 2567.21 88.910 7590 3 856.41 -6.85

|P37802|TAGL2_HUMAN Transgelin-2 21 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 4 25.47 b16y8y9y15 2522.28 136.854 4801 2 1261.64 4.07

|P37802|TAGL2_HUMAN Transgelin-2 22 GASQAGMTGYGMPRQIL 182 17 5 16.47 b15y6y11°y11*y11 1737.85 87.965 2877 3 579.96 5.55



|P37802|TAGL2_HUMAN Transgelin-2 23 Oxidation+M(2) QMEQISQFLQAAER 88 14 3 24.9 b5b6y11 1694.82 93.034 2804 2 847.91 1.44

|P37802|TAGL2_HUMAN Transgelin-2 24 FSGDPNWFPKK 143 11 1 7.27 b4 1322.67 77.158 19763 2 661.84 13.38

|P37802|TAGL2_HUMAN Transgelin-2 25 PEGQAPVKK 70 9 6 40.36 b4b5°b5b7°b7b8 953.54 106.327 8298 2 477.27 -3.39

|P37802|TAGL2_HUMAN Transgelin-2 26 Carbamidomethyl+C(15) ADLEQILIQWITTQCR 23 16 2 13.24 b3b15 1988.00 116.313 1874 2 994.50 -12.28

|P37802|TAGL2_HUMAN Transgelin-2 27 DDGLFSGDPNWFPKK 139 15 0 3.97 1704.79 77.126 6960 3 568.94 -1.65

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

1 VQIYHNPTANSFR 35 13 6 58.89 y6y7°y7y8y9y11 1546.76 46.123 51917 3 516.26 -9.55

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

2 QQPGPSEHIER 143 11 10 82.19
b2y2y3y4y5°y5y6°y6y7y

9
1277.62 24.948 16298 3 426.54 -5.92

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

3 DESANQEEPEAR 286 12 6 34.53 b2b5y2y4y7y8 1374.58 19.619 8099 2 687.79 1.07

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

4
EDAAQFAAGMASALEALEGGGPP
PPPALPTWSVPNGPSPEEVEQQKR

96 47 5 11.2 b2b9y2y14y26 4781.32 112.514 5725 4 1196.08 0.31

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

5 YNQATPNFHQWR 71 12 4 22.47 b8y5*y5y9 1561.76 49.725 34395 3 521.26 19.23

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

6 SGGGGLMEEMNAMLAR 257 16 4 17.33 b9°b9b14y6 1623.75 88.925 14396 2 812.38 10.75

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

7 WLPAGTGPQAFSR 22 13 7 72.28 b3b4b5b8b9y6y9 1387.69 38.017 9524 2 694.35 -12.40

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

8 Carbamidomethyl+C(11) MQPDQQVVINCAIVR 53 15 3 18.31 b8b13y6 1770.91 76.370 8702 2 885.96 4.27

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

9 Carbamidomethyl+C(13) SSSSVTTSETQPCTPSSSDYSDLQR 321 25 10 55.4
b11°b11b12*b12b13y3y

5y10*y10y11
2707.16 45.574 5070 3 903.06 -0.81

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

10 Carbamidomethyl+C(6) SETVICSSR 1 9 5 30.7 b4°b4b7°b7y6 1038.49 108.694 3853 1 1038.49 5.88

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

11 Carbamidomethyl+C(7) MSETVICSSR 0 10 4 40.42 b9y5y6y8 1169.52 37.840 3542 1 1169.52 -3.65

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

12 QEEASGGPTAPK 240 12 4 48.21 y6y7y10y11 1171.55 136.257 1779 1 1171.55 -6.56

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

13 QQPGPSEHIERR 143 12 3 22.47 b3b7y10 1433.71 51.225 183542 2 717.36 -6.98

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

14 ATVMLYDDGNKR 10 12 6 29.67 y5°y5*y5y8°y8y9 1382.67 41.216 24782 2 691.84 1.06

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

15 SGGGGLMEEMNAMLARR 257 17 3 16.47 b6y11y14 1779.85 82.360 5402 2 890.43 10.43

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

16 Phosphoryl STY(5) VPAQSESVRRPWEK 298 14 5 19.46 b3y3°y3y11°y11 1748.82 81.665 34743 2 874.92 -8.31



|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

17 PGPSEHIER 145 9 0 2.38 1021.51 24.945 3963 2 511.26 0.12

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

18
PPPPPALPTWSVPNGPSPEEVEQQ

KR
117 26 0 16.67 2834.48 112.597 3696 3 945.50 10.51

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

19 VQIYHNPTANSFR 35 13 1 7.45 b11 1529.75 46.168 4538 3 510.59 4.63

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

20 QQPGPSEHIER 143 11 0 2.38 1259.60 24.950 4088 3 420.54 -4.26

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 VEIIANDQGNR 26 11 8 64.41 b2b3b7y4y6y7y8y11 1228.62 36.891 58804 2 614.82 -2.58

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 TTPSYVAFTDTER 37 13 10 62.78
b1°b1b5b9y3y6y9y11°y

11y13
1487.71 55.692 51609 2 744.36 2.71

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 FEELNADLFR 304 10 4 27.12 b3b9y8y10 1253.62 74.666 35560 2 627.31 2.24

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4 STAGDTHLGGEDFDNR 223 16 6 23.86 b2°b2b8y8y9y16 1691.71 39.112 18711 3 564.58 -7.14

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5 EIAEAYLGGK 129 10 3 27.12 b4b8y3 1050.54 99.581 5471 1 1050.54 -4.30

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6 MVSHLAEEFKR 239 11 5 36.27 b1b4°b4b7b9 1346.70 42.606 2217 3 449.57 6.89

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7 LLQDFFNGK 351 9 5 30.7 b5*b5b6y4*y4 1081.56 71.467 39852 2 541.28 -9.25

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8 MVSHLAEEFK 239 10 4 27.12 b3°b3y3y9 1190.61 54.672 6642 2 595.81 16.71

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 8 36.48

b5°b5b6°b6b7b12*b12y
13

2983.38 75.610 6358 3 995.13 -20.62

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10 VHSAVITVPAYFNDSQR 139 17 4 16.47 b16y12*y12y15 1903.97 102.629 4092 3 635.33 -0.58

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 FEDATVQSDMK 78 11 4 27.52 b5y4°y4y5 1270.55 30.603 3096 3 424.19 -8.55

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12 FEELNADLFRGTLEPVEK 304 18 4 22.89 b3b5b12*b12 2107.09 96.472 19584 2 1054.05 6.95

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13 VQVEYKGETK 103 10 8 52.18 b3*b3b4°b4*b4b5b8*b8 1180.61 46.392 17144 2 590.81 -7.65

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14 FEDATVQSDMKHWPFR 78 16 3 17.33 b7y8y12 1993.90 80.425 14307 3 665.31 -10.71

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15 Carbamidomethyl+C(2)
VCNPIISKLYQGGPGGGSGGGGSG

ASGGPTIEEVD
604 35 5 10.96 b5y11°y11y20°y20 3231.50 83.249 6602 3 1077.84 -8.31

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16 Carbamidomethyl+C(18)
MSARGPAIGIDLGTTYSCVGVFQH

GK
0 26 4 22.9 b7b8b13°b13 2722.38 120.966 3964 3 908.13 11.75

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17
QTQTFTTYSDNQSSVLVQVYEGE

RAMTK
426 28 9 39.51

b5°b5b12y9y10°y10y11
°y11y22

3211.55 112.267 2331 3 1071.19 9.27

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18
GVPQIEVTFDIDANGILNVTAADK

STGK
472 28 3 11.78 b3b13y4 2873.45 113.769 2287 3 958.49 -13.59

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19 MVSHLAEEFKR 239 11 4 24.51 b4b10y6°y6 1346.69 98.649 1753 1 1346.69 4.71

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20 Carbamidomethyl+C(17)
SARGPAIGIDLGTTYSCVGVFQHG

K
1 25 3 12.5 b5y4y14 2591.28 84.414 1521 2 1296.14 -9.14

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 Phosphoryl STY(6) EIAEAYLGGK 129 10 3 28.88 b5_H3PO4 b4b5y9 1130.51 80.503 15730 1 1130.51 9.07

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22
Carbamidomethyl+C(14)

;Phosphoryl STY(10)
GPAIGIDLGTTYSCVGVFQHGK 4 22 3 13.56 b11y10y12 2357.06 59.278 2438 2 1179.03 -13.15

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

23 Oxidation+M(1) MKEIAEAYLGGK 127 12 3 26.45 b4y3y4 1325.68 71.418 2947 2 663.35 5.25



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

24 AGDTHLGGEDFDNR 225 14 0 4.37 1503.67 39.114 1613 2 752.34 14.13

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

1
ELASQPDVDGFLVGGASLKPEFV

DIINAK
219 29 17 70.14

b2b3°b3b4°b4b5*b5b6b
9b12°b12y2y3y5y10y24

y29
3029.59 96.372 51682 3 1010.53 1.05

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

2 VVLAYEPVWAIGTGK 160 15 8 43.46 b2b3b4y2y6y7y9y15 1602.90 83.934 49593 2 801.95 5.56

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

3 Carbamidomethyl+C(12) IIYGGSVTGATCK 206 13 3 20.83 b6y6y11 1326.67 42.881 20319 2 663.84 -3.96

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

4 SNVSDAVAQSTR 194 12 4 29.67 y4y5y11y12 1234.61 33.254 16548 2 617.81 8.90

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

5 TATPQQAQEVHEK 175 13 8 28.31 b2y1y2y3°y3y4y8*y8 1466.71 20.626 11316 3 489.57 -10.24

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

6 Carbamidomethyl+C(9) VPADTEVVCAPPTAYIDFAR 33 20 7 47.06 b5b7°b7b8b12b13y4 2192.08 69.777 25030 3 731.36 4.23

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

7 VTNGAFTGEISPGMIK 69 16 3 17.33 b5b14y5 1621.83 65.019 17301 2 811.42 4.67

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

8 FFVGGNWK 6 8 4 54.4 b4b6y4y6 954.50 23.007 2128 2 477.75 12.98

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

9 Carbamidomethyl+C(24)
SNVSDAVAQSTRIIYGGSVTGATC

K
194 25 3 12.5 b7b12y23 2542.25 66.882 42111 3 848.09 -4.42

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

10
ELASQPDVDGFLVGGASLKPEFV

DIINAKQ
219 30 5 36.48 b8b13*b13b14b15 3157.63 97.800 4550 3 1053.21 -3.63

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

11 Carbamidomethyl+C(8)
IAVAAQNCYKVTNGAFTGEISPG

MIK
59 26 4 27.65 y11y12y15y21 2740.40 136.832 4367 2 1370.70 6.24

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

12 Carbamidomethyl+C(18)
VTNGAFTGEISPGMIKDCGATWV

VLGHSER
69 30 9 37.35

b5b8b15°b15b26y4y12y
13°y13

3189.56 97.841 3974 5 638.72 3.06

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

13 FFVGGNWKMNGR 6 12 7 68.61 b6b7*b7b8y5y6y7 1412.70 35.742 3417 3 471.57 7.69

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

14 Carbamidomethyl+C(9) VPADTEVVCAPPTAYIDFARQK 33 22 3 13.56 b9b11y10 2448.20 115.622 2069 2 1224.60 -11.07

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

15 Phosphoryl STY(4) SNVSDAVAQSTR 194 12 3 32.68 y4y8y10 1314.55 80.888 26410 2 657.78 -8.08

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

16 TPQQAQEVHEK 177 11 0 3.17 1294.62 20.639 2213 2 647.81 -13.01

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

17 PQQAQEVHEK 178 10 3 35.3 b3b4b5 1193.58 20.633 1718 2 597.29 -11.76

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

18 TATPQQAQEVHEK 175 13 1 7.45 y7 1448.71 20.623 2768 3 483.58 1.69

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 19 182.44
b2b3b4b6b8b10y2y3y4y
5°y5y6y8y9y10y11y14y

15y16
1887.99 102.650 263500 3 630.00 -8.86

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 16 99.09
b1b2b3b4b5*b5b12y1y2

y3y7y8y9y11*y11y13
1354.73 45.648 200130 2 677.87 -0.99

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 10 71.4
b2b3y2y3y6y7y8y9y11*

y11
1341.63 49.249 161891 2 671.32 2.37

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 EAFQLFDR 13 8 8 54.4 y1y2y3y4y5y6°y6y8 1025.50 69.198 134223 2 513.25 -6.31

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 VFDKEGNGTVMGAEIR 94 16 6 17.33 b2b9y5°y5y7y16 1722.83 50.329 106704 3 574.95 -10.06

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 NKDQGTYEDYVEGLR 79 15 7 52.7 y3y5y6y7y11°y11y15 1786.82 56.771 84931 3 596.28 -4.58

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 EGNGTVMGAEIR 98 12 6 35.69 b2y5y6y7y12*y12 1233.59 44.097 23178 2 617.30 0.20

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 VFDK 94 4 1 12.91 b3 508.27 60.022 10936 1 508.27 -6.24

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 DQGTYEDYVEGLR 81 13 4 20.83 b3y8y12*y12 1544.65 46.405 7613 3 515.56 -21.65



|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 VFDKEGNGTVMGAEIR 94 16 3 23.86 b6b7y6 1722.85 110.339 42365 2 861.93 1.56

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 Carbamidomethyl+C(11) TGDGKILYSQCGDVMR 21 16 3 23.86 b9b10y4 1799.85 67.080 32228 2 900.43 7.39

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

12 EAFQLFDRTGDGK 13 13 3 20.83 b6b8y9 1483.72 107.367 21772 2 742.36 1.81

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

13 Carbamidomethyl+C(19)
MTEEEVEMLVAGHEDSNGCINYE

AFVRHILSG
119 32 3 11.19 b15y12y22 3636.62 80.075 4325 3 1212.88 -4.77

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

14 PMLQTVAK 71 8 5 34.73 b3b4b5°b5*b5 887.49 102.643 2996 2 444.25 -10.38

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

15 DKEGNGTVMGAEIR 96 14 0 4.37 1476.71 50.288 1569 2 738.86 0.66

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

16 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 0 2.38 1324.61 49.319 52923 2 662.81 6.82

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

17 EAFQLFDR 13 8 0 1.19 1007.50 69.189 11910 2 504.25 6.54

|P60709|ACTB_HUMAN Actin 1 VAPEEHPVLLTEAPLNPK 95 18 27 232.64

b2b6b8b9b10b12b13y2y
3*y3y4y5*y5y6y7y8y9y
10y11y12°y12y13y14*y

14y16°y16y18

1954.05 61.762 3128762 3 652.02 -9.31

|P60709|ACTB_HUMAN Actin 2 SYELPDGQVITIGNER 238 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P60709|ACTB_HUMAN Actin 3 EITALAPSTMK 315 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94

|P60709|ACTB_HUMAN Actin 4 AVFPSIVGRPR 28 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|P60709|ACTB_HUMAN Actin 5 AGFAGDDAPR 18 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P60709|ACTB_HUMAN Actin 6
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 31 246.72

b2°b2b3°b3b4b6°b6b7b
14b18b26b30y2y3y5y6y
7y8y9y10y11y12y14y16
y20y23y24y25y26y28y3

0

3183.59 80.614 1193560 4 796.65 -7.67

|P60709|ACTB_HUMAN Actin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 35 238.92

b3b4b5b6°b6b7*b7b8*b
8b10b13b14*b14b28*b
28y2y3y4y5*y5y10y12y
14°y14*y14y15y16y17y
18y21y22*y22y23y24y2

8

3231.47 93.088 969544 3 1077.83 1.89

|P60709|ACTB_HUMAN Actin 8 GYSFTTTAER 196 10 21 116.93
b2b3°b3b4°b4b5°b5b10
y1y2°y2y3y4°y4y5y6°y6

y7y8°y8y10
1132.52 43.382 775135 2 566.77 -3.13

|P60709|ACTB_HUMAN Actin 9 DLYANTVLSGGTTMYPGIADR 291 21 22 165.43

b2b3b7°b7b12b14°b14b
15°b15*b15y4y5y6y7y9
y11y12y13y14y15y16y2

1

2215.09 77.816 649407 2 1108.05 8.05



|P60709|ACTB_HUMAN Actin 10 DSYVGDEAQSKR 50 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P60709|ACTB_HUMAN Actin 11 DLTDYLMK 183 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24

|P60709|ACTB_HUMAN Actin 12 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 29 218.38

b2b3b4b5b6b7°b7b8b9b
11°b11b16y1y4y5y6y7y
9y10°y10y11°y11y12y1
4y16y17°y17y23*y23

2550.20 93.001 369954 2 1275.60 9.57

|P60709|ACTB_HUMAN Actin 13 QEYDESGPSIVHRK 359 14 18 140.35
b3°b3*b3b14y2y3y4y5y
6y7y8y9y10°y10y11y12

y14*y14
1644.78 32.324 365178 3 548.93 -12.02

|P60709|ACTB_HUMAN Actin 14 QEYDESGPSIVHR 359 13 9 93.28
y2y3y4y5y6y8y10°y10y

11
1516.69 38.236 317262 3 506.24 -7.73

|P60709|ACTB_HUMAN Actin 15 DSYVGDEAQSK 50 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P60709|ACTB_HUMAN Actin 16 HQGVMVGMGQK 39 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P60709|ACTB_HUMAN Actin 17 KDLYANTVLSGGTTMYPGIADR 290 22 23 162.43

b6b7°b7*b7b8b9b10b12
b15*b15b16y1y2y5y6y7
y8y10y12y13°y13y14y2

2

2343.16 69.166 200852 3 781.72 -3.44

|P60709|ACTB_HUMAN Actin 18 IIAPPERK 328 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P60709|ACTB_HUMAN Actin 19 Carbamidomethyl+C(1) CDVDIRK 284 7 13 80.61
b1b2°b2b3b4y1y2y3y4°

y4y5y6y7
905.44 22.962 89279 2 453.23 -7.08

|P60709|ACTB_HUMAN Actin 20 IIAPPER 328 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P60709|ACTB_HUMAN Actin 21 IWHHTFYNELR 84 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|P60709|ACTB_HUMAN Actin 22 YSVWIGGSILASLSTFQQMWISK 336 23 8 28.52 b4b5°b5b7°b7y2y4y16 2602.34 136.477 8144 3 868.12 0.84

|P60709|ACTB_HUMAN Actin 23
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 3 22.01 b12b13y11 3253.61 136.658 8051 3 1085.21 0.45

|P60709|ACTB_HUMAN Actin 24 YPIEHGIVTNWDDMEK 68 16 12 90.74
b3b4°b4b5°b5b6b13*b1

3b14y4y5y7
1946.86 72.879 49336 3 649.63 -17.68

|P60709|ACTB_HUMAN Actin 25
Carbamidomethyl+C(16)

;Phosphoryl STY(13)
DDDIAALVVDNGSGMCK 1 17 3 16.47 b7b12y3 1859.74 82.435 759677 3 620.58 -4.20

|P60709|ACTB_HUMAN Actin 26 Phosphoryl STY() YSVWIGGSILASLSTFQQMWISK 336 23 3 22.19 b13y8y9 2682.29 124.306 117343 894.77 -2.73

|P60709|ACTB_HUMAN Actin 27 Oxidation+M()
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 5 24.98 b6b12b13y6y14 3199.59 77.442 72182 4 800.65 -4.96

|P60709|ACTB_HUMAN Actin 28
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

;Oxidation+M()

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 8 44.48
b13*b13b14b15y6y9y13

*y13
3247.49 92.963 26091 3 1083.17 9.85

|P60709|ACTB_HUMAN Actin 29
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFEQEMATAASSSSLEK 215 23 3 22.19 b6y9y10 2566.14 79.268 12492 3 856.05 -11.70

|P60709|ACTB_HUMAN Actin 30 Oxidation+M()
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 4 22.01 b12b13*b13y7 3269.59 101.144 3648 4 818.15 -4.85

|P60709|ACTB_HUMAN Actin 31 FPSIVGRPR 30 9 4 31.5 b3°b3b4b7 1028.60 56.522 2283958 2 514.80 -3.56
|P60709|ACTB_HUMAN Actin 32 PSIVGRPR 31 8 4 31.5 b3°b3b4b6 881.52 56.522 960916 2 441.26 -12.19

|P60709|ACTB_HUMAN Actin 33 PEEHPVLLTEAPLNPK 97 16 8 47.66
b3b5b6°b6b10°b10b11°

b11
1783.94 61.744 109317 3 595.32 -9.79

|P60709|ACTB_HUMAN Actin 34 GPSIVHRK 365 8 3 15.7 b3°b3b6 893.53 32.306 61424 2 447.27 -5.67



|P60709|ACTB_HUMAN Actin 35 GDEAQSKR 54 8 2 21.6 b3b4 890.43 24.149 44613 2 445.72 -4.87
|P60709|ACTB_HUMAN Actin 36 TALAPSTMK 317 9 1 7.9 b6 919.49 51.211 22241 1 919.49 -0.46
|P60709|ACTB_HUMAN Actin 37 LAPSTMK 319 7 1 7.9 b4 747.41 51.276 14585 1 747.41 6.70
|P60709|ACTB_HUMAN Actin 38 SFTTTAER 198 8 1 8.3 b3 912.45 43.349 11245 1 912.45 3.68
|P60709|ACTB_HUMAN Actin 39 QEYDESGPSIVHR 359 13 0 3.17 1499.68 38.228 24201 3 500.56 2.60
|P60709|ACTB_HUMAN Actin 40 AGFAGDDAPR 18 10 0 1.98 958.43 31.459 11297 2 479.72 -6.24

|P62736|ACTA_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P62736|ACTA_HUMAN Actin 2 EITALAPSTMK 317 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94

|P62736|ACTA_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 28 209.71

b2b6b8b9b11*b11b12*
b12b13b15y1y2°y2y3y4
y5y6y7*y7y8*y8y12y13

y14y15*y15y16*y16

1960.90 67.180 1649801 3 654.30 -6.85

|P62736|ACTA_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|P62736|ACTA_HUMAN Actin 5 AGFAGDDAPR 20 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P62736|ACTA_HUMAN Actin 6 DSYVGDEAQSKR 52 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P62736|ACTA_HUMAN Actin 7 DLTDYLMK 185 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24
|P62736|ACTA_HUMAN Actin 8 DSYVGDEAQSK 52 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P62736|ACTA_HUMAN Actin 9 HQGVMVGMGQK 41 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P62736|ACTA_HUMAN Actin 10 IIAPPERK 330 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P62736|ACTA_HUMAN Actin 11 IIAPPER 330 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P62736|ACTA_HUMAN Actin 12 YSVWIGGSILASLSTFQQMWISK 338 23 8 28.52 b4b5°b5b7°b7y2y4y16 2602.34 136.477 8144 3 868.12 0.84

|P62736|ACTA_HUMAN Actin 13 GYSFVTTAER 198 10 3 27.12 b6y6y8 1130.55 79.125 3094 1 1130.55 -1.30
|P62736|ACTA_HUMAN Actin 14 EITALAPSTMK 317 11 0 2.38 1143.60 51.214 69211 2 572.31 1.39

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

1 Carbamidomethyl+C(24)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 10 49.3

b2b12*b12b13y4y8y11y
15y25y27

2791.33 76.718 103125 3 931.11 -0.70

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

2 EGMNIVEAMER 133 11 3 36.27 y4y6y8 1278.58 68.895 37409 2 639.79 -0.95

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

3 Carbamidomethyl+C(6) ITIADCGQLE 155 10 4 27.12 b6b8y4y10 1119.53 109.702 1763 1 1119.53 -8.83

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

4 VNPTVFFDIAVDGEPLGR 1 18 4 15.73 b11b14*b14y4 1946.02 98.747 39980 2 973.51 9.28

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

5 VSFELFADK 19 9 3 30.7 b6b8y6 1055.53 74.941 12603 2 528.27 -12.84

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

6 MVNPTVFFDIAVDGEPLGR 0 19 3 15.08 b3b5y7 2077.04 60.028 6732 3 693.02 -2.23

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

7 Carbamidomethyl+C(7) IIPGFMCQGGDFTR 55 14 3 24.9 b8y6y7 1598.77 47.631 5143 3 533.60 15.81



|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

8 HVVFGK 125 6 2 27 b5y3 686.39 26.909 2325 2 343.70 -11.12

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

9 TAENFR 31 6 1 13.7 y4 737.35 94.614 1955 1 737.35 -7.12

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

10 VKEGMNIVEAMER 131 13 6 45.88 b5b6b8b11y8°y8 1505.75 59.282 22186 2 753.38 4.86

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

11 Carbamidomethyl+C(8) GFGYKGSCFHR 44 11 4 24.51 b4b6y8°y8 1315.59 57.487 11132 3 439.20 -4.64

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

12 ALSTGEKGFGYK 37 12 8 36.44 b4°b4b8°b8y7°y7y8°y8 1257.65 28.213 3365 2 629.33 -1.46

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

13 Oxidation+M(1) MVNPTVFFDIAVDGEPLGR 0 19 3 15.08 b6b8y6 2093.02 108.785 79140 3 698.35 -5.95

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

14
Carbamidomethyl+C(24)

;Oxidation+M(9)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 6 27.18 b5b9b10b13*b13y6 2807.30 64.629 10348 3 936.44 -8.26

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

1 FLIPNASQAESK 103 12 12 79.36
b2b3b6y2y4y6y7y9°y9*

y9y10y12
1304.69 55.923 112759 2 652.85 1.03

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 SVTEQGAELSNEER 27 14 24 142.41

b5°b5b6°b6*b6b8*b8b1
0y2y4y5°y5y7°y7y8y9°y
9y10*y10y11*y11y12*y

12y14

1548.72 35.426 110399 2 774.86 4.18

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 GIVDQSQQAYQEAFEISKK 139 19 6 31.82 b2y3y4y12y16y19 2169.07 68.717 88481 3 723.70 -5.29

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 12 77.26

b2b3b5b6°b6y3y4y5y6y
7y14y29

3302.61 136.663 71885 4 826.41 -8.35

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5 YLAEVAAGDDKK 127 12 5 45.19 y3y7y8y10y12 1279.64 33.469 59384 3 427.22 -11.54

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6 Carbamidomethyl+C(7) YDDMAACMK 18 9 8 62.08 b1b2b3y3y4y5y8y9 1104.42 39.678 44583 2 552.72 6.30

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 TAFDEAIAELDTLSEESYK 193 19 9 39.5
b2b3b16y1y9y11y12°y1

2y18
2132.01 102.285 23979 2 1066.51 9.96

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 5 22.47 b7*b7y5y10*y10 1418.73 99.521 130752 2 709.87 3.96

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 YLAEVAAGDDK 127 11 3 24.51 b8y4y7 1151.55 39.935 4250 2 576.28 -8.27

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10 GDYYRYLAEVAAGDDK 122 16 3 25.7 b7b12b13 1805.86 69.600 4848 2 903.43 14.06

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 VVSSIEQKTEGAEK 60 14 3 24.9 b13y11y12 1504.79 84.451 2087 3 502.27 1.14

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12 AFDEAIAELDTLSEESYK 194 18 3 24.26 b7b10b11 2030.93 102.204 3883 3 677.65 -4.75

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 TAFDEAIAELDTLSEE 193 16 0 9.52 1753.82 136.735 2438 1 1753.82 9.54

|P63261|ACTG_HUMAN Actin 1 VAPEEHPVLLTEAPLNPK 95 18 27 232.64

b2b6b8b9b10b12b13y2y
3*y3y4y5*y5y6y7y8y9y
10y11y12°y12y13y14*y

14y16°y16y18

1954.05 61.762 3128762 3 652.02 -9.31

|P63261|ACTG_HUMAN Actin 2 SYELPDGQVITIGNER 238 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P63261|ACTG_HUMAN Actin 3 EITALAPSTMK 315 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94



|P63261|ACTG_HUMAN Actin 4 AVFPSIVGRPR 28 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|P63261|ACTG_HUMAN Actin 5 AGFAGDDAPR 18 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P63261|ACTG_HUMAN Actin 6
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 31 246.72

b2°b2b3°b3b4b6°b6b7b
14b18b26b30y2y3y5y6y
7y8y9y10y11y12y14y16
y20y23y24y25y26y28y3

0

3183.59 80.614 1193560 4 796.65 -7.67

|P63261|ACTG_HUMAN Actin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 35 238.92

b3b4b5b6°b6b7*b7b8*b
8b10b13b14*b14b28*b
28y2y3y4y5*y5y10y12y
14°y14*y14y15y16y17y
18y21y22*y22y23y24y2

8

3231.47 93.088 969544 3 1077.83 1.89

|P63261|ACTG_HUMAN Actin 8 GYSFTTTAER 196 10 21 116.93
b2b3°b3b4°b4b5°b5b10
y1y2°y2y3y4°y4y5y6°y6

y7y8°y8y10
1132.52 43.382 775135 2 566.77 -3.13

|P63261|ACTG_HUMAN Actin 9 DLYANTVLSGGTTMYPGIADR 291 21 22 165.43

b2b3b7°b7b12b14°b14b
15°b15*b15y4y5y6y7y9
y11y12y13y14y15y16y2

1

2215.09 77.816 649407 2 1108.05 8.05

|P63261|ACTG_HUMAN Actin 10 DSYVGDEAQSKR 50 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P63261|ACTG_HUMAN Actin 11 DLTDYLMK 183 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24

|P63261|ACTG_HUMAN Actin 12 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 29 218.38

b2b3b4b5b6b7°b7b8b9b
11°b11b16y1y4y5y6y7y
9y10°y10y11°y11y12y1
4y16y17°y17y23*y23

2550.20 93.001 369954 2 1275.60 9.57

|P63261|ACTG_HUMAN Actin 13 QEYDESGPSIVHRK 359 14 18 140.35
b3°b3*b3b14y2y3y4y5y
6y7y8y9y10°y10y11y12

y14*y14
1644.78 32.324 365178 3 548.93 -12.02

|P63261|ACTG_HUMAN Actin 14 QEYDESGPSIVHR 359 13 9 93.28
y2y3y4y5y6y8y10°y10y

11
1516.69 38.236 317262 3 506.24 -7.73

|P63261|ACTG_HUMAN Actin 15 DSYVGDEAQSK 50 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P63261|ACTG_HUMAN Actin 16 HQGVMVGMGQK 39 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P63261|ACTG_HUMAN Actin 17 KDLYANTVLSGGTTMYPGIADR 290 22 23 162.43

b6b7°b7*b7b8b9b10b12
b15*b15b16y1y2y5y6y7
y8y10y12y13°y13y14y2

2

2343.16 69.166 200852 3 781.72 -3.44

|P63261|ACTG_HUMAN Actin 18 IIAPPERK 328 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P63261|ACTG_HUMAN Actin 19 Carbamidomethyl+C(1) CDVDIRK 284 7 13 80.61
b1b2°b2b3b4y1y2y3y4°

y4y5y6y7
905.44 22.962 89279 2 453.23 -7.08

|P63261|ACTG_HUMAN Actin 20 IIAPPER 328 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P63261|ACTG_HUMAN Actin 21 IWHHTFYNELR 84 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32



|P63261|ACTG_HUMAN Actin 22 YSVWIGGSILASLSTFQQMWISK 336 23 8 28.52 b4b5°b5b7°b7y2y4y16 2602.34 136.477 8144 3 868.12 0.84

|P63261|ACTG_HUMAN Actin 23
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 3 22.01 b12b13y11 3253.61 136.658 8051 3 1085.21 0.45

|P63261|ACTG_HUMAN Actin 24 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 4 23.88 b4b6b11b17 1835.84 67.184 3035 3 612.62 -3.86

|P63261|ACTG_HUMAN Actin 25 GILTLK 62 6 9 66.91
b3b4°b4b5°b5y3°y3y4°y

4
644.44 53.604 350082 1 644.44 3.22

|P63261|ACTG_HUMAN Actin 26 Carbamidomethyl+C(17) MEEEIAALVIDNGSGMCK 0 18 4 15.73 b3b11°b11y9 1966.85 52.720 135535 3 656.29 -21.35

|P63261|ACTG_HUMAN Actin 27
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 31 269.34

b3b5b6b7b8b9b11b12°b
12b14b21y3y4y5y7y8*y
8y9°y9y10y13y14y15y1
6y17y18y19y21°y21y22

*y22

3534.63 91.109 1465730 4 884.41 -1.52

|P63261|ACTG_HUMAN Actin 28
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 7 29.01

b11*b11y5y11y12*y12y
14

2602.30 71.193 27445 4 651.33 13.51

|P63261|ACTG_HUMAN Actin 29 Carbamidomethyl+C(16)
EEEIAALVIDNGSGMCKAGFAGD

DAPR
1 27 5 26.22 b4b5b17y13y16 2793.31 80.513 4282 2 1397.16 10.58

|P63261|ACTG_HUMAN Actin 30 KDLYANTVLSGGTTMYPGIADR 290 22 3 13.56 b13y11y20 2343.16 71.390 2895 2 1172.08 -3.23

|P63261|ACTG_HUMAN Actin 31 Phosphoryl STY() KDLYANTVLSGGTTMYPGIADR 290 22 4 24.43
b13y9y10_HPO3 

y10y17
2423.11 136.875 2533 2 1212.06 -6.65

|P63261|ACTG_HUMAN Actin 32
Carbamidomethyl+C(16)

;Oxidation+M(15)
EEEIAALVIDNGSGMCK 1 17 5 23.88 b7°b7b12b15°b15 1851.82 61.422 3849 2 926.41 -13.38

|P63261|ACTG_HUMAN Actin 33 VFPSIVGRPR 29 10 0 2.38 1127.67 56.531 135001 2 564.34 0.87
|P63261|ACTG_HUMAN Actin 34 YVGDEAQSKR 52 10 2 17.62 b4b8 1152.56 24.123 87235 2 576.79 0.11
|P63261|ACTG_HUMAN Actin 35 VGDEAQSKR 53 9 5 45.19 b3b4b5b8°b8 989.50 24.127 80204 2 495.26 2.10
|P63261|ACTG_HUMAN Actin 36 SGPSIVHRK 364 9 2 7.33 b3°b3 980.56 32.332 51841 2 490.78 -4.11
|P63261|ACTG_HUMAN Actin 37 AGDDAPR 21 7 3 37.12 b3b4b5 701.32 31.492 49643 1 701.32 4.26
|P63261|ACTG_HUMAN Actin 38 IAPPERK 329 7 0 1.19 810.48 27.040 33184 2 405.74 -6.18
|P63261|ACTG_HUMAN Actin 39 PSIVHRK 366 7 2 7.33 b3°b3 836.50 32.328 30624 2 418.76 -7.52

|P63261|ACTG_HUMAN Actin 40
QIMFETFNTPAMYVAIQAVLSLYA

SGR
120 27 0 9.52 3021.53 136.709 29606 4 756.14 4.52

|P63261|ACTG_HUMAN Actin 41 FAGDDAPR 20 8 2 8.3 b5°b5 848.39 31.493 26256 2 424.70 -4.24
|P63261|ACTG_HUMAN Actin 42 SIVGRPR 32 7 3 31.5 b3b5b6 784.47 56.518 25221 2 392.74 -10.58
|P63261|ACTG_HUMAN Actin 43 SYVGDEAQSKR 51 11 1 7.63 b8 1239.59 24.128 9821 2 620.30 -7.09
|P63261|ACTG_HUMAN Actin 44 GFAGDDAPR 19 9 1 8.3 b4 905.41 31.482 3967 1 905.41 -3.84
|P63261|ACTG_HUMAN Actin 45 DEAQSKR 55 7 5 35.69 b3°b3b4b5°b5 833.41 24.142 2217 2 417.21 0.59
|P63261|ACTG_HUMAN Actin 46 GYSFTTTAER 196 10 0 1.98 1114.52 43.428 20643 2 557.76 9.42

|P63267|ACTH_HUMAN Actin 1 SYELPDGQVITIGNER 239 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P63267|ACTH_HUMAN Actin 2 EITALAPSTMK 316 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94

|P63267|ACTH_HUMAN Actin 3 YPIEHGIITNWDDMEK 69 16 28 209.71

b2b6b8b9b11*b11b12*
b12b13b15y1y2°y2y3y4
y5y6y7*y7y8*y8y12y13

y14y15*y15y16*y16

1960.90 67.180 1649801 3 654.30 -6.85

|P63267|ACTH_HUMAN Actin 4 AVFPSIVGRPR 29 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32



|P63267|ACTH_HUMAN Actin 5 AGFAGDDAPR 19 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P63267|ACTH_HUMAN Actin 6 DSYVGDEAQSKR 51 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P63267|ACTH_HUMAN Actin 7 DLTDYLMK 184 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24
|P63267|ACTH_HUMAN Actin 8 DSYVGDEAQSK 51 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P63267|ACTH_HUMAN Actin 9 HQGVMVGMGQK 40 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P63267|ACTH_HUMAN Actin 10 IIAPPERK 329 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P63267|ACTH_HUMAN Actin 11 IIAPPER 329 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P63267|ACTH_HUMAN Actin 12 GYSFVTTAER 197 10 3 27.12 b6y6y8 1130.55 79.125 3094 1 1130.55 -1.30

|P63267|ACTH_HUMAN Actin 13 DLYANNVLSGGTTMYPGIADR 292 21 7 31.48 b9°b9y4y7°y7y12y13 2228.05 108.625 3568 3 743.35 -6.68

|P63267|ACTH_HUMAN Actin 14 Phosphoryl STY() KDLYANNVLSGGTTMYPGIADR 291 22 3 20.07 y5y12y14 2436.10 63.840 9043 3 812.70 -7.32

|P63267|ACTH_HUMAN Actin 15
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 216 23 8 35.67 b4b5b7°b7y5°y5y7y11 2552.16 100.399 24560 4 638.80 4.11

|P63267|ACTH_HUMAN Actin 16 Oxidation+M() KDLYANNVLSGGTTMYPGIADR 291 22 3 13.56 b13y9y12 2372.13 86.042 16372 3 791.38 -9.47

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 19 127.22
b2*b2b3b4b7y1y2y3y4y
5°y5y6y7°y7y8y9°y9*y9

y10
1243.66 59.697 442286 2 622.33 1.77

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 IQALQQQADEAEDR 13 14 25 164.74

b2*b2b3*b3b4b12b13y
1y2y3y4y5°y5y6y8*y8y
9*y9y10°y10*y10y11*y

11y12y14

1614.78 40.177 224373 2 807.89 2.49

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 TIDDLEEK 215 8 12 81
b4°b4b7°b7y1y2y3y4y5

y6°y6y8
962.46 35.365 205286 2 481.74 -4.57

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 AEGDVAALNRR 44 11 7 24.51 b2b5°b5y7y9*y9y11 1171.62 30.416 88443 2 586.31 -1.15

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 AEGDVAALNR 44 10 7 52.93 b2b7b9y5y6y8y10 1015.51 33.664 41296 2 508.26 -4.33

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 LATALQK 69 7 8 64.29 b4°b4y3y4y5y6°y6y7 744.45 28.993 31476 2 372.73 -13.77

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 HIAEEADRK 116 9 11 89.93
b2b3b5y2y3y4y6°y6y7y

8y9
1068.53 22.362 4032 3 356.85 -10.74

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 AGLNSLEAVK 1 10 3 27.12 b5y5y7 1001.57 50.746 21252 2 501.29 5.42

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 VIENR 92 5 1 13.3 b4 630.36 28.120 14618 1 630.36 3.78

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 ELDGER 33 6 2 13.7 y5°y5 718.35 108.797 2803 1 718.35 12.24

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 Carbamidomethyl+C(19) EENVGLHQTLDQTLNELNCI 228 20 5 14.51 b12°b12y5y7*y7 2340.16 124.286 1957 2 1170.59 21.07

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 NVTNNLKSLEAASEK 162 15 4 18.31 b3*b3b5y12 1617.86 90.248 184409 2 809.43 8.60

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 KLVILEGELER 131 11 7 65.38 b3b4b5y5y6°y6y9 1298.77 62.609 100068 2 649.89 0.85

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

14 Carbamidomethyl+C(1) CGDLEEELKNVTNNLK 153 16 4 25.7 b3b14°b14b15 1875.90 77.538 82238 3 625.97 -7.35



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

15 KIQALQQQADEAEDR 12 15 10 113.77 b3b4b5b8y4y5y6y7y8y9 1742.85 37.432 63062 3 581.62 -7.49

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

16 HIAEEADRK 116 9 4 45.77 b3y4y5y7 1068.53 13.826 13181 3 356.85 -14.28

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

17 Carbamidomethyl+C(8) AEVSELKCGDLEEELK 146 16 8 55.39 b4°b4b6°b6b8y8y9y10 1848.89 72.841 8199 3 616.97 -1.12

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

18 EKAEGDVAALNR 42 12 6 44.52 b3b8y3y4y9°y9 1272.65 31.190 6817 2 636.83 -5.95

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

19 AEERAEVSELK 142 11 4 27.52 b4b5y10°y10 1260.63 136.236 3933 1 1260.63 -11.52

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

20 EAETRAEFAER 197 11 3 36.27 y3y5y9 1308.62 32.254 3441 2 654.81 2.71

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

21 Phosphoryl STY(5) AGLNSLEAVK 1 10 4 39.63 b6b9y4y7_H3PO4 y7 1081.52 32.118 3083 2 541.26 -1.02

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

22 GDVAALNRR 46 9 3 36.27 b3b4b5 971.54 30.416 45673 2 486.27 -3.20

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

23 EGDVAALNRR 45 10 0 2.38 1100.58 30.408 18543 2 550.79 -5.21

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

24 AEGDVAALNRR 44 11 0 2.38 1153.60 30.479 3255 3 385.21 -1.90

|P68032|ACTC_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P68032|ACTC_HUMAN Actin 2 EITALAPSTMK 317 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94

|P68032|ACTC_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 28 209.71

b2b6b8b9b11*b11b12*
b12b13b15y1y2°y2y3y4
y5y6y7*y7y8*y8y12y13

y14y15*y15y16*y16

1960.90 67.180 1649801 3 654.30 -6.85

|P68032|ACTC_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|P68032|ACTC_HUMAN Actin 5 AGFAGDDAPR 20 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P68032|ACTC_HUMAN Actin 6 DSYVGDEAQSKR 52 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P68032|ACTC_HUMAN Actin 7 DLTDYLMK 185 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24
|P68032|ACTC_HUMAN Actin 8 DSYVGDEAQSK 52 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P68032|ACTC_HUMAN Actin 9 HQGVMVGMGQK 41 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P68032|ACTC_HUMAN Actin 10 IIAPPERK 330 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P68032|ACTC_HUMAN Actin 11 IIAPPER 330 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P68032|ACTC_HUMAN Actin 12 IWHHTFYNELR 86 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|P68032|ACTC_HUMAN Actin 13 YSVWIGGSILASLSTFQQMWISK 338 23 8 28.52 b4b5°b5b7°b7y2y4y16 2602.34 136.477 8144 3 868.12 0.84

|P68032|ACTC_HUMAN Actin 14 GYSFVTTAER 198 10 3 27.12 b6y6y8 1130.55 79.125 3094 1 1130.55 -1.30



|P68032|ACTC_HUMAN Actin 15
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

;Oxidation+M(1)
MCDDEETTALVCDNGSGLVK 0 20 3 23.93 y9y10y16 2229.93 54.964 10002 3 743.98 0.77

|P68133|ACTS_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|P68133|ACTS_HUMAN Actin 2 EITALAPSTMK 317 11 25 143.93
b2°b2b3°b3b4°b4b5°b5
b6°b6b11y2y3°y3y4°y4y
5°y5y6°y6y7y8y9°y9y11

1161.62 51.214 2069748 2 581.31 -2.94

|P68133|ACTS_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 28 209.71

b2b6b8b9b11*b11b12*
b12b13b15y1y2°y2y3y4
y5y6y7*y7y8*y8y12y13

y14y15*y15y16*y16

1960.90 67.180 1649801 3 654.30 -6.85

|P68133|ACTS_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|P68133|ACTS_HUMAN Actin 5 AGFAGDDAPR 20 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|P68133|ACTS_HUMAN Actin 6 DSYVGDEAQSKR 52 12 37 199.3

b2°b2b3°b3b4°b4b5°b5
b7°b7b10b11y1y2y3°y3
y4°y4*y4y5°y5*y5y6°y6
*y6y7*y7y8°y8*y8y9°y

9*y9y10°y10y11y12

1354.62 24.146 642794 2 677.82 -0.45

|P68133|ACTS_HUMAN Actin 7 DLTDYLMK 185 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24
|P68133|ACTS_HUMAN Actin 8 DSYVGDEAQSK 52 11 5 37.02 b3°b3y4y7y8 1198.53 26.428 2898092 599.77 2.55

|P68133|ACTS_HUMAN Actin 9 HQGVMVGMGQK 41 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|P68133|ACTS_HUMAN Actin 10 IIAPPERK 330 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|P68133|ACTS_HUMAN Actin 11 IIAPPER 330 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|P68133|ACTS_HUMAN Actin 12 IWHHTFYNELR 86 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|P68133|ACTS_HUMAN Actin 13 GYSFVTTAER 198 10 3 27.12 b6y6y8 1130.55 79.125 3094 1 1130.55 -1.30

|P68133|ACTS_HUMAN Actin 14 DLYANNVMSGGTTMYPGIADR 293 21 4 21.91 b7y7y13y17 2246.04 100.300 1587 4 562.27 9.24

|P68133|ACTS_HUMAN Actin 15
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNS
IMKCDIDIR

258 34 6 23.78 b8b9b14°b14y13y17 3960.84 96.515 180655 4 990.97 2.96

|P68133|ACTS_HUMAN Actin 16 GILTLKYPIEHGIITNWDDMEK 64 22 10 88.6
b3y3y4y5y6y7y8y12°y1

2y14
2586.31 83.541 72971 4 647.33 -7.08

|P68133|ACTS_HUMAN Actin 17 GYSFVTTAEREIVR 198 14 5 19.46 b12°b12y9y13°y13 1627.84 136.712 6217 1 1627.84 0.60

|P68133|ACTS_HUMAN Actin 18
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 6 39.98 b5b6b7b9y5y8 3457.69 126.784 3906 3 1153.24 14.47

|P68133|ACTS_HUMAN Actin 19 DSYVGDEAQSKR 52 12 4 29.67 y7°y7y8y10 1354.62 28.745 3789 2 677.81 -3.42

|P68133|ACTS_HUMAN Actin 20
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 7 43.97 b3b10y7y8y11y12y14 3268.44 87.952 17737 4 817.87 3.51

|P68133|ACTS_HUMAN Actin 21 Phosphoryl STY() YSVWIGGSILASLSTFQQMWITK 338 23 3 13.16 b6y8y10 2696.28 103.230 8999 3 899.43 -10.59

|P68133|ACTS_HUMAN Actin 22 Oxidation+M(15) KDLYANNVMSGGTTMYPGIADR 292 22 4 24.43 b7y11y13y14 2390.10 66.726 6881 2 1195.55 -6.33



|P68133|ACTS_HUMAN Actin 23 DSYVGDEAQSKR 52 12 0 2.78 1337.60 24.154 21505 3 446.54 6.39
|P68363|TBA1B_HUMAN Tubulin alpha-

1B chain
1 VGINYQPPTVVPGGDLAK 352 18 12 60.45

b3b6*b6b10b11°b11y2y
3y7y8y12y18

1824.99 66.098 328422 2 913.00 3.14

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 AVFVDLEPTVIDEVR 64 15 14 128.04
b1b3b5b6b7y2y3y5y8y1

0y11y12y13y15
1701.91 84.859 192667 2 851.46 1.51

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 13 141.72
b3b4b5°b5y3y5y6y7y8y

9y10y11y13
1584.76 83.185 132896 2 792.89 7.70

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 DVNAAIATIK 326 10 5 39.63 b3b7y3y8y10 1015.58 52.681 66381 2 508.29 -0.54

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 EDMAALEK 422 8 6 24.78 b2b4°y2y4y5y8 906.42 36.896 49769 2 453.71 -6.53

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 LSVDYGKK 156 8 8 62.93 b2b4y1y3y4y5y7y8 909.50 29.946 28802 2 455.25 -5.97

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9 GHYTIGKEIIDLVLDR 105 16 4 25.03 b5b7b11y16 1842.03 98.567 15528 2 921.52 8.15

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

11 Carbamidomethyl+C(5)
LADQCTGLQGFLVFHSFGGGTGS

GFTSLLMERLSVDYGK
124 39 6 14.43 b4°b4b6b15y23°y23 4153.02 105.491 6232 4 1039.01 1.29

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 AVFVDLEPTVIDEIR 64 15 30 253.7

b2b3b4b5°b5b6°b6b7°b
7b10°b10b11b12b13y2y
3°y3y4°y4y5°y5y7y8y9°

y9y10y11y12y13y15

1715.93 89.487 173071 2 858.47 4.77

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 13 141.72
b3b4b5°b5y3y5y6y7y8y

9y10y11y13
1584.76 83.185 132896 2 792.89 7.70

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 EIIDPVLDR 112 9 4 38.48 y5y6y7y9 1069.58 60.204 87892 2 535.30 -5.71

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 Carbamidomethyl+C(14) TIGGGDDSFTTFFCETGAGK 40 20 15 85.08
b2°b2b3°b3b4b5b12b16
y2y6y7y11y13y14y20

2067.92 81.660 59733 2 1034.47 13.46

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 EDMAALEK 422 8 6 24.78 b2b4°y2y4y5y8 906.42 36.896 49769 2 453.71 -6.53

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 LSVDYGKK 156 8 8 62.93 b2b4y1y3y4y5y7y8 909.50 29.946 28802 2 455.25 -5.97

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 AVFVDLEPTVIDEIRNGPYR 64 20 3 14.51 b3b7y8 2303.24 120.898 4261 3 768.42 14.31

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12 Carbamidomethyl+C(9) RSIQFVDWCPTGFK 338 14 3 19.46 b9y4y6 1740.84 98.498 2209 3 580.95 -7.36

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13 EIIDPVLDR 112 9 0 1.59 1051.57 60.205 6984 2 526.29 -2.79



|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14 AVFVDLEPTVIDEIR 64 15 0 3.97 1697.89 89.486 1768 3 566.63 -9.56

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 19 104.86

b2°b2b3b5b7°b7b13b14
*b14b15b16y1y4y6y9y1

2y14y18y26
2798.37 90.282 157550 3 933.46 8.55

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 10 75.02

y2y3y5y6y7y8y12y13y2
2y25

2708.34 96.113 91949 3 903.45 0.45

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 IMNTFSVVPSPK 162 12 5 34.53 b3y4y7y8y12 1319.70 64.056 73068 2 660.35 -1.39

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6 GHYTEGAELVDSVLDVVRK 103 19 4 23.88 b5b12b14y4 2087.07 87.643 31973 3 696.36 -1.99

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 AVLVDLEPGTMDSVR 62 15 7 45.04 b13°b13y3y5y7y13°y13 1601.81 95.119 2672 2 801.41 -3.35

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 20 130.23
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6°y6y7y

8y9y10
1274.73 79.172 1361804 2 637.87 -0.29

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 VLGAFSDGLAHLDNLK 67 16 18 153.58
b2b3y1y2y3y4°y4y5y6y
7y9y10y11y12°y12y13y

14y16
1669.87 77.106 1101162 3 557.30 -10.23

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VNVDEVGGEALGR 18 13 33 213

b2*b2b3b4°b4*b4b5°b5
*b5b6°b6*b6b9b10b11*
b11y2y3y4y6y7°y7y8y9
°y9y10°y10y11°y11y12*

y12y13*y13

1314.66 51.613 812922 2 657.84 -0.09

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 EFTPPVQAAYQK 121 12 24 151.61

b2°b2b3°b3b4°b4b7b11
°b11y2*y2y3y4y5y6*y6
y7*y7y8y9*y9y10°y10y

12

1378.70 50.977 725171 2 689.85 1.24

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 FFESFGDLSTPDAVMGNPK 41 19 24 212.74

b2b3b6b7b14b17°b17y2
y3y4*y4y5y6y7y8*y8y9
y10y11y12y14y15y16y1

9

2058.97 82.745 678268 2 1029.99 10.08

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 17 164.74
b2b3b4b5*b5y2y3y4y5y
7y8y9y10y11y14y15y16

1776.98 92.822 544753 3 593.00 -10.17

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 SAVTALWGK 9 9 14 103.23
b2b5°b5b7y1y2y3y4y5y

6°y6y7y8y9
932.51 61.589 429640 2 466.76 -9.23

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 VVAGVANALAHK 133 12 16 127.35
b2b5y2y3y4y5y6*y6y7*
y7y8y9*y9y10y11y12

1149.67 42.842 341590 2 575.34 -3.08

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 17 136.49
b3°b3b4b5°b5b12y2y3y
4°y4y5y7y8y9°y9y11y1

3
1478.70 54.633 298607 2 739.85 3.22

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 VHLTPEEK 1 8 6 49.63 b2b3y4y5y6y8 952.50 26.602 110160 2 476.76 -5.38

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 LHVDPENFR 96 9 12 91.69
b2b3b4b6y2y3*y3y4°y4

y5y7y9
1126.56 47.804 106928 2 563.78 -3.47

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 MVHLTPEEKSAVTALWGK 0 18 4 15.73 b5b9y16°y16 1997.08 72.104 882463 2 999.04 13.69

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 Phosphoryl STY(9) FFESFGDLSTPDAVMGNPK 41 19 3 15.08 b16y10y12 2138.88 63.859 5093 4 535.48 -10.96



|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14 AGVANALAHK 135 10 9 79.58
b3b5*b5b6*b6b7b8*b8

b9
951.53 42.844 203339 2 476.27 -6.54

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 1 7.25 b4 1167.60 92.830 67503 2 584.30 -6.69

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 VAGVANALAHK 134 11 1 7.63 b3 1050.60 42.851 66632 2 525.81 -1.16

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 GAFSDGLAHLDNLK 69 14 0 4.37 1457.74 77.123 57284 2 729.37 2.93

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 VTALWGK 11 7 4 38.48 b3°b3b4b6 774.45 61.586 43005 1 774.45 -1.66

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 Carbamidomethyl+C(9) FATLSELHCDK 85 11 3 16.56 b3°b3b5 1320.61 54.632 16832 3 440.88 -8.04

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 ANALAHK 138 7 1 7.63 b4 724.41 42.790 11643 1 724.41 6.07

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 2 20.97 b3b4 1280.69 92.755 8736 2 640.85 -5.05

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 LGAFSDGLAHLDNLK 68 15 1 7.25 b9 1570.82 77.127 6153 2 785.91 -2.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

23 LAHHFGK 114 7 1 7.25 b5 809.43 92.804 2581 2 405.22 -13.35

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

24 EFTPPVQAAYQK 121 12 0 2.78 1360.69 50.961 7326 2 680.85 5.83

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

25 LHVDPENFR 96 9 0 1.59 1109.53 47.804 5995 3 370.51 -6.16

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

26 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 0 4.37 1759.96 92.813 2978 4 440.75 -1.53

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

1 LLVVYPWTQR 31 10 20 130.23
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6°y6y7y

8y9y10
1274.73 79.172 1361804 2 637.87 -0.29

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

2 FFDSFGNLSSASAIMGNPK 41 19 6 15.08 b3°b3y11°y11*y11y14 1989.93 85.068 6636 2 995.47 -2.82

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

3 Carbamidomethyl+C(11) GTFAQLSELHCDK 83 13 4 20.83 b12y7°y7y11 1505.67 60.391 4499 3 502.56 -20.27

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

4 Carbamidomethyl+C(11) GTFAQLSELHCDKLHVDPENFK 83 22 3 13.56 b5y3y9 2585.25 75.703 51525 3 862.42 3.21

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

5 MVTAVASALSSRYH 133 14 7 62.59 b3b4b10b11y3y4°y4 1492.77 66.171 10203 3 498.26 6.87

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

6 MGHFTEEDKATITSLWGK 0 18 3 23.13 b4b5y6 2050.99 72.138 9799 3 684.33 -0.36

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

7 Phosphoryl STY(7) MVTAVASALSSR 133 12 3 26.45 b7y5y6 1272.60 23.069 1935 3 424.87 3.17

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

1 LLVVYPWTQR 31 10 20 130.23
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6°y6y7y

8y9y10
1274.73 79.172 1361804 2 637.87 -0.29

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

2 FFDSFGNLSSASAIMGNPK 41 19 6 15.08 b3°b3y11°y11*y11y14 1989.93 85.068 6636 2 995.47 -2.82

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

3 LHVDPENFK 96 9 6 45.77 b5y6°y6y7°y7y8 1098.53 86.341 3899 1 1098.53 -21.33

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1
VADALTNAVAHVDDMPNALSAL

SDLHAHK
62 29 39 275.48

b2b3b4b5b6°b6b11*b11
b13b14°b14*b14b15°b1
5y1y2y3y4y5y6y7°y7y8°
y8y9°y9y10°y10y11y12
y14y15y16y17y21y24y2

7y29*y29

2996.47 88.799 577426 4 749.87 -6.27

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2 VGAHAGEYGAEALER 17 15 24 219.31
b2b4b5b7b8b9°b9b10°b
10b11b12b13b14y1y2°y
2y3y4y5y6y7y10y11y15

1529.71 40.894 529285 3 510.58 -13.73



|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 MFLSFPTTK 32 9 16 103.23
b2b3b7y1y2°y2y3°y3y4°

y4y5y6y7°y7y8y9
1071.55 74.654 492123 2 536.28 -5.01

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 VDPVNFK 93 7 7 50.99 b3y1y2y3*y3y5y6 818.43 43.334 119093 2 409.72 -9.02

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 MVLSPADK 0 8 5 54.4 b4b6°b6y3y5 860.46 55.714 16265 2 430.73 2.20

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 9 73.96 b5b6b7b14y4y5y6y7y9 4258.27 135.924 20260 6 710.55 -14.22

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7
MFLSFPTTKTYFPHFDLSHGSAQV

K
32 25 3 12.5 b12y9y16 2886.44 116.631 5688 3 962.82 3.13

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

8
VGAHAGEYGAEALERMFLSFPTT

K
17 24 4 23.62 b11y4y5y9 2582.29 114.171 2683 3 861.43 6.24

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

9 Oxidation+M(1) MVLSPADK 0 8 3 36.33 b4b7y4 876.45 45.453 8966 2 438.73 -2.09

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

10 PNALSALSDLHAHK 77 14 7 36.5 b3b4*b4b5°b5*b5b9 1473.78 88.794 10791 2 737.39 -2.57

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

11 VAHVDDMPNALSALSDLHAHK 70 21 5 33.16 b4b5b7b10b13 2241.10 88.782 2719 3 747.70 -4.90

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

12 VGAHAGEYGAEALER 17 15 0 3.97 1511.71 40.971 11033 3 504.57 -7.19

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 AGAAPYVQAFDSLLAGPVAEYLK 37 23 12 101.89
b2b3b7b15y3y4y5y6y7y

8y9y23
2351.21 115.921 63617 3 784.41 -6.33

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 VENQENVSNLVIEDTELK 330 18 11 111.87
y4y5y6°y6y7y11y12y13

y14y15y18
2073.04 70.527 38666 2 1037.03 4.24

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 5 28.59 b3b4b14y12y16 1757.88 44.258 33574 2 879.45 -0.42

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4
LFNHLSAVSESIQALGWVAMAPK

PGPYVK
126 29 9 52.81

b2b4b5b6b11b12*b12y
6y15

3110.65 98.752 25276 3 1037.55 -0.86

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 KEPAVLELEGK 316 11 6 31.5 y2y5°y5y6y9y11 1212.68 50.163 19945 2 606.85 0.91

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6 LEAVSHTSDMHR 17 12 4 22.47 b2b5y3y8 1382.64 25.536 18100 3 461.55 -7.42

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 5 19.02 b3y3y5y17y25 2811.35 92.275 14893 2 1406.18 10.25

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8 Carbamidomethyl+C(9) INSITVDNCK 366 10 6 40.42 b2b9y3y6y7y10 1163.58 35.767 7166 2 582.29 3.15

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 4 35.59 b8b10y8y10 1235.58 44.087 25437 2 618.30 -8.79

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10 AVGR 13 4 1 12.91 b3 402.25 97.901 6884 1 402.25 0.15

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 EFHTTGLAWSK 198 11 4 35.59 b6b8y3y8 1276.61 100.358 4645 1 1276.61 -17.98

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 5 35.77 b3b4b15y7y8 3165.71 90.010 59647 3 1055.91 7.17

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 Carbamidomethyl+C(12) VPTISINKTDGCHAYLSK 404 18 3 24.65 y12y16y17 2004.00 49.531 26144 4 501.76 -8.95

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 ISKEIGGDVQK 60 11 3 24.51 b8y5y8 1173.63 103.872 9949 2 587.32 -11.75

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15 LEAVSHTSDMHRGYADSPSK 17 20 3 21.3 y5y8y14 2188.02 91.646 7351 4 547.76 4.69

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 Carbamidomethyl+C(12) LERALLVTASQCQQPAENK 81 19 6 26.1 b12y3y5°y5y6*y6 2156.09 91.713 5714 3 719.37 -12.46

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 AVGRLEAVSHTSDMHR 13 16 4 17.33 b3y6y9°y9 1765.85 106.981 2667 2 883.43 -14.79

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

18 ADMQNLVERLER 1 12 4 37.54 b6b8b11y10 1473.73 114.957 2303 2 737.37 -9.77

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

19 Oxidation+M(4)
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 6 22.05

b10*b10b11*b11y10*y1
0

2827.32 118.883 2126 3 943.11 1.21



|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

20 QENVSNLVIEDTELK 333 15 0 5.16 1730.88 70.466 35313 2 865.94 -1.20

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

1 FDMIVPILEK 438 10 6 43.43 b2b3°b3y5y6y7 1204.67 89.024 48132 2 602.84 4.66

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

2 LNENHSGELWK 198 11 7 70.43 b8b9y6y7y8y9y11 1326.64 41.858 47143 3 442.88 -6.35

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

3 EVPFADLSNMEIGMK 388 15 5 40.94 y1y3y12y13y14 1680.81 85.028 35157 2 840.91 8.06

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

4 Carbamidomethyl+C(5) FSFQCPGR 341 8 7 49.63 b2b3°b3y3y4y5y8 998.45 51.009 29379 2 499.73 -0.92

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

5 GDDTPLHLAASHGHR 65 15 3 26.39 y4y7y8 1583.76 35.834 23159 3 528.59 -5.40

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

6 Carbamidomethyl+C(25)
LWLDNTENDLNQGDDHGFSPLH

WACR
17 26 5 18.46 b10y4y8y14y26 3110.42 82.645 18309 3 1037.48 11.93

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

7 SADMWSFAVLLWELVTR 371 17 4 34.67 y4y5y6y17 2024.05 137.479 4047 2 1012.53 9.35

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

8 Carbamidomethyl+C(19) VALEGLRPTIPPGISPHVCK 403 20 4 25.47 b10y5y8y9 2141.16 65.683 63881 4 536.04 -15.39

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

9 Carbamidomethyl+C(14)
IFSHPNVLPVLGACQSPPAPHPTLI
THWMPYGSLYNVLHEGTNFVVD

QSQAVK
243 53 4 11.81 b4b8*b8y7 5863.88 101.725 36014 6 978.15 -11.66

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

10 MYAPAWVAPEALQK 349 14 4 31.8 b4b10b13y11 1574.81 73.535 34198 2 787.91 3.02

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

11
Carbamidomethyl+C(18)
;Carbamidomethyl+C(39

)

ADINAVNEHGNVPLHYACFWGQ
DQVAEDLVANGALVSICNK

90 41 6 19.12 b13°b13y3y6y10y15 4509.13 90.900 8610 4 1128.04 -0.11

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

12 NGTLNKHSGIDFK 178 13 4 29.94 b7b10y3y7 1430.72 98.569 1975 2 715.86 -11.43

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

13 Phosphoryl STY(11) GDDTPLHLAASHGHRDIVQK 65 20 4 14.51
b9y10y12_H3PO4 

y12°y12
2247.06 94.507 11407 3 749.69 0.54

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

14 Oxidation+M() EVPFADLSNMEIGMK 388 15 4 26.05 b8b10y8y10 1696.79 71.193 13639 3 566.27 1.01

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 5 34.53 b3y4y7y8y12 1319.70 64.056 73068 2 660.35 -1.39

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4 GHYTEGAELVDSVLDVVRK 103 19 4 23.88 b5b12b14y4 2087.07 87.643 31973 3 696.36 -1.99

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 7 41.35 b2y3y4y7y8y25y27 3077.40 118.905 27251 3 1026.47 -2.46

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 4 16.47 b12y2y3y8 1822.93 44.237 10446 2 911.97 2.41

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

7
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSIHQLVENTDE
TYCIDNEALYDICFR

174 39 3 10.86 b7y10y25 4607.15 90.288 9885 5 922.24 6.68

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

8 MSSTFIGNSTAIQELFK 362 17 5 16.47 b3b9°b9y2y3 1873.93 116.780 1801 3 625.32 -1.24

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

9
FWEVISDEHGIDPSGNYVGDSDLQ

LERISVYYNEASSHK
19 39 4 10.86 b7b11y4°y4 4456.02 95.800 8340 4 1114.76 -10.74

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

10 VREEYPDR 154 8 3 33.32 b3y3y4 1063.53 59.205 6911 2 532.27 9.99

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

11 EEYPDRIMNTFSVVPSPK 156 18 4 24.65 b7b10*b10b11 2109.05 67.452 2387 2 1055.03 9.38

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

12 Oxidation+M(1) MSMKEVDEQMLAIQSK 320 16 3 17.33 b12b14y11 1883.87 66.132 5757 3 628.63 -9.01



|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

13
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

LSIHQLVENTDETYCIDNEALYDIC
FR

186 27 1 11.48 b13 3331.51 90.273 258736 3 1111.18 -4.25

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

14
EVISDEHGIDPSGNYVGDSDLQLE

R
21 25 0 8.73 2744.29 118.978 4975 3 915.44 9.52

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

15
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSIHQLVENTDE
TYCIDNEALYDICFR

174 39 1 11.48 y3 4589.13 90.339 11052 5 918.63 4.26

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 DVNAAIATIK 326 10 5 39.63 b3b7y3y8y10 1015.58 52.681 66381 2 508.29 -0.54

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 LSVDYGKK 156 8 8 62.93 b2b4y1y3y4y5y7y8 909.50 29.946 28802 2 455.25 -5.97

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 6 48.96 b7b8b9b18y10y11 3359.64 120.899 69935 4 840.66 -5.89

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

8

Carbamidomethyl+C(4);
Carbamidomethyl+C(20)
;Carbamidomethyl+C(25

);Oxidation+M()

MRECISIHVGQAGVQIGNACWEL
YCLEHGIQPDGQMPSDK

0 40 6 22.67 b6b17y6y7y16*y16 4600.15 90.225 2528 3 1534.05 11.36

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 19 104.86

b2°b2b3b5b7°b7b13b14
*b14b15b16y1y4y6y9y1

2y14y18y26
2798.37 90.282 157550 3 933.46 8.55

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 10 75.02

y2y3y5y6y7y8y12y13y2
2y25

2708.34 96.113 91949 3 903.45 0.45

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 GHYTEGAELVDSVLDVVRK 103 19 4 23.88 b5b12b14y4 2087.07 87.643 31973 3 696.36 -1.99

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 4 16.47 b12y2y3y8 1822.93 44.237 10446 2 911.97 2.41

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 LHFFMPGFAPLTSR 262 14 6 57.15 b3b4b8b9y5y8 1620.83 90.141 40540 3 540.95 -6.10

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 ISEQFTAMFR 380 10 8 55.94 b7b8*b8b9°b9y6°y6y8 1229.58 136.377 2913 1 1229.58 -11.62

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 IMNTFSVMPSPK 162 12 4 26.45 b6*b6y6y7 1351.70 72.749 2496 3 451.24 20.23

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

10 GSQQYRALTVPELTQQMFDSK 276 21 3 14 b3y3y9 2427.19 102.927 10299 2 1214.10 -2.21

|Q14112|NID2_HUMAN Nidogen-2 1 SEGPYFSLTSTEQSVK 236 16 11 56.06
b2°b2b9b10°b10b11y1y

7y12y13y16
1759.81 111.384 85395 2 880.41 -14.01

|Q14112|NID2_HUMAN Nidogen-2 2 WRENLLEHYGGTPR 1021 14 4 19.46 b4b10y12y14 1727.88 59.214 50254 3 576.63 11.87
|Q14112|NID2_HUMAN Nidogen-2 3 VLFYTDLVNPR 1221 11 3 36.27 y3y6y10 1336.73 108.106 21757 2 668.87 5.02



|Q14112|NID2_HUMAN Nidogen-2 4 FSNLYVGTNGIISTQDFPR 71 19 22 120.83

b3*b3b4b7°b7*b7b11°b
11b13°b13b14*b14y1y2
y6y7y8*y8y11y12*y12y

13

2129.09 114.954 20083 3 710.37 9.86

|Q14112|NID2_HUMAN Nidogen-2 5 IETSSLDGENRR 1254 12 4 22.47 b4y4*y4y11 1376.66 54.570 8309 2 688.83 -10.20

|Q14112|NID2_HUMAN Nidogen-2 6 Carbamidomethyl+C(13) SHLYGITAVYPYCPTGR 1357 17 5 23.16 b3b13y9y11°y11 1954.93 60.471 3601 3 652.31 -11.61

|Q14112|NID2_HUMAN Nidogen-2 7 FTPTHAFLATWEQVGAYEEVK 149 21 3 20.65 y3y10y14 2424.23 82.567 30935 3 808.75 15.71

|Q14112|NID2_HUMAN Nidogen-2 8
Carbamidomethyl+C(8);
Carbamidomethyl+C(19)

DDQYVPQCDDLGHFIPLQCHGK 1035 22 4 29.57 y3y5y9y10 2642.18 84.535 25627 3 881.40 2.96

|Q14112|NID2_HUMAN Nidogen-2 9 EVQGTR 1069 6 1 13.7 y5 689.36 40.090 14616 1 689.36 1.24
|Q14112|NID2_HUMAN Nidogen-2 10 DYSLTFGAINQTWSYR 683 16 4 28.59 b6y8y9y13 1921.91 64.911 12542 2 961.46 0.32
|Q14112|NID2_HUMAN Nidogen-2 11 ELYHYSDSTVTSTSSR 667 16 4 34.73 y3y4y5°y5 1832.84 30.540 7421 2 916.92 6.39

|Q14112|NID2_HUMAN Nidogen-2 12
ETQYVDYDFPTDFPAIAPFLADIDT

SHGR
90 29 8 40.2

b15y5y6°y6y12y13°y13
y15

3301.61 74.066 6777 3 1101.21 22.04

|Q14112|NID2_HUMAN Nidogen-2 13 VDTKPLEESSTLDPHTK 349 17 8 56.08
b4b12b14°b14y5y7y9y1

3
1896.95 108.782 6263 2 948.98 -5.15

|Q14112|NID2_HUMAN Nidogen-2 14 GNLYWTDWNR 1240 10 5 54.69 b7b8y6y7y9 1324.63 40.139 3848 2 662.82 16.31
|Q14112|NID2_HUMAN Nidogen-2 15 ENLLEHYGGTPR 1023 12 3 22.47 b6y7y10 1385.70 72.789 3705 3 462.57 13.83

|Q14112|NID2_HUMAN Nidogen-2 16 HPSFPTTQQLNVDR 714 14 11 84.73
b4b6°b6b9°b9b10°b10b

11b12y6y10
1639.85 62.987 3569 3 547.29 18.31

|Q14112|NID2_HUMAN Nidogen-2 17 Carbamidomethyl+C(10) IHQNITYQVCR 699 11 5 36.27 b3b6°b6*b6b9 1431.73 110.499 2971 2 716.37 9.98

|Q14112|NID2_HUMAN Nidogen-2 18
GTYEVGLEDNIGSNTEVFTYNAA

NK
460 25 3 12.5 b5b13y21 2706.29 72.740 2887 2 1353.65 14.98

|Q14112|NID2_HUMAN Nidogen-2 19
Carbamidomethyl+C(1);
Carbamidomethyl+C(7)

CGPNSVCINLPGSYR 811 15 3 26.39 y4y7y11 1693.78 85.036 2365 2847.40 2.59

|Q14112|NID2_HUMAN Nidogen-2 20 YPFSIVSYADHFYHTDWR 1316 18 4 23.13 b11°b11y7y8 2304.09 107.927 2207 2 1152.55 16.64
|Q14112|NID2_HUMAN Nidogen-2 21 HAQAQYAYPGAR 945 12 3 29.67 b4b5b7 1332.63 28.842 1808 2 666.82 -8.15
|Q14112|NID2_HUMAN Nidogen-2 22 SPAPPEVDR 392 9 4 45.77 b4b7b8y4 967.47 96.332 1752 1 967.47 -14.89

|Q14112|NID2_HUMAN Nidogen-2 23 Carbamidomethyl+C(3) LECTLPDGTGR 1297 11 4 24.51 b7y5y10°y10 1218.57 63.858 1570 11218.57 -9.92

|Q14112|NID2_HUMAN Nidogen-2 24 DGVVSVNKHSGQFTDEYLPEQR 1335 22 3 13.56 b8b15y9 2505.21 103.801 22213 3 835.74 2.05

|Q14112|NID2_HUMAN Nidogen-2 25
VIQNNLKYPFSIVSYADHFYHTDW

R
1309 25 4 23.28 b10b13b14y13 3113.50 136.727 15501 2 1557.25 -9.57

|Q14112|NID2_HUMAN Nidogen-2 26
SARFTPTHAFLATWEQVGAYEEV

K
146 24 5 17.06 b8b15y5y12°y12 2738.37 111.395 6205 3 913.46 3.92

|Q14112|NID2_HUMAN Nidogen-2 27 HAPRHPSFPTTQQLNVDR 710 18 11 62.3
b3b7b8b12*b12y9y10°y

10*y10y11*y11
2101.04 117.888 6177 2 1051.03 -11.62

|Q14112|NID2_HUMAN Nidogen-2 28 EGTSLGEVGGPDLKGQVEPWDER 366 23 8 44.02
b3°b3b4b13b18°b18b19

y13
2455.15 80.119 4693 3 819.05 -10.44

|Q14112|NID2_HUMAN Nidogen-2 29
Carbamidomethyl+C(28)

;Phosphoryl STY(19)
GTYEVGLEDNIGSNTEVFTYNAA

NKETCEHNHR
460 33 6 15.7 b9°b9b13b18°b18y14 3849.69 76.677 40283 3 1283.90 13.70

|Q14112|NID2_HUMAN Nidogen-2 30 Phosphoryl STY(10) ENLLEHYGGTPR 1023 12 5 37.54 b9°b9y3y5y9 1465.63 25.923 11521 2 733.32 -2.17

|Q14112|NID2_HUMAN Nidogen-2 31 Phosphoryl STY(10)
VSGHLHVGHTPVHFTDVDLHAYI

VGNDGR
535 29 10 38.22

b8°b8b10_H3PO4 
b10b11_HPO3 

b11y5y9°y9y11*y11y13
3229.56 136.275 1636 4 808.15 11.57

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 18 137.03

b2b4*b4b5b7b8b10y3y4
y5y6y7y8y10y18y19y22

y26
3030.52 113.768 51851 3 1010.84 2.34



|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2 NLEVLNFFNNQIEELPTQISSLQK 63 24 11 84.57
b2b3b4b5y2y3y4y5y6y9

y12
2818.47 109.406 23269 3 940.16 1.47

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3
GFGSLPALEVLDLTYNNLSENSLP

GNFFYLTTLR
103 34 13 64.68

b2b4°b4b5°b5b7b8y1y2
y5y6y7y11

3775.92 134.559 11471 3 1259.31 0.71

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 5 18.46 b4b11b13y3*y3 2851.49 113.776 39180 4 713.63 -7.53

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5 HLNLGMNR 89 8 3 33.32 b7y3y4 954.48 46.401 16131 2 477.74 -19.25

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 HMQANPEPPK 248 10 3 27.12 b4b6y3 1148.55 102.610 1620 1 1148.55 -3.93

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 16 88.95
b3b12°b12b15b19b21b2
4b29b31y2y7y10y11y12

y13y15
5228.34 87.770 120860 4 1307.84 5.98

|Q15942|ZYX_HUMAN Zyxin 2
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 11 47.49

b3b9°b9b13b15°b15y5y
11y12y14y25

2597.29 57.330 83441 3 866.43 4.32

|Q15942|ZYX_HUMAN Zyxin 3 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 5 41.79 b3y4y6y8y11 1259.62 42.984 64835 2 630.32 5.52

|Q15942|ZYX_HUMAN Zyxin 4 VNPFRPGDSEPPPAPGAQR 35 19 6 46.5 b2y5y7y8y9y11 1988.98 46.101 54051 3 663.67 -4.42

|Q15942|ZYX_HUMAN Zyxin 5
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CSVCSEPIMPEPGRDETVR 503 19 5 22.04 b2y4y11y16y19 2218.98 50.728 46699 3 740.33 -3.52

|Q15942|ZYX_HUMAN Zyxin 6 EVEELEQLTQQLMQDMEHPQR 354 21 12 54.93
b2°b2b4°b4b5°b5b10y3

y4y5y18y21
2611.21 105.280 40394 3 871.08 0.65

|Q15942|ZYX_HUMAN Zyxin 7 SPGAPGPLTLK 343 11 5 27.52 b3b4y2y7y11 1037.59 50.673 39617 2 519.30 -8.71

|Q15942|ZYX_HUMAN Zyxin 8 GPPASSPAPAPK 253 12 9 50.05
b5°b5y1y2y4y6y9y10°y

10
1076.57 23.925 28984 2 538.79 0.68

|Q15942|ZYX_HUMAN Zyxin 9
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CNTCGEPITDR 443 11 7 56.34 b3y5y6°y6y9°y9y10 1322.56 28.702 22610 2 661.78 7.01

|Q15942|ZYX_HUMAN Zyxin 10 FGPVVAPKPK 25 10 4 34.11 y4y6y7y10 1039.63 40.081 21018 2 520.32 -3.29
|Q15942|ZYX_HUMAN Zyxin 11 QHPVPPPAQNQNQVR 328 15 5 18.31 b2b8y4y7*y7 1709.87 25.337 16983 3 570.63 -9.78

|Q15942|ZYX_HUMAN Zyxin 12 FSPGAPGGSGSQPNQK 279 16 10 61.43
b2b5b11b12b16y9y10y1

1y14y16
1515.72 29.574 16438 2 758.36 1.29

|Q15942|ZYX_HUMAN Zyxin 13

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)
;Carbamidomethyl+C(26

)

CEDCGKPLSIEADDNGCFPLDGHV
LCR

536 27 3 18.07 y5y10y12 3134.34 69.107 34949 4 784.34 -1.79

|Q15942|ZYX_HUMAN Zyxin 14 VSSIDLEIDSLSSLLDDMTKNDPFK 140 25 4 16.49 b5b7y3y21 2782.35 124.627 14698 3 928.12 -5.62

|Q15942|ZYX_HUMAN Zyxin 15
Carbamidomethyl+C(9);
Carbamidomethyl+C(12)

QNVAVNELCGRCHQPLAR 375 18 4 15.73 b6*b6b11y7 2122.05 66.144 5968 3 708.02 5.98

|Q15942|ZYX_HUMAN Zyxin 16 Carbamidomethyl+C(1) CHTARAQT 564 8 3 36.33 b4b6y4 944.44 90.451 3806 1 944.44 4.20

|Q15942|ZYX_HUMAN Zyxin 17 FTPVASKFSPGAPGGSGSQPNQK 272 23 6 17.68 b9b18y13°y13y15°y15 2246.09 98.849 3703 3 749.37 -13.80

|Q15942|ZYX_HUMAN Zyxin 18
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CSVCSEPIMPEPGRDETVR 503 19 0 5.56 2200.95 50.648 12011 3 734.32 -9.87

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2 MSATFIGNNTAIQELFKR 362 18 4 22.89 b3b10b16y18 2041.03 72.124 54621 3 681.02 -10.35



|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATMSGVTTC

LR
216 25 4 8.52 b11y5°y5y25 2704.36 82.680 7501 2 1352.68 6.32

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 MSATFIGNNTAIQELFK 362 17 5 25.13 b7b8°b8b13y17 1884.98 97.819 3311 2 942.99 14.38

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 5 17.95 b5b7°b7b12y13 3112.49 96.513 7673 3 1038.17 17.18

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLLSK

122 32 3 22.16 b12b13y14 3311.55 136.710 5654 2 1656.28 3.54

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7 VSEQFTAMFR 380 10 4 28.88 b3b4y5°y5 1215.58 13.040 3109 2 608.29 -3.01

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

8 ALTVAELTQQMFDAK 282 15 4 26.39 y10y13°y13y14 1665.83 136.740 2829 1 1665.83 -13.04

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

9
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLIENADE
TFCIDNEALYDICSKTLK

174 42 3 10.91 b15y14y25 4815.28 81.962 56523 5 963.86 -4.26

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

10 RVSEQFTAMFR 379 11 3 24.51 b7y3y5 1371.69 94.436 8849 2 686.35 3.47

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

11
Carbamidomethyl+C(10)

;Phosphoryl STY(5)
EIVLTQIGQCGNQIGAK 2 17 3 25.13 y11y12y14 1908.89 82.333 4330 2 954.95 -11.38

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

12 Oxidation+M() EVDEQMFNIQDK 324 12 3 22.47 b3b5y7 1511.66 71.044 22382 2 756.34 -3.07

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

13 LPTPTYGDLNHLVSATM 216 17 0 7.94 1829.92 82.628 5811 3 610.65 6.00

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 SYELPDGQVITIGNER 239 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 DLTDYLMK 184 8 7 48.38 b5b6°b6y2y4y5y8 998.48 71.144 456599 2 499.75 -3.24

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 HQGVMVGMGQK 40 11 18 145.69
b1b2*b2b3b4b5b6b10y
1y3*y3y4*y4y5y6y7y9y

11
1171.57 33.641 275820 2 586.29 -2.19

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 IIAPPERK 329 8 12 76.23
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.044 118599 2 462.28 -5.29

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 Carbamidomethyl+C(1) CDVDIRK 285 7 13 80.61
b1b2°b2b3b4y1y2y3y4°

y4y5y6y7
905.44 22.962 89279 2 453.23 -7.08

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6 IIAPPER 329 7 10 54
y1y3°y3y4°y4y5°y5y6°y

6y7
795.46 33.740 77416 2 398.23 -12.81

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 YSVWIGGSILASLSTFQQMWISK 337 23 8 28.52 b4b5°b5b7°b7y2y4y16 2602.34 136.477 8144 3 868.12 0.84

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8 Carbamidomethyl+C(1)
CPEAIFQPSFLGIESSGIHETTFNSI

MK
257 28 5 25.48 b1b5b7b10b13 3140.49 90.124 4290 4 785.88 -5.83

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9 LDLAGR 178 6 2 27 y4y5 644.37 34.027 70763 1 644.37 1.52

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 Carbamidomethyl+C(1) CDVDIR 285 6 8 66.91 b3b4y3°y3y4°y4y5°y5 777.35 28.924 70467 2 389.18 -7.22

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11 YPIEHGVVTNWDDMEK 69 16 6 37.57 b11*b11b12°b12y12y13 1932.84 54.720 36675 2 966.92 -20.65

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12
MTQIMFEAFNTPAMYVAIQAVLS

LYASGR
119 29 8 24.46

b5°b5*b5b8°b8b14b18y
7

3223.56 77.451 7086 4 806.65 -10.53

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 GVLTLK 63 6 1 13.7 y5 630.42 44.042 6771 1 630.42 -4.36

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14 IWYHTFYNELR 85 11 4 27.52 b9°b9y9y10 1541.74 73.411 5717 3 514.58 -9.34

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15 Carbamidomethyl+C(2) LCYVALDFEQEMVR 216 14 8 63.46 b3b5b9b10y6y8y11*y11 1772.81 106.922 2850 3 591.61 -11.29



|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

16
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 12 41.44

b11°b11*b11b14°b14y5
y6°y6y12°y12y21y23

2588.23 121.726 31518 3 863.41 -8.68

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

17 Carbamidomethyl+C(17)
TDNELSALVVDNGSGMCKAGFG

GDDAPR
1 28 3 11.78 b5b15y5 2853.28 69.657 2630 3 951.77 2.05

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

18 Carbamidomethyl+C(4) EKLCYVALDFEQEMVR 214 16 3 23.86 b12y5y6 2029.95 127.123 2161 2 1015.48 -9.80

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

19
Carbamidomethyl+C(1);

Phosphoryl STY(15)
CPEAIFQPSFLGIESSGIHETTFNSI

MK
257 28 4 22.8 y8*y8y12y13 3220.46 126.754 3881 4 805.87 -1.82

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

20 Phosphoryl STY(6) GYNFTTTAER 197 10 8 81.8
b3*b3b4b5b6_H3PO4 

b6b8*b8b9
1239.49 25.962 2494 2 620.25 -5.12

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

21 DLTDYLMK 184 8 0 1.19 980.47 71.168 49232 2 490.74 1.93

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

1 Carbamidomethyl+C(1) CVFITDDFRDTMPK 71 14 5 44.82 b3b5b6y12y13 1744.79 90.881 7253 3 582.27 -6.79

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

2 LGVIEDHSNR 150 10 5 43.43 b9y5y6y7y10 1139.58 31.310 3766 2 570.29 -0.32

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

3 FQSSHHPADITSLHQDVER 168 19 8 52.28 b3b5b13b16y4°y4y5y112204.06 81.672 38787 3 735.36 4.21

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

4 IADEK 131 5 2 26.6 b3y3 575.31 25.801 16432 1 575.31 6.68

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

5 AETIQEVEDEYK 1 12 6 26.45 b10*b10y7y8°y8*y8 1453.69 53.219 14251 2 727.35 17.38

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

6 QETAK 385 5 1 13.3 y3 576.30 27.186 10541 1 576.30 3.18

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(12)

AMVSQCLTESLCALVASQYGWSG
NMER

272 27 3 21.99 b11y11y12 3048.43 86.046 10326 4 762.86 20.50

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

8 DMLR 334 4 2 12.91 b3°b3 534.27 36.366 8508 1 534.27 1.94

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

9 GISTNYHASR 310 10 5 40.42 b5b6*b6b9y3 1105.52 67.064 5938 1 1105.52 -20.87

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

10 TVLDLAVVEEPDEEPEETAEDK 347 22 6 44.92 b15y4y5y6y8y15 2457.19 90.311 4728 2 1229.10 20.57

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

11 DTMPK 80 5 1 13.3 y4 591.28 100.327 2024 1 591.28 -0.83

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

12 EMDVGTDEEKQETAK 375 15 3 26.39 y4y8y14 1709.77 38.003 30768 3 570.60 11.71

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

13 AQAYQTGKGISTNYHASR 302 18 3 23.13 b13b14y4 1952.97 119.468 19904 3 651.66 6.69

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

14 Carbamidomethyl+C(14)
GVVDSGGLSLNVSCETLQQHKLL

K
91 24 3 22.11 b14y10y11 2582.37 136.837 5288 2 1291.69 4.63

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

15 YNDTFWKEFGTNIK 136 14 6 33.28 b11b13y11*y11y12*y12 1762.83 136.722 3143 1 1762.83 -6.51

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

16 Carbamidomethyl+C(15) AETIQEVEDEYKAFCK 1 16 3 17.33 b9b11y6 1959.90 123.773 1969 2 980.45 0.69

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

17 Phosphoryl STY(6) GLFDEYGSKK 52 10 3 27.12 b5y5y9 1223.51 19.770 3756 3 408.51 -11.67

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

18 Phosphoryl STY() QETAKESTAEKDEL 385 14 4 19.46 b6*b6y6y11 1658.72 43.311 2219 2 829.86 9.27

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

19
Carbamidomethyl+C(1);

Oxidation+M(12)
CVFITDDFRDTMPK 71 14 3 24.9 b9y4y5 1760.77 90.897 8661 3 587.60 -14.42

|Q58FF3|ENPLL_HUMAN Putative 
endoplasmin-like protein

20 Oxidation+M(8) EQDKDKEMDVGTDEEK 369 16 4 17.33 b10y4y11°y11 1911.84 46.525 5950 2 956.42 13.15

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14



|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 DVNAAIATIK 326 10 5 39.63 b3b7y3y8y10 1015.58 52.681 66381 2 508.29 -0.54

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 EDAASNYARGHYTIGK 96 16 5 31.04 b9b15°b15y12y13 1752.84 71.283 2310 3 584.95 5.43

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 SYELPDGQVITIGNER 938 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 AVFPSIVGRPR 728 11 14 114.32
b2b3y1y2y3y4y5y6y7y8

°y8y9y10y11
1198.70 56.497 1585024 2 599.86 -1.32

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 AGFAGDDAPR 718 10 17 127.22
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.44 31.469 1341809 2 488.73 -4.50

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 29 218.38

b2b3b4b5b6b7°b7b8b9b
11°b11b16y1y4y5y6y7y
9y10°y10y11°y11y12y1
4y16y17°y17y23*y23

2550.20 93.001 369954 2 1275.60 9.57

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 QEYDESGPSIVHRK 1059 14 18 140.35
b3°b3*b3b14y2y3y4y5y
6y7y8y9y10°y10y11y12

y14*y14
1644.78 32.324 365178 3 548.93 -12.02

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 QEYDESGPSIVHR 1059 13 9 93.28
y2y3y4y5y6y8y10°y10y

11
1516.69 38.236 317262 3 506.24 -7.73

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7
HGSTHVGFPENLTNGATAGNGDD

GLIPPR
544 29 7 25.36 b1b7b8b16y13y15°y15 2901.37 68.635 31661 4 726.10 -5.72

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 IWHHTFYNELR 784 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9
MTQIMFETFNTPAMYVAIQAVPSL

YTSGR
818 29 3 22.01 b3y6y7 3267.53 80.560 7199 3 1089.85 -17.56

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10 EEIAMLRLELDTMK 652 14 3 35.03 y3y4y5 1691.88 77.133 59259 2 846.44 4.04

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
913 25 5 16.49 b11b21y10y14*y14 2807.31 73.407 22173 3 936.44 -1.04

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12 QMPKYSSENSNPEQDLK 481 17 7 37.18
b4*b4y9y10°y10y11*y1

1
1994.90 79.080 12580 2 997.95 -6.00

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 ESYVGKEAQSK 750 11 5 36.27 y5°y5y6*y6y7 1225.60 32.110 7473 2 613.30 -6.47

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 QEYDESGPSIVHRK 1059 14 11 127.05
b10°b10y3y4y5y6y7y8y

9y10y12
1644.79 38.013 7357 3 548.93 -4.45



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 GYRFTTMAER 896 10 5 40.42 b7y6y7y9°y9 1231.58 68.508 5530 2 616.29 -9.52

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

16
EKMTQIMFETFNTPAMYVAIQAV

PSLYTSGR
816 31 4 16.32 b3b5b10y16 3524.69 114.349 5065 3 1175.57 -9.70

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

17 EKDVLHENSTLR 640 12 4 34.53 b3b4b11y8 1440.73 74.996 4546 2 720.87 -11.01

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

18 YSSENSNPEQDLKLTSEEESQR 485 22 9 35.39
b11b14°b14b16°b16b17

°b17y10y13
2570.19 136.826 4100 2 1285.60 14.53

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

19 ELENFMAIEEMKK 531 13 8 55.21 b8*b8b9b12°b12y5y7y9 1611.77 95.147 3044 2 806.39 -3.71

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

20 SRTPENQQFPDNESEEYHR 451 19 3 15.08 b4b6y3 2363.04 101.151 2603 3 788.35 5.27

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

21 KDLYTNTVLSGGTTMYPGMAHR 990 22 3 13.56 b15y8y13 2413.19 84.473 2565 3 805.07 12.75

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

22 ISSENSNPEQELKLTSEEESQR 367 22 5 24.43 b16b17*b17b19y10 2534.17 136.835 2074 2 1267.59 -4.53

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

23 Carbamidomethyl+C(16) QIEVVEKMNSELSLSCK 622 17 3 23.88 y5y7y9 1994.01 64.650 2031 3 665.34 6.00

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

24 SQEPEINKDGDR 519 12 3 22.47 b6y4y7 1387.66 51.950 1506 2 694.33 8.71

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

25 Phosphoryl STY(17)
HGSTHVGFPENLTNGATAGNGDD

GLIPPR
544 29 3 17.56 y8y11y14 2981.38 129.748 3894 3 994.46 10.32

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

26 Phosphoryl STY() YSVWVGGSILASLSTFQQMWISK 1036 23 7 44.02 b7b8b9b15b17°b17y8 2668.25 80.543 3347 4 667.82 -9.88

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

27 Oxidation+M()
MTQIMFETFNTPAMYVAIQAVPSL

YTSGR
818 29 5 17.06 b9y5°y5y8y12 3283.63 78.258 208003 4 821.66 12.71

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

28 Oxidation+M() ELENFMAIEEMKK 531 13 5 32.58 b9y9y11y12°y12 1627.76 83.216 5575 2 814.38 -9.52

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

29 Oxidation+M() KDLYTNTVLSGGTTMYPGMAHR 990 22 3 13.56 b4b15y16 2429.15 79.063 1826 2 1215.08 -3.72

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 AVFVDLEPTVIDEVR 64 15 14 128.04
b1b3b5b6b7y2y3y5y8y1

0y11y12y13y15
1701.91 84.859 192667 2 851.46 1.51

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 DVNAAIATIK 326 10 5 39.63 b3b7y3y8y10 1015.58 52.681 66381 2 508.29 -0.54

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 EDMAALEK 422 8 6 24.78 b2b4°y2y4y5y8 906.42 36.896 49769 2 453.71 -6.53



|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7 LSVDYGKK 156 8 8 62.93 b2b4y1y3y4y5y7y8 909.50 29.946 28802 2 455.25 -5.97

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 GHYTIGKEIIDLVLDR 105 16 4 25.03 b5b7b11y16 1842.03 98.567 15528 2 921.52 8.15

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

10
Carbamidomethyl+C(15)

;Oxidation+M()
AYHEQLSVAEITNACFEPANQMV

K
280 24 5 39.9 b3b13y11y12y13 2766.31 104.504 1515 3 922.78 9.53

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 27 168.34

b2*b2b3*b3b4*b4b6*b
6b15y2y4*y4y5y6y7°y7
*y7y8*y8y10y11y12y13

*y13y14y16*y16

1726.95 91.836 186854 2 863.98 2.40

|Q7Z406|MYH14_HUMAN Myosin-14 2 AMEAEAAGLREQLEEEAAAR 1356 20 7 41.26 y1y5y8y9y11y16y20 2145.01 58.855 84660 3 715.67 -7.63

|Q7Z406|MYH14_HUMAN Myosin-14 3 LAQAEEQLEQETR 1839 13 6 20.83 b6°b6*b6b9y5y13 1544.75 51.605 65854 2 772.88 -1.98

|Q7Z406|MYH14_HUMAN Myosin-14 4 RDLGEELEALR 1158 11 4 24.51 b8y5y10y11 1300.68 54.384 58283 2 650.84 -4.50

|Q7Z406|MYH14_HUMAN Myosin-14 5 KEEELQAALAR 1104 11 10 117.33
b3b4b8b10y4y5y7y9y10

y11
1257.68 43.213 55663 2 629.34 -1.75

|Q7Z406|MYH14_HUMAN Myosin-14 6 Carbamidomethyl+C(1) CNGVLEGIR 717 9 10 76.63
b2*b2b4b8y1y3y4y5y7y

9
1017.51 49.428 37205 2 509.26 -4.26

|Q7Z406|MYH14_HUMAN Myosin-14 7 LMATLSNTNPSFVR 680 14 5 19.46 b5b13*b13y3y14 1550.81 92.808 36070 3 517.61 7.87

|Q7Z406|MYH14_HUMAN Myosin-14 8 ELEDVTESAESMNREVTTLR 1922 20 7 14.51 b2b3°b3y2y11y15y20 2309.09 62.854 9852 3 770.37 0.85

|Q7Z406|MYH14_HUMAN Myosin-14 9 TLEEETR 1198 7 5 40.7 b3°b3b6y5y7 877.42 33.513 8103 2 439.21 -7.72

|Q7Z406|MYH14_HUMAN Myosin-14 10 ELQTAQAQLSEWR 1381 13 5 20.83 b7b11*b11y9*y9 1559.78 72.754 7492 2 780.39 -2.19

|Q7Z406|MYH14_HUMAN Myosin-14 11 KEPGVPGELER 225 11 3 24.51 b6y5y9 1210.63 37.393 6663 2 605.82 -12.70

|Q7Z406|MYH14_HUMAN Myosin-14 12 HEVPPHVYAVTEGAYR 167 16 4 17.33 b14°b14y3y11 1824.89 61.335 5340 2 912.95 -8.70

|Q7Z406|MYH14_HUMAN Myosin-14 13 VLGFSHEEIISMLR 353 14 4 33.28 b10b12y9y10 1630.86 136.781 4858 1 1630.86 -3.29

|Q7Z406|MYH14_HUMAN Myosin-14 14 ELSSTEAQLHDAQELLQEETR 1325 21 4 14 b12y3°y3y8 2427.13 136.218 2416 3 809.72 -12.88

|Q7Z406|MYH14_HUMAN Myosin-14 15 QLEEAEEEASR 1901 11 6 27.52 b3b4°b4*b4y10y11 1290.59 136.255 2241 1 1290.59 10.50

|Q7Z406|MYH14_HUMAN Myosin-14 16 VQELQQQSAREVGELQGR 880 18 6 23.13 b1b2b13b14*b14y13 2055.03 105.378 1964 2 1028.02 -12.24

|Q7Z406|MYH14_HUMAN Myosin-14 17 GPSAGGGPGSGTSPQVEWTAR 32 21 12 59.59
b5b18°b18y5y11y12y15

°y15y16y19°y19*y19
1955.90 69.610 178957 3 652.64 -11.30

|Q7Z406|MYH14_HUMAN Myosin-14 18 ELFQETLESLR 342 11 3 24.51 b5b7y8 1364.68 42.634 152881 3 455.57 -15.47

|Q7Z406|MYH14_HUMAN Myosin-14 19 AQLLK 1123 5 2 26.6 y3y4 572.38 44.556 46840 1 572.38 5.65

|Q7Z406|MYH14_HUMAN Myosin-14 20 AGVLAQLEEER 788 11 7 55.88 b6*b6b7y3y4°y4y5 1214.66 80.131 38933 2 607.84 20.80

|Q7Z406|MYH14_HUMAN Myosin-14 21 EAQAALAEAQEDLESER 1131 17 3 16.47 b9b13y5 1859.82 78.374 28550 2 930.41 -21.79

|Q7Z406|MYH14_HUMAN Myosin-14 22 Carbamidomethyl+C(8) ADLLLEPCSHYR 316 12 3 32.68 y3y8y10 1473.72 31.087 19778 3 491.91 3.06



|Q7Z406|MYH14_HUMAN Myosin-14 23 QIQELR 1809 6 1 13.7 y3 786.45 47.847 14696 2 393.73 2.25

|Q7Z406|MYH14_HUMAN Myosin-14 24 AELSSLQTAR 1254 10 4 34.11 b4°b4b8b9 1075.57 40.129 11670 2 538.29 -5.79

|Q7Z406|MYH14_HUMAN Myosin-14 25 DEGEEEAEVELAESGR 71 16 3 25.7 y7y9y10 1748.78 97.832 11161 3 583.60 17.73

|Q7Z406|MYH14_HUMAN Myosin-14 26 LEGELEELK 1638 9 3 30.7 b3y6y8 1059.56 63.799 9264 2 530.28 4.61

|Q7Z406|MYH14_HUMAN Myosin-14 27 LDGESSELQEQMVEQQQR 1076 18 6 23.13 b8°b8y3*y3y4*y4 2133.99 108.753 5271 2 1067.50 7.09

|Q7Z406|MYH14_HUMAN Myosin-14 28 QLPIYTEAIVEMYR 149 14 5 27.25 b3*b3b4b12°b12 1725.91 114.320 5198 3 575.97 10.68

|Q7Z406|MYH14_HUMAN Myosin-14 29 LGQLEEELEEEQSNSELLNDR 1754 21 7 27.04 b8b10*b10b12°b12y4y9 2474.20 110.933 44893 825.41 20.92

|Q7Z406|MYH14_HUMAN Myosin-14 30 VAEQAANDLR 1552 10 5 27.12 b7*b7y7y9°y9 1086.54 72.083 3534 2 543.78 -10.11

|Q7Z406|MYH14_HUMAN Myosin-14 31 QMQTEK 956 6 1 13.7 y5 764.37 26.850 3345 1 764.37 9.82

|Q7Z406|MYH14_HUMAN Myosin-14 32 AQAELENVSGALNEAESK 1301 18 7 35.15
b5°b5*b5b11°b11b13b1

5
1859.90 58.494 3200 3 620.64 2.89

|Q7Z406|MYH14_HUMAN Myosin-14 33 AQVTELEDELTAAEDAK 1562 17 5 30.15 b3b8*b8y6y7 1832.89 66.823 2902 3 611.64 8.26

|Q7Z406|MYH14_HUMAN Myosin-14 34 NMDPLNDNVAALLHQSTDR 613 19 4 15.08 b9y7y10*y10 2124.00 103.891 2473 3 708.67 -5.06

|Q7Z406|MYH14_HUMAN Myosin-14 35 RHEVPPHVYAVTEGAYR 166 17 9 43.16 b6b9°b9y3y5y6°y6y8°y8 1981.03 72.902 31472 2 991.02 11.83

|Q7Z406|MYH14_HUMAN Myosin-14 36 Carbamidomethyl+C(2) LCRLLGLGVTDFSR 399 14 4 19.46 b3y6°y6y10 1606.87 59.241 24499 3 536.30 -1.90

|Q7Z406|MYH14_HUMAN Myosin-14 37 ELEDVTESAESMNREVTTLR 1922 20 3 21.3 y11y13y16 2309.07 90.127 11761 2 1155.04 -11.74

|Q7Z406|MYH14_HUMAN Myosin-14 38 LQRAQAELENVSGALNEAESK 1298 21 10 54.96
y3y5y9*y9y11y12°y12*

y12y13°y13
2257.13 105.416 11425 3 753.05 -4.65

|Q7Z406|MYH14_HUMAN Myosin-14 39 HEVPPHVYAVTEGAYRSMLQDR 167 22 11 94.87
b4b6b8b9b11b13b17b1

8y3y4y6
2555.24 108.814 10098 3 852.42 -0.96

|Q7Z406|MYH14_HUMAN Myosin-14 40 QEEEAGALEAGEEARR 1396 16 4 17.33 b6b9*b9y8 1744.83 50.315 9438 2 872.92 13.78

|Q7Z406|MYH14_HUMAN Myosin-14 41 AQELQKVQELQQQSAR 874 16 4 23.86 b4y9y10°y10 1884.00 102.775 6478 2 942.51 5.90

|Q7Z406|MYH14_HUMAN Myosin-14 42 EEIFSQNRESEK 1685 12 5 22.47 b8°b8*b8y9y11 1495.71 37.868 6126 2 748.36 7.43

|Q7Z406|MYH14_HUMAN Myosin-14 43 QGFPNRILFQEFR 729 13 3 25.6 b10b11y5 1651.88 99.341 5317 2 826.44 3.62

|Q7Z406|MYH14_HUMAN Myosin-14 44 Carbamidomethyl+C(13) SMLQDREDQSILCTGESGAGK 183 21 3 14 b4b6y6 2282.03 37.974 4955 3 761.35 -3.21

|Q7Z406|MYH14_HUMAN Myosin-14 45 AELSSLQTARQEGEQR 1254 16 13 72
b5°b5b8°b8b11b12°b12

b13y6y7°y7y10*y10
1802.89 107.105 4772 2 901.95 -6.36

|Q7Z406|MYH14_HUMAN Myosin-14 46 Carbamidomethyl+C(8)
ADLLLEPCSHYRFLTNGPSSSPGQ

ER
316 26 5 12.23 b3°b3b12°b12y11 2931.42 84.492 4249 3 977.81 5.75

|Q7Z406|MYH14_HUMAN Myosin-14 47 SRASISYGSNMRPQSQTWR 1038 19 7 23.88 b6b11*b11b13y9°y9*y9 2212.04 136.263 4178 2 1106.52 -13.80

|Q7Z406|MYH14_HUMAN Myosin-14 48 QLEEAEEEASRAQAGR 1901 16 3 17.33 b4b12y14 1773.84 106.948 3640 2 887.43 4.89

|Q7Z406|MYH14_HUMAN Myosin-14 49
DLGEELEALRGELEDTLDSTNAQ

QELR
1159 27 4 11.99 b6y3°y3y9 3044.48 116.702 3218 3 1015.50 3.29

|Q7Z406|MYH14_HUMAN Myosin-14 50 AVEERER 1483 7 3 40.7 b3b5y5 888.44 108.759 2692 1 888.44 -9.62

|Q7Z406|MYH14_HUMAN Myosin-14 51 Carbamidomethyl+C(6)QAKDECSFHIFYQLLGGAGEQLK 293 23 4 24 b4b13b14y22 2639.27 88.972 2238 2 1320.14 -6.66



|Q7Z406|MYH14_HUMAN Myosin-14 52 GLEAEVLRLQEELAASDR 1700 18 5 15.73 b3y8y10°y10*y10 1999.02 120.895 2200 2 1000.01 -13.62

|Q7Z406|MYH14_HUMAN Myosin-14 53 DQIQRMNPPK 93 10 6 52.93 b3b9*b9y4y5y8 1226.63 32.116 1927 3 409.55 1.59

|Q7Z406|MYH14_HUMAN Myosin-14 54 Phosphoryl STY(20) FLTNGPSSSPGQERELFQETLESLR 328 25 6 27.67
b10_H3PO4 

b10y3y5y7y9°y9
2902.37 40.031 2454 6 484.57 5.22

|Q7Z406|MYH14_HUMAN Myosin-14 55 Phosphoryl STY(8) QELELVVSELEAR 934 13 5 29.94 b5*b5b8y3y5 1594.75 36.822 2119 3 532.26 -6.81

|Q7Z406|MYH14_HUMAN Myosin-14 56 Oxidation+M(3) AQMASAGQGK 1647 10 3 27.12 b3y5y7 964.45 28.905 14595 2 482.73 3.16

|Q7Z406|MYH14_HUMAN Myosin-14 57 Oxidation+M(2) LMATLSNTNPSFVR 680 14 3 24.9 b9b10y10 1566.78 61.216 13877 2 783.89 -9.27

|Q7Z406|MYH14_HUMAN Myosin-14 58 Oxidation+M(12) ELEDVTESAESMNREVTTLR 1922 20 3 22.64 b6b7y11 2325.11 112.863 2804 3 775.71 9.35

|Q7Z406|MYH14_HUMAN Myosin-14 59 Oxidation+M(2) AMEAEAAGLREQLEEEAAARER 1356 22 3 13.56 b15y4y12 2446.16 70.045 2191 2 1223.58 -0.40

|Q7Z406|MYH14_HUMAN Myosin-14 60 Oxidation+M(15) LQRELEDVTESAESMNREVTTLR 1919 23 3 13.16 b11y12y14 2722.30 103.985 1813 3 908.10 -12.38

|Q7Z406|MYH14_HUMAN Myosin-14 61 Oxidation+M(1) MQAQMKELWREVEETR 1666 16 5 42.3 b9b10y7y11y12 2080.01 112.195 1548 2 1040.51 5.99

|Q7Z406|MYH14_HUMAN Myosin-14 62 LSSTEAQLHDAQELLQEETR 1326 20 2 12.74 b6b10 2298.09 136.270 2989 2 1149.55 -11.58

|Q7Z406|MYH14_HUMAN Myosin-14 63 LEEAEEEASR 1902 10 0 2.38 1162.53 136.303 2753 1 1162.53 8.72

|Q80930|VE2_HPV50 Regulatory protein 
E2

1 Carbamidomethyl+C(13) SDFGSEPWTLSECSLEMLNAPPR 90 23 8 42.4
b8b10y10y11*y11y12y1

5y23
2623.21 121.837 43417 3 875.08 13.03

|Q80930|VE2_HPV50 Regulatory protein 
E2

2 QPFTVTVQFDNDPK 118 14 9 58.7
b6°b6b8b9*b9y7y8y9y1

4
1635.80 62.240 32268 2 818.40 -0.97

|Q80930|VE2_HPV50 Regulatory protein 
E2

3 MTQMETQETLSAR 0 13 4 28.31 b8b10°b10b11 1525.71 41.296 18323 3 509.24 10.72

|Q80930|VE2_HPV50 Regulatory protein 
E2

4 ALQDTEPPTSTSTVR 240 15 6 37.43 b10b11*b11b13y6y12 1602.81 61.333 7929 3 534.94 8.91

|Q80930|VE2_HPV50 Regulatory protein 
E2

5 SAFGPADEQPGPSTSYDK 210 18 3 15.73 b6y5y11 1853.80 43.966 4092 2 927.41 -8.69

|Q80930|VE2_HPV50 Regulatory protein 
E2

6 NTTYSMGHLDSL 384 12 4 22.47 b11y3y11y12 1338.58 125.535 1875 1 1338.58 -12.31

|Q80930|VE2_HPV50 Regulatory protein 
E2

7 EHHSYR 263 6 3 27 y4y5°y5 828.37 57.431 21809 2 414.69 -1.03

|Q80930|VE2_HPV50 Regulatory protein 
E2

8 SQSELGADSAPTPEEVGR 272 18 5 31.3 b5b11b15y6y10 1829.84 52.750 2222 2 915.42 -5.47

|Q80930|VE2_HPV50 Regulatory protein 
E2

9 EVTGDSVYFK 167 10 4 27.12 b4b7y9°y9 1144.55 119.716 1872 1 1144.55 -2.45

|Q80930|VE2_HPV50 Regulatory protein 
E2

10 LQEEAR 305 6 1 13.7 b5 745.38 59.093 1659 2 373.19 -7.37

|Q80930|VE2_HPV50 Regulatory protein 
E2

11 WLGPKSEGYR 348 10 3 28.88 b8y7y8 1192.61 89.520 6494 2 596.81 0.92

|Q80930|VE2_HPV50 Regulatory protein 
E2

12 SEGYRGDAK 353 9 6 65.09 b3y3°y3y4y6y8 982.46 72.827 5148 1 982.46 6.15

|Q80930|VE2_HPV50 Regulatory protein 
E2

13 NLKDHIDYWESMR 30 13 6 32.58 b8b9°b9b11°b11y12 1706.79 136.766 5142 1 1706.79 -1.14

|Q80930|VE2_HPV50 Regulatory protein 
E2

14 LSFLNTVGLPKNTTYSMGHLDSL 373 23 4 19.57 y4y12y16°y16 2508.28 100.419 4417 2 1254.65 0.97

|Q80930|VE2_HPV50 Regulatory protein 
E2

15 Carbamidomethyl+C(21)
QPFTVTVQFDNDPKNVYPYICYE

YIYYQDDR
118 31 4 21.96 b10b13b14y3 3953.77 84.526 2997 4 989.20 -6.85

|Q80930|VE2_HPV50 Regulatory protein 
E2

16 SGSGQPKALQDTEPPTSTSTVR 233 22 5 21.07 b3b8b11°b11y11 2244.12 112.984 1727 2 1122.56 4.79

|Q80930|VE2_HPV50 Regulatory protein 
E2

17 SQSELGADSAPTPEEVGRR 272 19 3 15.08 b12y12y14 1985.95 105.388 1723 2 993.48 0.98



|Q80930|VE2_HPV50 Regulatory protein 
E2

18 Phosphoryl STY(9) GLVDHNGLYFKEVTGDSVYFK 156 21 6 36.62 b3b10b11b14y4y12 2468.14 136.277 1927 3 823.39 0.40

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 14 134.73
b2b3b4b6y1y4y5y6y7y8

y9y10y11y13
1269.77 77.937 186947 2 635.39 0.96

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 LEGSAPTDVLDSLTTIPELKDHLR 333 24 7 32.91 b8b11y3y6y8y19y24 2620.35 89.302 133057 4 655.84 -12.95

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3 LLVPSPEGMSEIYLR 423 15 9 56
b2b3y1y3y6y10y12y13y

15
1703.91 86.211 123093 2 852.46 5.16

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4 ILEAHQNVAQLSLAEAQLR 523 19 8 50.14 b8°b8b9y1y6y7y8y19 2104.14 66.296 105152 3 702.05 -6.96

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 15 130.36
b3°b3b4°b4b5y2y3y4y5

y6y7y8y9y11y16
1765.91 92.214 95097 2 883.46 4.22

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6 EKEPEEELYDLSK 153 13 5 32.58 b10y3y4y6y13 1608.76 56.971 59843 3 536.92 -4.78

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 AGDALWLR 242 8 7 64.69 b6b7y2y3y5y6y8 901.48 62.169 54843 2 451.24 -9.55

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 9 62.59
b2b3b4y4*y4y5y9y10y1

4
1487.72 48.599 50408 2 744.36 4.35

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9 LEGSAPTDVLDSLTTIPELK 333 20 6 23.93 b2y2y4y5y15y20 2099.13 95.685 46692 2 1050.07 10.00

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10 VFVGEEDPEAESVTLR 19 16 6 14.44 y1y2y9°y11°y11y14 1776.87 60.554 45398 2 888.94 3.92

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11 LTQLYEQAR 267 9 5 30.7 b6y5°y5y6y9 1121.59 40.967 38076 2 561.30 -5.33

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 10 23.81

b2b9y1y2y6y8y10*y10y
16y30

3025.51 96.130 37550 3 1009.17 8.23

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13 TMADSSYTSEVQAILAFLSLQR 459 22 10 75.77
b2y2y3y4*y4y5y6y7y8y

22
2431.22 120.516 22089 2 1216.12 2.41

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 12 99.56

b12b21y3y4y5y6y7y8y9
*y9y11y15

2782.31 59.889 147802 4 696.33 -8.25

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 TASGDYIDSSWELR 5 14 7 51.71 b3b7b8y3y6y13°y13 1599.76 71.425 102129 2 800.38 16.79

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 GEELDEDLFLQLTGGHEAF 648 19 4 26.1 b18y6y11y12 2120.01 101.304 60263 2 1060.51 14.05

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 3 13.56 b18y5y10 2539.16 81.875 51016 3 847.06 -4.52

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 VTGESHIGGVLLK 35 13 3 20.83 b7b11y6 1309.73 50.557 30953 3 437.25 -14.63

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 FIQAWQSLPDFGISYVMVR 542 19 4 20.92 b4b6y6y8 2257.14 47.522 23160 3 753.05 -5.30

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 WLDSSR 228 6 2 27 y4y5 763.37 35.423 8686 2 382.19 -7.04

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 ETTLSYYK 381 8 5 54.4 b3b5y4°y4y7 1004.50 46.407 7290 3 335.50 2.55

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 Carbamidomethyl+C(5) WMAGCR 447 6 2 27 y4y5 780.33 31.271 4148 2 390.67 4.22

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 Carbamidomethyl+C(18)
SQDEAPGDPIQQLNLKGCEVVPD

VNVSGQK
389 30 4 22.05 b14°b14b15y4 3221.54 80.616 206809 4 806.14 -11.75

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24 LPRPSSLSDKTQLHSR 212 16 3 25.03 y3y5y9 1821.97 37.413 39622 4 456.25 -11.72

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 AGMKTASGDYIDSSWELR 1 18 10 75.3
b3b8b12b13b14y4y5y8°

y8y12
1986.92 114.942 10829 3 662.98 0.49

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26 ARGEELDEDLFLQLTGGHEAF 646 21 3 22.45 b11b12y15 2347.10 120.844 4995 2 1174.06 -6.97

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27 QWLLQTHWTLDKYGILADAR 70 20 5 37.96 b11b13*b13b14b15 2428.30 136.824 3052 2 1214.65 9.35



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

28
Carbamidomethyl+C(15)

;Phosphoryl STY(4)
ASFSQPLFQAVAAICR 113 16 3 25.03 y5y11y13 1845.84 107.449 9281 3 615.95 -10.71

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

29 Phosphoryl STY(14) FIQAWQSLPDFGISYVMVR 542 19 9 59.31
b3b5*b5b12y4y7y11y12

y14
2337.09 90.958 6000 2 1169.05 -5.22

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

30 Phosphoryl STY(25)
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 4 26.48 y5y7y8y13_H3PO4 y13 3105.42 122.587 5266 4 777.11 -6.05

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

31 Phosphoryl STY(10) EPEEELYDLSK 155 11 5 51.11 b8b9y3y4y9 1431.58 25.920 4088 2 716.29 -1.11

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 AVFVDLEPTVIDEVR 64 15 14 128.04
b1b3b5b6b7y2y3y5y8y1

0y11y12y13y15
1701.91 84.859 192667 2 851.46 1.51

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 DVNAAIATIK 326 10 5 39.63 b3b7y3y8y10 1015.58 52.681 66381 2 508.29 -0.54

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 EDMAALEK 422 8 6 24.78 b2b4°y2y4y5y8 906.42 36.896 49769 2 453.71 -6.53

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 LSVDYGKK 156 8 8 62.93 b2b4y1y3y4y5y7y8 909.50 29.946 28802 2 455.25 -5.97

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 GHYTIGKEIIDLVLDR 105 16 4 25.03 b5b7b11y16 1842.03 98.567 15528 2 921.52 8.15

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 3 46.27 y3y5y7 1249.56 61.550 42537 2 625.28 1.86

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 3 20.83 b8b10y9 1598.76 56.103 24339 2 799.88 -7.48

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12 LISQIVSSITASLR 229 14 5 38.72 b4°b4b5y5y6 1487.89 100.532 13691 2 744.45 6.73

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

13
Carbamidomethyl+C(3);

Oxidation+M(4)
AVCMLSNTTAVAEAWAR 373 17 4 26.39 b10y4y6y13 1866.89 59.202 31055 2 933.95 5.23

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

14
Carbamidomethyl+C(15)

;Oxidation+M(22)
AYHEQLTVAEITNACFEPANQMV

K
280 24 4 17.06 b6b13y7y12 2780.34 85.185 4739 3 927.45 13.00

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

15 EDMAALEK 422 8 1 9.72 y3 888.41 36.925 5458 2 444.71 3.78

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

2 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

3 Phosphoryl STY(6) ISEQFSAMFRR 380 11 5 50.82 b3b5°b5b6b9 1451.63 32.104 6046 2 726.32 -8.91

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

4 Oxidation+M(11) ALTVPELTQQMFDAR 282 15 3 26.39 y4y10y12 1735.84 62.399 12338 2 868.43 -13.50

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 19 104.86

b2°b2b3b5b7°b7b13b14
*b14b15b16y1y4y6y9y1

2y14y18y26
2798.37 90.282 157550 3 933.46 8.55



|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 10 75.02

y2y3y5y6y7y8y12y13y2
2y25

2708.34 96.113 91949 3 903.45 0.45

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4 NSSYFVEWIPNNVK 336 14 13 70.45
b1*b1b2b8b9*b9b10y6y

8y11y12*y12y14
1696.85 81.608 69008 2 848.93 7.63

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 GHYTEGAELVDSVLDVVRK 103 19 4 23.88 b5b12b14y4 2087.07 87.643 31973 3 696.36 -1.99

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

6 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 4 16.47 b12y2y3y8 1822.93 44.237 10446 2 911.97 2.41

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

7
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHIQAGQCGNQIGAK 0 19 3 34.67 y9y10y11 2126.08 66.280 19356 3 709.37 11.48

|Q9BYX7|ACTK_HUMAN Kappa-actin 1 SYELPDGQVITIGNER 238 16 26 193.4

b2b3b4°b4b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y10*y10y11y12

°y12y13y16

1790.90 71.713 2411471 2 895.95 2.39

|Q9BYX7|ACTK_HUMAN Kappa-actin 2 QEYDESGPSIVHRK 359 14 18 140.35
b3°b3*b3b14y2y3y4y5y
6y7y8y9y10°y10y11y12

y14*y14
1644.78 32.324 365178 3 548.93 -12.02

|Q9BYX7|ACTK_HUMAN Kappa-actin 3 QEYDESGPSIVHR 359 13 9 93.28
y2y3y4y5y6y8y10°y10y

11
1516.69 38.236 317262 3 506.24 -7.73

|Q9BYX7|ACTK_HUMAN Kappa-actin 4 IWHHTFYNELR 84 11 6 24.51 b10*b10y6°y6y8*y8 1515.76 56.234 11854 2 758.38 5.32

|Q9BYX7|ACTK_HUMAN Kappa-actin 5 Carbamidomethyl+C(16) DDDTAVLVIDNGSGMCK 1 17 3 23.88 b9b12b15 1809.78 91.119 3178 2 905.40 -8.43

|Q9BYX7|ACTK_HUMAN Kappa-actin 6 HQGMMEGMHQK 39 11 6 48.1 b3b10*b10y6y8y9 1313.58 32.102 33996 2 657.29 16.17

|Q9BYX7|ACTK_HUMAN Kappa-actin 7 ELTDYLMK 183 8 5 49.63 b5b6°b6b7y6 1012.51 46.487 6993 2 506.76 12.18

|Q9BYX7|ACTK_HUMAN Kappa-actin 8 Carbamidomethyl+C(4)
EKLCYVALDSEQEMAMAASSSSV

EK
213 25 4 22.99 b3b9b10°b10 2763.23 97.633 7617 3 921.75 -9.37

|Q9BYX7|ACTK_HUMAN Kappa-actin 9
Carbamidomethyl+C(17)

;Phosphoryl STY(14)
MDDDTAVLVIDNGSGMCK 0 18 6 21.98 b9b14*b14y3y14°y14 2020.80 52.715 9958 2 1010.90 2.36

|Q9BYX7|ACTK_HUMAN Kappa-actin 10 Phosphoryl STY(14)
HQGMMEGMHQKESYVGKEAQS

K
39 22 4 34.89

b11b12_H3PO4 
b13_H3PO4 
b12b13°b13

2600.11 44.604 3550 4 650.78 4.23

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

1 IVEMSTSK 39 8 3 33.32 b4b5y7 894.46 36.910 21843 2 447.73 1.77

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

2 Carbamidomethyl+C(22)
MADEIDFTTGDAGASSTYPMQCS

ALR
0 26 4 18.46 b15y9y11y15 2795.23 81.666 17156 3 932.41 11.70

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

3 Carbamidomethyl+C(5) YEDICPSTHNMDVPNIK 68 17 4 27.64 b9y4y9y10 2032.95 48.628 1790 2 1016.98 18.37

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

4 Carbamidomethyl+C(4) GRPCKIVEMSTSK 34 13 3 25.6 b9b10y7 1492.77 80.566 239888 3 498.26 9.08

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

5 IVEMSTSKTGK 39 11 3 31.5 y7y9y10 1180.63 32.281 8106 2 590.82 3.31

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

6
Carbamidomethyl+C(7);

Phosphoryl STY(17)
NDYQLICIQDGYLSLLTETGEVRE

DLK
86 27 5 26.22

b7b8b11_H3PO4 
b11y10y12

3265.56 102.228 4144 3 1089.19 11.29



|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

7
Carbamidomethyl+C(13)
;Carbamidomethyl+C(26

);Oxidation+M(15)

YNAGEDVQVSVMCAMSEEYAVA
IKPCK

126 27 6 30.69 b3b10b11b25y13y22 3065.38 102.261 3482 2 1533.19 2.47

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

8 Carbamidomethyl+C(10) GASSTYPMQCSALR 12 14 1 8.41 b3 1528.70 81.661 13036 3 510.24 5.03

|Q9GZV4|IF5A2_HUMAN Eukaryotic 
translation initiation factor 5A-2

9 VEMSTSK 40 7 0 1.19 781.39 36.948 5548 2 391.20 13.12

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 VYSTSVTGSR 5 10 6 20.81 b2y3y8°y9°y9y10 1056.53 28.293 61643 2 528.77 0.92

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 IQYQLVDISQDNALR 32 15 6 52.7 y4y7y9y10y13y15 1775.91 70.684 61009 2 888.46 -9.00

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAV

EQNTLQEFLK
58 33 31 156.81

b2b5°b5b7b9b10b11°b1
1b12°b13*b13b15b16y1
y2y3y4y5*y5y6y9*y9y1
0°y10*y10y11y12*y12y

13y15y33

3815.82 117.972 50409 3 1272.61 2.88

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 IQYQLVDISQDNALRDEMR 32 19 3 15.08 b11y3y14 2307.16 71.502 14565 2 1154.08 7.09

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1 AVLVDLEPGTMDSIR 62 15 12 89.59
b3y2y3y7y8y9°y9y10y1

1°y11y12y15
1615.84 75.196 269805 2 808.43 5.14

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2
LGALFQPDSFVHGNSGAGNNWA

K
80 23 9 63.48

b3b4b5b6b10y12y15y17
y23

2387.16 74.979 201426 3 796.39 3.27

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 LAVNMVPFPR 252 10 10 88.11
b2b5*b5y4y5y6y7y8y9y

10
1143.63 73.053 165955 2 572.32 -2.99

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 ALSVAELTQQMFDAR 282 15 17 153.67
b4°b4b11b13b14°b14y2
y3y4y5y6y7y8y10y12y1

3y15
1679.85 92.735 104812 2 840.43 2.62

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 LHFFMPGFAPLTAQGSQQYR 262 20 19 121.65
b2b3b4b5b7b9b15y2y5y
6y7°y7*y7y9y11°y11y1

3y15y20
2296.14 88.973 97110 3 766.05 1.81

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 IMNSFSVMPSPK 162 12 11 114.05
b2b8y3y5y6y7y8y9y10y

11y12
1337.66 63.838 77887 2 669.33 -1.00

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 11 67.44
b1b9b13y5y8°y8y11y12

y13°y13y14
1693.81 75.795 75434 2 847.41 5.26

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8 GASALQLER 37 9 4 38.48 y4y5y7y9 944.52 41.606 67073 2 472.76 1.62

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 11 101.97

y3y4y5y7y8y9y10y12y1
3y22y25

2691.41 108.116 63190 3 897.81 1.90

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10 EVDQQLLSVQTR 324 12 6 61.51 y3y4y5y6y10y12 1415.75 53.287 50085 2 708.38 1.38

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11 ISVYYNEAYGR 46 11 4 27.52 b8y1y7y8 1334.64 51.452 42839 2 667.82 1.74

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12 GLSMAATFIGNNTAIQEIFNR 359 21 9 27.04
b9b11°b11b16y6y12°y1

2*y12y21
2268.14 101.162 38041 3 756.72 -0.54

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 5 16.87 y3*y3y11y15*y15 3507.56 65.107 16735 6 585.43 -4.66

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 VSEHFSAMFK 380 10 6 43.15 b4b5y2y5y6y10 1182.55 54.739 16256 3 394.85 -10.53

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15 GHYTEGAELIENVLEVVR 103 18 4 26.81 b15y4y5y7 2028.03 101.172 50994 3 676.68 -6.92



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16 FWEMIGEEHGIDLAGSDR 19 18 5 33.06 b10b13y3y5y6 2061.98 77.565 27644 2 1031.49 21.08

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 9 31.6

b4b13b16b23y4y6y10*y
10y12

4361.97 88.965 8651 3 1454.66 7.39

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18
LTTPTYGDLNHLVSLTMSGITTSL

RFPGQLNADLR
216 35 7 30.44 b5b9b13y5y7y8y16 3802.95 116.910 25759 4 951.49 -7.77

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 AVLEEDEEVTEEAEMEPEDKGH 429 22 3 22.31 b12y4y5 2515.08 66.876 2926 2 1258.04 4.37

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 Oxidation+M(4) FWEMIGEEHGIDLAGSDR 19 18 3 22.89 y7y9y13 2077.95 80.054 4996 3 693.32 11.98

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21 SVAELTQQMFDAR 284 13 1 7.27 b6 1495.71 92.664 2690 2 748.36 -8.57

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 VGINYQPPTVVPGGDLAK 352 18 12 60.45
b3b6*b6b10b11°b11y2y

3y7y8y12y18
1824.99 66.098 328422 2 913.00 3.14

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 NLDIERPTYTNLNR 215 14 15 63.46
b2*b2b3b5b10y2y4*y4y
7y8*y8y12°y12*y12y14

1718.86 53.199 137824 3 573.63 -11.36

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 FDGALNVDLTEFQTNLVPYPR 243 21 15 83.88
b1b2b3b5b11b16y2y3y4

y5y6y11°y11y14y21
2409.24 95.365 45212 2 1205.12 11.86

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 FDLMYAK 394 7 4 50.99 b4y3y4y6 887.44 119.598 1608 1 887.44 11.90

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 6 33.08 b8b11b15°b15y7y14 1864.91 84.460 122449 2 932.96 5.63

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 AVMIDLEPTVVDEVR 64 15 3 24.33 b7y10y11 1685.88 79.646 21153 2 843.45 4.13

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7 GHYTVGK 105 7 3 37.69 b3b4y3 761.39 41.196 7038 1 761.39 -7.13

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

AYHEQLSVAEITSSCFEPNSQMVK
CDPR

280 28 9 40.67
b6°b6*b6b7b15y5y6y11

y13
3283.49 81.702 5499 4 821.63 1.49

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

1 AIVWNNDLLWEDYEEK 100 16 3 23.86 b10y11y12 2036.97 88.210 25416 2 1018.99 2.76

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

2 AQTVFEDLNQELLEELPILYNSR 179 23 14 70.63
b2*b2b3b5b9b12b21*b

21y3*y3y4y5y7y23
2734.38 118.952 18707 3 912.13 -4.11

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

3 TSLEVSPNPEPPEKPVR 460 17 7 49.02 b6b9b10b12°b12b13y17 1875.97 127.908 5776 2 938.49 -5.21

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

4 FEQSASNFYQQQAEGHK 42 17 6 23.16 b4°b4b10y3y11y17 1998.92 60.005 5162 2 999.96 12.46

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

5 Carbamidomethyl+C(14)
ENENIHNQNPEELCTSPTLMTSQV

ASEPGEAK
482 32 4 21.83 b9y5y7y8 3554.62 58.985 4605 3 1185.55 6.04

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

6 LVDYDSAR 145 8 3 36.33 b4b7y4 938.46 46.338 46597 2 469.73 -1.69

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

7
SQEEVLPSSTTPSPGGALSPSGQPS

SSATEVVLR
356 34 6 28.89 b5°b5b12b17y14y15 3339.67 66.647 15848 3 1113.89 4.02

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

8 ASLGTGTASPR 449 11 8 65.38 b4b7b9°b9y6y8°y8y9 1017.53 26.751 13171 2 509.27 -5.76

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

9 LNHNLYEVMSK 226 11 3 24.51 b8b10y8 1347.69 75.614 7600 1 1347.69 13.41

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

10 Carbamidomethyl+C(17)
EGSEASSSEEDEPLPACNGPAQAQ

PSPTTER
323 31 4 11.3 b5b16y13*y13 3228.45 85.349 5579 3 1076.82 19.28

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

11
SESESVSATEDLAPDAAQGEDNSE

IK
287 26 3 12.23 b8b10y8 2679.22 68.416 5523 3 893.75 17.59

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

12
ATASPRPSSGNIPSSPTASGGGSPT

SPR
421 28 5 17.48 b17y9y11°y11y19 2581.32 90.959 4331 3 861.11 21.94

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

13 Carbamidomethyl+C(3) IGCYVTIFQNISNLR 202 15 4 18.31 b7y4°y4y7 1797.95 95.177 3735 3 599.99 10.18



|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

14 KLVDYDSAR 144 9 3 38.48 y5y7y8 1066.56 63.879 125759 2 533.78 3.66

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

15
TATVSSPLTSPTSPSTLSLKSESES

VSATEDLAPDAAQGEDNSEIK
267 46 3 11.13 b5b18y11 4635.18 120.859 21611 4 1159.55 -8.32

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

16
AIVWNNDLLWEDYEEKLADQAV

R
100 23 4 17.68 b8b10y3y7 2790.37 112.912 6915 3 930.80 -0.96

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

17 TMEIYVAQFSEIKER 123 15 3 26.39 b6b12b13 1843.95 91.089 4671 2 922.48 11.65

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

18 EMSKLNHNLYEVMSK 222 15 4 26.39 b7b9b11*b11 1822.86 50.626 3802 3 608.29 -12.19

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

19
Carbamidomethyl+C(3);

Phosphoryl STY(12)
IGCYVTIFQNISNLRDVFYR 202 20 5 28.31 b10b14b19y10y19 2558.19 107.886 2972 3 853.40 -9.16

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

20 Oxidation+M(1) MEDKEKDNK 515 9 3 30.7 b5y3y6 1152.52 93.067 55977 2 576.76 -1.59

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

21 Oxidation+M(9) LNHNLYEVMSK 226 11 4 24.51 b4y3y5°y5 1363.65 63.101 4928 3 455.22 -9.31

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

22 FEQSASNF 42 8 0 4.76 929.40 60.083 2036 2 465.20 -0.59

|Q9UI15|TAGL3_HUMAN Transgelin-3 1 GASQAGMTGYGMPR 182 14 12 51.13
b3°b3b5°b5*b5y6y7°y7

y9y12y14*y14
1383.62 45.477 21516 2 692.31 2.65

|Q9UI15|TAGL3_HUMAN Transgelin-3 2 GEPSWFHR 145 8 4 41.1 b2y4y6y7 1015.46 115.684 2362 1 1015.46 -10.88

|Q9UI15|TAGL3_HUMAN Transgelin-3 3 QMEQISQFLK 88 10 5 37.12 b5°b5b6°b6b7 1251.66 46.425 61467 2 626.33 13.75

|Q9UI15|TAGL3_HUMAN Transgelin-3 4 Carbamidomethyl+C(9) LVDWIILQCAEDIEHPPPGR 29 20 6 25.47 b14°b14*b14y4y5y16 2358.19 77.336 4731 3 786.74 1.45

|Q9UI15|TAGL3_HUMAN Transgelin-3 5 QGQNVIGLQMGSNK 168 14 3 19.46 b5y4y7 1473.75 23.864 4400 3 491.92 2.15

|Q9UI15|TAGL3_HUMAN Transgelin-3 6
QGQNVIGLQMGSNKGASQAGMT

GYGMPR
168 28 8 30.98

b11*b11b12y5y7°y7y11
*y11

2838.37 111.526 1798 4 710.35 7.83

|Q9UI15|TAGL3_HUMAN Transgelin-3 7 Oxidation+M(16) TTDIFQTVDLWEGKDMAAVQR 106 21 9 45.31
b7b13*b13b15y5y7°y7y

13y16
2440.18 121.805 4159 2 1220.59 -1.30

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 11 102.82
b5b6b7b9b10y3y6y7y8y

9y17
1990.05 98.270 285289 3 664.02 -6.93

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 11 87.71
b2b3y2y4y5°y5y7y8y9y

10y11
1337.63 53.194 149364 2 669.32 -0.64

|Q9Y281|COF2_HUMAN Cofilin-2 3 VFNDMK 13 6 1 13.7 y5 753.35 31.817 13259 2 377.18 -10.37

|Q9Y281|COF2_HUMAN Cofilin-2 4 MASGVTVNDEVIK 0 13 8 34.34
b6°b6b8b12°b12*b12y8

*y8
1362.71 72.049 3805 1 1362.71 10.48

|Q9Y281|COF2_HUMAN Cofilin-2 5 Carbamidomethyl+C(5) AVLFCLSDDK 34 10 4 41.39 b8b9y3y9 1167.58 48.953 1655 2 584.29 7.63

|Q9Y281|COF2_HUMAN Cofilin-2 6 MASGVTVNDEVIKVFNDMK 0 19 4 20.92 b6b9y4y12 2097.07 72.782 7573 3 699.69 14.55
|Q9Y281|COF2_HUMAN Cofilin-2 7 ASGVTVNDEVIKVFNDMK 1 18 6 15.73 b8°b8y3°y3y7*y7 1965.99 106.417 6625 3 656.00 -3.48



Healty PLT LC-MS run 2: PLT_sani_290709_02

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 21 130.25
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6*y6y7

*y7y8y9y10
1274.72 79.093 1756497 2 637.87 -1.92

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 EFTPPVQAAYQK 121 12 19 114.06
b2b3°b3b12y1y2*y2y3y
4y5y6*y6y7*y7y8y9y10

°y10y12
1378.71 50.801 1023261 2 689.86 3.54

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VNVDEVGGEALGR 18 13 35 229.35

b2*b2b3b4°b4*b4b5°b5
*b5b6°b6*b6b8*b8b10b
11b12*b12y2y3y4y6y7°
y7y8y9°y9y10°y10y11°y

11y12°y12*y12y13

1314.66 51.377 914943 2 657.84 -1.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 VLGAFSDGLAHLDNLK 67 16 22 153.6
b1b2b3y1y2y3*y3y4*y4
y5°y5y6*y6y7y9y10y11

y12°y12y13y14y16
1669.87 76.998 840185 3 557.29 -14.55

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 FFESFGDLSTPDAVMGNPK 41 19 30 257.46

b2b3b4°b4b6b7b10°b10
b14b17°b17y2y3y4*y4y
5y6y7y8°y8y9y10y11y1
2y14y15y16y17°y17y19

2058.96 82.601 643164 2 1029.98 6.05

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 SAVTALWGK 9 9 14 103.25
b5°b5b7°b7y1y2y3y4y5

y6°y6y7y8y9
932.51 61.444 439804 2 466.76 -7.85

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 19 164.77
b2b3b4*b4b5*b5y1y2y3
y4y5y6y7y8y9y10y11y1

5y16
1776.97 92.706 424119 3 593.00 -11.82

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 VVAGVANALAHK 133 12 16 124.06
b2b5b8y2y3y4y5y6*y6y

7*y7y8y9*y9y10y12
1149.67 42.624 399304 2 575.34 -4.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 20 168.35
b3b4b5°b5b8b11b12y1y
2y3y4°y4y5°y5y7y8y9°y

9y11y13
1478.70 54.455 235154 2 739.85 1.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 VHLTPEEK 1 8 5 36.33 b2b3y4y6y8 952.50 26.639 141814 2 476.76 -6.22

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 LHVDPENFR 96 9 14 103.25
b2b3b4y2y3*y3y4°y4y5

y6y7y8*y8y9
1126.56 47.573 117292 2 563.78 -2.17

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 MVHLTPEEKSAVTALWGK 0 18 4 15.73 b5b9°b9y16 1997.08 72.045 906599 2 999.04 14.55

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 Carbamidomethyl+C(11) GTFATLSELHCDKLHVDPENFR 83 22 11 44.52
b3°b3b5°b5y3*y3y5*y5

y6y10y16
2586.22 68.182 480436 4 647.31 -8.87

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14 Oxidation+M(15) FFESFGDLSTPDAVMGNPK 41 19 9 48.31
b4b5b13b17y5y11*y11y

14°y14
2074.97 75.455 21761 2 1037.99 11.77

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 AGVANALAHK 135 10 9 79.59
b3b4b5*b5b6*b6b8*b8

b9
951.53 42.624 237428 2 476.27 -10.58

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 VAGVANALAHK 134 11 1 7.63 b3 1050.60 42.629 77273 2 525.80 -5.23

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 1 7.25 b4 1167.60 92.711 49824 2 584.30 -7.63

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 VTALWGK 11 7 4 23.42 b4°b4b5°b5 774.45 61.443 44412 1 774.45 2.60

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 GAFSDGLAHLDNLK 69 14 3 34.73 b3b4b5 1457.74 77.012 42649 2 729.38 3.18

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 AVTALWGK 10 8 0 1.59 845.48 61.366 36134 1 845.48 -8.23



|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(6) GNVLVCVLAHHFGK 107 14 2 14.44 b3b11 1550.81 92.684 21707 3 517.61 -9.05

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 ANALAHK 138 7 2 21.6 b3b4 724.41 42.543 15480 1 724.41 5.90

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

23 Carbamidomethyl+C(9) FATLSELHCDK 85 11 5 30.08 b3°b3b5°b5b9 1320.61 54.451 12832 3 440.88 -8.78

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

24 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 0 4.36 1280.68 92.622 10386 2 640.84 -12.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

25 Carbamidomethyl+C(7) LGNVLVCVLAHHFGK 106 15 0 4.36 1663.90 92.675 9517 3 555.30 -9.02

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

26 LGAFSDGLAHLDNLK 68 15 2 14.44 b4b9 1570.81 76.951 5630 2 785.91 -7.69

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

27 Carbamidomethyl+C(4) VLVCVLAHHFGK 109 12 2 20.97 b3b4 1379.74 92.679 3047 2 690.37 -13.98

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

28 LAHHFGK 114 7 1 7.25 b5 809.43 92.704 1761 2 405.22 -12.14

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

29 EFTPPVQAAYQK 121 12 0 2.78 1360.70 50.781 12913 2 680.85 9.33

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

30 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 0 4.36 1759.96 92.689 3177 4 440.75 -2.50

|P60709|ACTB_HUMAN Actin 1 SYELPDGQVITIGNER 238 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P60709|ACTB_HUMAN Actin 2 VAPEEHPVLLTEAPLNPK 95 18 27 195.85

b2b4b6b10y2y3*y3y4y5
*y5y6y7y8*y8y9°y9y10
°y10y11y12°y12y13y14

*y14y16°y16y18

1954.06 61.573 2501157 3 652.03 -0.69

|P60709|ACTB_HUMAN Actin 3 AGFAGDDAPR 18 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P60709|ACTB_HUMAN Actin 4 EITALAPSTMK 315 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P60709|ACTB_HUMAN Actin 5
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 34 275.93

b2°b2b3°b3b4b6°b6b7b
16°b16b18b26b30y2y3y
5y6y7y8y9y10y11y12y1
4y15y16y20y22y23y24y

25y26y28y30

3183.61 80.501 1157859 4 796.66 -2.53

|P60709|ACTB_HUMAN Actin 6 AVFPSIVGRPR 28 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|P60709|ACTB_HUMAN Actin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 43 296.54

b2b3b4°b4b5b7*b7b8*b
8b10b11*b11b13°b13b1
4b15b28y2y3y4y5*y5y6
*y6y8y9y10y12°y12y13
*y13y14*y14y15y16y17
*y17y18°y18y21y23y24

y28

3231.47 92.892 869739 3 1077.83 3.25

|P60709|ACTB_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 28 207.33

b2b3b4b6b10b14°b14b1
5°b15b18y1y2y4y5y6y7
y8y9y11y12y13°y13y14

y15°y15y17°y17y21

2215.08 77.740 823708 2 1108.05 6.17



|P60709|ACTB_HUMAN Actin 9 GYSFTTTAER 196 10 15 88.12
b2b3°b3b10y1y2y3y4y5

y6y7°y7y8°y8y10
1132.53 43.283 762297 2 566.77 -1.62

|P60709|ACTB_HUMAN Actin 10 DSYVGDEAQSKR 50 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P60709|ACTB_HUMAN Actin 11 QEYDESGPSIVHRK 359 14 24 175.06

b3°b3b4°b4*b4b5b7°b7
b14y2y3y4y5y6°y6y7y8
y9y10°y10y11y12y14*y

14

1644.78 32.248 414928 3 548.93 -11.87

|P60709|ACTB_HUMAN Actin 12 HQGVMVGMGQK 39 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P60709|ACTB_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 30 229.47

b2b3b5b6b7°b7b8b9b11
°b11b15b16b17y1y4y5y
6y7y9y10y11°y11y12y1
3°y13y16°y16y17*y17y

23

2550.20 92.835 345239 2 1275.60 8.81

|P60709|ACTB_HUMAN Actin 14 QEYDESGPSIVHR 359 13 6 78.23 y3y4y5y6y8y11 1516.70 38.099 279257 3 506.24 -0.32

|P60709|ACTB_HUMAN Actin 15 KDLYANTVLSGGTTMYPGIADR 290 22 23 143.31
b3b4b7°b7b8b9b16°b16
b22y1y2y3y5y6y7y8y10
y12y13°y13y14°y14y22

2343.17 69.147 206145 3 781.73 0.52

|P60709|ACTB_HUMAN Actin 16 IIAPPERK 328 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P60709|ACTB_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 12 93.92
b1b2°b2b3b4b5y3y4°y4

y5y6y7
905.44 22.935 126991 2 453.22 -9.91

|P60709|ACTB_HUMAN Actin 18 DSYVGDEAQSK 50 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73

|P60709|ACTB_HUMAN Actin 19
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 25 201.73

b3b5b6b7b8b9b10b12b
14y4y5y7*y7y8*y8y9y1
0°y10y14*y14y15y16y1

7y19y21

3534.61 90.977 905672 4 884.41 -6.56

|P60709|ACTB_HUMAN Actin 20 IKIIAPPER 326 9 4 38.49 y3°y3y5y6 1036.65 44.197 35501 2 518.83 -1.65

|P60709|ACTB_HUMAN Actin 21
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 7 23.62

b3y11y12°y12*y12y14*
y14

2602.29 71.161 26530 4 651.33 9.19

|P60709|ACTB_HUMAN Actin 22 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
213 25 6 33.78 b4b6b14y3y13y14 2807.34 92.999 25716 2 1404.17 9.74

|P60709|ACTB_HUMAN Actin 23 KDLYANTVLSGGTTMYPGIADR 290 22 4 21.08 b4b6b17y10 2343.13 65.049 15383 3 781.72 -14.38

|P60709|ACTB_HUMAN Actin 24 IIAPPERK 328 8 3 33.32 b3y6y7 923.57 37.525 14595 2 462.29 -1.92
|P60709|ACTB_HUMAN Actin 25 ILTERGYSFTTTAER 191 15 3 26.4 y3y7y12 1744.88 84.481 8311 2 872.94 -3.71

|P60709|ACTB_HUMAN Actin 26 Carbamidomethyl+C(16)
DDDIAALVVDNGSGMCKAGFAG

DDAPR
1 27 5 15.5 b8b13y4°y4y7 2737.26 103.876 2241 4 685.07 13.11

|P60709|ACTB_HUMAN Actin 27
Carbamidomethyl+C(16)

;Phosphoryl STY(13)
DDDIAALVVDNGSGMCK 1 17 3 16.48 b12y3y15 1859.73 82.286 630359 3 620.58 -7.02

|P60709|ACTB_HUMAN Actin 28 Oxidation+M() KDLYANTVLSGGTTMYPGIADR 290 22 5 24.43 b5b7°b7b8y6 2359.16 63.042 5953 3 787.06 -1.66

|P60709|ACTB_HUMAN Actin 29
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFEQEMATAASSSSLEK 215 23 5 24 b4b5b13°b13y13 2566.20 90.797 1769 2 1283.60 11.42

|P60709|ACTB_HUMAN Actin 30 SGPSIVHRK 364 9 2 7.33 b3°b3 980.56 32.252 59897 2 490.78 -4.11



|P60709|ACTB_HUMAN Actin 31 PSIVHRK 366 7 2 7.33 b3°b3 836.50 32.246 40951 2 418.76 -7.22
|P60709|ACTB_HUMAN Actin 32 FAGDDAPR 20 8 2 8.3 b5°b5 848.38 31.477 33651 2 424.70 -5.90
|P60709|ACTB_HUMAN Actin 33 SFTTTAER 198 8 2 8.3 b3°b3 912.44 43.199 15589 1 912.44 -0.13
|P60709|ACTB_HUMAN Actin 34 VAPEEHPVLLTEAPLNPK 95 18 0 5.16 1937.05 61.505 9038 3 646.35 7.44

|P63261|ACTG_HUMAN Actin 1 SYELPDGQVITIGNER 238 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P63261|ACTG_HUMAN Actin 2 VAPEEHPVLLTEAPLNPK 95 18 27 195.85

b2b4b6b10y2y3*y3y4y5
*y5y6y7y8*y8y9°y9y10
°y10y11y12°y12y13y14

*y14y16°y16y18

1954.06 61.573 2501157 3 652.03 -0.69

|P63261|ACTG_HUMAN Actin 3 AGFAGDDAPR 18 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P63261|ACTG_HUMAN Actin 4 EITALAPSTMK 315 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P63261|ACTG_HUMAN Actin 5
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 34 275.93

b2°b2b3°b3b4b6°b6b7b
16°b16b18b26b30y2y3y
5y6y7y8y9y10y11y12y1
4y15y16y20y22y23y24y

25y26y28y30

3183.61 80.501 1157859 4 796.66 -2.53

|P63261|ACTG_HUMAN Actin 6 AVFPSIVGRPR 28 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|P63261|ACTG_HUMAN Actin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 43 296.54

b2b3b4°b4b5b7*b7b8*b
8b10b11*b11b13°b13b1
4b15b28y2y3y4y5*y5y6
*y6y8y9y10y12°y12y13
*y13y14*y14y15y16y17
*y17y18°y18y21y23y24

y28

3231.47 92.892 869739 3 1077.83 3.25

|P63261|ACTG_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 28 207.33

b2b3b4b6b10b14°b14b1
5°b15b18y1y2y4y5y6y7
y8y9y11y12y13°y13y14

y15°y15y17°y17y21

2215.08 77.740 823708 2 1108.05 6.17

|P63261|ACTG_HUMAN Actin 9 GYSFTTTAER 196 10 15 88.12
b2b3°b3b10y1y2y3y4y5

y6y7°y7y8°y8y10
1132.53 43.283 762297 2 566.77 -1.62

|P63261|ACTG_HUMAN Actin 10 DSYVGDEAQSKR 50 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P63261|ACTG_HUMAN Actin 11 QEYDESGPSIVHRK 359 14 24 175.06

b3°b3b4°b4*b4b5b7°b7
b14y2y3y4y5y6°y6y7y8
y9y10°y10y11y12y14*y

14

1644.78 32.248 414928 3 548.93 -11.87



|P63261|ACTG_HUMAN Actin 12 HQGVMVGMGQK 39 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P63261|ACTG_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 30 229.47

b2b3b5b6b7°b7b8b9b11
°b11b15b16b17y1y4y5y
6y7y9y10y11°y11y12y1
3°y13y16°y16y17*y17y

23

2550.20 92.835 345239 2 1275.60 8.81

|P63261|ACTG_HUMAN Actin 14 QEYDESGPSIVHR 359 13 6 78.23 y3y4y5y6y8y11 1516.70 38.099 279257 3 506.24 -0.32

|P63261|ACTG_HUMAN Actin 15 KDLYANTVLSGGTTMYPGIADR 290 22 23 143.31
b3b4b7°b7b8b9b16°b16
b22y1y2y3y5y6y7y8y10
y12y13°y13y14°y14y22

2343.17 69.147 206145 3 781.73 0.52

|P63261|ACTG_HUMAN Actin 16 IIAPPERK 328 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P63261|ACTG_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 12 93.92
b1b2°b2b3b4b5y3y4°y4

y5y6y7
905.44 22.935 126991 2 453.22 -9.91

|P63261|ACTG_HUMAN Actin 18 DSYVGDEAQSK 50 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73
|P63261|ACTG_HUMAN Actin 19 YPIEHGIVTNWDDMEK 68 16 3 25.7 b4b5b8 1946.93 67.792 30321 2 973.97 18.68

|P63261|ACTG_HUMAN Actin 20 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 4 16.48 b5b15y16°y16 1835.84 91.704 6145 3 612.62 -5.72

|P63261|ACTG_HUMAN Actin 21
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 3 11.6 b6y4y7 3253.66 133.944 1801 3 1085.22 15.61

|P63261|ACTG_HUMAN Actin 22
Carbamidomethyl+C(17)

;Oxidation+M(1)
MEEEIAALVIDNGSGMCK 0 18 4 15.73 b14y11y17°y17 1982.89 67.195 379508 3 661.63 1.11

|P63261|ACTG_HUMAN Actin 23 Oxidation+M()
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 4 14.32 b13b16y6y14 3199.60 77.327 69531 4 800.66 -2.14

|P63261|ACTG_HUMAN Actin 24 Oxidation+M() LDLAGRDLTDYL MK 177 14 4 19.47 b3b7y6°y6 1639.84 90.111 30010 2 820.42 1.34
|P63261|ACTG_HUMAN Actin 25 FPSIVGRPR 30 9 4 22 b3°b3b4°b4 1028.60 56.304 1259678 2 514.80 -1.54
|P63261|ACTG_HUMAN Actin 26 PSIVGRPR 31 8 4 31.5 b3°b3b4b6 881.52 56.301 518283 2 441.26 -11.63
|P63261|ACTG_HUMAN Actin 27 YVGDEAQSKR 52 10 5 48.21 b4b5°b5b8b9 1152.56 24.270 94467 2 576.78 -3.71
|P63261|ACTG_HUMAN Actin 28 VFPSIVGRPR 29 10 0 2.38 1127.67 56.311 90391 2 564.34 1.62

|P63261|ACTG_HUMAN Actin 29 PEEHPVLLTEAPLNPK 97 16 8 72.05 b3b5b6b9°b9b10b11b13 1783.96 61.545 88780 3 595.32 -1.98

|P63261|ACTG_HUMAN Actin 30 VGDEAQSKR 53 9 6 45.2 b3b5b6b8°b8*b8 989.50 24.251 83527 2 495.25 -0.56
|P63261|ACTG_HUMAN Actin 31 GPSIVHRK 365 8 3 15.71 b3°b3b6 893.53 32.223 78762 2 447.27 -7.10
|P63261|ACTG_HUMAN Actin 32 AGDDAPR 21 7 4 37.12 b3b4b5°b5 701.32 31.488 56095 1 701.32 -0.09
|P63261|ACTG_HUMAN Actin 33 GDEAQSKR 54 8 3 21.6 b3b4°b4 890.43 24.272 45433 2 445.72 -7.13
|P63261|ACTG_HUMAN Actin 34 IAPPERK 329 7 0 1.19 810.48 27.006 36435 2 405.74 -8.06
|P63261|ACTG_HUMAN Actin 35 TALAPSTMK 317 9 1 7.9 b6 919.49 50.935 16978 1 919.49 3.45
|P63261|ACTG_HUMAN Actin 36 SIVGRPR 32 7 3 31.5 b3b5b6 784.47 56.300 15882 2 392.74 -6.77
|P63261|ACTG_HUMAN Actin 37 LAPSTMK 319 7 1 7.9 b4 747.41 51.010 10543 1 747.41 3.43
|P63261|ACTG_HUMAN Actin 38 MVGMGQK 43 7 1 7.9 b6 750.37 33.493 10417 1 750.37 6.02
|P63261|ACTG_HUMAN Actin 39 GFAGDDAPR 19 9 1 8.3 b4 905.41 31.494 3744 1 905.41 -0.54
|P63261|ACTG_HUMAN Actin 40 YDESGPSIVHR 361 11 0 3.17 1259.60 38.178 2462 2 630.30 0.87
|P63261|ACTG_HUMAN Actin 41 YDESGPSIVHRK 361 12 1 7.33 b3 1387.69 32.235 1997 3 463.24 -3.43
|P63261|ACTG_HUMAN Actin 42 DEAQSKR 55 7 2 7.63 b3°b3 833.40 24.253 1816 2 417.20 -13.18
|P63261|ACTG_HUMAN Actin 43 GYSFTTTAER 196 10 0 1.98 1114.52 43.304 20134 2 557.76 7.45

|P07737|PROF1_HUMAN Profilin-1 1 TFVNITPAEVGVLVGK 38 16 22 141.76
b2°b2b3b4*b4b5°b5*b5
b6°b6*b6b12b14y2y3y6

y7y10y11y12y13y16
1643.94 86.235 331299 2 822.47 2.30

|P07737|PROF1_HUMAN Profilin-1 2 STGGAPTFNVTVTK 91 14 12 39.39
b2°b2b5°b5b10°b10b14

y1y9y10y12y14
1379.72 52.330 295894 2 690.36 2.57



|P07737|PROF1_HUMAN Profilin-1 3 SSFYVNGLTLGGQK 56 14 20 164.76
b3°b3b5°b5b9°b9*b9b1
3b14y3y4y5y6y7y8y9y1

0y11*y11y14
1470.77 67.795 283844 2 735.89 4.81

|P07737|PROF1_HUMAN Profilin-1 4 TFVNITPAEVGVLVGKDR 38 18 14 88.25
b2°b2b3°b3b4b5*b5y5y

6y8y13y15y16y18
1915.06 80.446 222518 3 639.02 -4.21

|P07737|PROF1_HUMAN Profilin-1 5 TLVLLMGK 108 8 9 94.32 b3b4b5y2y3y4y5y6y8 874.53 69.427 196056 2 437.77 -9.77

|P07737|PROF1_HUMAN Profilin-1 6 DSPSVWAAVPGK 26 12 10 83.35
b8b9y1y2y3y4y6y7y10y

12
1213.63 59.274 142406 2 607.32 3.52

|P07737|PROF1_HUMAN Profilin-1 7 Carbamidomethyl+C(1) CYEMASHLR 127 9 5 30.71 b1b8y4y8y9 1166.51 28.997 4606 1 1166.51 -0.63

|P07737|PROF1_HUMAN Profilin-1 8 Carbamidomethyl+C(16)
AGWNAYIDNLMADGTCQDAAIV

GYK
1 25 4 19.02 b3b12b14y12 2717.25 102.975 3700 3 906.42 6.47

|P07737|PROF1_HUMAN Profilin-1 9 DRSSFYVNGLTLGGQK 54 16 4 25.7 b6b11b12°b12 1741.86 91.545 12546 2 871.44 -13.60

|P07737|PROF1_HUMAN Profilin-1 10 EGVHGGLINKK 116 11 9 70.44
b4°b4b5°b5y3*y3y4y7y

10
1151.64 30.574 6215 3 384.55 -14.95

|P07737|PROF1_HUMAN Profilin-1 11 Carbamidomethyl+C(2) KCYEMASHLR 126 10 3 34.11 y3y5y6 1294.59 50.454 3523 3 432.20 -8.11

|P07737|PROF1_HUMAN Profilin-1 12 DSLLQDGEFSMDLRTK 75 16 3 17.33 b6b11y12 1854.91 74.773 2492 3 618.98 11.65

|P07737|PROF1_HUMAN Profilin-1 13
Carbamidomethyl+C(16)

;Phosphoryl STY(6)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 11 80.28

b3b4y3y7y12y23y24y25
y27y29y31

3991.79 105.305 215618 4 998.70 -1.96

|P37802|TAGL2_HUMAN Transgelin-2 1 YGINTTDIFQTVDLWEGK 102 18 29 217.31

b2b3b4b5°b5b7b10b12b
13°b13b14*b14y2y3°y3
y4y5y6y8y10*y10y12*y
12y13y14y15°y15*y15y

18

2100.03 101.205 280716 2 1050.52 2.21

|P37802|TAGL2_HUMAN Transgelin-2 2 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 26 153.88

b2°b2b3°b3b4°b4b5°b5
b6b10b11°b11b13°b13b
22y2y4y5y7y9y10y14y1

6y17y18y22

2415.25 106.119 272250 3 805.76 -1.62

|P37802|TAGL2_HUMAN Transgelin-2 3 TLMNLGGLAVAR 127 12 11 80.34
b2b3b4°b4y2y4y7y8y9y

10y12
1215.69 73.327 266981 2 608.35 1.21

|P37802|TAGL2_HUMAN Transgelin-2 4 DDGLFSGDPNWFPK 139 14 10 45.62
b2b3b4b14y2y3y6*y6y9

y14
1594.73 87.751 192400 2 797.87 4.90

|P37802|TAGL2_HUMAN Transgelin-2 5 QMEQISQFLQAAER 88 14 18 140.89
b3°b3*b3b4°b4*b4b14y
3y4y5*y5y6y7y8y9y11y

12y14
1678.83 81.076 161062 2 839.92 5.31

|P37802|TAGL2_HUMAN Transgelin-2 6 DDGLFSGDPNWFPKK 139 15 9 43.46 b2b3°b3b4y2y3y4y7y15 1722.80 77.101 140820 3 574.94 -5.88

|P37802|TAGL2_HUMAN Transgelin-2 7 ENFQNWLK 49 8 6 41.1 y1y3y4y5*y5y8 1078.53 67.130 130002 2 539.77 -1.70

|P37802|TAGL2_HUMAN Transgelin-2 8 NFSDNQLQEGK 160 11 15 90.74
b1*b1b4y1y2y3°y3y4°y

4y5y7y8y9*y9y11
1279.59 36.767 125293 2 640.30 0.19

|P37802|TAGL2_HUMAN Transgelin-2 9 GPAYGLSR 4 8 7 41.1 b2y1y4y6y7°y7y8 820.43 33.565 66359 2 410.72 -5.65

|P37802|TAGL2_HUMAN Transgelin-2 10 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 11 54.77
b1b2*b2b20y4y6y9y10y

16y18y20
2522.27 108.790 54606 3 841.43 0.19

|P37802|TAGL2_HUMAN Transgelin-2 11 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 19 150.31
b3*b3b9*b9b10b11y2y3
y4y5y6°y6y7°y7y8y9y10

y11y19
2394.17 116.226 49887 3 798.73 -2.45



|P37802|TAGL2_HUMAN Transgelin-2 12 GASQAGMTGYGMPR 182 14 8 51.14 b3°b3b5y6y7°y7y9y12 1383.62 45.232 13411 2 692.31 3.88

|P37802|TAGL2_HUMAN Transgelin-2 13 IQASTMAFK 79 9 7 68.11 y3y5y6y7y8°y8*y8 996.51 46.253 144884 2 498.76 -3.98

|P37802|TAGL2_HUMAN Transgelin-2 14 DVGRPQPGRENFQNWLK 40 17 5 27.64 b11°b11y7y12y13 2041.01 72.904 65516 2 1021.01 -11.78

|P37802|TAGL2_HUMAN Transgelin-2 15 ENPRNFSDNQLQEGK 156 15 6 43.46 b5b6y3°y3y6y13 1775.81 73.921 9344 3 592.61 -14.16

|P37802|TAGL2_HUMAN Transgelin-2 16
NVIGLQMGTNRGASQAGMTGYG

MPR
171 25 4 12.51 b14*b14y5y8 2567.20 104.018 6330 3 856.41 -9.80

|P37802|TAGL2_HUMAN Transgelin-2 17 Carbamidomethyl+C(21) IEKQYDADLEQILIQWITTQCR 17 22 3 13.56 b11y5y8 2764.39 110.109 3867 3 922.13 -4.33

|P37802|TAGL2_HUMAN Transgelin-2 18
Carbamidomethyl+C(6);

Phosphoryl STY(13)
DGTVLCELINALYPEGQAPVK 57 21 3 14.01 b9b11y8 2367.13 44.941 5375 4 592.54 2.99

|P37802|TAGL2_HUMAN Transgelin-2 19 Oxidation+M(2) QMEQISQFLQAAER 88 14 5 31.01 b5b7°b7b8y12 1694.84 92.948 2810 2 847.92 13.25

|P37802|TAGL2_HUMAN Transgelin-2 20 FSGDPNWFPKK 143 11 1 7.27 b10 1322.67 77.110 14640 2 661.84 13.29

|P37802|TAGL2_HUMAN Transgelin-2 21 PEGQAPVKK 70 9 7 40.37 b4°b4b5°b5b7*b7b8 953.54 106.118 6308 2 477.27 1.02

|P37802|TAGL2_HUMAN Transgelin-2 22 DDGLFSGDPNWFPKK 139 15 1 7.27 y14 1704.80 77.020 5345 3 568.94 0.86

|P02776|PLF4_HUMAN Platelet factor 4 1 HITSLEVIK 53 9 16 134.63
b1b2b3b4°b4b5°b5b6b7

y2y3y4y6y7y8y9
1039.61 48.514 375971 2 520.31 -3.52

|P02776|PLF4_HUMAN Platelet factor 4 2 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 15 153.12
b4b5b7°b7b8b9b10y3y4

y5y6y7y8y11y15
1577.84 61.301 344982 3 526.62 -6.58

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYKK 81 12 14 131.05
b2b3b4b5b6b7y1y2y3y5

y6y8y10y12
1461.79 65.985 215916 3 487.94 -13.19

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 8 47.82 b2y2y4y8y9y10°y10y11 1333.72 74.001 116227 2 667.36 0.73

|P02776|PLF4_HUMAN Platelet factor 4 5 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 4 36.45 b3b5y4y5 1461.83 67.709 68406 2 731.42 9.35

|P02776|PLF4_HUMAN Platelet factor 4 6 LDLQAPLYKK 83 10 1 7.63 b3 1188.69 65.974 2500 2 594.85 -10.68

|P62736|ACTA_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P62736|ACTA_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 28 181.37

b2b8b9°b9b11*b11b12b
13°b13b14y1y2°y2y3y4
y5y6y7°y7*y7y8*y8y12

y14y15*y15y16*y16

1960.91 67.185 2687619 3 654.31 -1.49

|P62736|ACTA_HUMAN Actin 3 AGFAGDDAPR 20 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P62736|ACTA_HUMAN Actin 4 EITALAPSTMK 317 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P62736|ACTA_HUMAN Actin 5 AVFPSIVGRPR 30 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63



|P62736|ACTA_HUMAN Actin 6 DSYVGDEAQSKR 52 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P62736|ACTA_HUMAN Actin 7 HQGVMVGMGQK 41 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P62736|ACTA_HUMAN Actin 8 IIAPPERK 330 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P62736|ACTA_HUMAN Actin 9 DSYVGDEAQSK 52 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73

|P62736|ACTA_HUMAN Actin 10 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 4 15.07 b8b10y7y9 3188.47 107.920 3058 4 797.87 -1.76

|P62736|ACTA_HUMAN Actin 11 Phosphoryl STY() YSVWIGGSILASLSTFQQMWISK 338 23 7 29.76 b3°b3b6b7°b7b11y10 2682.31 115.738 4138 3 894.78 7.46

|P62736|ACTA_HUMAN Actin 12 Phosphoryl STY()
MTQIMFETFNVPAMYVAIQAVLS

LYASGR
120 29 4 35.51 b4b5b6y23 3331.58 125.920 2912 3 1111.20 -3.30

|P62736|ACTA_HUMAN Actin 13 DSYVGDEAQSKR 52 12 0 2.78 1337.60 24.274 21494 3 446.54 7.48
|P62736|ACTA_HUMAN Actin 14 AGFAGDDAPR 20 10 0 1.98 958.43 31.443 14573 2 479.72 -5.09

|P68032|ACTC_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P68032|ACTC_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 28 181.37

b2b8b9°b9b11*b11b12b
13°b13b14y1y2°y2y3y4
y5y6y7°y7*y7y8*y8y12

y14y15*y15y16*y16

1960.91 67.185 2687619 3 654.31 -1.49

|P68032|ACTC_HUMAN Actin 3 AGFAGDDAPR 20 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P68032|ACTC_HUMAN Actin 4 EITALAPSTMK 317 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P68032|ACTC_HUMAN Actin 5 AVFPSIVGRPR 30 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|P68032|ACTC_HUMAN Actin 6 DSYVGDEAQSKR 52 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P68032|ACTC_HUMAN Actin 7 HQGVMVGMGQK 41 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P68032|ACTC_HUMAN Actin 8 IIAPPERK 330 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P68032|ACTC_HUMAN Actin 9 DSYVGDEAQSK 52 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73

|P68032|ACTC_HUMAN Actin 10 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 4 15.07 b8b10y7y9 3188.47 107.920 3058 4 797.87 -1.76



|P68032|ACTC_HUMAN Actin 11
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNS
IMKCDIDIR

258 34 10 37.25
b11°b11*b11b12b14b18

y6y10°y10y11
3960.84 96.309 187040 4 990.97 3.02

|P68032|ACTC_HUMAN Actin 12 GILTLKYPIEHGIITNWDDMEK 64 22 10 84.6
y4y5y6y7y8y12°y12y14

*y14y15
2586.30 83.446 75515 4 647.33 -11.52

|P68032|ACTC_HUMAN Actin 13 KDLYANNVLSGGTTMYPGIADR 292 22 5 27.13 b7b9y7y8°y8 2356.16 57.065 35039 3 786.06 -2.18

|P68032|ACTC_HUMAN Actin 14
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 5 26.23 b4b17y8y10y11 3457.60 102.791 2775 3 1153.21 -11.72

|P68032|ACTC_HUMAN Actin 15 Carbamidomethyl+C(4)
EKLCYVALDFENEMATAASSSSLE

K
215 25 5 19.02 b11y3y15*y15y22 2793.26 103.013 1749 3 931.76 -13.55

|P68032|ACTC_HUMAN Actin 16 Phosphoryl STY() KDLYANNVLSGGTTMYPGIADR 292 22 6 21.08 b5°b5b11b13y7°y7 2436.11 63.770 11672 3 812.71 -1.70

|P68032|ACTC_HUMAN Actin 17
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 217 23 6 33.87 b10°b10b11y8y11y15 2552.19 87.479 6585 3 851.40 15.02

|P68032|ACTC_HUMAN Actin 18 Oxidation+M() YPIEHGIITNWDDMEK 70 16 4 25.03 b5°b5b7b11 1976.92 85.085 2348 2 988.96 5.93

|P68133|ACTS_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P68133|ACTS_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 28 181.37

b2b8b9°b9b11*b11b12b
13°b13b14y1y2°y2y3y4
y5y6y7°y7*y7y8*y8y12

y14y15*y15y16*y16

1960.91 67.185 2687619 3 654.31 -1.49

|P68133|ACTS_HUMAN Actin 3 AGFAGDDAPR 20 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P68133|ACTS_HUMAN Actin 4 EITALAPSTMK 317 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P68133|ACTS_HUMAN Actin 5 AVFPSIVGRPR 30 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|P68133|ACTS_HUMAN Actin 6 DSYVGDEAQSKR 52 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P68133|ACTS_HUMAN Actin 7 HQGVMVGMGQK 41 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P68133|ACTS_HUMAN Actin 8 IIAPPERK 330 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P68133|ACTS_HUMAN Actin 9 DSYVGDEAQSK 52 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73

|P68133|ACTS_HUMAN Actin 10 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 4 15.07 b8b10y7y9 3188.47 107.920 3058 4 797.87 -1.76

|P68133|ACTS_HUMAN Actin 11 YSVWIGGSILASLSTFQQMWITK 338 23 4 13.16 b6b14y8*y8 2616.33 124.335 38997 3 872.78 -7.93

|P68133|ACTS_HUMAN Actin 12
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 7 49.49 b3b7b8y8y9y10°y10 3268.42 87.840 23377 4 817.86 -2.32



|P68133|ACTS_HUMAN Actin 13 Phosphoryl STY(14) YSVWIGGSILASLSTFQQMWITK 338 23 6 37.89

b12b15b16_H3PO4 
b16_HPO3 

b16b17y16_H3PO4 
y16°y16

2696.30 136.773 6652 2 1348.66 -2.26

|P68133|ACTS_HUMAN Actin 14 EITALAPSTMK 317 11 0 2.38 1143.61 50.950 42564 2 572.31 3.63

|P63267|ACTH_HUMAN Actin 1 SYELPDGQVITIGNER 239 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|P63267|ACTH_HUMAN Actin 2 YPIEHGIITNWDDMEK 69 16 28 181.37

b2b8b9°b9b11*b11b12b
13°b13b14y1y2°y2y3y4
y5y6y7°y7*y7y8*y8y12

y14y15*y15y16*y16

1960.91 67.185 2687619 3 654.31 -1.49

|P63267|ACTH_HUMAN Actin 3 AGFAGDDAPR 19 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|P63267|ACTH_HUMAN Actin 4 EITALAPSTMK 316 11 25 159.02
b1b2°b2b3°b3b4°b4b5°
b5b6b10b11y1y2y3y4y5
°y5y6°y6y7y8y9°y9y11

1161.62 50.929 1207932 2 581.31 -2.21

|P63267|ACTH_HUMAN Actin 5 AVFPSIVGRPR 29 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|P63267|ACTH_HUMAN Actin 6 DSYVGDEAQSKR 51 12 43 242.25

b1°b1b2°b2b3°b3b4°b4
b5b6b7°b7b8b9b10b11y
1y2y3°y3y4°y4*y4y5°y5
*y5y6°y6*y6y7°y7*y7y
8°y8*y8y9°y9*y9y10°y1

0y11y12*y12

1354.62 24.266 700316 2 677.81 -5.59

|P63267|ACTH_HUMAN Actin 7 HQGVMVGMGQK 40 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|P63267|ACTH_HUMAN Actin 8 IIAPPERK 329 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|P63267|ACTH_HUMAN Actin 9 DSYVGDEAQSK 51 11 4 37.02 b5b9b10y9 1198.52 26.159 22055 1 1198.52 1.73

|P63267|ACTH_HUMAN Actin 10 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
257 28 4 15.07 b8b10y7y9 3188.47 107.920 3058 4 797.87 -1.76

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 HITSLEVIK 56 9 16 134.63
b1b2b3b4°b4b5°b5b6b7

y2y3y4y6y7y8y9
1039.61 48.514 375971 2 520.31 -3.52

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 15 153.12
b4b5b7°b7b8b9b10y3y4

y5y6y7y8y11y15
1577.84 61.301 344982 3 526.62 -6.58

|P10720|PF4V_HUMAN Platelet factor 4 
variant

3 SSAAR 1 5 2 13.3 y4°y4 491.26 28.212 19108 1 491.26 7.89

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

1 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 6 50.06 b3y3y5y6y10y12 1418.72 99.236 129480 2 709.86 0.43

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 FLIPNASQAESK 103 12 19 124.06
b2b3b6*b6y2y3°y3y4°y
4y5*y5y6y7y9*y9y10*y

10y11y12
1304.69 55.716 113122 2 652.85 2.99

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 SVTEQGAELSNEER 27 14 19 142.43
b5°b5b8b12b13y2y4y5y
7y8y9°y9y10*y10y11y1

2°y12*y12y14
1548.72 35.323 100413 2 774.86 4.41



|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4 GIVDQSQQAYQEAFEISKK 139 19 10 64.28
b2b3b7y3y4y10y11y14y

16y19
2169.08 68.694 89839 3 723.70 -0.34

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5 YLAEVAAGDDKK 127 12 7 69.3 y3y5y7°y7y8y10y12 1279.64 33.363 55321 3 427.22 -9.44

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6 DSTLIMQLLR 212 10 3 41.9 y3y5y7 1189.67 93.010 18251 2 595.34 8.41

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 GIVDQSQQAYQEAFEISK 139 18 6 29.39 b9b11y9°y9y10*y10 2041.02 81.520 7601 3 681.01 14.71

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 TAFDEAIAELDTLSEESYK 193 19 8 40.75
b4b5b10°b10y3y14y16°

y16
2132.03 81.667 26208 3 711.35 16.03

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 SVTEQGAELSNEERNLLSVAYK 27 22 3 20.08 b7b10b12 2437.24 106.136 100509 3 813.08 7.51

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 6 24.47 b6b8b12b14°b14y4 3302.62 136.655 20135 4 826.41 -5.99

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 GIVDQSQQAYQEAFEISKK 139 19 6 24.26 b7*b7b12b13°b13*b13 2169.11 54.415 15767 4 543.03 11.37

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12
DSTLIMQLLRDNLTLWTSDTQGD

EAEAGEGGEN
212 33 4 11.09 b4b6°b6y6 3579.64 114.278 5168 4 895.67 1.16

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 GDYYRYLAEVAAGDDK 122 16 5 54.65 y6y7y8y9y11 1805.86 79.891 4280 2 903.43 11.63

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

14
Carbamidomethyl+C(9);

Phosphoryl STY(14)
IETELRDICNDVLSLLEK 85 18 6 34.98 b13°b13y5y7y8y11 2240.08 94.285 4701 3 747.37 1.85

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

15 Oxidation+M(25)
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 3 17.56 b3b7b13 3318.66 112.853 2706 3 1106.89 9.34

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

16 IVDQSQQAYQEAFEISK 140 17 2 13.57 b3b5 1983.94 81.495 32071 3 661.99 -10.64

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 21 130.25
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6*y6y7

*y7y8y9y10
1274.72 79.093 1756497 2 637.87 -1.92

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VLGAFSDGLAHLDNLK 67 16 22 153.6
b1b2b3y1y2y3*y3y4*y4
y5°y5y6*y6y7y9y10y11

y12°y12y13y14y16
1669.87 76.998 840185 3 557.29 -14.55

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 VVAGVANALAHK 133 12 16 124.06
b2b5b8y2y3y4y5y6*y6y

7*y7y8y9*y9y10y12
1149.67 42.624 399304 2 575.34 -4.57

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 Carbamidomethyl+C(11) GTFSQLSELHCDK 83 13 12 59.78
b10b12b13°b13*b13y1y

2y4y5y11y12y13
1521.71 65.985 191620 2 761.36 6.82

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 VHLTPEEK 1 8 5 36.33 b2b3y4y6y8 952.50 26.639 141814 2 476.76 -6.22

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 LHVDPENFR 96 9 14 103.25
b2b3b4y2y3*y3y4°y4y5

y6y7y8*y8y9
1126.56 47.573 117292 2 563.78 -2.17

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 TAVNALWGK 9 9 4 30.71 b4*b4b8y5 959.51 26.947 70074 2 480.26 -18.51

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

8 VNVDAVGGEALGR 18 13 3 20.83 b5y7y11 1256.66 50.457 29290 2 628.83 0.39

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

9 EFTPQMQAAYQK 121 12 4 22.48 b4°b4b9y9 1441.68 47.893 25114 2721.35 3.64

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

10 FFESFGDLSSPDAVMGNPK 41 19 7 49.05
b11b12y10y12y15*y15y

18
2044.96 81.672 21774 2 1022.98 14.68

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

11 VVAGVANALAHKYH 133 14 12 130.67
b3b4b12y3y4y5y6y7y9*

y9y11y12
1449.80 46.168 58223 2 725.40 1.94

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

12 TAVNALWGKVNVDAVGGEALGR 9 22 3 22.31 b10b11y9 2197.17 110.391 2300 2 1099.09 -1.56

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

13 Oxidation+M(15) FFESFGDLSSPDAVMGNPK 41 19 3 15.08 b6b8y16 2060.93 80.681 4808 4 515.99 2.84



|P02042|HBD_HUMAN Hemoglobin 
subunit delta

14 LHVDPENFR 96 9 0 1.59 1109.52 47.562 5973 3 370.51 -12.54

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 24 197.56

b2b10°b10b12b13b14b1
5°b15y1y2y3y4y5y6y7y
8y9y10y12y14y15y18y2

2y24

2683.26 79.772 233649 4 671.57 -8.10

|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 37 328.23

b2b3°b3b4°b4b5*b5b6°
b6*b6b7b9°b9b10y2y3y
5y6y7y8y10y11y12y13y
14*y14y15y16y17y18y1
9y20y21*y21y22y23y25

2894.41 122.523 161907 3 965.47 0.17

|P08567|PLEK_HUMAN Pleckstrin 3
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 15 71.71

b4°b4b5°b5b15°b15b16
y2y3y7y9*y9y11y15y24

2552.23 91.723 65083 3 851.42 -2.39

|P08567|PLEK_HUMAN Pleckstrin 4
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 3 13.56 b7b11y7 2666.28 93.431 50763 3 889.43 8.70

|P08567|PLEK_HUMAN Pleckstrin 5 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 7 60.84 b11y3y4y8y9y10y14 1553.74 41.848 23247 2 777.37 2.91

|P08567|PLEK_HUMAN Pleckstrin 6 LPETIDLGALYLSMK 119 15 4 18.32 b12y4y8y15 1663.90 95.719 20064 2 832.45 2.86

|P08567|PLEK_HUMAN Pleckstrin 7 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 10 52.04
b2b3y8°y8*y8y9y10*y1

0y11y15
1593.75 30.007 15032 3 531.92 -9.88

|P08567|PLEK_HUMAN Pleckstrin 8 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 7 32.59 b2°b2b10°b10y4y5y10 1397.66 42.422 2920 3 466.56 13.36

|P08567|PLEK_HUMAN Pleckstrin 9 AIQMASR 340 7 4 37.7 b3b4*b4y6 776.43 43.766 347136 1 776.43 21.85

|P08567|PLEK_HUMAN Pleckstrin 10 QQDHFFQAAFLEER 75 14 10 66.49
b5b8b10y4°y4y6y7y8°y

8*y8
1765.84 72.813 36925 3 589.28 4.49

|P08567|PLEK_HUMAN Pleckstrin 11 MFVFK 65 5 1 13.3 b4 671.35 35.951 19284 2 336.18 -5.82
|P08567|PLEK_HUMAN Pleckstrin 12 EGYLVK 7 6 1 13.7 b4 708.39 99.364 4016 1 708.39 -7.50

|P08567|PLEK_HUMAN Pleckstrin 13
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 6 39.28 b7b15*b15y11y12y13 2822.39 86.615 42450 3 941.47 3.89

|P08567|PLEK_HUMAN Pleckstrin 14 Carbamidomethyl+C(14) GMIPLKGSTLTSPCQDFGK 45 19 5 40.2 b3y3y4y5y13 2037.00 104.014 18885 2 1019.01 -5.03

|P08567|PLEK_HUMAN Pleckstrin 15
SEEENLFEIITADEVHYFLQAATPK

ER
308 27 3 11.99 b3b6y19 3179.51 94.437 3683 3 1060.51 -15.05

|P08567|PLEK_HUMAN Pleckstrin 16 Oxidation+M(5)
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 12 61.74

b4°b4b16y3°y3y4°y4y5y
6y13y17*y17

2568.21 88.769 14229 3 856.74 -10.46

|P08567|PLEK_HUMAN Pleckstrin 17 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 0 3.57 1195.56 41.797 1850 2 598.28 4.29

|P08567|PLEK_HUMAN Pleckstrin 18 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 0 7.54 2665.24 79.721 29340 4 667.07 -7.60

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 SYELPDGQVITIGNER 239 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 HQGVMVGMGQK 40 11 26 188.64

b1b2*b2b3b4*b4b5b6b
8*b8b9b10y1y2*y2y3*y
3y4*y4y5y6y7y9y10*y1

0y11

1171.57 33.564 386900 2 586.29 0.21

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 LDLAGRDLTDYLMK 178 14 7 45.03 b2y2y6y8y10y12y14 1623.82 79.051 180834 3 541.94 -12.93

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 IIAPPERK 329 8 11 76.24
b2b3y2y3y4°y4y5y6°y6

y7y8
923.56 26.997 133691 2 462.28 -8.33

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 Carbamidomethyl+C(1) CDVDIRK 285 7 12 93.92
b1b2°b2b3b4b5y3y4°y4

y5y6y7
905.44 22.935 126991 2 453.22 -9.91



|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6
TTGIVMDSGDGVTHIVPIYEGYAL

PHAILR
148 30 3 11.44 b3b16y15 3195.63 86.171 2076 3 1065.88 -6.80

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 IIAPPER 329 7 7 54.01 y3°y3y4°y4y5°y5y6 795.46 33.626 87860 2 398.23 -18.18

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8 YPIEHGVVTNWDDMEK 69 16 5 28.59 b7b8b12°b12y13 1932.85 54.549 40441 2 966.93 -17.11

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9 AVFPSMIGRPR 29 11 4 24.51 b4b6y7°y7 1230.66 55.702 13821 2 615.83 -13.99

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 YSVWIGGSILASLSTFQQMWISK 337 23 7 35.68 b4b5b7°b7y5y10y20 2602.34 136.492 7521 3 868.12 0.28

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11
MTQIMFEAFNTPAMYVAIQAVLS

LYASGR
119 29 7 26.23 b3b4°b4*b4b10b17y5 3223.64 72.836 6503 4 806.66 11.74

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12 EIITLAPSTMK 316 11 4 41.79 b9y6y7y8 1203.66 26.922 2820 2 602.33 -3.35

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 Carbamidomethyl+C(2) LCYVALDFEQEMVR 216 14 3 19.47 b3b9y5 1772.82 106.746 1965 3 591.61 -5.99

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14 Carbamidomethyl+C(17) TDNELSALVVDNGSGMCK 1 18 7 43.07 b5°b5*b5b6b7y6y12 1909.87 87.433 1663 2 955.44 4.99

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15 GVLTLKYPIEHGVVTNWDDMEK 63 22 4 22.31 b3b4y14°y14 2544.27 69.613 158343 3 848.76 -5.57

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

16
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 6 40.48 b9°b9b10b13b14y12 2588.24 69.613 22201 3 863.42 -4.62

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

17 Carbamidomethyl+C(13)
HQGVMVGMGQKDCYVGDEAQS

K
40 22 3 13.56 b9b13y9 2424.08 76.390 19232 4 606.77 0.71

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

18
YPIEHGVVTNWDDMEKIWYHTFY

NELR
69 27 7 32.19 b3b5b6y8°y8y10y12 3455.63 84.503 9711 3 1152.55 3.53

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

19 Phosphoryl STY() YSVWIGGSILASLSTFQQMWISK 337 23 10 53.25
b7b8_H3PO4 

b8b9b11°b11y8y10°y10
y11°y11

2682.28 124.372 9698 3 894.76 -6.46

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

20 Phosphoryl STY(7) GYNFTTTAEREIVRDVK 197 17 3 16.48 b3b6y11 2079.01 72.067 5310 2 1040.01 12.10

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

21 Oxidation+M(14) DLYANTVLSGGSTMYPGIADR 292 21 3 14.01 b4y8y12 2217.05 68.627 17618 3 739.69 1.76

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

22
Carbamidomethyl+C(2);

Oxidation+M(12)
LCYVALDFEQEMVR 216 14 7 19.47

b10°b10*b10y5°y5y12*
y12

1788.82 100.186 6525 3 596.95 -4.71

|P35579|MYH9_HUMAN Myosin-9 1 LQQELDDLLVDLDHQR 1417 16 27 195.77

b2*b2b3*b3b4°b4b6*b6
b12b14y3*y3y4y5*y5y6
y7*y7y8y10y11y12y13y

14°y14*y14y16

1949.98 86.206 256407 3 650.66 -6.89

|P35579|MYH9_HUMAN Myosin-9 2 IAEFTTNLTEEEEK 1000 14 15 142.43
b4b9b10b13b14y4y6y7y
8y10y11y12°y12y13y14

1653.79 57.644 204096 2 827.40 4.21

|P35579|MYH9_HUMAN Myosin-9 3 DFSALESQLQDTQELLQEENR 1301 21 20 104.54
b2b3°b3b4°b4b5b6b16y
1y3°y3y4°y4y5°y5*y5y6

y8y12y21
2493.20 92.093 201560 2 1247.10 10.18

|P35579|MYH9_HUMAN Myosin-9 4 IAQLEEQLDNETK 1815 13 10 84.04
b3b4b11y5y6*y6y9y10y

11y13
1530.77 51.960 184516 2 765.89 2.55

|P35579|MYH9_HUMAN Myosin-9 5 QLLQANPILEAFGNAK 209 16 27 172.05

b2*b2b3*b3b4*b4b6*b
6b16y2y4*y4y5y6y7°y7
*y7y8y9y10y11y12*y12

y13*y13y14y16

1726.95 91.678 177915 2 863.98 1.70

|P35579|MYH9_HUMAN Myosin-9 6 IIGLDQVAGMSETALPGAFK 617 20 13 79.07
b2b3b15y2y3y5y6y7y8y

12y13°y13y20
2018.07 90.338 164007 2 1009.54 5.38

|P35579|MYH9_HUMAN Myosin-9 7 IMGIPEEEQMGLLR 327 14 8 39.39
b2b3b4b10y10y12°y12y

14
1615.83 78.356 160852 2 808.42 4.53



|P35579|MYH9_HUMAN Myosin-9 8 DELADEIANSSGK 1703 13 11 66.76
b2b3b4b12y1y2y7y9y11

y12y13
1348.63 50.092 147257 2 674.82 2.35

|P35579|MYH9_HUMAN Myosin-9 9 LTEMETLQSQLMAEK 867 15 20 128.06
b3b4°b4b14°b14y3y4y7
y9*y9y11°y11y12°y12y
13*y13y14°y14*y14y15

1751.87 73.860 139039 2 876.44 5.71

|P35579|MYH9_HUMAN Myosin-9 10 IAQLEEELEEEQGNTELINDR 1730 21 22 132.53
b3b6°b6b7°b7b15b16b2
1y2y3°y3*y3y4y5y6y7y
8y10°y10*y10y11y21

2472.19 71.207 134958 3 824.73 6.42

|P35579|MYH9_HUMAN Myosin-9 11 LDPHLVLDQLR 682 11 8 82.21 y3y4*y4y5y6y7y9y11 1318.74 71.589 132571 2 659.88 -2.41

|P35579|MYH9_HUMAN Myosin-9 12 VISGVLQLGNIVFKK 341 15 10 72.33
b2b5y2y3y4y7y8y10y13

y15
1614.97 86.162 126715 3 539.00 -13.15

|P35579|MYH9_HUMAN Myosin-9 13 ANLQIDQINTDLNLER 1754 16 17 97.37
b2b3b4*b4b11b15y2y4*
y4y6y8y11y12*y12y13*

y13y16
1869.98 72.632 119797 2 935.49 6.66

|P35579|MYH9_HUMAN Myosin-9 14 LQVELDNVTGLLSQSDSK 1277 18 11 77.23
b2*b2b4y4y6y7y13y14y

15y16y18
1946.02 81.492 117248 2 973.52 8.15

|P35579|MYH9_HUMAN Myosin-9 15 LEVNLQAMK 1557 9 8 68.11 b2y3y4y6y7y8°y8y9 1045.57 58.467 116774 2 523.29 -0.70

|P35579|MYH9_HUMAN Myosin-9 16 LQEMEGTVK 1793 9 6 38.49 y2y4y6y7°y7y9 1034.52 33.005 114619 2 517.76 0.71
|P35579|MYH9_HUMAN Myosin-9 17 ASITALEAK 1806 9 7 38.49 b2°b2y2y5y6y8y9 903.51 42.561 109582 2 452.26 -9.59

|P35579|MYH9_HUMAN Myosin-9 18 ALEQQVEEMK 1528 10 20 100.64
b1b2b3b8°b8y1y2y3y4°
y4y6°y6*y6y7°y7*y7y8

*y8y9y10
1204.59 46.252 107546 2 602.80 -1.42

|P35579|MYH9_HUMAN Myosin-9 19 YEILTPNSIPK 720 11 5 24.51 b2b9y6y9y11 1274.70 62.787 107404 2 637.85 2.59

|P35579|MYH9_HUMAN Myosin-9 20 TQLEELEDELQATEDAK 1538 17 10 70.57
b5b11y2y4y5y6y9y13y1

4y17
1961.93 79.380 104005 2 981.47 7.72

|P35579|MYH9_HUMAN Myosin-9 21 ELESQISELQEDLESER 1107 17 16 167.22
b5°b5b8b15y3y4y5y6y7
y8y9y10y11y12y14y17

2033.98 79.983 103426 2 1017.49 13.08

|P35579|MYH9_HUMAN Myosin-9 22 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 12 75.09
b1b2b3b5y4y5y10y13y1

5y16y18y20
2286.11 80.184 102247 3 762.71 -0.75

|P35579|MYH9_HUMAN Myosin-9 23 VVFQEFR 711 7 10 64.3
b1b6y1y2y3y4°y4y5y6y

7
924.49 56.246 98148 2 462.75 -5.15

|P35579|MYH9_HUMAN Myosin-9 24 VSHLLGINVTDFTR 373 14 10 88.92
b1y3y4y5°y5y6y7y9y10

y14
1571.84 75.417 96910 3 524.62 -9.71

|P35579|MYH9_HUMAN Myosin-9 25 EEILAQAK 1661 8 8 54.41 y1y2y3*y3y4y5y6y8 901.49 35.338 94411 2 451.25 -5.89

|P35579|MYH9_HUMAN Myosin-9 26 ELEDATETADAMNR 1898 14 12 92.68
b12y2y3y4y8y9y10°y10

y11y12y14*y14
1565.68 43.691 93369 2 783.35 5.61

|P35579|MYH9_HUMAN Myosin-9 27 TEMEDLMSSKDDVGK 1503 15 6 43.46 b10b11y3y8y11y15 1684.72 51.671 87885 3 562.25 -9.93

|P35579|MYH9_HUMAN Myosin-9 28 QLEEAEEEAQR 1877 11 15 108.81
b11y2y3y4y5°y5y6°y6y

7y8°y8y9°y9y10y11
1331.61 30.165 87167 2 666.31 -1.83

|P35579|MYH9_HUMAN Myosin-9 29 MQQNIQELEEQLEEEESAR 940 19 18 115.04
b2*b2b5b7b8b11y2y3y4
°y4y5°y5y7y8y9y13y18y

19
2333.09 75.541 83640 2 1167.05 12.56

|P35579|MYH9_HUMAN Myosin-9 30 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 12 129.12
b3b6b7b9b13y3y4y5y7y

8y9y14
1760.84 55.455 75733 2 880.93 4.09

|P35579|MYH9_HUMAN Myosin-9 31 VEAQLQELQVK 1249 11 10 82.5
b2b3b5y3y4y7y8*y8y9y

11
1284.72 53.684 73595 2 642.86 -0.38

|P35579|MYH9_HUMAN Myosin-9 32 QIATLHAQVADMK 1357 13 8 20.83 b4°b4*b4y1y3y5°y5y13 1425.73 73.599 73402 2 713.37 -13.27

|P35579|MYH9_HUMAN Myosin-9 33 AGVLAHLEEER 764 11 6 53.34 b3y4y5y6y8y11 1223.63 50.252 64258 2 612.32 -4.69

|P35579|MYH9_HUMAN Myosin-9 34 VIQYLAYVASSHK 186 13 8 41.62
b1y5°y5y6y9y11*y11y1

3
1478.78 61.333 53400 3 493.60 -11.72



|P35579|MYH9_HUMAN Myosin-9 35 SMEAEMIQLQEELAAAER 1676 18 17 132.81
b2b3b10y2y3y4y5y6y8y
9°y9*y9y10y11*y11y12

y15
2048.95 94.524 51538 3 683.65 -7.15

|P35579|MYH9_HUMAN Myosin-9 36 KEEELQAALAR 1080 11 11 99.78
b3b6b8y2y4y5y8y9y10*

y10y11
1257.68 42.992 50445 2 629.34 -3.30

|P35579|MYH9_HUMAN Myosin-9 37 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 5 29.7 b3y10y11y13y15 1696.76 54.227 49251 2 848.88 10.43

|P35579|MYH9_HUMAN Myosin-9 38 Carbamidomethyl+C(7) MEDSVGCLETAEEVKR 1372 16 6 42.99 b2b11y7y8y9y11 1852.84 49.013 44397 3 618.28 -2.17

|P35579|MYH9_HUMAN Myosin-9 39 EEVGEEAIVELVENGKK 47 17 7 42.41 b2°b2y4y5y8y9y17 1871.94 76.078 42276 3 624.65 -11.41

|P35579|MYH9_HUMAN Myosin-9 40 Carbamidomethyl+C(1) CNGVLEGIR 693 9 6 53.55 b8y1y3y5y7y9 1017.51 49.223 41562 2 509.26 -4.50

|P35579|MYH9_HUMAN Myosin-9 41 NLPIYSEEIVEMYK 125 14 5 42.77 b3y5y9y11y12 1727.87 82.467 40958 2 864.44 6.29
|P35579|MYH9_HUMAN Myosin-9 42 DLGEELEALK 1135 10 3 27.12 b9y3y8 1116.58 72.979 35399 2 558.79 3.17
|P35579|MYH9_HUMAN Myosin-9 43 NTDQASMPDNTAAQK 358 15 5 26.4 y8y10y11y15*y15 1591.71 27.134 32526 2 796.36 3.22
|P35579|MYH9_HUMAN Myosin-9 44 ADEWLMK 580 7 5 40.71 b1y3y4y5y7 892.42 56.215 29906 2 446.72 1.30

|P35579|MYH9_HUMAN Myosin-9 45 LEGDSTDLSDQIAELQAQIAELK 1052 23 15 82.49
b2b4b7b9b11b14b19y1y

2y3°y3y4°y4y5y23
2487.26 102.072 27843 2 1244.14 7.36

|P35579|MYH9_HUMAN Myosin-9 46 THEAQIQEMR 1181 10 12 87.33
b2°b2b3b4b6b8y2y4*y4

y5y8y10
1242.59 29.556 26480 2 621.80 0.20

|P35579|MYH9_HUMAN Myosin-9 47 FLSNGHVTIPGQQDK 301 15 4 34.85 y3°y3y4y5 1640.82 49.829 20188 3 547.61 -9.89
|P35579|MYH9_HUMAN Myosin-9 48 EMEAELEDERK 1592 11 6 56.35 b2b6y3y4y5y6 1378.62 34.641 14131 2 689.81 1.77

|P35579|MYH9_HUMAN Myosin-9 49 IAQLEEQLDNETKER 1815 15 7 43.96
y6y7y10°y10y11*y11y1

5
1815.92 50.677 13804 2 908.46 4.57

|P35579|MYH9_HUMAN Myosin-9 50 HSQAVEELAEQLEQTK 1193 16 4 28.59 b7y5y13y14 1839.89 66.923 12563 3 613.97 -12.41

|P35579|MYH9_HUMAN Myosin-9 51 LQRELEDATETADAMNREVSSLK 1895 23 7 24
b12°b12b13b15y15*y15

y23
2606.30 78.333 11751 3 869.44 8.71

|P35579|MYH9_HUMAN Myosin-9 52 NAEQYKDQADK 1856 11 6 24.51 b4y1y2y3y5y11 1309.58 15.917 7988 3 437.20 -13.42
|P35579|MYH9_HUMAN Myosin-9 53 LQQLFNHTMFILEQEEYQR 475 19 5 22.04 y3*y3y5°y5y7 2467.24 102.772 4714 2 1234.12 11.97
|P35579|MYH9_HUMAN Myosin-9 54 ALEEAMEQK 1483 9 4 46.27 b1y4y6y8 1048.49 38.407 3327 2 524.75 -3.03
|P35579|MYH9_HUMAN Myosin-9 55 ALELDSNLYR 745 10 4 27.12 b8y5°y5y8 1193.62 60.324 92054 2 597.31 5.11

|P35579|MYH9_HUMAN Myosin-9 56 TFHIFYYLLSGAGEHLK 272 17 8 51.54
b3b4°b4b9°b9b10b12y1

1
1995.99 66.213 90779 3 666.00 -20.61

|P35579|MYH9_HUMAN Myosin-9 57 EEVGEEAIVELVENGK 47 16 6 17.33 b15°b15*b15y5y12°y12 1743.89 91.603 27171 2 872.45 13.16

|P35579|MYH9_HUMAN Myosin-9 58 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 4 29.95 b8b12y6y9 1641.76 96.432 20479 2 821.39 5.95

|P35579|MYH9_HUMAN Myosin-9 59 LMATLR 656 6 2 27.01 y4y5 704.40 40.523 16872 2 352.71 -12.30
|P35579|MYH9_HUMAN Myosin-9 60 TELEDTLDSTAAQQELR 1145 17 5 36.97 y3y8y11°y11y15 1919.88 71.401 14891 3 640.63 -22.51

|P35579|MYH9_HUMAN Myosin-9 61 NFINNPLAQADWAAK 14 15 9 63.75
b6*b6b10b11*b11b13b

14y4y6
1672.83 92.960 14718 2 836.92 -7.74

|P35579|MYH9_HUMAN Myosin-9 62 FQKPK 555 5 2 13.3 b3*b3 647.39 28.215 11868 1 647.39 -1.23

|P35579|MYH9_HUMAN Myosin-9 63 DMFQETMEAMR 316 11 9 48.11
b3°b3b4*b4b8°b8y7y10

°y10
1388.56 18.038 7067 3 463.52 -5.89

|P35579|MYH9_HUMAN Myosin-9 64 VMQEQGTHPK 545 10 7 40.43 b3b4°b4*b4b7y9°y9 1154.54 55.569 6142 2 577.77 -20.30
|P35579|MYH9_HUMAN Myosin-9 65 AEAEAR 1466 6 1 13.7 b4 646.31 50.536 4936 1 646.31 -11.90
|P35579|MYH9_HUMAN Myosin-9 66 ELDDTR 1652 6 1 13.7 b3 748.35 57.715 4103 1 748.35 -0.24
|P35579|MYH9_HUMAN Myosin-9 67 ALSLAR 1477 6 1 13.7 y4 630.38 22.924 4075 2 315.70 -14.81
|P35579|MYH9_HUMAN Myosin-9 68 EQLEEEEEAK 1342 10 3 28.89 b3b4y5 1233.53 92.939 3400 2 617.27 -16.72
|P35579|MYH9_HUMAN Myosin-9 69 HNLEK 1352 5 1 13.3 y4 640.35 31.079 3029 2 320.68 8.39
|P35579|MYH9_HUMAN Myosin-9 70 HEMPPHIYAITDTAYR 143 16 5 28.59 b4y5y6y10°y10 1914.89 88.825 2077 4 479.48 -13.26

|P35579|MYH9_HUMAN Myosin-9 71 EQLEEEEEAKHNLEK 1342 15 11 84.84
b3°b3b12y4y5°y5y7y8y

12°y12y13
1854.87 35.611 165228 3 618.96 -2.30

|P35579|MYH9_HUMAN Myosin-9 72 Carbamidomethyl+C(27)
RQGASFIGILDIAGFEIFDLNSFEQL

CINYTNEK
441 34 6 38.32 b33y6y8y10y11y12 3922.92 96.313 104479 3 1308.31 -2.99



|P35579|MYH9_HUMAN Myosin-9 73
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 19 133.06

b3b6b8°b8b21°b21b26y
3y4y5°y5*y5y7y8*y8y9

y10y11y12
3017.49 118.836 100648 3 1006.50 2.27

|P35579|MYH9_HUMAN Myosin-9 74 KLEGDSTDLSDQIAELQAQIAELK 1051 24 19 177.64
b3°b3b5b7b8b9b10b12b
13b14°b14b15b22y3°y3

y4y5y6y7
2615.33 97.463 71540 3 872.45 -2.99

|P35579|MYH9_HUMAN Myosin-9 75 ELESQISELQEDLESERASR 1107 20 4 14.51 b3°b3y7y11 2348.14 82.128 62197 3 783.39 8.84

|P35579|MYH9_HUMAN Myosin-9 76
NMDPLNDNIATLLHQSSDKFVSEL

WK
587 26 3 18.38 b10b12b18 3015.48 105.326 58597 4 754.63 -2.67

|P35579|MYH9_HUMAN Myosin-9 77 RGDLPFVVPR 1922 10 8 84.32 b3°b3b4b7y4y5y6y7 1155.66 61.074 55159 2 578.34 1.06

|P35579|MYH9_HUMAN Myosin-9 78 AGKLDPHLVLDQLR 679 14 3 19.47 b5y3y7 1574.88 66.772 45866 3 525.63 -11.55

|P35579|MYH9_HUMAN Myosin-9 79 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 6 48.83 b7b8b11y6y8y9 1888.91 51.380 43133 3 630.31 -13.38

|P35579|MYH9_HUMAN Myosin-9 80 DLEAHIDSANKNR 1620 13 3 20.83 b5b10y4 1482.73 32.046 35065 3 494.91 -2.88

|P35579|MYH9_HUMAN Myosin-9 81 Carbamidomethyl+C(6) DKADFCIIHYAGK 563 13 3 20.83 b7y3y5 1537.73 55.171 34450 3 513.25 -9.21

|P35579|MYH9_HUMAN Myosin-9 82 Carbamidomethyl+C(9) GFMDGKQACVLMIK 731 14 5 27.25 b8b10°b10b11*b11 1597.77 46.104 34222 2 799.39 -11.08

|P35579|MYH9_HUMAN Myosin-9 83 DLEGLSQRHEEK 1392 12 4 22.48 b7b9y5°y5 1440.71 50.462 320062 720.86 3.14
|P35579|MYH9_HUMAN Myosin-9 84 REQEVNILK 1164 9 3 38.49 b4b6b7 1128.63 98.409 31289 2 564.82 -9.63

|P35579|MYH9_HUMAN Myosin-9 85 MQQNIQELEEQLEEEESARQK 940 21 11 48.33
b5*b5b6b11y7*y7y9*y9

y11*y11y14
2589.23 121.810 30381 3 863.75 9.15

|P35579|MYH9_HUMAN Myosin-9 86 QLEEAEEEAQRANASR 1877 16 4 28.59 b3b4b15y12 1830.87 105.432 30295 2 915.94 8.80
|P35579|MYH9_HUMAN Myosin-9 87 LVWVPSDKSGFEPASLK 30 17 3 23.47 b15b16y15 1859.97 80.459 26694 2 930.49 -9.58

|P35579|MYH9_HUMAN Myosin-9 88 YLYVDKNFINNPLAQADWAAK 8 21 6 30.06 b3b4b6y7y12*y12 2454.21 106.131 16726 3 818.74 -13.63

|P35579|MYH9_HUMAN Myosin-9 89 KVIQYLAYVASSHK 185 14 3 28.04 y3y7y10 1606.87 57.081 16425 3 536.30 -13.45

|P35579|MYH9_HUMAN Myosin-9 90 IAQLEEELEEEQGNTELINDRLK 1730 23 5 43.28 b7b9b10b11b15 2713.36 107.974 15548 4 679.09 0.99

|P35579|MYH9_HUMAN Myosin-9 91 KANLQIDQINTDLNLER 1753 17 7 34.34 b3*b3b8y5y6y8*y8 1998.06 66.183 15524 2 999.53 0.31
|P35579|MYH9_HUMAN Myosin-9 92 DDVGKSVHELEK 1513 12 5 22.48 b7°b7b9°b9y4 1355.68 74.001 15484 3 452.56 -0.36
|P35579|MYH9_HUMAN Myosin-9 93 YEILTPNSIPKGFMDGK 720 17 3 16.48 b8y8y14 1909.97 97.773 12436 2 955.49 -3.45

|P35579|MYH9_HUMAN Myosin-9 94 QLAAENRLTEMETLQSQLMAEK 860 22 4 13.56 b13y12°y12y15 2534.24 108.698 11958 3 845.42 -5.59

|P35579|MYH9_HUMAN Myosin-9 95 VEEEAAQKNMALK 1091 13 6 62.79 b5b7b9b11y5y12 1460.75 110.414 9534 2 730.88 2.67

|P35579|MYH9_HUMAN Myosin-9 96 Carbamidomethyl+C(7) EDQSILCTGESGAGKTENTK 165 20 4 22.64 b3y10*y10y11 2124.96 39.370 8286 3 708.99 -3.22

|P35579|MYH9_HUMAN Myosin-9 97 QAQQERDELADEIANSSGK 1697 19 4 15.08 b3b14y9°y9 2088.98 77.754 7796 3 697.00 -1.52

|P35579|MYH9_HUMAN Myosin-9 98
Carbamidomethyl+C(11)
;Carbamidomethyl+C(12

)
ITDVIIGFQACCRGYLAR 778 18 5 34.98 b4y8y9y11y14 2113.06 77.523 7265 3 705.03 -3.47

|P35579|MYH9_HUMAN Myosin-9 99 TQLEELEDELQATEDAKLR 1538 19 8 39.73
b3b7°b7*b7b8°b8y13y1

4
2231.12 110.470 6108 3 744.38 9.41

|P35579|MYH9_HUMAN Myosin-9 100 RALEQQVEEMK 1527 11 6 48.11 b6b9b10*b10y3y10 1360.69 62.851 5679 1 1360.69 3.86
|P35579|MYH9_HUMAN Myosin-9 101 VDYKADEWLMK 576 11 4 24.51 b4°b4y3y6 1397.66 81.591 4642 2 699.33 -11.18
|P35579|MYH9_HUMAN Myosin-9 102 KMQQNIQELEEQLEEEESAR 939 20 3 14.51 b13y12y14 2461.17 69.682 4575 3 821.06 9.42

|P35579|MYH9_HUMAN Myosin-9 103
FLSNGHVTIPGQQDKDMFQETME

AMR
301 26 8 70.19 b16y3y4y5y6y7y9y13 3010.43 77.382 4479 2 1505.72 14.19

|P35579|MYH9_HUMAN Myosin-9 104
ALEQQVEEMKTQLEELEDELQAT

EDAK
1528 27 5 27.31 y7y11°y11y12y15 3147.46 92.970 4189 3 1049.82 -9.85

|P35579|MYH9_HUMAN Myosin-9 105 RQLEEAEEEAQR 1876 12 3 35.7 b4b5b6 1487.69 28.999 3723 3 496.57 -14.20
|P35579|MYH9_HUMAN Myosin-9 106 TLEEEAKTHEAQIQEMR 1174 17 3 16.48 b10y6y13 2042.99 79.269 3651 3 681.67 2.27
|P35579|MYH9_HUMAN Myosin-9 107 QKHSQAVEELAEQLEQTK 1191 18 5 26.82 b12b13*b13b17y12 2096.03 84.457 3581 3 699.35 -13.86
|P35579|MYH9_HUMAN Myosin-9 108 HEAMITDLEERLR 1024 13 4 34.35 b5b7b10y8 1612.80 109.540 3325 2 806.90 -6.28
|P35579|MYH9_HUMAN Myosin-9 109 IAQLEEQLDNETKER 1815 15 3 18.32 b13y9y12 1815.89 76.948 3071 2 908.45 -12.30
|P35579|MYH9_HUMAN Myosin-9 110 ELEDATETADAMNREVSSLK 1898 20 3 14.51 b6y9y11 2209.05 69.674 2852 4 553.02 8.18
|P35579|MYH9_HUMAN Myosin-9 111 NLPIYSEEIVEMYKGK 125 16 5 24.52 b12°b12b14y6y10 1912.95 97.336 2499 2 956.98 -10.08



|P35579|MYH9_HUMAN Myosin-9 112 Carbamidomethyl+C(3) QACVLMIKALELDSNLYR 737 18 5 26.82 b13y6y8y9°y9 2137.12 79.236 2489 2 1069.07 3.88

|P35579|MYH9_HUMAN Myosin-9 113 EEVGEEAIVELVENGKK 47 17 12 84.54
b3b8°b8b9°b9b11b12b1

3b15*b15y5y14
1871.94 90.056 2329 3 624.65 -11.28

|P35579|MYH9_HUMAN Myosin-9 114 DFSALESQLQDTQELLQEENRQK 1301 23 3 13.16 b8y5y7 2749.31 84.508 1938 2 1375.16 -5.24

|P35579|MYH9_HUMAN Myosin-9 115 Phosphoryl STY(8) INFDVNGYIVGANIETYLLEK 240 21 3 14.01 b6b16y15 2465.21 92.918 193988 3 822.41 7.92
|P35579|MYH9_HUMAN Myosin-9 116 Phosphoryl STY(9) ALELDSNLYR 745 10 4 34.11 b5b7*b7b8 1273.57 32.036 163526 3 425.20 -1.63

|P35579|MYH9_HUMAN Myosin-9 117
Carbamidomethyl+C(14)

;Phosphoryl STY()
YYSGLIYTYSGLFCVVINPYK 104 21 4 21.91

b9y12_H3PO4 
y12y18y20

2600.19 102.918 4789 2 1300.60 -5.45

|P35579|MYH9_HUMAN Myosin-9 118 Oxidation+M(15) LQRELEDATETADAMNR 1895 17 4 16.48 b7b11y12°y12 1978.92 57.226 7740 2 989.96 4.38
|P35579|MYH9_HUMAN Myosin-9 119 Oxidation+M() QQQLTAMK 802 8 3 36.33 b5b7y4 963.48 53.692 3463 2 482.24 -13.05

|P35579|MYH9_HUMAN Myosin-9 120 Oxidation+M(15) LQRELEDATETADAMNREVSSLK 1895 23 3 13.16 b8b11y11 2622.26 129.170 2373 3 874.76 -1.49

|P35579|MYH9_HUMAN Myosin-9 121 Oxidation+M(5) QVREMEAELEDER 1589 13 4 34.35 b12y4y8y12 1649.74 81.575 1524 3 550.59 -1.55
|P35579|MYH9_HUMAN Myosin-9 122 LEEEQIILEDQN 975 12 0 3.57 1472.73 55.540 30517 2 736.87 10.69
|P35579|MYH9_HUMAN Myosin-9 123 SGVLQLGNIVFKK 343 13 0 3.97 1402.85 86.160 16031 2 701.93 4.52
|P35579|MYH9_HUMAN Myosin-9 124 DATETADAMNREVSSLK 1901 17 1 7.89 b16 1837.84 78.306 15387 2 919.42 -11.82
|P35579|MYH9_HUMAN Myosin-9 125 PHLVLDQLR 684 9 1 7.9 b3 1090.64 71.602 12005 2 545.82 3.47
|P35579|MYH9_HUMAN Myosin-9 126 QYLAYVASSHK 188 11 3 16.56 b3*b3b7 1266.66 61.323 8460 2 633.83 10.50

|P35579|MYH9_HUMAN Myosin-9 127 Carbamidomethyl+C(7) MEDSVGCLETAEEV 1372 14 0 4.36 1568.65 49.024 8301 2 784.83 3.03

|P35579|MYH9_HUMAN Myosin-9 128 Carbamidomethyl+C(5) DSVGCLETAEEVK 1374 13 0 3.97 1436.66 54.205 6291 2 718.84 5.10

|P35579|MYH9_HUMAN Myosin-9 129 EEILAQAK 1661 8 0 1.19 883.48 35.356 12101 2 442.24 -2.76
|P35579|MYH9_HUMAN Myosin-9 130 EMEAELEDERK 1592 11 0 2.38 1360.59 34.648 10672 3 454.20 -4.40
|P35579|MYH9_HUMAN Myosin-9 131 EEVGEEAIVELVENGKK 47 17 0 4.76 1853.94 76.068 7523 3 618.65 -3.82
|P35579|MYH9_HUMAN Myosin-9 132 THEAQIQEMR 1181 10 0 1.98 1225.55 29.576 1777 3 409.19 -6.67

|P23528|COF1_HUMAN Cofilin-1 1
NIILEEGKEILVGDVGQTVDDPYA

TFVK
45 28 8 53.28

b3b12y4y9y10y11y12y2
8

3062.61 93.184 183478 3 1021.54 3.83

|P23528|COF1_HUMAN Cofilin-1 2 Carbamidomethyl+C(5) AVLFCLSEDKK 34 11 13 101.03
b1b2b3y2y3y4°y4y5y6y

7y8y9y11
1309.67 58.020 182445 3 437.23 -12.30

|P23528|COF1_HUMAN Cofilin-1 3 KEDLVFIFWAPESAPLK 95 17 8 59.77 b4b8b9y3y7y8y9y17 1990.05 98.097 172092 3 664.02 -6.87

|P23528|COF1_HUMAN Cofilin-1 4 YALYDATYETK 81 11 9 64.42 b2b3b8y2y4y8y9y10y11 1337.63 53.023 158600 2 669.32 1.28

|P23528|COF1_HUMAN Cofilin-1 5 EILVGDVGQTVDDPYATFVK 53 20 21 129.25
b2°b2b3b6b13b16°b16b
17°b17y1y2y3y4y7y8y1

0y11y15y16*y16y20
2166.12 81.554 158380 2 1083.56 11.61

|P23528|COF1_HUMAN Cofilin-1 6 Carbamidomethyl+C(7) MLPDKDCR 73 8 7 54.41 y2y3y4y5°y5y6y8 1034.47 22.099 20750 2 517.74 -1.65

|P23528|COF1_HUMAN Cofilin-1 7 Carbamidomethyl+C(5) AVLFCLSEDK 34 10 3 28.89 b5b6y5 1181.57 49.656 3630 3 394.53 -10.43

|P23528|COF1_HUMAN Cofilin-1 8 VFNDMK 13 6 3 27.01 y4y5°y5 753.35 31.755 19907 2 377.18 -8.51
|P23528|COF1_HUMAN Cofilin-1 9 MASGVAVSDGVIK 0 13 3 20.83 b7y4y12 1233.64 70.028 5316 3 411.89 -4.95

|P23528|COF1_HUMAN Cofilin-1 10 Carbamidomethyl+C(3) LFCLSEDKK 36 9 1 7.9 b3 1139.58 57.998 104136 2 570.29 0.11

|P23528|COF1_HUMAN Cofilin-1 11 Carbamidomethyl+C(4) VLFCLSEDKK 35 10 0 2.38 1238.65 58.053 10712 2 619.83 2.66

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FVFGTTPEDILR 216 12 17 114.73
b2b5°b5b6°b6b12y1y2y
3y4y6y7y8y9y10°y10y1

2
1394.72 83.043 363231 2 697.87 -5.69

|P07996|TSP1_HUMAN Thrombospondin-
1

2 FTGSQPFGQGVEHATANK 623 18 28 164.69

b2°b2b4°b4b5°b5b12b1
3b14b17y1y2*y2y3y4y6
*y6y7°y7y9y10°y10*y1

0y11y13*y13y16y18

1875.89 45.236 216779 3 625.97 -5.86



|P07996|TSP1_HUMAN Thrombospondin-
1

3 TIVTTLQDSIR 288 11 13 101.03
b1°b1b2°b2b3y3y4y5y6

y7y8y9y11
1246.70 68.415 213968 2 623.85 -2.25

|P07996|TSP1_HUMAN Thrombospondin-
1

4 GGVNDNFQGVLQNVR 201 15 22 185.75
b2b3b6*b6b10b11b12b
13y2y3*y3y4*y4y6y7y8
y9y10y11y12y15*y15

1616.82 66.703 200037 2 808.92 6.27

|P07996|TSP1_HUMAN Thrombospondin-
1

5 GPDPSSPAFR 50 10 16 132.02
b2b3°b3b4b5b7y2y4y5°

y5y6°y6y7y8y9y10
1030.49 36.719 176301 2 515.75 -0.59

|P07996|TSP1_HUMAN Thrombospondin-
1

6 MENAELDVPIQSVFTR 173 16 19 158.07
b3b4b7b8b11°b11b12b1
3°b13y1y3y4y5y6*y6y8

y10y11y16
1848.92 82.175 170911 2 924.96 -0.13

|P07996|TSP1_HUMAN Thrombospondin-
1

7 GTSQNDPNWVVR 968 12 7 45.2 y2y3y4y6y10*y10y12 1372.66 48.042 165600 2 686.84 2.22

|P07996|TSP1_HUMAN Thrombospondin-
1

8 AQGYSGLSVK 1054 10 9 68.5
b2*b2b10y3y4y5y6y8y1

0
1009.52 39.493 140168 2 505.27 -6.53

|P07996|TSP1_HUMAN Thrombospondin-
1

9
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 27 210.52

b2b3b4°b4b8b19y2y4y5
y6y7y8°y8y9y10*y10y1
1°y11*y11y12*y12y13y

15y16y17y18y19

2131.92 31.941 134441 3 711.31 -3.32

|P07996|TSP1_HUMAN Thrombospondin-
1

10 Carbamidomethyl+C(7) AQLYIDCEK 164 9 9 68.11 b2*b2y3y4y5y6y7°y7y9 1139.54 43.557 134223 2 570.27 -1.29

|P07996|TSP1_HUMAN Thrombospondin-
1

11 FQMIPLDPK 959 9 6 30.71 b2*b2b3b7y5y9 1088.58 70.177 1306222 544.79 -0.90

|P07996|TSP1_HUMAN Thrombospondin-
1

12 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 6 49.97 y2y5y6y7y8y12 1573.68 44.634 122517 2 787.34 4.96

|P07996|TSP1_HUMAN Thrombospondin-
1

13 NALWHTGNTPGQVR 1077 14 5 45.03 y4y5y9y10y14 1550.76 45.896 108266 3 517.59 -11.18

|P07996|TSP1_HUMAN Thrombospondin-
1

14
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 5 24.97 y3y10y22y24y29 3320.29 52.944 74273 3 1107.43 6.91

|P07996|TSP1_HUMAN Thrombospondin-
1

15 LVPNPDQK 911 8 7 57.42 y2y3y4y6°y6y7y8 910.49 28.476 64644 2 455.75 -6.10

|P07996|TSP1_HUMAN Thrombospondin-
1

16 GFLLLASLR 86 9 8 62.09 b2b3y1y2y4y5y6y7 989.61 90.741 63478 2 495.31 -7.65

|P07996|TSP1_HUMAN Thrombospondin-
1

17 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 12 79.37
b2b6°b6b9y1y3y6y8°y8

y9y10y12
1332.64 40.266 60864 2 666.82 2.93

|P07996|TSP1_HUMAN Thrombospondin-
1

18 GTLLALER 101 8 7 54.41 y2°y2y3y4y5y6y8 872.52 57.162 56872 2 436.76 -3.15

|P07996|TSP1_HUMAN Thrombospondin-
1

19 QVTQSYWDTNPTR 1041 13 8 41.62
b13°b13y4y5y7y11°y11

y13
1595.75 49.855 53992 2 798.38 4.13

|P07996|TSP1_HUMAN Thrombospondin-
1

20
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 11 82.25
b3y2y3°y3y4y5y7y8y11

y12y16
2409.14 102.704 53890 3 803.72 -4.15

|P07996|TSP1_HUMAN Thrombospondin-
1

21 IPESGGDNSVFDIFELTGAAR 20 21 9 37.42
b3b6b13b15°b15y1y4y6

y21
2195.08 100.069 49024 2 1098.04 6.67

|P07996|TSP1_HUMAN Thrombospondin-
1

22 VTEENKELANELR 300 13 8 25.6 b2b3°b3y1y2y6y7y13 1544.78 42.155 38332 3 515.60 -7.19

|P07996|TSP1_HUMAN Thrombospondin-
1

23

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 9 40.51
b2b4b10°b10y3y11y12y

13y26
2965.33 53.175 36427 3 989.12 2.88

|P07996|TSP1_HUMAN Thrombospondin-
1

24
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 20 135.03
b2°b2b3°b3b4°b4b6b8y
2y3y4°y4y5°y5y6°y6*y6

y7y8y10
1346.58 14.904 36184 3 449.53 -14.14

|P07996|TSP1_HUMAN Thrombospondin-
1

25 IMADSGPIYDK 1130 11 3 24.51 b9y3y9 1209.58 44.912 29321 2 605.29 -2.02



|P07996|TSP1_HUMAN Thrombospondin-
1

26 IEDANLIPPVPDDK 60 14 4 19.47 b4b12y3°y3 1535.79 62.826 18682 2 768.40 -2.46

|P07996|TSP1_HUMAN Thrombospondin-
1

27 VVMYEGKK 1122 8 3 41.1 y3y4y5 953.50 25.300 5841 2 477.25 -13.51

|P07996|TSP1_HUMAN Thrombospondin-
1

28 Carbamidomethyl+C(8)
ELVQTVNCDPGLAVGYDEFNAVD

FSGTFFINTER
984 34 4 11.02 b7b10°b10y3 3824.81 106.664 3180 4 956.96 8.74

|P07996|TSP1_HUMAN Thrombospondin-
1

29
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

NPCTDGTHDCNK 647 12 5 45.2 b2y4y7y9y10 1418.55 17.978 2014 3 473.52 5.34

|P07996|TSP1_HUMAN Thrombospondin-
1

30 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 3 25.6 b4b5y4 1659.81 37.222 110282 3 553.94 -6.99

|P07996|TSP1_HUMAN Thrombospondin-
1

31

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 7 64.73 b5b13y4y5y9y10y11 1949.81 50.693 60771 2 975.41 8.26

|P07996|TSP1_HUMAN Thrombospondin-
1

32 TLWHDPR 1091 7 6 60.03 b3b6y3°y3y6°y6 924.49 25.387 31185 2 462.75 20.07

|P07996|TSP1_HUMAN Thrombospondin-
1

33 DHSGQVFSVVSNGK 110 14 3 19.47 b3b9y4 1460.72 47.640 31082 2 730.86 3.26

|P07996|TSP1_HUMAN Thrombospondin-
1

34 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 3 19.47 b10y4y10 1681.70 30.846 21218 3 561.24 -7.77

|P07996|TSP1_HUMAN Thrombospondin-
1

35 DFTAYR 1103 6 3 27.01 y4°y4y5 772.36 39.843 19254 1 772.36 -4.03

|P07996|TSP1_HUMAN Thrombospondin-
1

36 Carbamidomethyl+C(15) GLAWGLGVLFLMHVCGTNR 1 19 10 63
b3b5b7y4y6°y6y7y10°y

10y11
2101.05 117.702 4762 2 1051.03 -15.80

|P07996|TSP1_HUMAN Thrombospondin-
1

37
Carbamidomethyl+C(3);
Carbamidomethyl+C(8);
Carbamidomethyl+C(13)

QDCPIDGCLSNPCFAGVK 543 18 6 25.06 b8°b8b10°b10b12y4 2037.87 49.017 3420 5 408.38 -4.55

|P07996|TSP1_HUMAN Thrombospondin-
1

38 Carbamidomethyl+C(2)
GCSSSTSVLLTLDNNVVNGSSPAI

R
230 25 4 22.05 b12°b12y12y13 2548.29 129.214 3325 3 850.10 8.81

|P07996|TSP1_HUMAN Thrombospondin-
1

39

Carbamidomethyl+C(3);
Carbamidomethyl+C(18)
;Carbamidomethyl+C(22

)

DACPINGGWGPWSPWDICSVTCG
GGVQK

486 28 3 11.78 b10y8y11 3061.38 96.883 2983 2 1531.19 12.20

|P07996|TSP1_HUMAN Thrombospondin-
1

40
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

DCVGDVTENQICNK 529 14 3 19.47 b3y7y9 1651.74 92.997 2334 2 826.37 22.25

|P07996|TSP1_HUMAN Thrombospondin-
1

41 Carbamidomethyl+C(4) SRLCNNPTPQFGGK 515 14 8 39.39
b4°b4b12b13*b13y10°y

10y12
1575.77 46.130 389244 3 525.93 1.86

|P07996|TSP1_HUMAN Thrombospondin-
1

42 IEDANLIPPVPDDKFQDLVDAVR 60 23 35 242.31

b4°b4b5°b5*b5b6°b6*b
6b7*b7b10*b10b13*b1
3b14y3y4y6y7°y7y8°y8
*y8y9°y9*y9y10y11y12
*y12y13y14y15y16y17

2579.33 88.828 326457 3 860.45 -2.65

|P07996|TSP1_HUMAN Thrombospondin-
1

43 VTEENKELANELR 300 13 8 75.22
b4b5b7b10b11*b11b12

*b12
1544.79 91.593 204495 2 772.90 -2.61

|P07996|TSP1_HUMAN Thrombospondin-
1

44

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 3 10.91 b4b7y12 4107.62 49.998 28179 5 822.33 -7.49

|P07996|TSP1_HUMAN Thrombospondin-
1

45 IMADSGPIYDKTYAGGR 1130 17 3 25.13 y8y9y15 1814.86 47.857 23070 3 605.63 -5.58



|P07996|TSP1_HUMAN Thrombospondin-
1

46 Carbamidomethyl+C(8) IPDDRDNCPFHYNPAQYDYDR 746 21 5 41.19 b9b10b11y3y6 2671.15 47.789 21898 4 668.54 10.15

|P07996|TSP1_HUMAN Thrombospondin-
1

47

Carbamidomethyl+C(1);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(16

)

CEGSSVQTRTCHIQECDK 412 18 3 22.89 y3y11y13 2194.92 62.884 6555 2 1097.97 -2.00

|P07996|TSP1_HUMAN Thrombospondin-
1

48
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEARETK 460 22 4 24.43 b4y9y13y14 2490.08 94.903 5929 3 830.70 -14.41

|P07996|TSP1_HUMAN Thrombospondin-
1

49 KDHSGQVFSVVSNGK 109 15 4 26.4 y3y4y14*y14 1588.81 86.201 2473 3 530.28 4.23

|P07996|TSP1_HUMAN Thrombospondin-
1

50
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

;Oxidation+M(9)
LCNSPSPQMNGKPCEGEAR 460 19 3 24.26 y5y7y8 2147.90 25.477 1786 3 716.64 -11.48

|P07996|TSP1_HUMAN Thrombospondin-
1

51 LWHTGNTPGQVR 1079 12 0 3.57 1365.69 45.950 3628 2 683.35 -12.16

|P07996|TSP1_HUMAN Thrombospondin-
1

52 VMYEGKK 1123 7 0 1.19 854.44 25.305 2687 2 427.72 -3.64

|P07996|TSP1_HUMAN Thrombospondin-
1

53 LLLASLR 88 7 0 1.59 785.52 90.735 2625 2 393.26 -7.93

|P07996|TSP1_HUMAN Thrombospondin-
1

54 GTLLALER 101 8 0 1.19 854.50 57.163 6605 2 427.75 -7.50

|P07996|TSP1_HUMAN Thrombospondin-
1

55 FQMIPLDPK 959 9 0 1.59 1071.56 70.179 2545 2 536.29 11.73

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 NIQSLEVIGK 75 10 17 100.64
b1*b1b2*b2b4b8y1y2y3
y4y5y6y7y8°y8*y8y10

1100.63 57.112 943889 2 550.82 -4.44

|P02775|CXCL7_HUMAN Platelet basic 
protein

2 Carbamidomethyl+C(2) ICLDPDAPR 103 9 12 89.95
b2b4b5°b5y2y3y5°y5y6

y7y8y9
1056.51 47.266 874294 2 528.76 -6.24

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 GKEESLDSDLYAELR 47 15 32 256.75

b2b3°b3b4°b4b6°b6b7b
9°b9b10°b10b11b12b14
y1y2y3°y3y4y5y6y7°y7y
8y10y11y12°y12y13°y1

3y15

1724.82 64.985 719820 3 575.61 -8.49

|P02775|CXCL7_HUMAN Platelet basic 
protein

4 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 4 19.47 b7y5y7y14 1569.80 53.654 8488 2 785.41 -0.62

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 EESLDSDLYAELR 49 13 4 28.31 b9b10b12y13 1539.73 88.849 1935 2 770.37 5.39

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 Carbamidomethyl+C(3) KICLDPDAPR 102 10 7 87.33 b5b7b8y3y5y7y8 1184.61 41.833 95243 2 592.81 -1.44

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 QSLEVIGK 77 8 8 37.12
b3°b3*b3b4°b4b5°b5*b

5
873.51 57.128 23453 1 873.51 5.03

|P02775|CXCL7_HUMAN Platelet basic 
protein

8 LDPDAPR 105 7 2 23.42 b3b4 783.40 47.256 13167 1 783.40 1.48

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1 VGAHAGEYGAEALER 17 15 23 203.03
b1b4b5b6b7b8b9°b9b10
°b10b11b12y1y2y3y4y5

y6y7y10°y10y11y15
1529.72 40.729 750086 3 510.58 -12.61

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2
VADALTNAVAHVDDMPNALSAL

SDLHAHK
62 29 32 213.01

b2b3b4b5b6°b6b7*b7b1
4°b14*b14b15*b15y2y3
y4y5y6y7°y7y8y9°y9y10
°y10y11y14*y14y24y25

y27y29

2996.46 88.688 671324 4 749.87 -8.72

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 MFLSFPTTK 32 9 15 88.7
b2b3y1y2°y2y3y4°y4y5°

y5y6y7°y7y8y9
1071.55 74.590 462699 2 536.28 -3.65



|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDK
100 28 5 20.77 b6b19y6y10y12 3024.60 96.210 161358 4 756.90 -12.67

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 VDPVNFK 93 7 3 40.71 b3y3y6 818.43 43.180 107691 2 409.72 -11.19

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 MVLSPADK 0 8 3 33.32 b7y4y5 860.45 55.486 16853 2 430.73 -2.41

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7 AAWGK 12 5 1 13.3 b4 532.28 95.115 1547 1 532.28 -11.81

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

8
MFLSFPTTKTYFPHFDLSHGSAQV

K
32 25 3 18.73 b3b8b12 2886.46 116.619 6237 3 962.82 9.47

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

9 AAWGKVGAHAGEYGAEALER 12 20 4 14.51 b12b16y12°y12 2042.99 74.118 5848 2 1022.00 -6.27

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

10 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 10 59.52

b3b5b6°b6b7b13b14y3y
4y7

4258.34 135.936 5445 4 1065.34 2.52

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

11 PNALSALSDLHAHK 77 14 4 22.51 b4*b4b5°b5 1473.76 88.680 6921 3 491.92 -14.00

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

12 ALSALSDLHAHK 79 12 0 9.52 1262.68 88.727 2870 2 631.84 -5.70

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

13 VAHVDDMPNALSALSDLHAHK 70 21 3 17.56 b5b7b17 2241.09 88.715 2310 3 747.70 -9.48

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 AVFVDLEPTVIDEIR 64 15 24 219.35

b3b4b5°b5b6b7b10°b10
b11b12y2y3°y3y4°y4y5
y7y8y9°y9y10y11y13y1

5

1715.92 89.312 152026 2 858.47 1.42

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 19 149.02
b2b3*b3b4b5°b5*b5b6*
b6b12°b12y3y4y5y6y7y

9y10y13
1584.76 83.082 143941 2 792.88 5.47

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 EIIDPVLDR 112 9 5 54.8 y4y5y6y7y9 1069.59 60.023 81861 2 535.30 1.60

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 EDMAALEK 422 8 7 54.41 y1y2y3y4y5y7y8 906.42 36.796 59905 2 453.72 0.54

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 4 28.15 y4y7y9y13 2750.32 73.693 53120 3 917.44 9.94

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10 LSVDYGKK 156 8 6 54.41 b2y3y4y5y7y8 909.50 29.936 32828 2 455.25 -9.13

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12 LISQIVSSITASLR 229 14 4 27.84 b4b6y4y8 1487.89 100.447 13968 2 744.45 5.17

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13 Carbamidomethyl+C(14) TIGGGDDSFTTFFCETGAGK 40 20 10 37.99
b3°b3b14°b14y6°y6y7y

9y14°y14
2067.92 81.576 74505 2 1034.47 13.46

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14 Carbamidomethyl+C(5)
LSDQCTGLQGFLVFHSFGGGTGS

GFTSLLMER
124 32 5 35.63 b14y3y4°y4y5 3406.62 105.498 8590 3 1136.21 -0.07

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

15 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 4 23.47 b15y12y13*y13 1864.95 136.785 4817 1 1864.95 22.32

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

16 RNLDIERPTYTNLNR 214 15 4 26.06 b4b6y6y11 1874.97 114.989 2077 3 625.66 -8.27

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

17 EIIDPVLDR 112 9 0 1.59 1051.57 60.025 4582 2 526.29 0.12



|P18206|VINC_HUMAN Vinculin 1
LTDELAPPKPPLPEGEVPPPRPPPP

EEK
853 28 7 34.68 b12y6y9°y9y11y16y22 3023.60 60.949 201776 4 756.65 -3.80

|P18206|VINC_HUMAN Vinculin 2
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 26 201.36

b2°b2b3°b3b4°b4b5°b5y
2y3y4y6y7y8y9y10y11y
14y15y21y22*y22y23y2

5y26y28

3101.56 111.236 165254 4 776.15 -6.77

|P18206|VINC_HUMAN Vinculin 3 AVAGNISDPGLQK 802 13 11 113.88
b2b8y3y5y6y7y8y9y10y

11y13
1269.67 40.695 155126 2 635.34 -4.61

|P18206|VINC_HUMAN Vinculin 4 AQQVSQGLDVLTAK 352 14 18 108.04
b2*b2b3*b3b4b5°b5b9y
1y2y3y4y8y10y11y12*y

12y14
1457.80 58.380 134709 2 729.41 5.95

|P18206|VINC_HUMAN Vinculin 5 AIPDLTAPVAAVQAAVSNLVR 35 21 23 147.45
b2b3b5b6°b6b7°b7y1y2
y3y4*y4y5*y5y6y7*y7y

8y14y15y16y19y21
2076.19 118.545 131840 2 1038.60 6.11

|P18206|VINC_HUMAN Vinculin 6 VAMANIQPQMLVAGATSIAR 738 20 14 80.55
b1b3b4b5b10b14y1y2y7

y8y13*y13y14y20
2042.11 84.446 109736 2 1021.56 10.28

|P18206|VINC_HUMAN Vinculin 7 GWLRDPSASPGDAGEQAIR 281 19 8 33.67 b2b9°b9y2y3y7y9y10 1982.96 54.137 105439 3 661.66 -4.19

|P18206|VINC_HUMAN Vinculin 8
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 10 37.76

b2*b2b3b6y3y5y10y24y
25y27

3046.42 96.718 90486 3 1016.14 2.89

|P18206|VINC_HUMAN Vinculin 9 LVQAAQMLQSDPYSVPAR 87 18 20 140.79
b1b2b10b13b14b15°b15
y1y3y6y7y8°y8y9°y9y10

y11y13y14y18
1974.03 66.220 88487 2 987.52 9.65

|P18206|VINC_HUMAN Vinculin 10 VMLVNSMNTVK 188 11 9 41.79
b2b6°b6y7y8°y8y9°y9y1

1
1235.65 55.174 86188 2 618.33 1.19

|P18206|VINC_HUMAN Vinculin 11 QVATALQNLQTK 464 12 19 114.06
b2*b2b3*b3b12y1y2y3°
y3*y3y4y5y6*y6y7y9y1

0y11y12
1314.74 48.972 86142 2 657.87 0.00

|P18206|VINC_HUMAN Vinculin 12 ELTPQVVSAAR 669 11 12 101.03
b2b10y1y3y4y5y6y7y8*

y8y9y11
1170.65 46.207 83481 2 585.83 1.25

|P18206|VINC_HUMAN Vinculin 13 LLAVAATAPPDAPNREEVFDER 607 22 10 44.93
b2b3y1y2y11y14y16y17

y18y22
2381.21 62.157 80780 3 794.41 1.54

|P18206|VINC_HUMAN Vinculin 14 ELLPVLISAMK 199 11 10 87.73
b2°b2b3y3y4y5y6y8y9y

11
1213.72 91.696 78680 2 607.36 -1.41

|P18206|VINC_HUMAN Vinculin 15 STVEGIQASVK 655 11 8 50.83 b2°b2y4°y4y6y7y9y11 1118.59 40.321 74758 2 559.80 -11.35

|P18206|VINC_HUMAN Vinculin 16 ALASQLQDSLK 570 11 5 24.51 b2b5y3y9y11 1173.64 55.006 74596 2 587.32 -6.86

|P18206|VINC_HUMAN Vinculin 17 VLQLTSWDEDAWASK 246 15 7 40.28 b8y5y8y11y12°y12y15 1748.86 79.907 73183 2 874.94 9.00

|P18206|VINC_HUMAN Vinculin 18 LLAVAATAPPDAPNR 607 15 10 73.79
b2y1y3y4y7y8y10y11°y

11y15
1476.83 51.299 66789 2 738.92 5.62

|P18206|VINC_HUMAN Vinculin 19 ETVQTTEDQILKR 59 13 13 93.29
b2°b2y1y2y3y4y5*y5y6

y7y8y9y13
1560.81 47.368 60965 3 520.94 -6.80

|P18206|VINC_HUMAN Vinculin 20 WIDNPTVDDR 502 10 10 55.95
b3b7*b7y2y6°y6y7°y7y

8y10
1230.58 48.498 59108 2 615.79 0.10

|P18206|VINC_HUMAN Vinculin 21 MALLMAEMSR 993 10 7 55.95 b3b5y1y5y6y7y10 1152.56 72.914 50791 2 576.78 2.65

|P18206|VINC_HUMAN Vinculin 22 AGEVINQPMMMAAR 889 14 18 157.95
b3b4b5b6b7°b7b12*b12
b13°b13y3y4y5y6y9y13

y14*y14
1518.74 59.014 50550 2 759.87 8.84

|P18206|VINC_HUMAN Vinculin 23 MQEAMTQEVSDVFSDTTTPIK 586 21 6 31.02 y2y3y11y14y16y21 2358.12 80.889 46770 2 1179.56 14.18

|P18206|VINC_HUMAN Vinculin 24 GQGSSPVAMQK 341 11 13 87.73
b2*b2b7°b7y1y3y4*y4y

6y7y8y9y11
1089.54 26.866 27314 2 545.27 -0.45

|P18206|VINC_HUMAN Vinculin 25 DPSASPGDAGEQAIR 285 15 6 52.71 y7y10y11y12y14y15 1470.69 35.659 21784 2 735.85 4.90



|P18206|VINC_HUMAN Vinculin 26 NPGNQAAYEHFETMK 684 15 3 18.32 b3y8y14 1736.78 47.439 13857 2 868.89 4.15
|P18206|VINC_HUMAN Vinculin 27 QQELTHQEHR 178 10 5 37.12 y2y3y4*y4y5 1305.61 14.517 6639 3 435.88 -11.13

|P18206|VINC_HUMAN Vinculin 28 VLQLTSWDEDAWASKDTEAMK 246 21 5 14.01 b1b12°b12y8y14 2424.14 76.351 3194 2 1212.57 1.31

|P18206|VINC_HUMAN Vinculin 29 AVANSRPAK 479 9 3 30.71 b3b7y7 913.53 57.163 59786 2 457.27 11.63
|P18206|VINC_HUMAN Vinculin 30 DYLIDGSR 105 8 4 54.41 b3b7y4y6 938.46 46.186 36750 2 469.73 -2.28
|P18206|VINC_HUMAN Vinculin 31 ILLVAK 762 6 3 40.31 y3y4y5 656.46 46.882 19365 2 328.73 -14.32

|P18206|VINC_HUMAN Vinculin 32 Carbamidomethyl+C(5) ALIQCAK 1013 7 4 40.71 y3y4*y4y6 803.43 30.577 16199 2 402.22 -15.80

|P18206|VINC_HUMAN Vinculin 33 GNDIIAAAK 983 9 9 45.77
b5°b5*b5b6°b6*b6b8*b

8y4
872.48 26.926 8725 2 436.74 -4.20

|P18206|VINC_HUMAN Vinculin 34 GILEYLTVAEVVETMEDLVTYT K 139 23 3 13.16 b22y10y16 2616.35 136.863 5672 2 1308.68 4.20

|P18206|VINC_HUMAN Vinculin 35 LANVMMGPYR 528 10 3 27.12 b9y3y5 1151.55 39.806 3473 2 576.28 -18.97
|P18206|VINC_HUMAN Vinculin 36 GVGQAAIR 512 8 3 36.33 b3y4y6 771.45 26.183 3370 2 386.23 4.51
|P18206|VINC_HUMAN Vinculin 37 SLLDASEEAIK 720 11 4 24.51 b6°b6b9y4 1175.64 100.375 3333 2 588.32 19.73

|P18206|VINC_HUMAN Vinculin 38 Carbamidomethyl+C(5) VENACTK 80 7 3 37.7 b4b5y4 821.40 43.936 2494 2 411.20 17.98

|P18206|VINC_HUMAN Vinculin 39 MTGLVDEAIDTK 708 12 3 22.48 b3b6y11 1292.64 58.003 2237 1 1292.64 -1.61
|P18206|VINC_HUMAN Vinculin 40 QLHDEAR 903 7 7 57.02 b3*b3b4°b4*b4y4y6 868.43 86.193 2131 1 868.43 6.68
|P18206|VINC_HUMAN Vinculin 41 LANVMMGPYRQDLLAK 528 16 4 23.86 b4b5y12°y12 1819.98 116.867 459606 3 607.33 12.21
|P18206|VINC_HUMAN Vinculin 42 DIAKASDEVTR 1020 11 3 24.51 b3b7y8 1204.62 68.323 313971 2 602.82 6.28

|P18206|VINC_HUMAN Vinculin 43 ARMQEAMTQEVSDVFSDTTTPIK 584 23 8 63.58
b4b7b8b11b13b16b22y

3
2585.20 72.936 52328 3 862.40 -8.88

|P18206|VINC_HUMAN Vinculin 44 EVENSEDPKFR 769 11 5 31.5 y3y4y9°y9*y9 1349.61 29.815 18565 3 450.54 -13.66

|P18206|VINC_HUMAN Vinculin 45 MTGLVDEAIDTKSLLDASEEAIK 708 23 4 17.69 b10b14y3y7 2449.22 70.572 12509 3 817.08 -6.08

|P18206|VINC_HUMAN Vinculin 46 EAVKAASDELSK 780 12 5 50.55 b3b9y6y7y8 1247.64 59.053 9034 3 416.55 -5.77

|P18206|VINC_HUMAN Vinculin 47 VREAFQPQEPDFPPPPPDLEQLR 830 23 6 24 b11°b11*b11b12b22y15 2702.34 136.775 8586 2 1351.67 -7.05

|P18206|VINC_HUMAN Vinculin 48 Carbamidomethyl+C(13) QILDEAGKVGELCAGK 300 16 5 35.78 b5b6b8y5y10 1687.84 63.001 8223 4 422.72 -14.39

|P18206|VINC_HUMAN Vinculin 49 DEEFPEQKAGEVINQPMMMAAR 881 22 5 21.08 b11y3y8y12*y12 2521.17 92.874 5619 2 1261.09 8.13

|P18206|VINC_HUMAN Vinculin 50
GILEYLTVAEVVETMEDLVTYTK

NLGPGMTK
139 31 4 11.31 b10y3y11°y11 3414.71 119.678 5026 3 1138.91 -8.65

|P18206|VINC_HUMAN Vinculin 51 Carbamidomethyl+C(13) DMPPAFIKVENACTK 72 15 3 18.32 b8y3y12 1720.82 77.168 2348 2 860.91 -13.05

|P18206|VINC_HUMAN Vinculin 52 Carbamidomethyl+C(6) EILGTCKMLGQMTDQVADLR 319 20 7 25.47
b12y7y11°y11y12°y12*

y12
2279.10 104.065 1622 3 760.37 -9.11

|P18206|VINC_HUMAN Vinculin 53 Phosphoryl STY(8) ELTPQVVSAAR 669 11 4 24.51 b3°b3b8_H3PO4 b8y3 1250.60 99.377 35083 2 625.80 -4.20

|P18206|VINC_HUMAN Vinculin 54 Phosphoryl STY(12) GILSGTSDLLLTFDEAEVR 113 19 5 15.08
b5°b5b12°b12y7_H3PO

4 y7
2115.99 71.411 5732 3 706.00 -11.08

|P18206|VINC_HUMAN Vinculin 55 Phosphoryl STY(6) SLGEISALTSK 433 11 5 27.52 b4°b4b5y7°y7 1185.58 99.356 3037 3 395.87 12.36
|P18206|VINC_HUMAN Vinculin 56 Oxidation+M(1) MLGQMTDQVADLR 326 13 3 20.83 b10y8y11 1493.72 51.771 15280 3 498.58 9.97
|P18206|VINC_HUMAN Vinculin 57 Oxidation+M(5) TISPMVMDAK 792 10 4 39.64 b6b9y4y8 1108.54 38.444 3773 2 554.78 6.50

|P18206|VINC_HUMAN Vinculin 58 Oxidation+M(20) VLQLTSWDEDAWASKDTEAMK 246 21 3 14.01 b13y3y11 2440.15 88.014 1853 2 1220.58 6.70

|P18206|VINC_HUMAN Vinculin 59 NQAAYEHFETMK 687 12 1 7.27 b5 1468.65 47.429 4191 3 490.22 0.58

|P18206|VINC_HUMAN Vinculin 60 PDLTAPVAAVQAAVSNLVR 37 19 9 65.76
b4°b4b5°b5b7°b7b8b9b

10
1892.04 118.560 4037 3 631.35 -11.61

|P18206|VINC_HUMAN Vinculin 61 ETVQTTEDQILKR 59 13 0 3.17 1542.81 47.365 20415 3 514.94 3.09
|P18206|VINC_HUMAN Vinculin 62 QQELTHQEHR 178 10 1 8.3 y3 1288.59 14.539 1744 3 430.20 -7.01

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1 VIHDNFGIVEGLMTTVHAITATQK 162 24 31 201.86

b2b3b4b5b6*b6b7°b7*b
7b8°b8*b8b9b24y1y2*y
2y3y4y5*y5y6y7y8y12y
14°y14y18y21y22y24

2595.36 103.908 196942 3 865.79 1.41



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 25 193.61

b2b10b11b12°b12b13°b
13*b13b15b16y2y3y4y5
y6y8y11y12°y12y13*y1

3y14y15°y15y17

1833.93 55.026 167645 2 917.47 2.86

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 LISWYDNEFGYSNR 309 14 8 91.93 y3y4y6y7y8y10y12y14 1763.81 76.679 139674 2 882.41 3.39

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 13 119.13
b5b12y4°y4y6y7y8y10y

11y12*y12y13y14
1530.81 61.892 129237 2 765.91 8.53

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 LVINGNPITIFQERDPSK 66 18 8 44.65
b2y3°y3y8y12y15y16y1

8
2041.10 77.979 126322 3 681.04 -6.16

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 GALQNIIPASTGAAK 200 15 6 52.04 b4y8y9y10y11y15 1411.80 60.315 124703 2 706.40 4.41

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 VIISAPSADAPMFVMGVNHEK 118 21 12 80.03
b2b3y2y4y6y11y12y13y

16y18y19y21
2213.10 75.935 80396 3 738.37 -4.19

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 LVINGNPITIFQER 66 14 7 42.77 b2b3y3y4y8y11y14 1613.90 84.760 79768 2 807.45 -0.83

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9 VGVNGFGR 5 8 7 41.1 y1y2y4y5*y5y7y8 805.42 39.995 75777 2 403.21 -11.59

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 5 22.8 b1b3b5b6y2 3308.57 125.890 12725 3 1103.53 0.52

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11 VIPELNGK 219 8 4 41.1 b2y4y5y7 869.52 23.836 2441 2 435.26 13.27

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 VVDLMAHMASK 323 11 3 31.5 y3y4y7 1201.59 52.798 23724 3 401.20 -12.29

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13 YDNSLK 139 6 1 13.7 b5 739.36 33.561 5292 1 739.36 -0.33

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14 WGDAGAEYVVESTGVFTTMEK 86 21 5 30.23 y6y7°y7y9y11 2277.01 58.706 2904 2 1139.01 -13.08

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15 YDDIK 254 5 1 13.3 y3 653.31 76.857 2371 1 653.31 -5.98

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 7 29.45 b3b21y6y12°y12y19y22 2933.43 74.970 68214 4 734.11 -8.66

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17 AENGKLVINGNPITIFQER 61 19 3 15.08 b18y4y11 2113.13 114.920 18840 3 705.05 -5.31

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18 Carbamidomethyl+C(20) LTGMAFRVPTANVSVVDLTCR 227 21 4 14.01 b3°b3y4y8 2307.17 80.400 10205 3 769.73 -9.21

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19
LISWYDNEFGYSNRVVDLMAHM

ASK
309 25 3 22.99 y4y5y15 2946.43 77.106 6653 5 590.09 11.60

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 5 10.96 b4b7*b7y6°y6 3983.90 119.656 6579 4 996.73 0.49



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 IKWGDAGAEYVVESTGVFTTMEK 84 23 3 13.16 b9y4y8 2518.22 128.840 2403 3 840.08 1.16

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

22
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

;Phosphoryl STY(6)
IISNASCTTNCLAPLAK 145 17 3 23.88 y10y12_H3PO4 y12y14 1913.89 74.022 2320 3 638.64 9.38

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

23 Oxidation+M(12) VIISAPSADAPMFVMGVNHEK 118 21 8 38.9 b8y6°y6y8*y8y9°y9y10 2229.08 37.801 359605 4 558.03 -8.87

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

24 GALQNIIPASTG 200 12 0 3.97 1141.61 60.352 55240 2 571.31 -6.95

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

25 EGLMTTVHAITATQK 171 15 0 7.54 1600.82 103.845 1881 2 800.92 -7.47

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 16 117.08

b4*b4b8y3y4°y4y5y6y8
y10y12y18y19y20y22y2

6
3030.52 113.722 50715 3 1010.85 3.54

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2 NLEVLNFFNNQIEELPTQISSLQK 63 24 11 38.67
b2*b2b3b4*b4b7*b7y4y

5y9y24
2818.46 109.256 18373 3 940.16 0.26

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3
GFGSLPALEVLDLTYNNLSENSLP

GNFFYLTTLR
103 34 7 34.4 b2b3b4b9y6y7y11 3775.96 134.583 3870 3 1259.32 9.18

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4 LTVLPPELGNLDLTGQK 191 17 3 16.48 b4y12y14 1808.02 86.933 35016 2 904.51 2.70

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5 HLNLGMNR 89 8 5 49.64 b3*b3b6b7y4 954.47 46.161 12854 2 477.74 -22.70

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 LNTLPR 97 6 1 13.7 y4 713.43 31.946 7343 2 357.22 -7.61

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

7 NQPEVDMSDR 15 10 3 41.9 b3b5b8 1190.53 40.409 2305 2 595.77 19.58

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

8 SETYKYLYGR 238 10 3 27.12 b7y3y6 1279.64 42.930 4300 3 427.22 7.63

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

9 Phosphoryl STY(15)
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 9 60.56

b9*b9b11b12b13b14y4y
15y21

2931.48 106.054 149958 4 733.63 4.08

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1
LGALFQPDSFVHGNSGAGNNWA

K
80 23 8 41.44 b3b4b6b10y6y12y17y23 2387.16 74.932 193153 3 796.39 2.97

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2 AVLVDLEPGTMDSIR 62 15 8 59.02 b3y4°y4y8y9y10y11y15 1615.84 75.073 192871 2 808.43 5.51

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 ALSVAELTQQMFDAR 282 15 19 153.7
b4°b4b11*b11b13b14°b
14y2y3y4y5y6y7y8y10°

y10y12y13y15
1679.84 92.602 142747 2 840.43 0.58

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 IMNSFSVMPSPK 162 12 12 103.77
b2b8y3y5°y5y7y8y9y10

y11°y11y12
1337.66 63.746 105051 2 669.33 0.82

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 9 59.08
b1*b1b9y5y8y9y11y12y

14
1693.81 75.749 91276 2 847.41 5.48

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7 LHFFMPGFAPLTAQGSQQYR 262 20 22 166.81
b2b3b4b5b7b9b11b12y
1y2y3*y3y4y5y6y7*y7y

9y11y13*y13y15
2296.13 88.835 85694 3 766.05 -2.45

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 18 120.77

b2°b2b6b9b11°b11b14y
3y4y5y7y8y9y10y12y14

y22y25
2691.40 107.982 64582 3 897.81 0.27



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 4 11.09 b3y2y4y9 3507.57 83.096 61489 4 877.65 -0.56

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10 EVDQQLLSVQTR 324 12 6 44.53 b6b8y5y6y10y12 1415.76 53.087 54204 2 708.38 4.74

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11 GASALQLER 37 9 6 45.26 b3b6y4*y4y7y9 944.51 41.343 47643 2 472.76 -1.16

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12 GHYTEGAELIENVLEVVR 103 18 5 24.66 b3b9b10y1y2 2028.03 100.018 22492 3 676.68 -6.02

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13 GLSMAATFIGNNTAIQEIFNR 359 21 3 22.46 b5y12y13 2268.13 100.979 20246 3 756.72 -4.84

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 ISVYYNEAYGR 46 11 5 38.61 b9b10°b10y7y10 1334.61 40.317 164915 2 667.81 -22.50

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 10 33.91

b4b12b15b16*b16b23y
4y9y12*y12

4362.00 88.821 7054 3 1454.67 14.66

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16 Carbamidomethyl+C(6) NTMAACDLR 297 9 4 45.77 b3b4b5y7 1051.48 94.424 1587 1 1051.48 16.25

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17 Carbamidomethyl+C(4)
VAVCDIPPRGLSMAATFIGNNTAI

QEIFNR
350 30 7 26.69 b4b6b14b16y6*y6y11 3275.66 103.918 13585 3 1092.56 -2.24

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18
LTTPTYGDLNHLVSLTMSGITTSL

RFPGQLNADLR
216 35 5 12.95 b6b17y8*y8y15 3802.96 116.849 12353 4 951.50 -4.11

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 Phosphoryl STY(14)
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 9 28.35

b8°b8b11*b11b12b15*b
15y13°y13

2771.36 90.114 4198 2 1386.19 1.76

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 Phosphoryl STY(8) ALSVAELTQQMFDAR 282 15 5 44.26 b8y4y5y6y13 1759.82 90.869 3590 2 880.41 10.54

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21 Phosphoryl STY(12) LHFFMPGFAPLTAQGSQQYR 262 20 5 30.95 b6b8y5y7y8 2376.12 102.676 2778 2 1188.56 10.48

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

22 NSFSVMPSPK 164 10 1 7.63 b3 1093.52 63.769 3431 2 547.26 -12.50

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 VGWEQLLTTIAR 714 12 20 172.72
b1b3b4b5°b5b6b7b8y1y
2y3y4°y4y5y6y7y8*y8y

9y12
1386.77 98.342 323880 2 693.89 -3.79

|P12814|ACTN1_HUMAN Alpha-actinin-1 2 AIMTYVSSFYHAFSGAQK 236 18 33 205.77

b2b5°b5b6b8b14y1y2*y
2y4*y4y5y6°y6y7y8*y8
y9y10°y10y11°y11*y11
y12°y12y13*y13y14°y1

4y15y16°y16y18

2007.95 90.892 169842 3 669.99 -5.71

|P12814|ACTN1_HUMAN Alpha-actinin-1 3 VLAVNQENEQLMEDYEK 264 17 13 76.01
b1b2b3b4b12*b12b14y

4y6y9y13y14y17
2051.98 61.993 108708 2 1026.49 10.47

|P12814|ACTN1_HUMAN Alpha-actinin-1 4
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 23 157.45

b2b3b4b6b7b14b19b23
y3*y3y4*y4y5y6*y6y7y
8y10°y10y12y14y22y25

2808.39 94.861 107677 3 936.80 8.35

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 TINEVENQILTR 726 12 5 32.69 b12y3y6y10y12 1429.77 60.230 104115 2 715.39 6.40

|P12814|ACTN1_HUMAN Alpha-actinin-1 6 LAILGIHNEVSK 565 12 5 32.69 b2y2y3y6y9 1293.73 58.631 99311 3 431.92 -13.78

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 11 57.16
b2b10b13°b13y2y3y6y9

y12°y12y14
1661.77 70.303 83700 2 831.39 -14.69

|P12814|ACTN1_HUMAN Alpha-actinin-1 8 ALDFIASK 95 8 9 64.7 b3b4b5y2°y2y5y6°y6y8 864.48 55.656 81860 2 432.74 -6.28

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 LASDLLEWIR 281 10 7 61.51 b4y2y3y4y8y9y10 1215.67 92.322 80803 2 608.34 -4.62

|P12814|ACTN1_HUMAN Alpha-actinin-1 10 LLETIDQLYLEYAK 502 14 16 101.06
b2b4°b4b7y2y3y4y5y6y
9y10°y10y11*y11y12°y

14
1711.92 91.726 71800 2 856.47 4.78



|P12814|ACTN1_HUMAN Alpha-actinin-1 11 LLETIDQLYLEYAKR 502 15 12 86.6
b2b5y4y5°y5y6y7y10*y

10y12y13y15
1868.00 86.139 55257 3 623.34 -7.12

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 QFGAQANVIGPWIQTK 633 16 9 27.92
b7b11*b11b15°b15b16y

2y7y16
1757.93 76.378 53979 2 879.47 0.63

|P12814|ACTN1_HUMAN Alpha-actinin-1 13
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 5 25.75 b7b13y7y8y26 2890.44 64.554 45195 3 964.15 -0.34

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 RDQALTEEHAR 613 11 8 27.52 b1b2b3b4y1y2y5y11 1325.64 17.502 34872 3 442.55 -14.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 15 ATLPDADKER 555 10 8 52.19 b2y1y2y3y4y5y7y10 1115.57 26.316 32812 2 558.29 -1.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 16 Carbamidomethyl+C(10) ELPPDQAEYCIAR 850 13 6 28.31 y6°y6y7y11°y11*y11 1561.73 50.584 8052 2 781.37 0.47

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 DQALTEEHAR 614 10 6 52.19 y2y5°y5y6y7y8 1169.55 21.314 4090 2 585.28 -2.61

|P12814|ACTN1_HUMAN Alpha-actinin-1 18 HTNYTMEHIR 704 10 4 34.11 b2y6y7y9 1301.59 37.675 3792 2 651.30 -9.66

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 HRPELIDYGK 185 10 5 27.12 b5°b5b8°b8y9 1227.64 62.897 140585 2 614.32 -6.66

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 MLDAEDIVGTARPDEK 220 16 5 28.59 b14°b14y5y11y12 1759.85 60.476 134745 3 587.29 -3.47

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 3 13.56 b6b9y7 2396.17 81.825 21246 3 799.40 22.01

|P12814|ACTN1_HUMAN Alpha-actinin-1 22 ATLPDADK 555 8 3 36.33 b7y4y7 830.42 28.857 12720 2 415.71 -11.25

|P12814|ACTN1_HUMAN Alpha-actinin-1 23
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 10 62.89

b4b6b10b11y4y5y7y9y1
0y14

3055.33 98.330 11301 3 1019.11 -9.43

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 YLDIPK 214 6 1 13.7 b3 748.43 65.108 9632 1 748.43 3.51

|P12814|ACTN1_HUMAN Alpha-actinin-1 25
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 3 10.86 b7b11y4 4362.01 136.291 9472 4 1091.26 -8.96

|P12814|ACTN1_HUMAN Alpha-actinin-1 26 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 12 81.24
b3b4b7b8b13y5°y5*y5y

7y10°y10y14
1992.92 96.309 8248 2 996.97 3.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 AGTQIENIEEDFR 47 13 7 34.72 b5b11y7°y7*y7y8°y8 1521.68 46.039 5425 2 761.35 -22.46

|P12814|ACTN1_HUMAN Alpha-actinin-1 28 DDPLTNLNTAFDVAEK 198 16 4 25.03 b5b8b14*b14 1762.86 52.950 2725 2 881.93 4.36

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 TAPYK 157 5 1 13.3 b4 579.31 109.410 2240 1 579.31 -2.21

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 VPENTMHAMQQK 300 12 4 40.55 b6b7b8y9 1413.68 96.117 2021 2 707.34 14.94

|P12814|ACTN1_HUMAN Alpha-actinin-1 31 QQHNER 624 6 1 13.7 b4 811.37 77.474 1512 1 811.37 -14.82

|P12814|ACTN1_HUMAN Alpha-actinin-1 32
VLAVNQENEQLMEDYEKLASDLL

EWIR
264 27 3 21.99 b12y3y4 3248.59 86.118 169995 4 812.90 -8.57

|P12814|ACTN1_HUMAN Alpha-actinin-1 33
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 11 44.67

b10b13b14y3y7y10*y10
y12°y12y13°y13

3583.74 68.145 105053 5 717.55 -9.40

|P12814|ACTN1_HUMAN Alpha-actinin-1 34 TIPWLENRVPENTMHAMQQK 292 20 3 14.51 b4y4y11 2423.17 68.408 74537 4 606.55 -9.87

|P12814|ACTN1_HUMAN Alpha-actinin-1 35
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 4 24.92 b10b11y3y9 3621.73 76.661 34500 5 725.15 -12.07

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 Carbamidomethyl+C(2) ICKVLAVNQENEQLMEDYEK 261 20 3 14.51 b12y4y7 2453.19 120.532 13130 3 818.40 9.85

|P12814|ACTN1_HUMAN Alpha-actinin-1 37 RDQALTEEHAR 613 11 3 27.52 b4y5y6 1325.67 54.407 7722 2 663.34 13.81

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 LRLSNRPAFMPSEGR 344 15 6 41.74 y6y8y11*y11y13°y13 1730.89 97.295 5929 2 865.95 -12.41

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 ILAGDKNYITMDELR 834 15 9 86.09
b11b12y4y5°y5y6y7y11

y13
1751.87 103.939 5510 2 876.44 -14.42



|P12814|ACTN1_HUMAN Alpha-actinin-1 40 ASFNHFDRDHSGTLGPEEFK 752 20 5 25.47 b4b5b13y13°y13 2291.08 99.396 4617 3 764.36 13.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 KDDPLTNLNTAFDVAEK 197 17 3 16.48 b4b11y12 1890.92 65.965 2262 2 945.96 -12.01

|P12814|ACTN1_HUMAN Alpha-actinin-1 42 KAGTQIENIEEDFR 46 14 4 19.47 b12°b12y3y13 1649.79 86.218 2216 2 825.40 -12.50

|P12814|ACTN1_HUMAN Alpha-actinin-1 43 DAKGISQEQMNEFR 738 14 3 24.91 b9y10y11 1652.79 48.384 1666 2 826.90 10.78

|P12814|ACTN1_HUMAN Alpha-actinin-1 44 Phosphoryl STY(8) ISIEMHGTLEDQLSHLR 655 17 7 39.4
y7°y7*y7y9y10_HPO3 
y11_HPO3 y10°y10y11

2058.96 104.023 15643 3 686.99 0.36

|P12814|ACTN1_HUMAN Alpha-actinin-1 45 LPDADKER 557 8 0 1.98 943.48 26.330 18800 2 472.24 -5.30

|P12814|ACTN1_HUMAN Alpha-actinin-1 46 PDADKER 558 7 1 8.3 b4 830.40 26.337 12383 2 415.70 -4.56

|P12814|ACTN1_HUMAN Alpha-actinin-1 47 TLPDADKER 556 9 0 1.98 1044.53 26.326 12162 2 522.77 -0.70

|P12814|ACTN1_HUMAN Alpha-actinin-1 48 ILGIHNEVSK 567 10 0 2.78 1109.64 58.596 8826 2 555.32 4.73

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 AILGIHNEVSK 566 11 1 7.63 b4 1180.66 58.642 5823 2 590.83 -6.93

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 LTEEHAR 617 7 0 2.38 855.43 17.565 2665 2 428.22 1.07

|P12814|ACTN1_HUMAN Alpha-actinin-1 51 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 0 3.57 1643.78 70.325 16097 3 548.60 3.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 ATLPDADKER 555 10 0 1.98 1097.54 26.330 2144 3 366.52 -14.57

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 VYSTSVTGSR 5 10 7 55.2 b2b10y3y6y8y9y10 1056.53 28.353 71399 2 528.77 -0.58

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 IQYQLVDISQDNALR 32 15 12 103.37
b2b4*b4b5y4y5y6*y6y7

y8y10y13
1775.92 70.630 65294 2 888.46 -7.56

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAV

EQNTLQEFLK
58 33 20 114.56

b2b6b8b9b11°b11*b11b
23y1y2y3y4y5y6y9*y9y

10y11y12y33
3815.84 117.938 21763 3 1272.62 7.17

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 RIQYQLVDISQDNALR 31 16 5 28.59 b14y9y13y14°y14 1932.01 76.579 1995 3 644.68 -8.40

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

5 Phosphoryl STY(9) IQYQLVDISQDNALR 32 15 6 26.06 b7b9y8y12°y12*y12 1855.88 94.970 1793 2 928.44 -2.57

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 AVFVDLEPTVIDEVR 64 15 14 124.08
b3b5b7b14y2y3y4°y4y5

y8y10y11y13y15
1701.91 84.661 166039 2 851.46 3.44

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 19 149.02
b2b3*b3b4b5°b5*b5b6*
b6b12°b12y3y4y5y6y7y

9y10y13
1584.76 83.082 143941 2 792.88 5.47

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65



|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 EDMAALEK 422 8 7 54.41 y1y2y3y4y5y7y8 906.42 36.796 59905 2 453.72 0.54

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 4 28.15 y4y7y9y13 2750.32 73.693 53120 3 917.44 9.94

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9 LSVDYGKK 156 8 6 54.41 b2y3y4y5y7y8 909.50 29.936 32828 2 455.25 -9.13

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

11 LISQIVSSITASLR 229 14 4 27.84 b4b6y4y8 1487.89 100.447 13968 2 744.45 5.17

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 23 182.14
b2b3b4b5b6°b6*b6b7b1
2°b12y2y3y4y5y10y14y
16y17y18y19y20y21y23

2520.27 66.822 299028 3 840.76 0.78

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITG
KDCQDIANK

153 32 17 99.84
b1b3b16y2y4y8y9°y9y1
0y13y14y19y22y27y28y

29y32
3712.70 50.321 265243 5 743.34 -11.11

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3 EGFGHLSPTGTTEFWLGNEK 238 20 15 77.54
b2°b2b6°b6b7b8b14°b1
4y3y4y8y13°y13y14y20

2207.05 77.471 206407 3 736.36 6.42

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4 VELEDWNGR 273 9 9 75.39 b7y3*y3y4y5°y5y7y8y9 1117.53 52.433 156239 2 559.27 2.95

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5 ASTPNGYDNGIIWATWK 382 17 6 23.17 b1b4b12y4y10y17 1893.93 81.378 134094 2 947.47 7.35

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 20 146.2
b2b3°b3b5b15y2y3*y3y
4y5y6y7y8y9*y9y10y12

y13y16y21
2417.10 88.944 109018 2 1209.05 8.18

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7 QSGLYFIKPLK 188 11 7 53.34 b5y1y2y3y4y5y7 1293.74 65.548 104818 3 431.92 -13.21

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8 YLQEIYNSNNQK 134 12 12 76.88
b2b3b4b10b12y7y8y9y1

0°y10*y10y12
1513.73 44.882 100445 2 757.37 2.26

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 6 38.49 y1y2y3y4y5y9 1194.49 44.973 93289 2 597.75 2.04

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10 IHLISTQSAIPYALR 258 15 7 43.46 b2b3b4y5y11y13y15 1682.94 70.981 76279 3 561.65 -11.24

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11 LTIGEGQQHHLGGAK 417 15 7 59.02 b10y5y6y7y12y13y15 1545.80 33.019 63575 3 515.94 -5.84

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 QVRPEHPAETEYDSLYPEDDL 432 21 9 30.23
b2*b2b5b10°b10b11*b1

1b13°b13
2503.13 92.925 25836 4 626.54 0.49

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 YEASILTHDSSIR 121 13 4 25.6 b5b13y5y6 1491.75 52.952 9387 2 746.38 5.81

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 FFTSHNGMQFSTWDNDNDK 328 19 3 15.08 b6y9y11 2290.94 55.047 116478 3 764.32 -0.64

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCK 153 13 4 25.6 b7y4y5°y5 1560.73 91.586 1022363 520.92 12.20

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16 NWIQYK 232 6 3 27.01 b3*b3y4 851.43 49.926 50901 2 426.22 -9.46

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17 DLQSLEDILHQVENK 64 15 3 18.32 b14y8y12 1780.91 106.814 27087 2 890.96 3.91

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18 LDGSVDFK 223 8 3 33.32 b6y6y7 880.43 93.550 6359 1 880.43 -16.01

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19 TSTADYAMFK 282 10 3 27.12 b5b9y5 1134.52 47.767 6237 2 567.76 1.94



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 4 12.23 b12y3°y3y13 3039.48 108.488 207216 4 760.63 5.46

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITG
K

153 24 3 19.12 y3y14y19 2768.32 51.060 121527 4 692.84 -5.20

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 VGPEADKYR 292 9 10 88.7
b8y3y4°y4y5y6°y6y7°y7

y8
1034.53 24.175 41250 2 517.77 1.89

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23 ASTPNGYDNGIIWATWKTR 382 19 5 33.67 b7b11b12b15y3 2151.06 51.680 6121 5 431.02 -1.25

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 Phosphoryl STY(4) DLQSLEDILHQVENK 64 15 3 26.4 y4y10y12_H3PO4 y12 1860.88 68.614 11786 3 620.97 10.89

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 Phosphoryl STY(14) QVRPEHPAETEYDSLYPEDDL 432 21 3 22.46 b12_H3PO4 b12b13y7 2583.12 88.800 9218 4 646.53 12.85

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

26 Phosphoryl STY() AIQLTYNPDESSKPNMIDAATLK 88 23 3 23.25 b3b4b7 2600.26 120.220 4841 3 867.42 13.33

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

27
Carbamidomethyl+C(13)

;Phosphoryl STY(9)
DTVQIHDITGKDCQDIANK 166 19 4 15.08 b8y9°y9y12 2251.02 59.994 4262 2 1126.02 11.82

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

28 Oxidation+M(16) AIQLTYNPDESSKPNMIDAATLK 88 23 5 26.72 b10b13y14y15*y15 2536.23 100.344 126203 3 846.08 -11.17

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

29 TIGEGQQHHLGGAK 418 14 0 3.97 1432.72 33.016 22257 3 478.25 -3.75

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

30 GEGQQHHLGGAK 420 12 1 7.27 b4 1218.60 33.089 20550 2 609.80 4.21

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

31 IGEGQQHHLGGAK 419 13 1 7.27 b12 1331.67 33.041 18905 3 444.56 -10.63

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

32 QSGLYFIKPLK 188 11 0 2.38 1276.72 65.550 15765 3 426.25 -1.53

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

33 LTIGEGQQHHLGGAK 417 15 0 3.97 1527.78 33.071 8917 4 382.70 -14.86

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 LNGTDPEDVIR 92 11 7 68.9 y1y3y4y6y8y9y11 1228.62 49.138 149253 2 614.81 -0.89

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 GNFNYIEFTR 150 10 10 74.03
b2*b2b3b9y4°y4y5y7y8

y10
1260.60 67.453 103940 2 630.81 3.20

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 ATSNVFAMFDQSQIQEFK 16 18 8 40.47 b4b5y2y3y4*y4y10y18 2091.00 90.349 96968 2 1046.00 6.54

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 FTDEEVDELYR 132 11 7 68.9 y3y5y7y8y9y10°y11 1415.64 59.765 64287 2 708.33 7.76

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 ELLTTMGDR 123 9 8 68.11 b9y3y4°y4y5y6y7y9 1035.51 49.250 34474 2 518.26 -4.83

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6
ATSNVFAMFDQSQIQEFKEAFNMI

DQNR
16 28 9 43.36

b6b8b15°b15b16y9y13y
18y26

3309.49 81.577 24352 3 1103.83 -13.50

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7 Carbamidomethyl+C(5)
NAFACFDEEATGTIQEDYLRELLT

TMGDR
103 29 8 30.55 b2b3b4*b4y3y5y10y29 3366.50 102.858 4904 3 1122.84 -6.89

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

8
NPTDEYLDAMMNEAPGPINFTMF

LTMFGEK
62 30 5 17.35 y4y10y12°y12*y12 3424.56 119.653 11162 5 685.72 11.69

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

9 EDLHDMLASLGK 50 12 3 29.68 b3b4b7 1328.65 54.338 4566 2 664.83 0.09

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

10 KGNFNYIEFTR 149 11 4 35.6 b7b10y4y10 1388.71 57.120 14734 2 694.86 8.88

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

11 Carbamidomethyl+C(16)
LNGTDPEDVIRNAFACFDEEATGT

IQEDYLR
92 31 5 16.32 b4b11b17y5°y5 3559.66 81.530 2825 3 1187.22 8.02

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

12 ELLTTMGDRFTDEEVDELYR 123 20 5 28.12 b7b10y10y11°y11 2432.15 96.168 2029 2 1216.58 7.83

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 LNGTDPEDVIR 93 11 7 68.9 y1y3y4y6y8y9y11 1228.62 49.138 149253 2 614.81 -0.89

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 GNFNYIEFTR 151 10 10 74.03
b2*b2b3b9y4°y4y5y7y8

y10
1260.60 67.453 103940 2 630.81 3.20



|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 ATSNVFAMFDQSQIQEFK 17 18 8 40.47 b4b5y2y3y4*y4y10y18 2091.00 90.349 96968 2 1046.00 6.54

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 FTDEEVDELYR 133 11 7 68.9 y3y5y7y8y9y10°y11 1415.64 59.765 64287 2 708.33 7.76

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 ELLTTMGDR 124 9 8 68.11 b9y3y4°y4y5y6y7y9 1035.51 49.250 34474 2 518.26 -4.83

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

6
ATSNVFAMFDQSQIQEFKEAFNMI

DQNR
17 28 9 43.36

b6b8b15°b15b16y9y13y
18y26

3309.49 81.577 24352 3 1103.83 -13.50

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

7 Carbamidomethyl+C(5)
NAFACFDEEATGTIQEDYLRELLT

TMGDR
104 29 8 30.55 b2b3b4*b4y3y5y10y29 3366.50 102.858 4904 3 1122.84 -6.89

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

8 Oxidation+M() ATSNVFAMFDQSQIQEFK 17 18 3 22.89 b6b9b13 2106.97 63.750 45637 3 702.99 -6.72

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

9 Oxidation+M()
ATSNVFAMFDQSQIQEFKEAFNMI

DQNRDGFIDK
17 34 5 21.63 b3b4b9*b9y4 4000.85 101.942 2740 3 1334.29 1.71

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 15 140
b2b3b6b8y2y3y4y5y6y8

y9y10y11y14y16
1887.98 102.458 231781 3 630.00 -12.54

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 13 83.59
b2b3b4b5*b5b10*b10y

2y7y8y9y11y13
1354.73 45.380 170322 2 677.87 0.00

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 10 82.21
b2y2y3y5y6y7y8y9y11*

y11
1341.63 49.026 138359 2 671.32 1.18

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 VFDKEGNGTVMGAEIR 94 16 6 24.52 b2b9b11y5y7y16 1722.83 50.114 99422 3 574.95 -8.08

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 NKDQGTYEDYVEGLR 79 15 5 36.97 y3y6y7y9y15 1786.82 56.645 83470 3 596.28 -3.55

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 EGNGTVMGAEIR 98 12 5 35.7 b12y5y6y7y12 1233.59 43.842 44258 2 617.30 0.69

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 Carbamidomethyl+C(2) MCDFTEDQTAEFK 0 13 4 30.08 y7y10°y10y12 1621.66 93.548 26348 3 541.23 6.77

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 Carbamidomethyl+C(19)
MTEEEVEMLVAGHEDSNGCINYE

AFVR
119 27 3 11.99 b15y5y8 3129.42 91.695 46852 3 1043.81 20.75

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 DQGTYEDYVEGLR 81 13 7 41.7 b3b10*b10y7y8y11°y11 1544.66 46.199 6424 3 515.56 -19.60

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 EAFQLFDR 13 8 10 67.71
b3°b3b4*b4b6°b6y3°y3

y5*y5
1025.49 20.594 3508 2 513.25 -17.62

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 EAFQLFDRTGDGK 13 13 3 20.83 b5b8y9 1483.73 80.226 43923 2 742.37 6.42

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

12 VFDKEGNGTVMGAEIR 94 16 3 17.33 b6y6y12 1722.84 66.985 9250 2 861.93 -2.13

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

13 Carbamidomethyl+C(11) TGDGKILYSQCGDVMR 21 16 6 17.33
b12°b12b15°b15y13*y1

3
1799.83 63.721 7827 2 900.42 -6.51

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

14 SDEMNVKVLDFEHFLPMLQTVAK 56 23 5 17.69 b15*b15b20y12y14 2691.32 136.836 5487 2 1346.16 -12.97

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

15 VLGNPKSDEMNVK 50 13 7 77.06 b3b4y3y4y6y9y10 1430.72 98.366 3317 2 715.87 -5.63

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

16
Carbamidomethyl+C(2);

Phosphoryl STY(9)
MCDFTEDQTAEFKEAFQLFDR 0 21 3 14.01

b10_H3PO4 
b10b15_HPO3 b15y11

2708.06 136.816 5887 2 1354.53 -14.51

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

17 Oxidation+M(7) EGNGTVMGAEIR 98 12 5 34.53 b4b5*b5b8y4 1249.58 24.246 2063 2 625.29 -5.08

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

18 VMGAEIR 103 7 0 4.36 775.41 50.151 3622 1 775.41 -6.45

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

19 PMLQTVAK 71 8 2 20.97 b3b4 887.49 102.462 2193 2 444.25 -9.15

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

20 TNAEVLK 43 7 0 3.17 774.45 45.344 1995 2 387.73 12.53

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 17 101.43
b2*b2b3y1y2y3y4°y4y5
y6°y6y7y8y9°y9*y9y10

1243.66 59.541 441297 2 622.33 5.01



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 IQALQQQADEAEDR 13 14 22 142.43
b2*b2b3b4b10b13y1y2y
3y4y5°y5y8*y8y9*y9y1
0°y10*y10y11y12y14

1614.77 39.996 191902 2 807.89 1.36

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 MEIQEMQLK 104 9 12 79.65
b2b3b4°b4y1y4y5°y5*y

5y7y8y9
1149.57 57.143 152555 2 575.29 3.61

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 AEGDVAALNRR 44 11 10 41.79
b1b6y1y2y5*y5y7y9*y9

y11
1171.61 30.382 103655 2 586.31 -4.38

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 AEGDVAALNR 44 10 9 74.82 b2b7y1y4y5y6y7y8y10 1015.52 33.600 47981 2 508.26 -1.68

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 LVILEGELER 132 10 5 40.43 b3y3y7y8y10 1170.67 67.415 45471 2 585.84 -0.83

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 NVTNNLKSLEAASEK 162 15 8 37.44 b3°b3*b3b8y3y4°y4y8 1617.86 90.115 184836 2 809.43 7.92

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 KLVILEGELER 131 11 7 65.39 b4b5b6y5y6°y6y9 1298.77 62.490 93469 2 649.89 2.63

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 KIQALQQQADEAEDR 12 15 9 97.35 b3b5y4y5y6y7y8y9y12 1742.85 37.305 82447 3 581.62 -7.35

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 IQLVEEELDRAQER 55 14 4 27.25 y4y11°y11y12 1727.89 59.077 48068 3 576.63 -2.97

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 LEEAEKAADESER 76 13 4 43.38 y4y5y6y8 1476.67 25.594 34360 3 492.89 -7.69

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 EKAEGDVAALNR 42 12 5 36.45 b5b8y8y9°y9 1272.64 31.158 8716 2 636.82 -9.40

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 AQGLQRELDGER 27 12 4 26.46 b10*b10b11y8 1371.70 94.254 5724 2 686.35 -1.42

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

14 EAETRAEFAER 197 11 5 38.61 b4b9y6y7°y7 1308.61 30.477 2974 2654.81 -6.34

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

15 GDVAALNRR 46 9 4 31.5 b3b4b6°b6 971.53 30.395 50417 2 486.27 -6.35

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

16 EGDVAALNRR 45 10 1 7.9 b9 1100.57 30.383 20616 2 550.79 -10.76

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

17 AEGDVAALNRR 44 11 0 2.38 1153.60 30.429 3611 3 385.20 -5.71

|Q9BYX7|ACTK_HUMAN Kappa-actin 1 SYELPDGQVITIGNER 238 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|Q9BYX7|ACTK_HUMAN Kappa-actin 2 QEYDESGPSIVHRK 359 14 24 175.06

b3°b3b4°b4*b4b5b7°b7
b14y2y3y4y5y6°y6y7y8
y9y10°y10y11y12y14*y

14

1644.78 32.248 414928 3 548.93 -11.87

|Q9BYX7|ACTK_HUMAN Kappa-actin 3 QEYDESGPSIVHR 359 13 6 78.23 y3y4y5y6y8y11 1516.70 38.099 279257 3 506.24 -0.32

|Q9BYX7|ACTK_HUMAN Kappa-actin 4 Carbamidomethyl+C(2)LCYVALDSEQEMAMAASSSSVEK 215 23 3 13.16 b11y5y11 2506.15 74.216 10152 3 836.05 13.05

|Q9BYX7|ACTK_HUMAN Kappa-actin 5 HQGMMEGMHQK 39 11 4 37.02 b3b4b10y6 1313.58 32.050 16257 2 657.30 22.21

|Q9BYX7|ACTK_HUMAN Kappa-actin 6 ELTDYLMK 183 8 3 41.1 b3b5b6 1012.51 46.219 6292 2 506.76 6.87

|Q9BYX7|ACTK_HUMAN Kappa-actin 7 GMLTLKYPMEHGIITNWDDMEK 62 22 3 13.56 b13y3y5 2622.25 100.280 17173 3 874.76 4.47

|Q9BYX7|ACTK_HUMAN Kappa-actin 8 ELTDYLMKILTER 183 13 3 20.83 b8y5y11 1624.86 64.523 11665 3 542.29 -0.75

|Q9BYX7|ACTK_HUMAN Kappa-actin 9 GYRFTTTAEQEIVR 196 14 4 27.84 b7b9y4y6 1670.83 68.324 6906 4 418.46 -10.67



|Q9BYX7|ACTK_HUMAN Kappa-actin 10

Carbamidomethyl+C(3);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(18

)

FRCPEALFQPCFLGMESCGIHK 254 22 7 25.89 b7°b7b10°b10b14y5y7 2684.24 136.311 2155 3 895.42 7.09

|Q9BYX7|ACTK_HUMAN Kappa-actin 11 Phosphoryl STY(16) KDLYTNTVLSGGTTMYPGIAHR 290 22 5 13.56
b5b14_H3PO4 
b14°b14*b14y7

2475.19 106.122 15910 3 825.73 8.38

|Q9BYX7|ACTK_HUMAN Kappa-actin 12 Phosphoryl STY(19)
TTGIVMDSGDGFTHTVPIYEGNAL

PHATLR
147 30 5 16.67 b9b13°b13b17y13 3250.50 102.065 1741 3 1084.17 -5.26

|Q9BYX7|ACTK_HUMAN Kappa-actin 13
Carbamidomethyl+C(16)

;Oxidation+M(15)
DDDTAVLVIDNGSGMCK 1 17 3 16.48 b4b13y11 1825.79 46.348 11364 4 457.20 -3.14

|Q9BYX7|ACTK_HUMAN Kappa-actin 14
Carbamidomethyl+C(17)

;Oxidation+M(16)
MDDDTAVLVIDNGSGMCK 0 18 3 15.73 b12b15y11 1956.83 46.338 4182 2 978.92 -3.31

|Q9BYX7|ACTK_HUMAN Kappa-actin 15 Oxidation+M(14) DLYTNTVLSGGTTMYPGIAHR 291 21 6 41.91 b11b12b14b15°b15y11 2283.10 76.510 1809 3 761.70 -4.28

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 12 100.36
b2b3b4b6y1y5y6y8y9y1

0y11y13
1269.77 77.825 183218 2 635.39 -0.58

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 LLVPSPEGMSEIYLR 423 15 11 45.05
b2b3y1y2y3y6y10y11°y

12°y12y15
1703.91 86.046 119671 2 852.46 5.73

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 15 130.38
b3°b3b4b5y1y2y3y4y5y

6y7y8y9y11y16
1765.91 92.081 115315 2 883.46 4.22

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 14 99.65

b12b14b21y2y3y4y5y6y
7y8y9*y9y11y29

2782.32 59.735 109603 4 696.33 -4.30

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 11 93.19
b2b3b4y3*y3y4y5y8y9y

10y14
1487.72 48.380 71771 2 744.37 4.51

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6 LEGSAPTDVLDSLTTIPELK 333 20 7 36.45 b10b13b16y2y4y5y20 2099.12 95.427 62755 2 1050.07 5.82

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 AGDALWLR 242 8 6 49.64 b6y2y3y4y5y8 901.49 62.015 55403 2 451.25 -3.25

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 8 51.93

b13b14*b14y10y11y12y
14y22

2539.16 81.699 48146 3 847.06 -4.52

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 7 31.97 b9y5y6y8y10y16y30 3025.49 95.937 39951 3 1009.17 1.05

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10 GEELDEDLFLQLTGGHEAF 648 19 8 26.1 b2b18y1y6y7°y7y11y192120.00 101.122 18311 2 1060.50 9.33

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11 TASGDYIDSSWELR 5 14 5 45.62 b3b7b13y10y11 1599.74 68.363 13561 2 800.38 10.00

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12 TMADSSYTSEVQAILAFLSLQR 459 22 10 63.12
b2b4y3y4*y4y5y6*y6y7

y22
2431.23 120.515 12759 2 1216.12 6.03

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13 IDLAVGDVVK 580 10 7 54.7 b3b6b7°b7y8°y8y9 1028.59 57.164 352077 2 514.80 -4.15

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14 ILEAHQNVAQLSLAEAQLR 523 19 8 67.48 b7b8°b8b9y4y6y7y8 2104.14 66.250 102841 3 702.05 -6.38

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 VFVGEEDPEAESVTLR 19 16 6 42.31 b6b7°b7y7y10y11 1776.89 60.439 62622 2 888.95 11.75

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 SQDEAPGDPIQQLNLK 389 16 6 39.13 b3°b3b5°b5b7b11 1752.89 30.323 20633 2 876.95 10.45

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17 Carbamidomethyl+C(10)
WDLLLEEIDCTEEEMMVFAALQY

HINK
276 27 3 21.99 b10b11y14 3340.58 71.156 5011 4 835.90 5.70

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 WLDSSR 228 6 1 13.7 b4 763.37 42.413 4848 1 763.37 -3.12

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 EPEEELYDLSK 155 11 4 41.62 b9b10y6y7 1351.60 36.494 2585 2 676.31 -16.35

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 YYSFFDLDPK 252 10 6 58.5 b3y4y5y6°y6y8 1294.63 20.600 2522 2 647.82 21.22



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 QDWSDHAIWWEQK 56 13 3 20.83 b10y4y9 1728.78 42.937 2424 2 864.89 0.21

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 YYSFFDLDPKTDPVR 252 15 3 18.32 b11y11y13 1862.92 66.007 59190 3 621.65 14.09

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 Carbamidomethyl+C(18)
SQDEAPGDPIQQLNLKGCEVVPD

VNVSGQK
389 30 4 11.44 b15y4y12°y12 3221.59 80.490 54874 3 1074.54 5.46

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24 ARGEELDEDLFLQLTGGHEAF 646 21 4 30.23 b4b5b7b9 2347.12 95.329 18231 3 783.04 -1.46

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 TQLHSRWLDSSR 222 12 3 32.69 b4b9b11 1485.78 62.188 8412 2 743.39 14.62

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26 EKEPEEELYDLSK 153 13 3 30.08 b5b10b12 1608.77 65.058 6834 2 804.89 6.30

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27 FSNMRQWNVNWDIR 593 14 4 28.04 y5y7*y7y13 1865.89 69.538 6493 2 933.45 2.36

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

28 Carbamidomethyl+C(7) WLDSSRCLMQQGIK 228 14 4 19.47 b13*b13y3y12 1721.86 71.179 5358 3 574.62 6.59

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

29 FKYYSFFDLDPK 250 12 3 26.46 b4y10y11 1569.77 84.602 1665 3 523.93 6.61

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

30 Phosphoryl STY(2) LTQLYEQAR 267 9 3 30.71 b4y6y8 1201.56 64.223 175570 3 401.19 4.27

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

31 Phosphoryl STY(13) IVHEYIGGYIFLSTR 629 15 5 32.08 b11b14y10y11°y11 1847.90 88.814 4432 3 616.64 -1.85

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

1 LLVVYPWTQR 31 10 21 130.25
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6*y6y7

*y7y8y9y10
1274.72 79.093 1756497 2 637.87 -1.92

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

2 VNVEDAGGETLGR 18 13 5 20.83 b11y2y5y7y13 1316.65 59.158 9462 2 658.83 5.66

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

3 FFDSFGNLSSASAIMGNPK 41 19 6 20.93 b4b9*b9y10y16*y16 1989.94 84.966 5199 2 995.47 2.27

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

4 MGHFTEEDKATITSLWGK 0 18 3 24.66 b4b5b13 2050.99 72.058 19407 3 684.34 1.55

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

5 MVTAVASALSSRYH 133 14 4 27.84 b4b11y3y7 1492.77 66.123 8668 3 498.26 11.45

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

6 Phosphoryl STY() FFDSFGNLSSASAIMGNPK 41 19 6 20.93 b8°b8*b8b11y7y10 2069.92 43.135 4993 2 1035.47 14.51

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

1 LLVVYPWTQR 31 10 21 130.25
b2b3b4b5y1y2*y2y3°y3
*y3y4y5°y5*y5y6*y6y7

*y7y8y9y10
1274.72 79.093 1756497 2 637.87 -1.92

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

2 VNVEDAGGETLGR 18 13 5 20.83 b11y2y5y7y13 1316.65 59.158 9462 2 658.83 5.66

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

3 FFDSFGNLSSASAIMGNPK 41 19 6 20.93 b4b9*b9y10y16*y16 1989.94 84.966 5199 2 995.47 2.27

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

4 MVTGVASALSSR 133 12 3 35.7 y7y8y9 1178.60 52.869 20033 2 589.80 -16.99

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

5 Oxidation+M(1) MVTGVASALSSR 133 12 3 22.48 b11y3y7 1194.60 68.734 11658 2 597.81 -9.91

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 LNGTDPEDVIR 93 11 7 68.9 y1y3y4y6y8y9y11 1228.62 49.138 149253 2 614.81 -0.89

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 ATSNVFAMFDQSQIQEFK 17 18 8 40.47 b4b5y2y3y4*y4y10y18 2091.00 90.349 96968 2 1046.00 6.54

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 GNFNYVEFTR 151 10 5 52.19 b2y4y5y6y8 1246.59 62.719 46352 2 623.80 4.99

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 ELLTTMGDR 124 9 8 68.11 b9y3y4°y4y5y6y7y9 1035.51 49.250 34474 2 518.26 -4.83

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5
ATSNVFAMFDQSQIQEFKEAFNMI

DQNR
17 28 9 43.36

b6b8b15°b15b16y9y13y
18y26

3309.49 81.577 24352 3 1103.83 -13.50



|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 Carbamidomethyl+C(5) NAFACFDEEASGFIHEDHLR 104 20 6 45.53 y5°y5y7y12y13y14 2365.07 107.097 1818 2 1183.04 15.79

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7 Carbamidomethyl+C(16)
LNGTDPEDVIRNAFACFDEEASGF

IHEDHLR
93 31 3 22.1 b12b13y12 3574.64 74.006 2924 3 1192.22 1.64

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 Oxidation+M() EAFNMIDQNRDGFIDK 35 16 7 42.99 b4b13b14°b14b15y9°y9 1928.85 88.875 10645 2 964.93 -14.56

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

9 Oxidation+M()
EAFNMIDQNRDGFIDKEDLHDML

ASLGK
35 28 3 21.99 b10y11y12 3238.56 112.155 2517 3 1080.19 13.04

|P07437|TBB5_HUMAN Tubulin beta 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 41.26

b2°b2b13b14b17y1y2y6
y9y12*y12y14y26

2798.36 90.206 180420 3 933.46 6.19

|P07437|TBB5_HUMAN Tubulin beta 
chain

2 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 ALTVPELTQQVFDAK 282 15 6 29.7 b3°b3y8y11y12y15 1659.90 84.573 91759 2 830.46 4.85

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 IMNTFSVVPSPK 162 12 7 64.53 y4°y4y5y6y7y8y12 1319.71 63.914 89853 2 660.36 2.41

|P07437|TBB5_HUMAN Tubulin beta 
chain

5 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 65.04

y2y3y5y6y7y8y12y22y2
5

2708.33 95.908 82625 3 903.45 -2.43

|P07437|TBB5_HUMAN Tubulin beta 
chain

6
FWEVISDEHGIDPTGTYHGDSDLQ

LDR
19 27 7 31.46

b5b9b13°b13y25*y25y2
6

3102.42 74.906 19529 4 776.36 4.33

|P07437|TBB5_HUMAN Tubulin beta 
chain

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 13.42 b3b22y4y7y33 3439.63 78.423 15018 3 1147.22 0.35

|P07437|TBB5_HUMAN Tubulin beta 
chain

8 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 5 23.17 b1b8b11y4y6 1822.90 61.126 8173 2 911.95 -13.93

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 ISVYYNEATGGK 46 12 3 26.46 b5y9y10 1301.64 45.252 36402 2 651.32 1.50

|P07437|TBB5_HUMAN Tubulin beta 
chain

10 MAVTFIGNSTAIQELFK 362 17 4 16.48 b5°b5b14y11 1869.94 71.379 2173 2 935.47 -22.65

|P07437|TBB5_HUMAN Tubulin beta 
chain

11 Carbamidomethyl+C(10) EIVHIQAGQCGNQI 2 14 1 7.27 y13 1566.79 61.045 13277 2 783.90 11.45

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 22 103.94

b2b3b8*b8b9°b9*b9b10
b12y2°y2y3y4y9°y9*y9
y10°y10*y10y11°y11y1

2

1443.64 33.897 1502962 2 722.32 -1.69

|P02768|ALBU_HUMAN Serum albumin 2
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 21 103.25
b1b2b3b4°b4b9y2*y2y3
*y3y4*y4y5y6°y6*y6y7

°y7y8°y8y9
1138.50 32.711 181168 2 569.75 -2.14

|P02768|ALBU_HUMAN Serum albumin 3 VPQVSTPTLVEVSR 438 14 12 96.28
b3b4b13y1y3y8y9y10y1

1y12*y12y14
1511.85 60.406 125147 2 756.43 3.23

|P02768|ALBU_HUMAN Serum albumin 4 LVNEVTEFAK 65 10 5 34.11 b2y5y6y8y10 1149.61 54.946 93439 2 575.31 -1.38

|P02768|ALBU_HUMAN Serum albumin 5 Carbamidomethyl+C(3) QNCELFEQLGEYK 413 13 10 67.95
b9b13y2y3°y3y7y9y10y

12y13
1657.77 71.441 91290 2 829.39 9.87

|P02768|ALBU_HUMAN Serum albumin 6 VFDEFKPLVEEPQNLIK 396 17 8 26.39
b1b2b13°b13y2y6y11y1

4
2045.08 82.961 88448 3 682.37 -6.92

|P02768|ALBU_HUMAN Serum albumin 7
Carbamidomethyl+C(6);
Carbamidomethyl+C(7)

AAFTECCQAADK 186 12 11 69.38
b1b6y1y2y6y7y8°y8y9y

10y12
1371.57 32.026 81975 2 686.29 0.18

|P02768|ALBU_HUMAN Serum albumin 8 FQNALLVR 426 8 6 49.64 b5y2y3y4y6y8 960.55 55.732 81656 2 480.78 -9.47

|P02768|ALBU_HUMAN Serum albumin 9 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 21 155.23
b2b3b4b5b6y2y3y4y5y7
°y7y8°y8y10°y10*y10y1

2y13y15y19y21
2490.28 108.698 80281 3 830.77 0.00



|P02768|ALBU_HUMAN Serum albumin 10 AEFAEVSK 249 8 9 51.4 b2b3°b3b4b8°b8y4y6y8 880.44 33.539 73926 2 440.72 -2.98

|P02768|ALBU_HUMAN Serum albumin 11 Carbamidomethyl+C(2) LCTVATLR 97 8 4 41.1 y3y4y6y8 933.52 43.859 28569 2 467.26 -2.09

|P02768|ALBU_HUMAN Serum albumin 12
Carbamidomethyl+C(2);
Carbamidomethyl+C(11)

TCVADESAENCDK 75 13 9 79.49
b2b6°b6y5y6y8y9y10y1

1
1498.58 22.579 24510 2 749.79 2.20

|P02768|ALBU_HUMAN Serum albumin 13
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(10)

CCAAADPHECYAK 383 13 6 32.59 b1b3y6y7y9y13 1552.59 24.806 12111 3 518.20 -6.21

|P02768|ALBU_HUMAN Serum albumin 14
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDR 264 17 5 16.48 b1b3°b3b12y11 2086.85 40.687 7019 3 696.29 5.03

|P02768|ALBU_HUMAN Serum albumin 15 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEKER 524 21 3 20.65 b4b11b16 2545.14 73.012 3306 2 1273.07 -10.17

|P02768|ALBU_HUMAN Serum albumin 16 Carbamidomethyl+C(7) ADDKETCFAEEGK 584 13 4 20.83 b4y4y9y13 1499.61 29.550 2577 3 500.54 -11.64

|P02768|ALBU_HUMAN Serum albumin 17 LVTDLTK 257 7 12 93.92
b3°b3b4°b4b5b6y4°y4y

5°y5y6°y6
789.46 38.914 919470 2 395.23 -19.02

|P02768|ALBU_HUMAN Serum albumin 18 AVMDDFAAFVEK 569 12 3 22.48 b6y5y10 1342.64 82.555 130984 2 671.82 1.55

|P02768|ALBU_HUMAN Serum albumin 19 Carbamidomethyl+C(3) RPCFSALEVDETYVPK 508 16 3 17.33 b12b14y12 1910.93 65.730 34193 3 637.65 -0.77

|P02768|ALBU_HUMAN Serum albumin 20 Carbamidomethyl+C(3) AACLLPK 198 7 3 40.71 b3b4b6 772.43 42.201 31101 2 386.72 -12.72

|P02768|ALBU_HUMAN Serum albumin 21 YLYEIAR 161 7 4 51 b5y3y5y6 927.49 80.042 30183 2 464.25 -2.04

|P02768|ALBU_HUMAN Serum albumin 22 HPYFYAPELLFFAK 169 14 7 51.14 b3b7y4y8y9y11°y11 1742.87 63.022 19224 3 581.63 -14.64

|P02768|ALBU_HUMAN Serum albumin 23 SEVAHR 28 6 1 13.7 y3 698.35 30.929 6121 2 349.68 -13.37

|P02768|ALBU_HUMAN Serum albumin 24
Carbamidomethyl+C(3);
Carbamidomethyl+C(16)

MPCAEDYLSVVLNQLCVLHEK 469 21 6 30.06 b12b17y4y5°y5y19 2518.21 114.951 2839 3 840.08 -0.10

|P02768|ALBU_HUMAN Serum albumin 25 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 6 36.52 b4°b4y9y10°y10y11 2260.06 110.413 1791 3 754.03 16.74

|P02768|ALBU_HUMAN Serum albumin 26 KVPQVSTPTLVEVSR 437 15 33 225.66

b4*b4b5*b5b7°b7*b7b9
°b9b10*b10b11y3y4°y4
y5°y5y6y7y8°y8y9°y9y1
0°y10y11°y11y12°y12*y

12y13°y13y14

1639.93 55.699 1605450 3 547.31 -5.58

|P02768|ALBU_HUMAN Serum albumin 27 FKDLGEENFK 34 10 3 27.12 b9y5y9 1226.61 68.287 493702 2 613.81 1.59

|P02768|ALBU_HUMAN Serum albumin 28 EQLKAVMDDFAAFVEK 565 16 3 17.33 b4b10y9 1840.91 61.150 84417 3 614.31 -2.12

|P02768|ALBU_HUMAN Serum albumin 29
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)

RMPCAEDYLSVVLNQLCVLHEK 468 22 7 33.41 b5b7b12y6y9y11*y11 2674.32 104.009 64129 3 892.11 1.83

|P02768|ALBU_HUMAN Serum albumin 30 YLYEIARR 161 8 4 41.1 b4b5b6°b6 1083.58 62.919 21219 2 542.30 -10.25

|P02768|ALBU_HUMAN Serum albumin 31
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDRADLAK 264 22 4 21.08 b3y10y13y19 2585.14 44.221 17511 3 862.38 7.27

|P02768|ALBU_HUMAN Serum albumin 32 DAHKSEVAHR 24 10 4 34.11 b3°b3b5b6 1149.58 38.479 4821 2 575.29 4.67



|P02768|ALBU_HUMAN Serum albumin 33 RHPYFYAPELLFFAK 168 15 3 24.34 b8b9y10 1898.97 53.605 4737 3 633.66 -12.21

|P02768|ALBU_HUMAN Serum albumin 34 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 3 23.86 b13b14y10 1996.95 91.622 1521 3 666.32 12.10

|P02768|ALBU_HUMAN Serum albumin 35
Carbamidomethyl+C(14)

;Phosphoryl STY(10)
ALVLIAFAQYLQQCPFEDHVK 44 21 6 39.9 y3y7y10y11*y11y18 2570.26 129.208 4086 3 857.43 8.74

|P02768|ALBU_HUMAN Serum albumin 36
Carbamidomethyl+C(3);

Phosphoryl STY(5)
RPCFSALEVDETYVPK 508 16 3 23.86 b3b4_HPO3 b4y3 1990.91 67.715 3079 3 664.31 10.18

|P02768|ALBU_HUMAN Serum albumin 37 Oxidation+M(6) DVFLGMFLYEYAR 347 13 4 29.95 b6b12y5y7 1639.78 67.763 16762 2 820.39 -0.67

|P02768|ALBU_HUMAN Serum albumin 38 LVNEVTEF 65 8 0 1.98 950.48 54.867 112471 2 475.74 -8.03

|P02768|ALBU_HUMAN Serum albumin 39 Carbamidomethyl+C(5) DLLECADDR 272 9 0 4.76 1106.48 40.603 5026 1 1106.48 -0.88

|P02768|ALBU_HUMAN Serum albumin 40 AEFAEVSK 249 8 0 1.19 862.43 33.556 10860 1 862.43 3.40

|O43707|ACTN4_HUMAN Alpha-actinin-4 1 VGWEQLLTTIAR 733 12 20 172.72
b1b3b4b5°b5b6b7b8y1y
2y3y4°y4y5y6y7y8*y8y

9y12
1386.77 98.342 323880 2 693.89 -3.79

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 AIMTYVSSFYHAFSGAQK 255 18 33 205.77

b2b5°b5b6b8b14y1y2*y
2y4*y4y5y6°y6y7y8*y8
y9y10°y10y11°y11*y11
y12°y12y13*y13y14°y1

4y15y16°y16y18

2007.95 90.892 169842 3 669.99 -5.71

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 TINEVENQILTR 745 12 5 32.69 b12y3y6y10y12 1429.77 60.230 104115 2 715.39 6.40

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 ALDFIASK 114 8 9 64.7 b3b4b5y2°y2y5y6°y6y8 864.48 55.656 81860 2 432.74 -6.28

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 LASDLLEWIR 300 10 7 61.51 b4y2y3y4y8y9y10 1215.67 92.322 80803 2 608.34 -4.62

|O43707|ACTN4_HUMAN Alpha-actinin-4 6 Carbamidomethyl+C(10) ELPPDQAEYCIAR 869 13 6 28.31 y6°y6y7y11°y11*y11 1561.73 50.584 8052 2 781.37 0.47

|O43707|ACTN4_HUMAN Alpha-actinin-4 7 HTNYTMEHIR 723 10 4 34.11 b2y6y7y9 1301.59 37.675 3792 2 651.30 -9.66

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 VLAVNQENEHLMEDYEK 283 17 4 16.48 b10*b10y7y16 2060.96 69.609 61230 2 1030.98 1.30

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 ASIHEAWTDGK 421 11 4 24.51 b6°b6y4y8 1214.57 38.397 42706 3 405.53 -11.26

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 DDPVTNLNNAFEVAEK 217 16 3 17.33 b11y3y7 1775.82 52.238 31567 3 592.61 -13.34

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 INNVNK 108 6 1 13.7 y5 701.40 60.860 20249 1 701.40 9.66

|O43707|ACTN4_HUMAN Alpha-actinin-4 12
VEQIAAIAQELNELDYYDSHNVNT

R
469 25 3 22.99 b4b5b10 2905.42 119.498 11912 3 969.14 6.55

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 HEAFESDLAAHQDR 455 14 3 19.47 b4b10y9 1625.74 71.464 9153 2 813.37 3.38

|O43707|ACTN4_HUMAN Alpha-actinin-4 14 Carbamidomethyl+C(2) ICDQWDALGSLTHSR 497 15 4 29.7 b7y4y10y14 1758.81 69.619 8741 3 586.94 -6.52

|O43707|ACTN4_HUMAN Alpha-actinin-4 15 MLDAEDIVNTARPDEK 239 16 4 24.52 b8b12y4y8 1816.85 58.876 8475 2 908.93 -11.42

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 SFSTALYGESDL 899 12 3 26.46 b9y4y5 1289.61 72.112 7416 1 1289.61 14.77

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 DHGGALGPEEFK 779 12 5 22.48 b6°b6b8y5°y5 1256.57 81.589 4872 1 1256.57 -14.09

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 FAIQDISVEETSAK 152 14 3 19.47 b13y6y13 1537.74 58.787 4815 2 769.38 -19.21



|O43707|ACTN4_HUMAN Alpha-actinin-4 19 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 4 24.91 b4y11y12°y12 1624.77 63.005 4721 4 406.95 5.79

|O43707|ACTN4_HUMAN Alpha-actinin-4 20 Carbamidomethyl+C(6) TFTAWCNSHLR 54 11 6 48.11 b4b10y3y9°y9y10 1392.65 58.999 2673 3 464.89 0.96

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 IMSLVDPNHSGLVTFQAFIDFMSR 813 24 6 41.71 b3b8b9b10y10y15 2725.35 119.694 1695 3 909.12 1.43

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 MAPYQGPDAVPGALDYK 882 17 3 25.13 b8b15b16 1792.85 70.360 1568 2 896.93 -4.02

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 AGTQIENIDEDFR 66 13 9 43.46
b7°b7*b7b12y3y10°y10

y12°y12
1507.72 90.116 1508 2 754.36 8.58

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 KDDPVTNLNNAFEVAEK 216 17 3 23.88 y3y6y15 1903.93 71.401 36611 3 635.31 -6.60

|O43707|ACTN4_HUMAN Alpha-actinin-4 25 ASIHEAWTDGKEAMLK 421 16 6 35.78 b9b12y10°y10y11y15 1786.90 71.204 28349 3 596.31 12.64

|O43707|ACTN4_HUMAN Alpha-actinin-4 26
LSNRPAFMPSEGKMVSDINNGWQ

HLEQAEK
365 30 11 26.69

b3b6°b6*b6y4*y4y6°y6
y9°y9y11

3413.64 119.652 7845 4 854.17 0.50

|O43707|ACTN4_HUMAN Alpha-actinin-4 27 LRLSNRPAFMPSEGK 363 15 4 38.1 b13b14y11y12 1702.93 91.657 6827 3 568.31 13.62

|O43707|ACTN4_HUMAN Alpha-actinin-4 28 Carbamidomethyl+C(7) KTFTAWCNSHLR 53 12 4 22.48 b10°b10y5y10 1520.76 67.079 6226 3 507.59 12.28

|O43707|ACTN4_HUMAN Alpha-actinin-4 29 MEEIGRISIEMNGTLEDQLSHLK 668 23 3 13.16 b7b12y8 2643.33 74.031 6002 4 661.59 6.65

|O43707|ACTN4_HUMAN Alpha-actinin-4 30 Carbamidomethyl+C(14)
DHGGALGPEEFKACLISLGYDVEN

DR
779 26 4 22.98 b3b6b7y12 2862.32 94.884 5528 3 954.78 -6.57

|O43707|ACTN4_HUMAN Alpha-actinin-4 31 DAKGISQEQMQEFR 757 14 7 31.8
b4b10°b10*b10b12*b12

y6
1666.80 44.212 5008 4 417.46 8.50

|O43707|ACTN4_HUMAN Alpha-actinin-4 32
MVSDINNGWQHLEQAEKGYEEW

LLNEIR
378 28 4 11.78 b5y5°y5y10 3401.62 130.676 4820 3 1134.54 -0.50

|O43707|ACTN4_HUMAN Alpha-actinin-4 33
AIMTYVSSFYHAFSGAQKAETAA

NR
255 25 10 48.17

b4b8°b8b9°b9b24y10y1
3y14y22

2721.29 103.977 4442 3 907.77 -7.72

|O43707|ACTN4_HUMAN Alpha-actinin-4 34 AGTQIENIDEDFRDGLK 66 17 4 33.96 b6b9b13b14 1920.92 75.343 3795 2 960.96 -5.27

|O43707|ACTN4_HUMAN Alpha-actinin-4 35
MAPYQGPDAVPGALDYKSFSTAL

YGESDL
882 29 4 14.67 b5b14y8y13 3063.40 52.309 3789 3 1021.81 -8.05

|O43707|ACTN4_HUMAN Alpha-actinin-4 36 Oxidation+M(8) LSNRPAFMPSEGK 365 13 8 29.95
b3°b3*b3b11°b11y5y11

°y11
1449.73 60.323 24760 3 483.91 8.59

|O43707|ACTN4_HUMAN Alpha-actinin-4 37 Oxidation+M(7) GISQEQMQEFR 760 11 3 27.52 b3b4y9 1368.60 24.197 4332 2 684.80 -14.27

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 AVFVDLEPTVIDEVR 64 15 14 124.08
b3b5b7b14y2y3y4°y4y5

y8y10y11y13y15
1701.91 84.661 166039 2 851.46 3.44

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6 EDMAALEK 422 8 7 54.41 y1y2y3y4y5y7y8 906.42 36.796 59905 2 453.72 0.54

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 LSVDYGKK 156 8 6 54.41 b2y3y4y5y7y8 909.50 29.936 32828 2 455.25 -9.13

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 LISQIVSSITASLR 229 14 4 27.84 b4b6y4y8 1487.89 100.447 13968 2 744.45 5.17



|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10 EIIDLVLDR 112 9 4 30.71 b4b5°b5y3 1085.62 79.800 46756 2 543.31 -0.34

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11 Carbamidomethyl+C(15)
AYHEQLTVAEITNACFEPANQMV

K
280 24 4 26.35 b7b8y6y11 2764.27 96.104 2478 3 922.10 -11.57

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12 Carbamidomethyl+C(9) RTIQFVDWCPTGFK 338 14 5 40.18 b8b13y6y9y11 1754.86 57.065 46507 3 585.62 -7.44

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

13 Carbamidomethyl+C(3) AVCMLSNTTAVAEAWARLDHK 373 21 4 23.66 b11*b11b14b15 2344.12 100.343 6133 4 586.79 -13.96

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

14
Carbamidomethyl+C(3);

Oxidation+M(4)
AVCMLSNTTAVAEAWAR 373 17 3 23.47 b13y9y10 1866.90 59.072 31592 2 933.96 11.12

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 27 172.05

b2*b2b3*b3b4*b4b6*b
6b16y2y4*y4y5y6y7°y7
*y7y8y9y10y11y12*y12

y13*y13y14y16

1726.95 91.678 177915 2 863.98 1.70

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 10 70.57
b5b11y2y4y5y6y9y13y1

4y17
1961.93 79.380 104005 2 981.47 7.72

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 11 99.78
b3b6b8y2y4y5y8y9y10*

y10y11
1257.68 42.992 50445 2 629.34 -3.30

|P35749|MYH11_HUMAN Myosin-11 4 Carbamidomethyl+C(1) CNGVLEGIR 700 9 6 53.55 b8y1y3y5y7y9 1017.51 49.223 41562 2 509.26 -4.50

|P35749|MYH11_HUMAN Myosin-11 5 DLGEELEALK 1142 10 3 27.12 b9y3y8 1116.58 72.979 35399 2 558.79 3.17

|P35749|MYH11_HUMAN Myosin-11 6 NTDQASMPDNTAAQK 365 15 5 26.4 y8y10y11y15*y15 1591.71 27.134 32526 2 796.36 3.22

|P35749|MYH11_HUMAN Myosin-11 7 IAQLEEQVEQEAR 1822 13 3 35.3 y9y10y11 1542.79 79.689 32367 2 771.90 5.93

|P35749|MYH11_HUMAN Myosin-11 8 LQQLFNHTMFILEQEEYQR 482 19 5 22.04 y3*y3y5°y5y7 2467.24 102.772 4714 2 1234.12 11.97

|P35749|MYH11_HUMAN Myosin-11 9 LQNEVESVTGMLNEAEGK 1284 18 5 26.82 b11y7y8y14*y14 1947.96 86.954 2885 2 974.48 12.91

|P35749|MYH11_HUMAN Myosin-11 10 TELEDTLDSTATQQELR 1152 17 4 16.48 b5b8y10y17 1949.95 123.744 2461 2 975.48 12.40

|P35749|MYH11_HUMAN Myosin-11 11 NMDPLNDNVTSLLNASSDK 594 19 3 24.26 y5y12y13 2047.96 110.043 1602 3 683.33 2.32

|P35749|MYH11_HUMAN Myosin-11 12 SHEAQVQEMR 1188 10 8 52.94 b5°b5b6*b6b9y3y6°y6 1214.57 41.094 960149 2 607.79 10.15

|P35749|MYH11_HUMAN Myosin-11 13 ALELDPNLYR 752 10 5 28.89 b8b9*b9y6°y6 1203.62 32.000 125691 2 602.31 -16.53

|P35749|MYH11_HUMAN Myosin-11 14 NLLQEQLQAETELYAEAEEMR 889 21 6 27.05 b5*b5b12b16y4y10 2508.21 99.391 81705 3 836.74 6.62

|P35749|MYH11_HUMAN Myosin-11 15 Carbamidomethyl+C(12) ITDVIMAFQAMCR 785 13 3 20.83 b4b11y9 1555.76 80.362 47362 2 778.38 10.20

|P35749|MYH11_HUMAN Myosin-11 16 FDQLLAEEK 1452 9 4 30.71 b4y5y8*y8 1092.55 50.581 31660 2 546.78 -3.24

|P35749|MYH11_HUMAN Myosin-11 17 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLR 86 20 4 14.51 b7°b7y3y13 2314.09 80.379 22571 2 1157.55 -12.66

|P35749|MYH11_HUMAN Myosin-11 18 MTESSLPSASK 633 11 3 24.51 b10y5y9 1137.55 47.287 18237 2 569.28 4.08

|P35749|MYH11_HUMAN Myosin-11 19 ENADLAGELR 1231 10 3 34.11 b4b5b9 1087.56 46.302 17529 2 544.28 18.41

|P35749|MYH11_HUMAN Myosin-11 20 LEDEILVMDDQNNK 982 14 4 27.84 b8b11y10y13 1675.82 77.356 12971 2 838.41 19.30

|P35749|MYH11_HUMAN Myosin-11 21 EIENLTQQYEEK 1399 12 5 40.55 b3y4y5*y5y6 1523.73 88.713 12466 2 762.37 2.96

|P35749|MYH11_HUMAN Myosin-11 22 EELAEELASSLSGR 1710 14 3 19.47 b3b12y9 1490.74 111.972 11201 2 745.87 2.70

|P35749|MYH11_HUMAN Myosin-11 23 TEFSIIHYAGK 572 11 5 36.27 b3°b3b6°b6b8 1265.65 42.367 6903 2 633.33 -3.18



|P35749|MYH11_HUMAN Myosin-11 24 ALETQMEEMK 1535 10 3 27.12 b3b7y4 1209.56 57.587 6744 2 605.28 7.47

|P35749|MYH11_HUMAN Myosin-11 25 NFINSPVAQADWAAK 18 15 4 40.95 y3y7y8y9 1631.84 78.613 6243 2 816.43 16.46

|P35749|MYH11_HUMAN Myosin-11 26 DVASLSSQLQDTQELLQEETR 1308 21 3 14.01 b3y8y10 2390.12 66.721 6095 2 1195.57 -18.18

|P35749|MYH11_HUMAN Myosin-11 27 MAQQMLDLEEQLEEEEAAR 947 19 4 26.1 b6y4y5y14 2263.05 68.737 6064 4 566.52 13.16

|P35749|MYH11_HUMAN Myosin-11 28 Carbamidomethyl+C(2) VCHLMGINVTDFTR 380 14 8 38.73
b12b13°b13y12°y12*y1

2y13*y13
1662.80 136.699 5791 1 1662.80 -3.82

|P35749|MYH11_HUMAN Myosin-11 29 SLEADLMQLQEDLAAAER 1683 18 10 50.55
b5°b5b8b10y4y5°y5y8y

13°y13
2002.97 90.007 5679 3 668.33 -4.45

|P35749|MYH11_HUMAN Myosin-11 30 EQADFAVEALAK 414 12 3 32.69 b3b6b8 1291.65 44.987 5074 2 646.33 -6.05

|P35749|MYH11_HUMAN Myosin-11 31 QELEEILHEMEAR 917 13 5 25.6 b3b4°b4y12°y12 1626.75 81.587 5035 1 1626.75 -15.46

|P35749|MYH11_HUMAN Myosin-11 32 ELEDAR 1659 6 1 13.7 b3 732.35 62.580 4946 1 732.35 -3.75

|P35749|MYH11_HUMAN Myosin-11 33 SMLQDR 163 6 2 27.01 b4y3 749.36 100.210 4294 1 749.36 -2.20

|P35749|MYH11_HUMAN Myosin-11 34 HEMPPHIYAIADTAYR 147 16 8 60.47 b5b8°b8b10b12y3y5y6 1884.93 47.779 3284 3 628.98 12.37

|P35749|MYH11_HUMAN Myosin-11 35 Carbamidomethyl+C(26)
QGASFLGILDIAGFEIFEVNSFEQL

CINYTNEK
449 33 3 22.23 b7y9y10 3766.89 129.813 3063 3 1256.30 15.36

|P35749|MYH11_HUMAN Myosin-11 36 DFQR 1655 4 1 12.91 b3 565.28 68.237 2792 1 565.28 11.12

|P35749|MYH11_HUMAN Myosin-11 37 ATQQAEQLSNELATER 1761 16 9 49.21
b5*b5b11b13b15°b15y4

y8*y8
1788.84 98.338 1917 2 894.92 -20.20

|P35749|MYH11_HUMAN Myosin-11 38 QEVEHK 1247 6 1 13.7 b5 769.38 74.156 1801 2 385.19 -2.06

|P35749|MYH11_HUMAN Myosin-11 39 HAQAVEELTEQLEQFK 1200 16 5 17.33 b8*b8b12y7*y7 1899.93 99.229 1711 2 950.47 -6.23

|P35749|MYH11_HUMAN Myosin-11 40 TEFSIIHYAGKVDYNASAWL TK 572 22 8 25.89
b5°b5b9b21y9y13°y13*

y13
2514.24 100.327 610527 3 838.75 -8.74

|P35749|MYH11_HUMAN Myosin-11 41 NLLQEQLQAETELYAEAEEMRVR 889 23 4 13.16 b3y9°y9y11 2763.36 73.329 149291 3 921.79 -1.86

|P35749|MYH11_HUMAN Myosin-11 42 Carbamidomethyl+C(9) GFMDGKQACILMIK 738 14 3 28.04 y3y8y11 1611.79 80.490 65034 2 806.40 -9.09

|P35749|MYH11_HUMAN Myosin-11 43 ELEQKHSQLTEEK 876 13 4 25.6 b12y7y8°y8 1598.81 85.001 60138 2 799.91 5.80

|P35749|MYH11_HUMAN Myosin-11 44 Carbamidomethyl+C(12) LEAQVQELQSKCSDGER 1256 17 3 23.47 b16y12y13 1976.92 67.187 44785 3 659.64 -9.69

|P35749|MYH11_HUMAN Myosin-11 45 ATQQAEQLSNELATERSTAQK 1761 21 4 14.01 b12°b12y17y20 2304.16 77.415 30516 2 1152.58 7.73

|P35749|MYH11_HUMAN Myosin-11 46 NISSKYADER 1461 10 4 27.12 b4b8*b8y6 1182.58 55.414 29781 2 591.79 0.41

|P35749|MYH11_HUMAN Myosin-11 47 NSLQDQLDEEMEAKQNLER 1345 19 6 26.1 b3°b3*b3b4b13y9 2290.07 90.105 20997 2 1145.54 4.80

|P35749|MYH11_HUMAN Myosin-11 48 LMTTLRNTTPNFVR 663 14 4 27.84 b4b8y3y5 1663.91 116.846 17205 2 832.46 11.22

|P35749|MYH11_HUMAN Myosin-11 49 QEEEMQAKEDELQK 849 14 4 19.47 b3°b3b12y6 1734.78 81.518 13811 3 578.93 -4.78

|P35749|MYH11_HUMAN Myosin-11 50 AQTKEQADFAVEALAK 410 16 3 25.7 b4b5b10 1719.90 63.838 13032 2 860.45 6.39

|P35749|MYH11_HUMAN Myosin-11 51 EKQAATK 1835 7 4 40.71 b3°b3y3y6 775.44 63.797 11908 2 388.22 12.36

|P35749|MYH11_HUMAN Myosin-11 52 ENADLAGELRVLGQAK 1231 16 4 40.1 b7b10b11b12 1683.89 74.271 10538 3 561.97 -7.97



|P35749|MYH11_HUMAN Myosin-11 53 LEEEEDRGQQLQAER 930 15 4 26.4 b3b4b12°b12 1829.87 67.203 6604 2 915.44 4.74

|P35749|MYH11_HUMAN Myosin-11 54 FQKEIENLTQQYEEK 1396 15 5 32.08 b6*b6b10y4y5 1926.97 110.306 6592 2 963.99 13.56

|P35749|MYH11_HUMAN Myosin-11 55 DVASLSSQLQDTQELLQEETRQK 1308 23 3 13.16 b5y6y13 2646.30 83.426 5206 4 662.33 -9.96

|P35749|MYH11_HUMAN Myosin-11 56 LEDEILVMDDQNNKLSK 982 17 3 16.48 b12y8y11 2004.01 78.187 5195 3 668.68 8.10

|P35749|MYH11_HUMAN Myosin-11 57 QELEEILHEMEARLEEEEDR 917 20 4 14.51 b4*b4b11y12 2527.19 68.222 4667 2 1264.10 11.50

|P35749|MYH11_HUMAN Myosin-11 58 Carbamidomethyl+C(9)VEDMAELTCLNEASVLHNLRER 86 22 4 20.08 b11b13b15°b15 2599.23 87.860 3785 3 867.08 -13.34

|P35749|MYH11_HUMAN Myosin-11 59 LQNEVESVTGMLNEAEGKAIK 1284 21 3 20.65 b5b7b10 2260.12 37.822 3234 2 1130.56 -12.75

|P35749|MYH11_HUMAN Myosin-11 60 AKSLEADLMQLQEDLAAAER 1681 20 3 14.51 b7b16y13 2202.13 81.753 2819 3 734.72 10.98

|P35749|MYH11_HUMAN Myosin-11 61
VDYNASAWLTKNMDPLNDNVTS

LLNASSDK
583 30 3 36.21 b9b10b11 3296.61 137.763 2500 3 1099.54 10.00

|P35749|MYH11_HUMAN Myosin-11 62 SLEADLMQLQEDLAAAERAR 1683 20 4 25.47 b9y3y4y6 2230.13 32.058 2483 3 744.05 9.41

|P35749|MYH11_HUMAN Myosin-11 63 LEVNMQALKGQFER 1564 14 4 19.47 b13y3y13°y13 1662.86 62.993 2475 4 416.47 -0.73

|P35749|MYH11_HUMAN Myosin-11 64 KMAEQYK 1862 7 6 37.7 b4b5°b5*b5y5*y5 897.44 90.060 2368 1 897.44 -12.38

|P35749|MYH11_HUMAN Myosin-11 65 DKTEFSIIHYAGK 570 13 3 20.83 b7b12y10 1508.77 54.590 2166 3 503.59 -4.61

|P35749|MYH11_HUMAN Myosin-11 66 Carbamidomethyl+C(12) ITDVIMAFQAMCRGYLAR 785 18 8 33.07
b3°b3b8b9°b9y10*y10y

12
2116.05 117.797 2125 2 1058.53 2.08

|P35749|MYH11_HUMAN Myosin-11 67 HEMPPHIYAIADTAYRSMLQDR 147 22 4 18.38 b7b10y7y12 2615.25 54.392 1821 3 872.42 -0.47

|P35749|MYH11_HUMAN Myosin-11 68 VIENADGSEEETDTRDADFNGTK 1946 23 5 13.16 b6°b6b10y7*y7 2513.11 120.417 1677 3 838.38 8.55

|P35749|MYH11_HUMAN Myosin-11 69 Phosphoryl STY() QADLEKEELAEELASSLSGR 1704 20 7 32.51
b4b6°b6b7b14°b14y6_H

PO3 y6
2255.06 136.432 2983 2 1128.03 9.85

|P35749|MYH11_HUMAN Myosin-11 70 Oxidation+M(2) NMDPLNDNVTSLLNASSDK 594 19 5 20.93 b15*b15b17y15y17 2063.98 73.001 4360 2 1032.50 14.08

|P35749|MYH11_HUMAN Myosin-11 71 Oxidation+M(15) LQRELDEATESNEAMGREVNALK 1902 23 4 19.57 b6b12°b12b14 2619.27 57.144 3249 2 1310.14 -0.28

|P35749|MYH11_HUMAN Myosin-11 72 Oxidation+M(12) ELDEATESNEAMGR 1905 14 3 19.47 b5y6y12 1567.67 53.781 2374 4 392.67 9.34

|P35749|MYH11_HUMAN Myosin-11 73 Oxidation+M(20) NLLQEQLQAETELYAEAEEMR 889 21 3 14.01 b3b10y3 2524.20 103.991 2051 4 631.81 6.00

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 AVFVDLEPTVIDEVR 64 15 14 124.08
b3b5b7b14y2y3y4°y4y5

y8y10y11y13y15
1701.91 84.661 166039 2 851.46 3.44

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 EDMAALEK 422 8 7 54.41 y1y2y3y4y5y7y8 906.42 36.796 59905 2 453.72 0.54

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 4 28.15 y4y7y9y13 2750.32 73.693 53120 3 917.44 9.94



|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 LSVDYGKK 156 8 6 54.41 b2y3y4y5y7y8 909.50 29.936 32828 2 455.25 -9.13

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 27 172.05

b2*b2b3*b3b4*b4b6*b
6b16y2y4*y4y5y6y7°y7
*y7y8y9y10y11y12*y12

y13*y13y14y16

1726.95 91.678 177915 2 863.98 1.70

|Q7Z406|MYH14_HUMAN Myosin-14 2 LAQAEEQLEQETR 1839 13 5 30.08 b4b6°b6b9y13 1544.75 51.383 67378 2 772.88 -1.50

|Q7Z406|MYH14_HUMAN Myosin-14 3 KEEELQAALAR 1104 11 11 99.78
b3b6b8y2y4y5y8y9y10*

y10y11
1257.68 42.992 50445 2 629.34 -3.30

|Q7Z406|MYH14_HUMAN Myosin-14 4 Carbamidomethyl+C(1) CNGVLEGIR 717 9 6 53.55 b8y1y3y5y7y9 1017.51 49.223 41562 2 509.26 -4.50

|Q7Z406|MYH14_HUMAN Myosin-14 5 ELQTAQAQLSEWR 1381 13 9 34.35
b2b6°b6*b6y3y6*y6y8y

13
1559.78 66.170 37586 2 780.40 1.02

|Q7Z406|MYH14_HUMAN Myosin-14 6 ELQTAQAQLSEWRR 1381 14 4 24.91 b12b13y11°y11 1715.87 79.587 31045 2 858.44 -8.61

|Q7Z406|MYH14_HUMAN Myosin-14 7 QEEEAGALEAGEEARR 1396 16 3 17.33 b6b8y7 1744.83 50.082 10697 2 872.92 11.33

|Q7Z406|MYH14_HUMAN Myosin-14 8 EEIFSQNRESEK 1685 12 6 32.47 b3b8°b8*b8y4y8 1495.71 37.723 9111 2 748.36 7.92

|Q7Z406|MYH14_HUMAN Myosin-14 9 EAEALTQR 1416 8 3 41.1 b5b6b7 917.48 42.357 2173 2 459.24 7.65

|Q7Z406|MYH14_HUMAN Myosin-14 10 AQVTELEDELTAAEDAK 1562 17 4 23.17 b8b14y6y14 1832.89 66.810 1998 3 611.64 9.66

|Q7Z406|MYH14_HUMAN Myosin-14 11 GPSAGGGPGSGTSPQVEWTAR 32 21 12 51.93
b4b13°b13b14b15y12*y
12y15°y15y19°y19*y19

1955.91 69.599 172769 3 652.64 -6.43

|Q7Z406|MYH14_HUMAN Myosin-14 12 HEVPPHVYAVTEGAYR 167 16 7 35.78 b5b8b9°b9y6°y6y15 1824.87 88.813 81618 2 912.94 -17.99

|Q7Z406|MYH14_HUMAN Myosin-14 13 AQLLK 1123 5 2 26.61 y3y4 572.38 44.270 48732 1 572.38 1.28

|Q7Z406|MYH14_HUMAN Myosin-14 14 LQQLFNHTMFVLEQEEYQR 501 19 7 37.51 b7*b7b12b18y5°y5y6 2453.17 106.123 35999 4 614.05 -6.97

|Q7Z406|MYH14_HUMAN Myosin-14 15 QLPIYTEAIVEMYR 149 14 6 57.16 b3b9y3y6y11y13 1725.90 86.078 24609 2 863.45 5.09

|Q7Z406|MYH14_HUMAN Myosin-14 16 VIQYLAHVASSPK 210 13 3 30.08 y5y8y12 1412.78 55.665 16616 2 706.89 -9.68

|Q7Z406|MYH14_HUMAN Myosin-14 17 LMATLSNTNPSFVR 680 14 3 24.91 b5y8y9 1550.83 116.862 16542 2 775.92 20.86

|Q7Z406|MYH14_HUMAN Myosin-14 18 Carbamidomethyl+C(8) ADLLLEPCSHYR 316 12 5 50.55 b6b10y3y4y5 1473.72 31.049 14931 3 491.91 1.49

|Q7Z406|MYH14_HUMAN Myosin-14 19 AQAELENVSGALNEAESK 1301 18 5 34.98 b15y3y10y11y13 1859.89 68.675 14545 2 930.45 -5.71

|Q7Z406|MYH14_HUMAN Myosin-14 20 QIQELR 1809 6 1 13.7 y3 786.45 47.633 11183 2 393.73 2.41

|Q7Z406|MYH14_HUMAN Myosin-14 21 FLTNGPSSSPGQER 328 14 5 27.84 b5*b5b13y4y12 1476.72 55.594 9546 2 738.87 10.42

|Q7Z406|MYH14_HUMAN Myosin-14 22 AAVTMSVPGR 1 10 5 28.89 b6°b6b7y7°y7 988.55 46.148 8995 2 494.78 22.72

|Q7Z406|MYH14_HUMAN Myosin-14 23 ELFQETLESLR 342 11 4 27.52 b5b6y9*y9 1364.69 63.724 6713 2 682.85 -13.06

|Q7Z406|MYH14_HUMAN Myosin-14 24 Carbamidomethyl+C(14) YYSGLIYTYSGLFCVVINPYK 128 21 3 14.01 b10y9y12 2520.26 73.479 6567 3 840.76 3.00

|Q7Z406|MYH14_HUMAN Myosin-14 25 AQELQK 874 6 1 13.7 b3 716.38 40.802 5189 1 716.38 -14.14



|Q7Z406|MYH14_HUMAN Myosin-14 26 LGQLEEELEEEQSNSELLNDR 1754 21 5 14.01 b3b17y3°y3*y3 2474.15 112.455 4387 2 1237.58 -2.47

|Q7Z406|MYH14_HUMAN Myosin-14 27 QAQQDR 1721 6 2 27.01 y3y4 745.35 59.014 3820 1 745.35 -8.68

|Q7Z406|MYH14_HUMAN Myosin-14 28 ELEDVTESAESMNR 1922 14 6 31.01 b7°b7y6y12*y12y13 1609.71 77.332 2837 2 805.36 5.84

|Q7Z406|MYH14_HUMAN Myosin-14 29 IVWPSSHPR 1022 9 4 30.71 b4y5°y5y6 1078.56 14.587 2087 3 360.19 -18.33

|Q7Z406|MYH14_HUMAN Myosin-14 30 ELSSTEAQLHDAQELLQEETR 1325 21 7 36.06 b3°b3y7*y7y8°y8y9 2427.13 136.376 2031 2 1214.07 -14.48

|Q7Z406|MYH14_HUMAN Myosin-14 31 GELEDTLDSTNAQQELR 1169 17 8 33.09
b4°b4b12°b12y10y13*y

13y15
1918.87 84.508 1758 3 640.29 -17.30

|Q7Z406|MYH14_HUMAN Myosin-14 32 EQLEEEAAAR 1366 10 9 105.41 b5b6b8b9y4y5°y5y6y8 1145.53 136.353 1501 1 1145.53 -12.47

|Q7Z406|MYH14_HUMAN Myosin-14 33 LQRAQAELENVSGALNEAESK 1298 21 4 19.14 b8b13y5y11 2257.14 47.308 23490 3 753.05 -1.30

|Q7Z406|MYH14_HUMAN Myosin-14 34 Carbamidomethyl+C(6)QAKDECSFHIFYQLLGGAGEQLK 293 23 5 17.69 b4b20y7°y7y22 2639.26 88.854 13336 3 880.42 -13.78

|Q7Z406|MYH14_HUMAN Myosin-14 35
LQQELDDATMDLEQQRQLVSTLE

K
1441 24 6 19.64 b9b13°b13b15*b15y22 2831.39 87.893 13082 4 708.60 -8.45

|Q7Z406|MYH14_HUMAN Myosin-14 36 VAQEQGGHPKFQRPR 571 15 3 18.32 b6b10y3 1734.90 105.111 7945 2 867.96 -6.12

|Q7Z406|MYH14_HUMAN Myosin-14 37
DLGEELEALRGELEDTLDSTNAQ

QELR
1159 27 5 26.23 b6b10y4y5y8 3044.46 80.170 7033 3 1015.49 -2.89

|Q7Z406|MYH14_HUMAN Myosin-14 38 AGVLAQLEEERDLK 788 14 4 19.47 b10b12*b12y3 1570.83 106.688 6164 2 785.92 -11.50

|Q7Z406|MYH14_HUMAN Myosin-14 39 ELWREVEETR 1672 10 6 61.51 b3°b3b5b7b8y4 1346.65 54.452 5618 3 449.56 -12.51

|Q7Z406|MYH14_HUMAN Myosin-14 40 AEDEGGARAQLLK 1115 13 3 25.6 b10b11y3 1357.71 66.105 5399 2 679.36 1.62

|Q7Z406|MYH14_HUMAN Myosin-14 41 EEELQAALARAEDEGGAR 1105 18 4 22.89 b8°b8b13b16 1914.90 75.356 5327 2 957.95 -8.61

|Q7Z406|MYH14_HUMAN Myosin-14 42 EVGELQGRVAQLEEER 890 16 5 31.05 b3b9*b9y6y7 1841.91 103.856 4979 3 614.64 -12.59

|Q7Z406|MYH14_HUMAN Myosin-14 43 RQEEEAGALEAGEEAR 1395 16 4 17.33 b8b14y11°y11 1744.80 90.740 4793 3 582.27 -7.77

|Q7Z406|MYH14_HUMAN Myosin-14 44 AQAELENVSGALNEAESKTIR 1301 21 3 20.65 b4b11b13 2230.14 109.503 4683 3 744.05 4.27

|Q7Z406|MYH14_HUMAN Myosin-14 45
ANEWLMKNMDPLNDNVAALLHQ

STDR
606 26 4 12.23 b11b13y5°y5 2996.45 84.459 4451 4 749.87 4.73

|Q7Z406|MYH14_HUMAN Myosin-14 46
VAEQAANDLRAQVTELEDELTAA

EDAK
1552 27 5 21.46 b5b7b22y7y15 2900.44 96.160 4186 3 967.48 9.34

|Q7Z406|MYH14_HUMAN Myosin-14 47 ERNTDQATMPDNTAAQK 382 17 4 27.64 b5b6b8y13 1890.88 69.543 2519 2 945.94 9.75

|Q7Z406|MYH14_HUMAN Myosin-14 48 EAQAALAEAQEDLESERVAR 1131 20 5 30.97 b3°b3b8b9b16 2186.09 114.122 1987 2 1093.55 12.06

|Q7Z406|MYH14_HUMAN Myosin-14 49 EVEETRTSR 1676 9 4 30.71 b3y3°y3y6 1106.53 98.397 1714 2 553.77 -12.80

|Q7Z406|MYH14_HUMAN Myosin-14 50 Phosphoryl STY(7) VTDIIVSFQAAAR 802 13 3 20.83 b7b10y6 1470.71 43.171 13295 3 490.91 -12.95

|Q7Z406|MYH14_HUMAN Myosin-14 51 Phosphoryl STY(7) ASISYGSNMRPQSQTWR 1040 17 4 23.88 y6_H3PO4 y6y9°y9y11 2048.91 69.950 9184 3 683.64 7.63

|Q7Z406|MYH14_HUMAN Myosin-14 52
Carbamidomethyl+C(9);

Phosphoryl STY(14)
AEDMAELTCLNEASVLHNLRER 106 22 3 22.31 b11b12y10 2651.21 136.850 4209 2 1326.11 10.04

|Q7Z406|MYH14_HUMAN Myosin-14 53 Phosphoryl STY(11) VLGFSHEEIISMLR 353 14 4 19.47 b9y5°y5y9 1710.84 57.219 3608 2 855.92 10.85

|Q7Z406|MYH14_HUMAN Myosin-14 54 Phosphoryl STY(5) LDGESSELQEQMVEQQQR 1076 18 3 15.73 b3y9y12 2213.90 101.191 3560 4 554.23 -14.45



|Q7Z406|MYH14_HUMAN Myosin-14 55 Phosphoryl STY(11) HEVPPHVYAVTEGAYR 167 16 3 17.33 b9y5y11_H3PO4 y11 1904.84 59.077 2163 3 635.62 -9.23

|Q7Z406|MYH14_HUMAN Myosin-14 56 Oxidation+M(3) AQMASAGQGK 1647 10 4 27.12 b5y5y7°y7 964.45 28.950 14984 2 482.73 -2.03

|Q7Z406|MYH14_HUMAN Myosin-14 57 Oxidation+M(6) MAAVTMSVPGR 0 11 3 24.51 b5b8y8 1135.56 83.552 3502 2 568.29 4.08

|Q7Z406|MYH14_HUMAN Myosin-14 58 Oxidation+M(2) AMEAEAAGLREQLEEEAAARER 1356 22 3 13.56 b11b13y8 2446.17 97.110 2844 3 816.06 3.69

|Q7Z406|MYH14_HUMAN Myosin-14 59
Carbamidomethyl+C(13)

;Oxidation+M()
SMLQDREDQSILCTGESGAGK 183 21 5 35.5 b3b11b18y6y7 2298.05 136.375 2274 2 1149.53 6.80

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

1 ATVMLYDDGNKR 10 12 7 48.21 y5°y5*y5y6y8°y8y9 1382.68 41.003 22756 2 691.84 3.71

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

2 QQPGPSEHIER 143 11 6 68.9 y2y3y4y6y7y9 1277.61 24.968 14008 3 426.54 -6.69

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

3 VPAQSESVR 298 9 3 38.49 y6y7y8 972.51 20.141 9114 2 486.76 -4.08

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

4 DESANQEEPEAR 286 12 9 60.05 b2b3b5y2y3°y3y4y5y8 1374.58 19.702 7954 2 687.79 0.53

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

5 ATVMLYDDGNK 10 11 4 35.6 b7b9y4y9 1226.56 52.058 6866 3 409.52 -11.45

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

6 QEEASGGPTAPK 240 12 5 35.7 b12y2y6y7y8 1171.56 19.084 6627 2 586.28 -0.42

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

7 Carbamidomethyl+C(13) SSSSVTTSETQPCTPSSSDYSDLQR 321 25 4 16.49 b8b12y8y11 2707.15 45.323 3753 3 903.05 -5.86

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

8
EDAAQFAAGMASALEALEGGGPP
PPPALPTWSVPNGPSPEEVEQQKR

96 47 7 11.6 b2b12b22y2y11°y11y14 4781.33 112.440 3126 4 1196.09 2.66

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

9 WLPAGTGPQAFSR 22 13 4 20.83 b4b8y12°y12 1387.72 62.411 48897 2 694.37 9.24

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

10 YNQATPNFHQWR 71 12 6 34.53 b8y4y8°y8*y8y9 1561.75 49.490 39670 3 521.25 13.21

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

11 ATQVGEK 276 7 3 40.71 y4y5y6 732.39 39.953 13134 1 732.39 5.33

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

12 SGGGGLMEEMNAMLAR 257 16 8 45.4
b7b14y6y8*y8y14*y14y

15
1623.74 88.823 12734 2 812.37 6.54

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

13 Carbamidomethyl+C(7) MSETVICSSR 0 10 3 28.89 b8y8y9 1169.52 37.714 4910 1 1169.52 -5.11

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

14 RPWEKNSTTLPR 307 12 4 37.54 b3b6b8y3 1484.80 73.587 174646 2 742.90 0.08

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

15 RQQPGPSEHIER 142 12 3 22.48 b3y8y10 1433.71 50.983 148784 2 717.36 -8.09

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

16 Carbamidomethyl+C(7) MSETVICSSRATVMLYDDGNK 0 21 5 19.14 b6b10y4y10°y10 2377.09 102.674 30794 3 793.03 0.82



|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

17 DARQVWGLNFGSK 83 13 5 20.83 b10y6°y6*y6y9 1477.75 61.922 9569 2 739.38 -2.23

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

18 RWLPAGTGPQAFSR 21 14 4 19.47 b6y6°y6y9 1543.82 121.165 8622 2 772.41 1.42

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

19 SGGGGLMEEMNAMLARR 257 17 5 48.43 b3b4b5°b5b6 1779.83 74.602 8570 4 445.71 -0.75

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

20 VSKQEEASGGPTAPK 237 15 3 18.32 b8y8y14 1485.73 42.322 5730 3 495.92 -14.05

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

21 QEEASGGPTAPKAESGR 240 17 5 37.19 b12y14y15y16°y16 1671.81 66.810 4261 2 836.41 11.61

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

22 AESGRSGGGGLMEEMNAMLAR 252 21 4 14.01 b13b15°b15y9 2123.97 54.827 3813 2 1062.49 2.99

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

23 Carbamidomethyl+C(13)
SSSSVTTSETQPCTPSSSDYSDLQR

VK
321 27 6 55.46 b5b10b11b12b13b16 2934.29 57.194 1959 3 978.77 -13.65

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

24 Oxidation+M(7) SGGGGLMEEMNAMLARR 257 17 5 16.48 b5b16*b16y10*y10 1795.85 76.375 3705 4 449.72 14.41

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

25
EDAAQFAAGMASALEALEGGGPP

PPPALPTWSVPN
96 35 0 16.66 3416.68 112.523 6772 3 1139.57 9.93

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

26 VMLYDDGNKR 12 10 1 7.63 b6 1210.59 41.013 5074 2 605.80 4.24

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

27 PGPSEHIER 145 9 0 2.38 1021.51 24.973 4097 2 511.26 0.42

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

28 MLYDDGNKR 13 9 0 2.78 1111.53 40.971 2715 2 556.27 5.49

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

29
PPPPPALPTWSVPNGPSPEEVEQQ

KR
117 26 0 16.66 2834.43 112.451 2311 3 945.48 -4.91

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

30 QQPGPSEHIER 143 11 0 2.38 1260.59 24.961 3546 3 420.87 0.97

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

31 ATVMLYDDGNKR 10 12 0 2.78 1364.64 41.018 1786 3 455.55 -14.22

|P06733|ENOA_HUMAN Alpha-enolase 1 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 6 36.97 b15y3y11y12y14y15 1633.83 54.723 52732 2 817.42 3.51

|P06733|ENOA_HUMAN Alpha-enolase 2
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 17 152.54

b4b5b6b7b8b9b10°b10b
11b12y1y7y8y12y15y17

y18
3011.55 85.002 51551 4 753.64 -5.84

|P06733|ENOA_HUMAN Alpha-enolase 3
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 11 27.74

b2b3°b3b5°b5b6b14y1y
2y14y26

2743.39 84.999 42968 3 915.13 2.94

|P06733|ENOA_HUMAN Alpha-enolase 4 LAMQEFMILPVGAANFR 162 17 6 53.8 y6y7y8y9y13y17 1908.00 100.645 42819 2 954.50 4.16

|P06733|ENOA_HUMAN Alpha-enolase 5
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 5 26.03 b6b13y12°y12y13 2985.40 95.780 35144 3 995.80 1.55

|P06733|ENOA_HUMAN Alpha-enolase 6 AAVPSGASTGIYEALELR 32 18 8 41.22 b2b7b8b10b12y7y15y18 1804.96 78.873 32047 2 902.98 8.86



|P06733|ENOA_HUMAN Alpha-enolase 7 IGAEVYHNLK 183 10 7 58.5 b8y3y4y5y7°y7*y7 1143.62 39.768 17502 2 572.31 3.52

|P06733|ENOA_HUMAN Alpha-enolase 8 DATNVGDEGGFAPNILENK 202 19 5 23.88 b6°b6y3y6y9 1960.91 54.523 12748 3 654.31 -8.84

|P06733|ENOA_HUMAN Alpha-enolase 9 YDLDFK 256 6 8 66.92 b3°b3b4y3°y3y4y5°y5 800.37 54.712 59816 2 400.69 -10.75

|P06733|ENOA_HUMAN Alpha-enolase 10 GNPTVEVDLFTSK 15 13 4 34.35 b8y4y7y9 1406.72 68.451 37128 2 703.86 4.08

|P06733|ENOA_HUMAN Alpha-enolase 11 FTASAGIQVVGDDLTVTNPK 306 20 3 14.51 b8y13y15 2033.10 93.564 15997 2 1017.05 22.10

|P06733|ENOA_HUMAN Alpha-enolase 12 VVIGMDVAASEFFR 239 14 3 19.47 b6y5y9 1540.80 62.764 12108 2 770.91 14.10

|P06733|ENOA_HUMAN Alpha-enolase 13 LAQANGWGVMVSHR 358 14 9 62.69
b5b6b10y4y9°y9y11*y1

1y12
1525.75 59.008 7906 3 509.25 -15.84

|P06733|ENOA_HUMAN Alpha-enolase 14 DYPVVSIEDPFDQDDWGAWQK 285 21 3 22.46 b5b6y7 2510.15 96.549 6836 2 1255.58 12.26

|P06733|ENOA_HUMAN Alpha-enolase 15 LMIEMDGTENK 92 11 5 38.61 b9b10y3*y3y9 1280.61 40.035 4141 3 427.54 20.59

|P06733|ENOA_HUMAN Alpha-enolase 16 YISPDQLADLYK 269 12 7 26.46 b8°b8b9°b9*b9y5°y5 1425.74 110.458 1954 2 713.37 6.59

|P06733|ENOA_HUMAN Alpha-enolase 17 EAMR 179 4 1 12.91 y3 506.25 20.593 1687 1 506.25 14.95

|P06733|ENOA_HUMAN Alpha-enolase 18 YDLDFKSPDDPSR 256 13 4 41.62 b3b5b6b11 1554.72 59.970 240692 777.86 5.89

|P06733|ENOA_HUMAN Alpha-enolase 19 SPDDPSRYISPDQLADLYK 262 19 6 31.95 b9b13y4°y4y5y17 2180.07 66.156 11597 3 727.36 10.53

|P06733|ENOA_HUMAN Alpha-enolase 20 IHAREIFDSR 5 10 4 48.21 b3b5b9y3 1243.66 88.786 9615 2 622.34 8.25

|P06733|ENOA_HUMAN Alpha-enolase 21 SGKYDLDFK 253 9 4 45.77 b3b7b8y5 1072.53 47.285 5632 2 536.77 -3.98

|P06733|ENOA_HUMAN Alpha-enolase 22 FAGRNFR 422 7 3 37.7 b5b6y3 867.46 55.779 4916 2 434.24 7.18

|P06733|ENOA_HUMAN Alpha-enolase 23
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 3 12.51 b3b6y11 2985.41 59.838 4881 4 747.11 3.93

|P06733|ENOA_HUMAN Alpha-enolase 24
Carbamidomethyl+C(2);
Carbamidomethyl+C(4);
Carbamidomethyl+C(22)

SCNCLLLKVNQIGSVTESLQACK 335 23 6 29.76 b16y11*y11y13y15y21 2622.27 136.809 3319 2 1311.64 -12.85

|P06733|ENOA_HUMAN Alpha-enolase 25 GAEVYHNLK 184 9 0 1.98 1030.53 39.740 27012 2 515.77 -1.30

|P06733|ENOA_HUMAN Alpha-enolase 26 NSEVILPVPAFNVINGGSHAGNK 139 23 1 9.24 b4 2334.21 84.963 12951 3 778.74 -2.72

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 41.26

b2°b2b13b14b17y1y2y6
y9y12*y12y14y26

2798.36 90.206 180420 3 933.46 6.19

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 IMNTFSVVPSPK 162 12 7 64.53 y4°y4y5y6y7y8y12 1319.71 63.914 89853 2 660.36 2.41

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 65.04

y2y3y5y6y7y8y12y22y2
5

2708.33 95.908 82625 3 903.45 -2.43

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 13.42 b3b22y4y7y33 3439.63 78.423 15018 3 1147.22 0.35

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6 MSATFIGNSTAIQELFKR 362 18 5 24.66 b6b7b14°b14y2 2014.07 69.704 4559 2 1007.54 11.64

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 EVDEQMLNVQNK 324 12 3 29.68 y5y6y10 1446.69 47.428 45365 2 723.85 1.60



|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

8 LHFFMPGFAPLTSR 262 14 6 51.14 b4b8b9b13y5y11 1620.82 89.987 29934 3 540.94 -10.85

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

9 ALTVPELTQQMFDAK 282 15 8 56.01
b13°b13y4°y4y5y7y8y1

3
1691.87 60.044 2264 3 564.63 3.03

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 SYELPDGQVITIGNER 938 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 AGFAGDDAPR 718 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 AVFPSIVGRPR 728 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 QEYDESGPSIVHRK 1059 14 24 175.06

b3°b3b4°b4*b4b5b7°b7
b14y2y3y4y5y6°y6y7y8
y9y10°y10y11y12y14*y

14

1644.78 32.248 414928 3 548.93 -11.87

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 30 229.47

b2b3b5b6b7°b7b8b9b11
°b11b15b16b17y1y4y5y
6y7y9y10y11°y11y12y1
3°y13y16°y16y17*y17y

23

2550.20 92.835 345239 2 1275.60 8.81

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 QEYDESGPSIVHR 1059 13 6 78.23 y3y4y5y6y8y11 1516.70 38.099 279257 3 506.24 -0.32

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7 GILTLK 762 6 8 66.92 b3b4°b4b5°b5y3y4°y4 644.43 53.361 265888 1 644.43 -3.13

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 LDLAGR 877 6 2 27.01 y4y5 644.37 34.095 106340 1 644.37 2.65

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9 ISSENSNPEQELK 367 13 5 20.83 b4b7°b7y8*y8 1474.72 72.070 22972 3 492.24 11.34

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10
MTQIMFETFNTPAMYVAIQAVPSL

YTSGR
818 29 7 22.29

b12y6y7°y7y12°y12*y1
2

3267.54 80.501 3152 2 1634.27 -14.49

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11 EEIAMLRLELDTMK 652 14 7 54.15 b5b9y3y4y5°y5y7 1691.88 76.990 49568 2 846.44 3.90

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12 DVLHENSTLREEIAMLR 642 17 3 16.48 b7b12y3 2026.07 91.503 29775 3 676.03 13.92

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 Carbamidomethyl+C(16) QIEVVEKMNSELSLSCK 622 17 6 26.39 b9y7°y7y12*y12y14 1994.02 69.551 24688 3 665.34 12.55

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 LTSEEESQRLK 498 11 5 24.51 b4°b4b10y10°y10 1319.66 72.866 23065 2 660.33 -14.34

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 QQGMMGGMHQKESYVGK 739 17 4 16.48 b11y6°y6y9 1895.86 54.491 18090 4 474.72 0.97

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

16 SNVGTSGDHDDSAMKTLR 40 18 3 15.73 b7b10y14 1890.89 47.921 5753 3 630.97 13.56



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

17 SNVGASGDHDDSAMKTLR 77 18 4 15.73 b7y9°y9y11 1860.84 59.983 5242 2 930.93 -3.67

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

18 AVFPSIVGRPRQQGMMGGMHQK 728 22 3 20.08 y4y7y13 2412.19 84.442 4731 2 1206.60 -11.94

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

19 GYRFTTMAER 896 10 5 40.43 b4y5y6y8°y8 1231.58 26.930 2992 2 616.29 -8.92

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

20

Carbamidomethyl+C(2);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(9)

WCHHCFPCCRGSGK 63 14 4 38.79 b10b11b12y13 1848.73 136.772 2970 1 1848.73 0.33

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

21 QMLKISSENSNPEQELK 363 17 6 26.39 b12*b12y5y7°y7y14 1974.95 86.210 2801 3 658.99 -14.71

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

22 SQEPEINKDGDR 519 12 3 22.48 b4y4y7 1387.66 51.797 2181 2 694.34 14.34

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

23 GSGKSNVGASGDHDDSAMK 73 19 3 15.08 b14y11y17 1819.80 49.496 1998 2 910.41 9.39

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

24 GSENSQPEKMSQELEINK 391 18 3 15.73 b11b15y10 2047.94 73.043 1636 2 1024.47 -8.70

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

25 ELENFMAIEEMKK 531 13 7 29.95 b3b5°b5y5°y5y11*y11 1611.76 81.577 1615 2 806.38 -8.10

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

26
Carbamidomethyl+C(12)

;Phosphoryl STY()
EYAVSSHHHVICQLLSDYKEK 342 21 3 22.46 b4_H3PO4 b4b5y5 2623.21 121.860 24355 3 875.08 8.75

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

27 Oxidation+M() SNVGASGDHDDSAMK 77 15 8 29.7
b3°b3b12*b12b14*b14y

12°y12
1506.60 26.014 483747 2 753.80 -11.67

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

28 Oxidation+M() SQEPEINKDGDRELENFMAIEEMK 519 24 7 23.89 b11b19y3°y3y5y7°y7 2868.31 94.859 41151 3 956.77 1.96

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

29 Oxidation+M(1) MSQELEINKDGDREVEEEMK 400 20 4 22.64 b13°b13y7y8 2425.12 105.076 7295 3 809.05 14.40

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

30 Oxidation+M() FTTMAER 899 7 4 40.71 b3°b3b5y3 871.41 92.885 6410 1 871.41 9.25

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

31 Oxidation+M(1) MSQELEINKDGDR 400 13 7 39.49 b9b10y8°y8y9°y9*y9 1550.73 37.727 5514 3 517.58 11.34

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

32 Oxidation+M() QQGMMGGMHQKESYVGK 739 17 6 41.92 b15y9y11y12y13*y13 1911.87 58.966 2410 2 956.44 12.51

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

33 Oxidation+M() ELENFMAIEEMKK 531 13 4 25.6 b12°b12y7y8 1627.79 55.527 1725 2 814.40 12.07

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

34 QEYDESGPSIVHR 1059 13 0 3.17 1498.68 38.086 25112 3 500.23 -6.03

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 41.26

b2°b2b13b14b17y1y2y6
y9y12*y12y14y26

2798.36 90.206 180420 3 933.46 6.19



|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 IMNTFSVVPSPK 162 12 7 64.53 y4°y4y5y6y7y8y12 1319.71 63.914 89853 2 660.36 2.41

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 65.04

y2y3y5y6y7y8y12y22y2
5

2708.33 95.908 82625 3 903.45 -2.43

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 13.42 b3b22y4y7y33 3439.63 78.423 15018 3 1147.22 0.35

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6 MAATFIGNSTAIQELFK 362 17 4 27.64 b6y4y9y10 1841.97 116.875 41854 3 614.66 10.21

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 INVYYNEATGGNYVPR 46 16 3 17.33 b12y5y13 1829.87 82.180 11536 2 915.44 -4.54

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 EEFPDR 156 6 2 13.7 y4°y4 792.34 37.708 4092 1 792.34 -12.40

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 7 64.53 y4°y4y5y6y7y8y12 1319.71 63.914 89853 2 660.36 2.41

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 12 36.96

b2b5b7°b7b8y2°y2y10°
y10y11y18y27

3077.42 108.516 24974 4 770.11 3.57

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 5 23.17 b1b8b11y4y6 1822.90 61.126 8173 2 911.95 -13.93

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5 MSMKEVDEQMLAIQSK 320 16 4 37.58 b14b15y10y11 1867.91 88.927 2946 2 934.46 6.40

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6
SGAFGHLFRPDNFIFGQSGAGNN

WAK
77 26 7 30.51 b11b15y4y6y10*y10y13 2795.34 98.261 2802 4 699.59 -0.26

|P06396|GELS_HUMAN Gelsolin 1 AGALNSNDAFVLK 584 13 9 34.72
b3b11*b11b13*b13y9*y

9y10y13
1319.70 60.946 233124 2 660.35 3.79

|P06396|GELS_HUMAN Gelsolin 2
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 12 49.68

b2b4b12b27y1y6°y6y10
y13y14y15y28

2873.27 57.198 163517 4 719.07 -3.40

|P06396|GELS_HUMAN Gelsolin 3
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 18 108.32

b2b3b4b6b12*b12b14b
16y3y4*y4y6y8y9y10y1

2y14y25
2843.35 78.685 143998 4 711.59 -7.56

|P06396|GELS_HUMAN Gelsolin 4 AQPVQVAEGSEPDGFWEALGGK 626 22 12 65.16
b2*b2b3b4y2y3y4y8y11

y14y16y22
2272.11 83.080 109334 2 1136.56 11.60

|P06396|GELS_HUMAN Gelsolin 5 QTQVSVLPEGGETPLFK 373 17 10 43.17
b13°b13*b13b16y2y4y1

0y12y13y17
1829.98 73.422 104449 2 915.49 7.27

|P06396|GELS_HUMAN Gelsolin 6 AGKEPGLQIWR 61 11 8 48.11 b1b4b7y1y4y7y8y11 1254.68 56.314 78842 3 418.90 -12.84

|P06396|GELS_HUMAN Gelsolin 7 TGAQELLR 615 8 5 41.1 b2y4y6y7y8 887.48 41.538 77436 2 444.25 -10.93

|P06396|GELS_HUMAN Gelsolin 8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNR

199 35 18 96.82
b2°b2b3°b3b4b8b11b13
°b13y4y5y6y7y8y10y14

y15y35
4037.83 100.257 74802 3 1346.62 10.16

|P06396|GELS_HUMAN Gelsolin 9 TPSAAYLWVGTGASEAEK 597 18 7 43.56 b2b5b7b9b16y11y13 1837.89 68.602 69146 2 919.45 -1.53

|P06396|GELS_HUMAN Gelsolin 10 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 4 36.27 y3y4y5y11 1320.57 48.823 43863 3 440.86 -10.63

|P06396|GELS_HUMAN Gelsolin 11 YIETDPANR 729 9 6 38.49 b2b9y4y5y7y9 1078.51 30.131 37777 2 539.76 -4.64

|P06396|GELS_HUMAN Gelsolin 12 HVVPNEVVVQR 177 11 8 82.5 b3b7y4y7y8y9y10y11 1275.72 38.475 31613 2 638.36 -0.77

|P06396|GELS_HUMAN Gelsolin 13 AVEVLPK 577 7 4 37.7 b3y4y5y7 755.46 40.139 31605 2 378.23 -10.34

|P06396|GELS_HUMAN Gelsolin 14
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 8 42.5

b8b9b11b12b16y11y25*
y25

2463.24 83.142 10546 2 1232.12 6.84

|P06396|GELS_HUMAN Gelsolin 15
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAK
257 32 4 11.19 b2b3b9y8 3301.62 71.064 6874 3 1101.21 -11.31



|P06396|GELS_HUMAN Gelsolin 16 TASDFITK 360 8 3 41.1 y5y6y7 882.45 38.594 75867 2 441.73 -6.02
|P06396|GELS_HUMAN Gelsolin 17 EVQGFESATFLGYFK 147 15 6 52 b7b12y3y9y10y11 1722.84 90.780 54549 2 861.92 2.91
|P06396|GELS_HUMAN Gelsolin 18 EPAHLMSLFGGKPMIIYK 530 18 4 15.73 b4°b4b6y6 2032.03 80.071 47664 4 508.76 -21.93
|P06396|GELS_HUMAN Gelsolin 19 GGVASGFK 169 8 4 54.41 b3b7y3y5 722.37 62.879 2441 1 722.37 -12.84

|P06396|GELS_HUMAN Gelsolin 20
IEGSNKVPVDPATYGQFYGGDSYI

ILYNYR
451 30 11 81.14

b7b10b25y3y4y5y9y11y
12y13y23

3399.67 85.404 93666 3 1133.90 5.96

|P06396|GELS_HUMAN Gelsolin 21 KMDAHPPR 660 8 4 33.32 b6b7y6°y6 951.48 99.357 10223 1 951.48 -4.23
|P06396|GELS_HUMAN Gelsolin 22 EGGQTAPASTRLFQVR 553 16 4 25.03 b6b8b10*b10 1717.88 84.525 8157 2 859.44 -11.16

|P06396|GELS_HUMAN Gelsolin 23
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNRYER

199 38 6 10.86 b3°b3b7°b7y3°y3 4485.98 97.472 7558 4 1122.25 -4.90

|P06396|GELS_HUMAN Gelsolin 24 Phosphoryl STY(13) EVQGFESATFLGYFK 147 15 3 24.34 b12b13y12_HPO3 y12 1802.78 92.890 3442 2 901.89 -7.52

|P06396|GELS_HUMAN Gelsolin 25
Carbamidomethyl+C(16)

;Phosphoryl STY(10)
NGNLQYDLHYWLGNECSQDESG

AAAIFTVQLDDYLNGR
104 38 9 26.7

b4b8°b8*b8b9°b9y3y6y
9

4426.94 112.264 3093 4 1107.49 3.86

|P06396|GELS_HUMAN Gelsolin 26 Carbamidomethyl+C(2) DCFILDHGK 329 9 0 2.38 1104.53 48.845 3920 2 552.77 9.84

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 4 28.15 y4y7y9y13 2750.32 73.693 53120 3 917.44 9.94

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 LSVDYGKK 156 8 6 54.41 b2y3y4y5y7y8 909.50 29.936 32828 2 455.25 -9.13

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 IGEHTPSALAIMENANVLAR 153 20 10 61.79
b5°b5b12y3y4y6y8y9y1

5y20
2107.09 81.151 108135 3 703.04 -1.16

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 16 98.86

b9b10°b10b11°b11y1y2
y3y5y7y8y9y10y13y17y

28
3176.59 76.476 95521 4 794.90 -5.99

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 GILAADESTGSIAK 28 14 6 39.39 b4b8y9y11y12y14 1332.71 48.840 65581 2 666.86 3.57

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 Carbamidomethyl+C(25)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 5 17.48 b5y1y4y8y13 3131.54 62.510 52694 5 627.11 -12.47

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 LQSIGTENTEENRR 43 14 12 39.39
b2*b2b8b10°b10y10*y1

0y12°y12y13°y13y14
1646.79 29.517 43523 3 549.60 -10.60

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 AAQEEYVKR 322 9 6 54.8 y2y3y4y5y6y9 1093.56 20.271 9322 2 547.28 -3.35

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 Carbamidomethyl+C(4) VNPCIGGVILFHETLYQK 69 18 4 15.73 b9*b9y7y9 2088.08 79.909 31248 3 696.70 -5.61

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 Carbamidomethyl+C(1) CPLLKPWALTFSYGR 289 15 3 18.32 b3y3y6 1808.94 86.229 18303 3 603.65 -6.55

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 MPYQYPALTPEQK 0 13 4 20.83 b3y4*y4y7 1565.76 55.593 3500 2 783.38 -6.47

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10 Carbamidomethyl+C(24)
GVVPLAGTNGETTTQGLDGLSER

CAQYK
111 28 3 11.78 b12y5y10 2922.39 119.488 3231 3 974.80 -12.61

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11 Phosphoryl STY(11) GILAADESTGSIAKR 28 15 6 55.72 y3y4y5°y5y6y13 1568.75 71.419 4478 2 784.88 -3.74



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12 Phosphoryl STY(8) GVVPLAGTNGETTTQGLDGLSER 111 23 16 90.76

b3b4b8_H3PO4 
b8b10_H3PO4 

b10°b10b11_H3PO4 
b11b12*b12y7°y7y8°y8

y10°y10y13y14

2352.08 136.370 3081 2 1176.54 -8.82

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 Oxidation+M(1) MPYQYPALTPEQK 0 13 3 20.83 b11y10y12 1581.75 76.344 3804 2 791.38 -5.71

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14
Carbamidomethyl+C(25)

;Oxidation+M(18)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 8 29.97 b3°b3b4b6b10y8°y8y12 3147.54 124.405 3712 3 1049.85 -9.54

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

15 QEEYVKR 324 7 0 1.59 951.49 20.286 3725 2 476.25 -3.40

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

16 AQEEYVKR 323 8 0 1.59 1022.52 20.297 3013 2 511.77 -3.76

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

17 SIGTENTEENRR 45 12 0 3.57 1405.67 29.492 2538 2 703.34 -0.26

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 41.26

b2°b2b13b14b17y1y2y6
y9y12*y12y14y26

2798.36 90.206 180420 3 933.46 6.19

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 65.04

y2y3y5y6y7y8y12y22y2
5

2708.33 95.908 82625 3 903.45 -2.43

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 5 23.17 b1b8b11y4y6 1822.90 61.126 8173 2 911.95 -13.93

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 MSATFIGNSTAIQELFKR 362 18 5 24.66 b6b7b14°b14y2 2014.07 69.704 4559 2 1007.54 11.64

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 INVYYNEAAGNK 46 12 3 29.68 b5b10b11 1355.64 75.526 3770 3 452.55 -16.57

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 INVYYNEAAGNKYVPR 46 16 3 25.03 b3b8b13 1870.94 60.413 8219 2 935.97 -2.74

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 RISEQFTAMFR 379 11 3 24.51 b7y3y9 1385.68 64.834 3334 3 462.57 -11.98

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 GSQQYRALTVPELTQQMFDSK 276 21 3 14.01 b5b12y10 2427.19 105.205 1609 2 1214.10 -3.32

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 41.26

b2°b2b13b14b17y1y2y6
y9y12*y12y14y26

2798.36 90.206 180420 3 933.46 6.19

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 65.04

y2y3y5y6y7y8y12y22y2
5

2708.33 95.908 82625 3 903.45 -2.43

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 5 23.17 b1b8b11y4y6 1822.90 61.126 8173 2 911.95 -13.93

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 MSATFIGNSTAIQELFKR 362 18 5 24.66 b6b7b14°b14y2 2014.07 69.704 4559 2 1007.54 11.64

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

6 INVYYNEATGNK 46 12 3 22.48 b5b10y7 1385.70 72.059 6946 2 693.35 18.76

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

7 Oxidation+M() IMNTFSVMPSPK 162 12 7 45.2 b4°b4b6*b6b7*b7b11 1367.69 87.443 10981 2 684.35 11.69

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 QLFHPEQLITGKEDAANNYAR 84 21 8 53.21
y3y5y6y9y10y12y21*y2

1
2415.18 62.326 354393 4 604.55 -8.79

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75



|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 LISQIVSSITASLR 229 14 4 27.84 b4b6y4y8 1487.89 100.447 13968 2 744.45 5.17

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 AGTYR 79 5 2 26.61 b4y3 567.29 35.863 50180 1 567.29 6.13

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 9 67.56 b4b5°b5y4°y4y5y6y7°y7 1598.73 26.882 13561 3 533.58 -21.30

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8 INDDDSFTTFFSETGNGK 42 18 4 22.89 y5y7°y7y9 1994.89 79.019 9435 2 997.95 16.34

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

9 GHYTVGKESIDLVLDR 105 16 3 25.7 b4b10b11 1801.94 85.009 4135 2 901.47 -1.76

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

10 Oxidation+M(3) AVMIDLEPTVVDEVR 64 15 3 24.34 b5b6y4 1701.86 76.874 4065 2 851.43 -8.18

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 15 69.5
b1b5*b5b6*b6b10b11°b

11y1y2y3y7y8y12y18
1825.00 66.011 249834 2 913.00 5.75

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 11 40.18
b2*b2b3b5°b5y7y10*y1

0y12°y12y14
1718.87 52.991 135862 3 573.63 -8.45

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 IHFPLATYAPVISAEK 264 16 5 17.33 b2b3b8y2y4 1756.94 78.557 95386 3 586.32 -12.65

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 4 28.15 y4y7y9y13 2750.32 73.693 53120 3 917.44 9.94

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 FDGALNVDLTEFQTNLVPYPR 243 21 13 76.54
b2b3b4b17y2y3y4y5y6y

11*y11y14y21
2409.23 95.114 30203 2 1205.12 7.40

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 5 18.5 b7b13y3y10y13 3359.65 120.936 56342 4 840.67 -2.40

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

7 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMERLSVDYSK
124 39 9 41.16

b3b6b7b9b10*b10b12y
5y10

4152.02 108.595 3138 4 1038.76 -8.94

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 SYELPDGQVITIGNER 938 16 25 199.45

b2b3b8b9°b9b10b11°b1
1b12°b12y3*y3y4y5y6*
y6y7y8y10*y10y11y12°

y12y13y16

1790.90 71.671 2789179 2 895.96 7.02

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 AGFAGDDAPR 718 10 17 127.24
b2b3b4b8y1y2y3y4°y4y

5y6°y6y7°y7y8y9y10
976.45 31.456 1944071 2 488.73 -3.06

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 AVFPSIVGRPR 728 11 14 114.34
b1b2b9y1y2y3y4y5y6y7

y8y9y10y11
1198.71 56.275 885373 2 599.86 1.63

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHRK 1059 14 24 175.06

b3°b3b4°b4*b4b5b7°b7
b14y2y3y4y5y6°y6y7y8
y9y10°y10y11y12y14*y

14

1644.78 32.248 414928 3 548.93 -11.87

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 QEYDESGPSIVHR 1059 13 6 78.23 y3y4y5y6y8y11 1516.70 38.099 279257 3 506.24 -0.32

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 ISSENSNPEQDLK 367 13 9 58.9
y4*y4y5y7°y7y9*y9y10

°y10
1460.67 54.440 28062 3 487.56 -11.28

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 8 53.15 b3y3y6y9°y9y10y11y14 2578.26 117.717 19677 3 860.09 21.02



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 YSVWVGGSILASLSTFQQMWISK 1036 23 7 34.28 b4b6b8b13y3y7°y7 2588.29 52.269 11144 2 1294.65 -12.92

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 AAWWGK 145 6 2 30.02 y3y5 718.38 35.397 6023 1 718.38 14.87

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 3 12.23 b3y9y14 2823.38 94.945 3378 3 941.80 19.89

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 DLYTNTVLSGGTTMYPGMAHR 991 21 3 14.01 b12y4y6 2285.03 68.227 1707 2 1143.02 -16.56

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATVASSSSLE

K
913 25 7 28.35 b5°b5b9b10b22y10°y10 2835.36 97.273 30133 3 945.79 4.74

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13 Phosphoryl STY()
TPESQQFPDTENEEYHSDEQNDT

QK
576 25 7 23.01

b4b6b9_H3PO4 
b9y6*y6y14*y14

3076.21 57.138 78085 4 769.81 7.14

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14 Phosphoryl STY() KDLIVMLRDTDVNK 154 14 7 45.62
b11b12_H3PO4 

b12y4*y4y10y12*y12
1739.84 84.559 22852 2 870.42 -14.52

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15
Carbamidomethyl+C(9);

Phosphoryl STY()
MNSELSLSCK 629 10 4 55.2 y4y5y7y9 1248.47 92.883 8565 2 624.74 -14.86

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16 Phosphoryl STY(10) EKDILHENSTLREEIAMLR 640 19 5 29.73 b4b9b12y7y11 2377.15 86.035 1841 2 1189.08 1.44

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 Oxidation+M()
QQGMMGGMHQKESYVGKEAQS

K
739 22 3 20.08 y10y16y19 2455.15 79.964 2560 3 819.05 12.13

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 Oxidation+M() DLYTNTVLSGGTTMYPGMAHR 991 21 3 22.46 b3y5y6 2301.08 84.497 1623 2 1151.04 7.00

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

19 ENSNPEQDLK 370 10 1 7.45 b5 1173.52 54.356 11706 2 587.27 -12.07

|P00918|CAH2_HUMAN Carbonic 
anhydrase 2

1 EPISVSSEQVLK 212 12 6 37.54 b4°b4b9b11y2y3 1315.72 63.955 27539 2 658.36 6.03

|P00918|CAH2_HUMAN Carbonic 
anhydrase 2

2 AVQQPDGLAVLGIFLK 132 16 6 38.22 b2b4y5y6y8y12 1668.98 106.826 13048 2 834.99 6.29

|P00918|CAH2_HUMAN Carbonic 
anhydrase 2

3 YAAELHLVHWNTKYGDFGK 113 19 4 22.87 b12°b12y3y4 2249.09 73.525 97906 2 1125.05 -9.12

|P00918|CAH2_HUMAN Carbonic 
anhydrase 2

4 GKSADFTNFDPR 169 12 5 36.45 b10b11°b11y5y11 1354.65 52.313 29294 2 677.83 7.30

|P00918|CAH2_HUMAN Carbonic 
anhydrase 2

5
QSPVDIDTHTAKYDPSLKPLSVSY

DQATSLR
27 31 5 16.32 b5b9b11°b11y6 3432.73 99.393 5314 3 1144.91 -0.78

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 AGAAPYVQAFDSLLAGPVAEYLK 37 23 18 158.54
b2b3b4b5b6b7b8b10b1
3b15y2y3y4y5y7y8y9y2

3
2351.23 115.840 56079 3 784.41 0.21

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 LSDLLAPISEQIK 100 13 3 20.83 b3b5y7 1426.82 77.854 50126 2 713.91 4.11

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 9 70.09
b3b4b11b14y3y5y9y12y

16
1757.89 43.995 44990 2 879.45 4.03

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4 VENQENVSNLVIEDTELK 330 18 9 68.92
b9b14y4y6y7y8y11y15y

18
2073.05 70.503 40752 2 1037.03 8.01

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 EMNDAAMFYTNR 155 12 4 29.68 y5y6y11y12 1462.62 57.943 27297 2 731.81 7.85

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6 LEAVSHTSDMHR 17 12 6 53.07 b2b5y3y4y7y8 1382.63 25.565 20328 3 461.55 -10.06



|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7 SGPKPFSAPKPQTSPSPK 294 18 6 15.73 b1b5y4°y4y8y18 1837.96 34.728 10032 3 613.33 -9.30

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 4 50.83 y3y4y8y9 1235.60 47.072 71785 2 618.30 2.07

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9
LFNHLSAVSESIQALGWVAMAPK

PGPYVK
126 29 4 22.29 b4b5b11y6 3110.64 98.512 19386 3 1037.55 -4.63

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10 EVITFR 113 6 1 13.7 b3 764.42 52.053 15841 1 764.42 -8.54

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 Carbamidomethyl+C(9) INSITVDNCK 366 10 3 34.11 y4y6y7 1163.58 35.567 7903 2 582.29 5.98

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 5 35.78 b3b4b11y7y8 3165.70 89.841 68979 3 1055.91 5.71

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 LEAVSHTSDMHRGYADSPSK 17 20 7 39.28 b3b12b16y8y9y13°y132188.02 63.726 25032 3 730.01 7.36

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 Carbamidomethyl+C(12) LERALLVTASQCQQPAENK 81 19 7 42.83 y3y5°y5y6y13*y13y15 2156.09 91.578 6395 3 719.37 -12.23

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15 QENVSNLVIEDTELK 333 15 0 5.16 1730.88 70.435 43653 2 865.94 -0.63

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 AVSHTSDMHR 19 10 2 7.63 b5°b5 1140.53 25.538 3794 3 380.85 5.67

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 SDLLAPISEQIK 101 12 1 7.45 b5 1313.72 77.810 2964 2 657.37 -5.58

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1 GTYIPVPIVSELQSGK 114 16 14 85.99
b3°b3b4b11y3y4*y4y7°

y7y8y10y12°y12y16
1687.94 84.515 119577 2 844.47 6.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2 STVLTIPEIIIK 624 12 8 64.53 b2°b2y2y4y6y8y9y10 1326.82 89.229 103537 2 663.91 -1.56

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3 LIASMSSDSLR 705 11 11 70.44
b2b9b10y1y3y6y7°y7y9

°y9y11
1179.60 50.592 89427 2 590.30 -2.90

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4 LALETALMYGAK 492 12 5 32.69 y2y4y9y11y12 1280.69 74.369 80879 2 640.85 2.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 8 32.33 b3b4b14b16y2y5y14y25 2602.31 75.427 72521 3 868.11 -1.41

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 DGTHVVENVDATHIGK 447 16 8 45.4 b4°b4b10y2y3y4y7y11 1691.82 40.621 56645 3 564.61 -8.08

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EKER
175 27 7 17.95 b2b3y6y8*y8y11y27 3346.44 87.857 51279 4 837.36 -14.30

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 Carbamidomethyl+C(1) CGPASVQAIK 409 10 11 87.33
b2b3b5y1y2y4y6y7y8y9

y10
1030.53 35.350 40371 2 515.77 -2.49

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9 EREEYVLNDIGVIFYGEVNDIK 200 22 10 36.77
b2b7b8b20*b20y1y10y1

2y15y22
2614.33 90.134 37469 3 872.11 9.62

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 LSIQSSPK 144 8 7 65.95 b5y2y3y4y6y7y8 859.48 31.672 37023 2 430.24 -7.53

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11 MYVAVWTPYGVLR 159 13 6 48.69 b3b4b5y1y3y7 1554.82 91.441 33638 2 777.91 5.26

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 VEYVIGR 101 7 3 37.7 b3y5y6 835.46 43.149 20635 2 418.23 -6.65

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 FQEGQEEER 483 9 11 54.8
b2*b2y1y2y3y5°y5y6y7

°y7y9
1151.50 21.398 18523 2 576.25 -0.64

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14
EAVLIQAGEYMGQLLEQASLHFF

VTAR
585 27 10 49.02

b3b4°b4b5°b5y13*y13y
14°y14y27

3021.56 136.696 18120 3 1007.86 3.15

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPV
GFGGWQAVDSTPQENSDGMYR

367 42 5 14.05 b23y4y10*y10y13 4959.19 97.621 15386 4 1240.55 9.06

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHR 682 22 3 22.31 b4y4y5 2722.35 61.462 9377 3 908.12 6.91

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 SNVDMDFEVENAVLGK 516 16 6 31.05 b1b4b14y12y13y16 1766.81 69.720 9175 2 883.91 -7.88



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 QIGGDGMMDITDTYK 468 15 3 26.4 y4y6y13 1644.74 64.896 27188 2 822.88 12.02

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 VGSAMVNAK 261 9 3 38.49 y4y7y8 876.46 25.910 19715 2 438.73 -2.58

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 Carbamidomethyl+C(4) YGQCWVFAGVFNTFLR 311 16 3 25.03 b8b11b13 1964.93 79.770 11264 3 655.65 -9.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 EEYVLNDIGVIFYGEVNDIK 202 20 3 22.64 b10b11y6 2329.11 95.452 5663 3 777.04 -21.59

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 GTQVVGSDMTVTVQFTNPLK 638 20 4 14.51 b4b16*b16y13 2122.06 66.084 2592 3 708.03 -9.55

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 RGQSFYVQIDFSRPYDPR 78 18 5 31.31 b3b11y4y7y9 2231.10 94.231 38734 2 1116.05 0.98

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 LIASMSSDSLRHVYGELDVQIQR 705 23 3 13.16 b10b15y11 2617.33 103.908 27093 3 873.12 -2.71

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25 VEYVIGRYPQENK 101 13 7 32.59 b12°b12*b12y3y4y8*y8 1594.84 85.953 25313 3 532.28 10.79

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

26
QIGGDGMMDITDTYKFQEGQEEE

R
468 24 3 12.82 b4y3y11 2777.21 68.540 13890 3 926.41 3.43

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

27 GNPIKVSR 253 8 4 54.41 y3y4y5y6 870.51 24.931 9963 2 435.76 -5.47

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

28 LSITFRNNSHNR 535 12 6 29.68 y3*y3y7°y7*y7y8 1458.75 88.856 5934 2 729.88 -1.92

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

29 Phosphoryl STY(11) GQSFYVQIDFSRPYDPR 79 17 3 23.88 y3y5y7 2154.97 26.763 1935 3 719.00 9.18

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

30 Oxidation+M(5) SNVDMDFEVENAVLGK 516 16 3 17.33 b14y4y12 1782.83 55.440 15253 2 891.92 4.45

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

31
EAVLIQAGEYMGQLLEQASLHFF

VTA
585 26 1 8.61 y16 2865.41 136.748 7526 2 1433.21 -13.12

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

32 SIQSSPK 145 7 1 9.72 b3 746.40 31.667 1593 1 746.40 -5.23

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 IINEPTAAAIAYGLDKK 171 17 9 51.54
b2b14y2y5y10y13y14y1

5y17
1787.98 65.191 98382 3 596.66 -7.03

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 DAGTIAGLNVLR 159 12 5 26.46 b6°b6b7y7y12 1199.67 69.809 87630 2 600.34 -2.65

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 VEIIANDQGNR 25 11 9 87.73 b2b3y3y4y6y7y8y9y11 1228.63 36.746 64016 2 614.82 0.40

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 TTPSYVAFTDTER 36 13 12 77.06
b1b5°b5b11b13°b13y3y

4y6y9y11y13
1487.71 55.524 50692 2 744.36 4.76

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 FEELNADLFR 301 10 4 41.9 y4y6*y6y8 1253.62 74.625 32059 2 627.31 3.31

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 TVTNAVVTVPAYFNDSQR 137 18 4 32.81 y3y4y9y11 1982.01 69.294 25338 2 991.51 6.53

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7 NSLESYAFNMK 539 11 6 22 b1b3*y2y7y8y11 1303.61 65.040 24694 2 652.31 10.11

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 STAGDTHLGGEDFDNR 220 16 6 25.7 b2°b2y8y9y14y16 1691.72 38.953 22571 3 564.58 -3.17

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9 NQVAMNPTNTVFDAK 56 15 6 45.89 b7b11y11y12y13y15 1649.81 57.830 19090 2 825.41 6.07

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10 SFYPEEVSSMVLTK 112 14 4 27.25 y3y10y11y14 1616.79 62.177 9964 3 539.60 1.43

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 SINPDEAVAYGAAVQAAILSGDK 361 23 6 37.13 b1b7b8b9b15y2 2260.15 69.637 4362 4 565.79 3.46

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12 NQVAMNPTNTVFDAKR 56 16 8 17.33
b4b15b16y2y5°y5y16*y

16
1805.89 69.588 4011 2 903.45 -2.50

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 LLQDFFNGK 348 9 4 30.71 b5b6*b6y3 1081.57 71.456 51285 2 541.29 -0.79

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 GTLDPVEK 311 8 4 54.41 b3b5y4y6 858.45 33.525 17609 2 429.73 -11.66



|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 QTQTFTTYSDNQPGVLIQVYEGER 423 24 3 12.82 b3b12y12 2774.36 77.626 4538 2 1387.68 12.32

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16 MVNHFIAEFK 236 10 4 28.89 b4b5y4°y4 1235.63 90.125 2685 1 1235.63 5.43

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 HWPFMVVNDAGRPK 88 14 4 24.91 b3y7y8°y8 1653.81 61.253 2009 2 827.41 -10.85

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18 Carbamidomethyl+C(14) GPAVGIDLGTTYSCVGVFQHGK 3 22 4 24.43 b5y4y7y8 2263.08 110.402 1858 3 755.03 -17.69

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19 MVQEAEK 517 7 3 37.7 b5y5y6 834.39 109.552 1604 1 834.39 -18.21

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 KDISENK 250 7 4 37.7 b5b6y6°y6 833.45 41.952 11792 1 833.45 13.47

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

21 NQVAMNPTNTVFDAKR 56 16 3 17.33 b8b11y5 1805.89 72.060 9229 3 602.64 -0.74

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

22
QTQTFTTYSDNQPGVLIQVYEGER

AMTK
423 28 5 35.99 b5b6y3y4y7 3205.56 111.364 2180 3 1069.19 4.34

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

23 NQTAEKEEFEHQQK 583 14 6 45.78 b3b4b5b7y6*y6 1745.82 126.873 1504 2 873.41 6.15

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

24 Phosphoryl STY(6) EIAEAYLGK 128 9 5 45.26
b3b4°b4y4_H3PO4 

y4y8
1073.48 98.371 4118 1 1073.48 -0.57

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

25 Oxidation+M(5) NQVAMNPTNTVFDAK 56 15 3 18.32 b4b6y3 1665.78 49.171 2692 2 833.39 -5.86

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

26 Oxidation+M(10) NSLESYAFNMK 539 11 6 37.02 b4*b4b5*b5b7y7 1319.58 24.264 1974 3 440.53 -8.88

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

27 Oxidation+M(5) NQVAMNPTNTVFDAKR 56 16 4 35.33 b3b4b6b12 1821.91 114.253 1655 3 607.98 11.59

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 GLIDEVNQDFTNR 71 13 12 97.57
b5b13y2y3*y3y4*y4y5y

7y8y9y10
1520.74 69.898 151416 2 760.88 6.66

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 QLEQVIAK 202 8 11 36.33
b1b3°b3*b3b8y1y2y3y6

°y6y8
928.54 38.932 107274 2 464.78 -1.71

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 MELERPGGNEITR 258 13 14 102.12
b4b5b9b10y1y2y3y8°y8

*y8y10y11y12y13
1501.73 42.247 106018 3 501.25 -8.86

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 ALTDMPQMR 249 9 9 76.64 b6b7y1y4*y4y5y6y7y9 1062.50 51.366 99913 2 531.76 -3.56

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 NSLFEYQK 89 8 10 41.1
b2°b2y1y4°y4*y4y5y6y

8*y8
1028.50 50.879 89205 2 514.75 -6.53

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 ESSSHHPGIAEFPSR 558 15 12 78.15
b5b6°b6b11b15y2y3y4y

5y8y9y15
1637.75 39.286 58086 3 546.59 -7.60

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 TFPGFFSPMLGEFVSETESR 527 20 11 84.68
b2b5y4y6y7y8y9y13y14

y18y20
2265.08 109.747 46119 2 1133.04 9.81

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 MDGSLNFNR 678 9 4 30.71 b8y5y6y9 1053.48 36.816 43000 2 527.25 5.68

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 TVIGPDGHKEVTK 467 13 10 87.27
b2°b2b4y2y3y4y7y8y10

y11
1380.73 24.935 34787 3 460.92 -10.52

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 GGSTSYGTGSETESPR 271 16 7 45.4 b6b13y6y8y10y11y16 1572.68 26.238 21503 2 786.84 0.93

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 3 11.44 b7y15y18 3128.39 94.485 17178 4 782.85 -4.53

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12 Carbamidomethyl+C(6) IFSVYCDQETSLGGWLLIQQR 657 21 3 14.01 b8b11y16 2513.23 71.358 50563 3 838.42 -6.31

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 IEVLK 137 5 2 26.61 b3b4 601.40 61.526 33863 1 601.40 6.09

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 MADEAGSEADHEGTHSTK 602 18 10 107.11
y3y6°y6y7y8y13y14y15

y16y17
1872.74 17.299 24066 4 468.94 -16.43

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 GSVLR 720 5 2 26.61 b3b4 531.33 22.934 16406 1 531.33 2.18

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 QFTSSTSYNR 581 10 4 34.11 b3b4*b4b8 1190.52 27.798 4541 3 397.51 -17.53



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 GDSTFESK 591 8 5 41.1 y3°y3y4°y4y5 870.40 59.912 4163 1 870.40 19.35

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 SSSYSK 575 6 1 13.7 b4 658.31 96.582 1591 1 658.31 4.45

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 Carbamidomethyl+C(2) DCDDVLQTHPSGTQSGIFNIK 630 21 4 23.66 y4*y4y5y11 2332.12 112.783 1563 3 778.04 12.67

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20 QFTSSTSYNRGDSTFESK 581 18 3 15.73 b9y3y6 2041.94 54.706 139328 3 681.32 14.83

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 VTSGSTTTTRR 448 11 4 37.02 b7b8b10y9 1166.60 55.421 130752 2583.80 -8.89

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 EVDLKDYEDQQK 190 12 7 56.58 b3b4b6y7y8y10*y10 1509.71 41.169 58352 2 755.36 4.61

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23 Carbamidomethyl+C(6)
IFSVYCDQETSLGGWLLIQQRMD

GSLNFNR
657 30 6 24.49 y4*y4y7°y7y12y14 3547.66 90.975 24149 4 887.67 -14.52

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24 MKGLIDEVNQDFTNR 69 15 3 18.32 b8b11y14 1779.89 76.360 14564 3 593.97 13.51

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25 LKNSLFEYQK 87 10 3 37.12 y4y5y6 1269.68 68.414 13776 2 635.34 -6.06

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26 ALTDMPQMRMELERPGGNEITR 249 22 4 20.08 b5b7b12*b12 2545.21 103.993 12694 3 849.07 -9.21

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27
MELERPGGNEITRGGSTSYGTGSE

TESPR
258 29 4 17.56 y6°y6y10y13 3055.36 64.310 7608 4 764.60 -12.78

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28 SSSYSKQFTSSTSYNR 575 16 5 31.05 b10b11y4°y4y10 1829.81 46.059 2119 2 915.41 -10.74

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 DSHSLTTNIMEILRGDFSSANNR 100 23 3 13.16 b6y10y12 2578.26 76.433 1746 3 860.09 9.94

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30 Oxidation+M(9) TFPGFFSPMLGEFVSETESR 527 20 10 72.55
b3b4b5b8°b8b9b11y5y8

y10
2281.06 136.360 3194 2 1141.03 5.89

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31
Carbamidomethyl+C(11)

;Oxidation+M(15)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 3 36.21 y8y9y10 3144.37 122.605 1812 4 786.85 -9.94

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32 Oxidation+M(1) MELERPGGNEITR 258 13 3 20.83 b8b10y4 1517.72 36.554 1673 3 506.58 -9.09

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33 IGPDGHKEVTK 469 11 1 7.45 b9 1180.63 24.928 18915 2 590.82 -4.45

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34 GPDGHKEVTK 470 10 2 21.33 b5b6 1067.54 24.938 9938 2 534.28 -4.69

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 EFVSETESR 538 9 0 5.95 1083.50 109.798 8207 1 1083.50 7.32

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 TDMPQMR 251 7 0 1.59 878.40 51.437 4547 1 878.40 12.09

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 NSLFEYQK 89 8 0 1.19 1011.49 50.860 2565 2 506.25 14.66

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 7 26.39
b20b21b25b31y11y13y1

5
5228.34 87.666 83686 4 1307.84 4.95

|Q15942|ZYX_HUMAN Zyxin 2
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 11 42.44

b3b11b13b15y5y11°y11
*y11y12*y12y25

2597.29 57.178 60044 3 866.43 5.36

|Q15942|ZYX_HUMAN Zyxin 3 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 9 74.42
b3y4y6*y6y7y8*y8y10y

11
1259.62 42.752 59211 2 630.31 3.00

|Q15942|ZYX_HUMAN Zyxin 4 EVEELEQLTQQLMQDMEHPQR 354 21 16 67.76
b2°b2b5°b5b8°b8b13b1
4y3y5°y5*y5y7y10y17y

21
2611.22 105.112 46066 3 871.08 1.50

|Q15942|ZYX_HUMAN Zyxin 5 SPGAPGPLTLK 343 11 6 27.52 b3b4°b4y2y7y11 1037.59 50.420 44934 2 519.30 -7.18



|Q15942|ZYX_HUMAN Zyxin 6 VNPFRPGDSEPPPAPGAQR 35 19 4 36.52 b10y7y8y9 1988.98 45.828 41899 3 663.67 -4.79

|Q15942|ZYX_HUMAN Zyxin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CNTCGEPITDR 443 11 5 31.5 b2y5y8y9y11 1322.55 28.711 24659 2661.78 1.29

|Q15942|ZYX_HUMAN Zyxin 8 FGPVVAPKPK 25 10 5 52.19 y4y6y7y8y10 1039.63 39.857 22260 2 520.32 -1.17

|Q15942|ZYX_HUMAN Zyxin 9 GPPASSPAPAPK 253 12 8 69.38 b4y1y2y4y6y8y9y10 1076.57 23.962 21634 2 538.79 -1.70

|Q15942|ZYX_HUMAN Zyxin 10 FSPGAPGGSGSQPNQK 279 16 12 75.83
b5°b5b11b12b13y9*y9y

10y11*y11y14y16
1515.72 29.555 18881 2 758.36 -0.08

|Q15942|ZYX_HUMAN Zyxin 11 QHPVPPPAQNQNQVR 328 15 7 18.32 b4*b4y4y7*y7y15*y15 1709.87 25.367 11227 3 570.63 -6.14

|Q15942|ZYX_HUMAN Zyxin 12 VSSGYVPPPVATPFSSK 167 17 5 34.34 b5b6b14y4y13 1719.92 86.158 3530 2 860.46 11.78
|Q15942|ZYX_HUMAN Zyxin 13 VSSIDLEIDSLSSLLDDMTK 140 20 3 14.51 b5b18y9 2181.09 121.173 2764 2 1091.05 3.36

|Q15942|ZYX_HUMAN Zyxin 14
VNPFRPGDSEPPPAPGAQRAQMG

R
35 24 9 61.74

b11b14y3y4y5y6y10*y1
0y15

2532.22 84.526 4130 2 1266.61 -14.65

|Q15942|ZYX_HUMAN Zyxin 15 Phosphoryl STY(9) SPGAPGPLTLK 343 11 3 24.51 b7b10y3 1117.55 88.124 8536 2 559.28 -4.81

|Q15942|ZYX_HUMAN Zyxin 16 Phosphoryl STY(18)
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 3 12.51 b6y7y9 2677.25 64.388 6399 3 893.09 6.57

|Q15942|ZYX_HUMAN Zyxin 17 Phosphoryl STY(13) VSSIDLEIDSLSSLLDDMTK 140 20 3 14.51
b7b13_H3PO4 

b13_HPO3 b13y6
2261.05 68.693 5415 2 1131.03 2.38

|Q15942|ZYX_HUMAN Zyxin 18 Phosphoryl STY(18)
LGHPEALSAGTGSPQPPSFTYAQQ

REKPR
295 29 7 25.36

b11b16*b16b17y11y19°
y19

3187.50 105.196 4046 4 797.63 -6.43

|Q15942|ZYX_HUMAN Zyxin 19 Phosphoryl STY(15) VSSGYVPPPVATPFSSK 167 17 4 37.19
b14b15_H3PO4 
b15b16_HPO3 

b16y16_H3PO4 y16
1799.86 136.751 3562 1 1799.86 4.34

|Q15942|ZYX_HUMAN Zyxin 20 Phosphoryl STY(11) MAAPRPSPAISVSVSAPAFYAPQK 0 24 8 41.71
b6b11°b11b12b13°b13y

4y12
2523.23 123.515 1794 3 841.75 -3.77

|Q15942|ZYX_HUMAN Zyxin 21 LGHPEALSAGTGSPQPPSFTYAQ 295 23 6 28.05 y3*y3y4y8*y8y13 2313.12 57.199 7716 3 771.71 2.96

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 6 18.07 y2y10y12*y12y14*y14 3112.40 94.512 71718 4 778.85 -13.88

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3 MSATFIGNNTAIQELFK 362 17 8 39.4
b6b7°b7b8b14°b14y2y1

7
1884.97 95.000 23784 3 629.00 10.75

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 GHYTEGAELMESVMDVVR 103 18 5 23.14 b12b13°b13y2y9 2022.91 59.938 2001 2 1011.96 -9.72

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5 NSSYFADWLPNNVK 336 14 6 42.77 b7y4y6y8*y8y9 1654.77 63.016 3212 4 414.45 -11.43

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLIENADE
TFCIDNEALYDICSKTLK

174 42 4 25.35 b6b8b9b12 4815.27 120.241 25964 4 1204.57 -7.40

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7 Phosphoryl STY(2) VSEQFTAMFRR 380 11 3 27.52 b10y8y9 1451.65 38.467 6156 2 726.33 5.80

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

8 Oxidation+M(8) VSEQFTAMFRR 380 11 4 37.02 b4b8b9y5 1387.67 22.647 9373 3 463.23 -3.34

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

9
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVLTQIGQCGNQIGAK 0 19 4 20.93 b4b13y10y13 2132.10 76.786 3051 3 711.37 1.83

|Q8NGU1|OR9A1_HUMAN Putative 
olfactory receptor 9A1

1 Carbamidomethyl+C(22) LGNYSSATEFFLLGFPGSQEVCR 1 23 20 104.57
b2b6°b6b7b9°b9b11b13
b21y2y3y4°y4y6°y6y11

y17y19y22y23
2579.24 121.871 181266 3 860.42 7.29

|Q8NGU1|OR9A1_HUMAN Putative 
olfactory receptor 9A1

2 Carbamidomethyl+C(23) MLGNYSSATEFFLLGFPGSQEVCR 0 24 6 33.18 b2b3b8b16y4y5 2710.27 91.595 3451 5 542.86 3.06



|Q8NGU1|OR9A1_HUMAN Putative 
olfactory receptor 9A1

3
Carbamidomethyl+C(23)

;Oxidation+M(1)
MLGNYSSATEFFLLGFPGSQEVCR 0 24 3 12.82 b13y8y11 2726.30 84.490 68220 3 909.44 14.42

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 13 83.59
b2b3b4b5*b5b10*b10y

2y7y8y9y11y13
1354.73 45.380 170322 2 677.87 0.00

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 10 82.21
b2y2y3y5y6y7y8y9y11*

y11
1341.63 49.026 138359 2 671.32 1.18

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 VDFETFLPMLQAVAK 121 15 3 18.32 b3b14y5 1708.88 37.299 15483 4 427.98 -10.14

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 VFDK 151 4 1 12.91 b3 508.27 59.881 12880 1 508.27 -9.61

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 Phosphoryl STY(9) TQEPPVDLSK 46 10 5 43.44 b6°b6b7b8y5 1193.54 136.456 2298 1 1193.54 7.06

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 Oxidation+M(9) VDFETFLPMLQAVAK 121 15 4 26.4 b3°b3b10b13 1724.87 97.328 43101 3 575.63 -11.68

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 0 2.38 1324.60 49.102 50056 2 662.81 3.87

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

1
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

TPCTVSCNIPVVSGK 224 15 18 135.04
b2b3b9b10b11*b11b12°
b12*b12y1y3y4y6y10y1

1y12y13y15
1618.80 51.744 188719 2 809.90 2.94

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

2 DNENVVNEYSSELEK 163 15 6 44.26 b5y7y9y10y11y15 1768.80 60.542 141769 2 884.90 7.59

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

3 IRPFFPQQ 483 8 5 41.1 b2y3*y3y4y6 1032.56 61.096 132724 2 516.79 1.66

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

4 Carbamidomethyl+C(3) VYCDMNTENGGWTVIQNR 267 18 7 38.71 b14b15y4y6y12°y12y18 2156.97 62.852 102072 2 1078.99 10.53

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

5 EDGGGWWYNR 426 10 4 41.9 y4y6y8y10 1239.52 62.631 71670 2 620.27 5.52

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

6 REEAPSLRPAPPPISGGGYR 52 20 7 50.07 b2b4b7b10y5y6y7 2107.08 48.420 61285 4 527.52 -13.56

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

7 AHYGGFTVQNEANK 353 14 8 57.08 b2y5y6*y6y7y11y12y14 1535.71 39.303 39009 3 512.58 -6.68

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

8 QGFGNVATNTDGK 300 13 14 109.69
b7b11°b11y4y6y7°y7y8
*y8y10y11y12*y12y13

1308.62 36.603 23784 2 654.81 3.26

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

9
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 9 25.78

b1b2b3b13y2y3y4y15y2
8

3167.51 89.727 20827 2 1584.26 8.94

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

10 MVSWSFHK 3 8 4 33.32 b6y6y7y8 1021.49 87.329 2138 1 1021.49 -4.06

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

11 HGTDDGVVWMNWK 458 13 4 20.83 b3b7y5*y5 1544.72 71.439 74529 2 772.86 13.67

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

12 Carbamidomethyl+C(12) LESDVSAQMEYCR 211 13 5 20.83 b4b8°b8*b8y3 1587.71 77.276 57025 2 794.36 22.60

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

13 EEAPSLRPAPPPISGGGYR 53 19 9 71.66
b9°b9y4y5y6y8°y8y9y1

0
1951.01 52.100 30949 2 976.01 5.51

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

14 YYWGGQYTWDMAK 445 13 4 34.72 b7b8y5y10 1668.73 44.298 16404 3 556.92 10.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

15 DLWQK 152 5 3 13.3 b4°b4*b4 689.35 39.917 14865 1 689.35 -11.33

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

16 GTAGNALMDGASQLMGENR 376 19 5 33.59 b4b7b9*b9b15 1892.90 63.692 2622 2 946.95 20.51

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

17

Carbamidomethyl+C(8);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KAPDAGGCLHADPDLGVLCPTGC
QLQEALLQQERPIR

87 37 19 116.11
b4b10b11b16b17b19y3y
4y10y12y15y18°y18y19

*y19y20y22y23y25
4083.98 79.277 239863 5 817.60 -9.62

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

18 KGGETSEMYLIQPDSSVKPYR 246 21 10 85.96
b8°b8b9b10b11b12y3y4

y7y9
2385.15 57.573 217517 4 597.04 -9.31



|P02675|FIBB_HUMAN Fibrinogen beta 
chain

19 MGPTELLIEMEDWKGDK 334 17 11 88.72
b6b7°b7b10y3°y3y4y5y

6y11y12
1991.93 90.816 98041 3 664.65 -7.48

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

20 AHYGGFTVQNEANKYQISVNK 353 21 4 22.46 b8°b8b9y4 2368.17 54.276 79204 3 790.06 1.75

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

21 VKAHYGGFTVQNEANK 351 16 5 39.13 y4*y4y6y10y13 1762.90 81.567 50637 2 881.95 8.03

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

22
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 3 20.08 y3y10y13 2548.24 61.617 30156 3 850.08 6.99

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

23
DNENVVNEYSSELEKHQLYIDETV

NSNIPTNLR
163 33 3 11.09 b5b24y13 3876.90 84.433 10988 3 1292.97 12.03

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

24 WDPYKQGFGNVATNTDGK 295 18 4 25.06 b9y3y5y12 1997.97 102.767 7917 2 999.49 15.03

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

25

Carbamidomethyl+C(12)
;Carbamidomethyl+C(16
);Carbamidomethyl+C(2

0)

LESDVSAQMEYCRTPCTVSCNIPV
VSGK

211 28 4 17.8 b3°b3b7b12 3187.45 92.930 4826 3 1063.16 -0.15

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

26 YRGTAGNALMDGASQLMGENR 374 21 5 19.14 b13b15*b15y6y9 2212.01 63.669 3914 3 738.01 -4.41

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

27 Carbamidomethyl+C(1)
CHAANPNGRYYWGGQYTWDMA

K
436 22 3 22.31 b10b11y10 2646.14 125.368 3559 2 1323.57 -0.37

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

28 Phosphoryl STY()
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 7 40.7 b8b9b10*b10b12b19y9 3247.47 87.844 45307 3 1083.16 9.85

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

29 Phosphoryl STY(15) REEAPSLRPAPPPISGGGYR 52 20 6 19.99 b6°b6b15y5y12°y12 2187.06 59.005 4799 3 729.69 -1.34

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

30 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 6 40.7 b3b10b11b13b14y12 3183.50 81.595 18425 4 796.63 7.75

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

31 Carbamidomethyl+C(3) VSCNIPVVSGK 228 11 2 15.01 b5b9 1159.60 51.756 19356 2 580.30 -14.21

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

1 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

2
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 6 18.07 y2y10y12*y12y14*y14 3112.40 94.512 71718 4 778.85 -13.88

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

3
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 13.42 b3b22y4y7y33 3439.63 78.423 15018 3 1147.22 0.35

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

4 Carbamidomethyl+C(18)
MSATFIGNNAAIQELFTCVSEQFT

AMFR
362 28 9 25.78

b7b17*b17y8°y8*y8y10
°y10y11

3184.51 81.593 6265 3 1062.17 6.21

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

5 Carbamidomethyl+C(18)
MSATFIGNNAAIQELFTCVSEQFT

AMFRR
362 29 8 40.2

b4b8b9°b9b10b12*b12y
11

3340.64 112.814 2215 3 1114.22 13.45

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

6
Carbamidomethyl+C(23)

;Oxidation+M()
LPTPTYGDLNHLVSATMSGVTTC

LR
216 25 6 39.57 b10b17°b17y10y11y12 2720.32 69.612 2484 2 1360.66 -6.10

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 LVNMLDAVQENQHK 64 14 10 70.09
y1y2y5°y5y7y9y11y13°y

13y14
1638.82 59.871 149563 3 546.94 -5.66

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 VLIFQEENEIPASVFVK 156 17 20 155.46
b1b2b3b4b8b9b10b13b
14y2y3y5y7y11*y11y12

y13*y13y14y17
1962.06 89.412 142806 2 981.54 2.61

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3 VSPLTFGR 291 8 4 36.33 b3y4y6y8 876.48 55.632 33811 2 438.75 -11.70

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4 SDGDPVQPAVLQVHQTS 408 17 5 16.48 b11y1y7y10y17 1777.88 53.536 30165 2 889.44 5.56

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 QPVSGAVEGK 173 10 7 52.19 b10y2y5y6y7y8y10 971.51 22.953 27058 2 486.26 -5.91

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIRDNSQVNAVTVLTLLDK
19 45 5 11.06 b10y2y8y31y45 4749.39 96.070 25057 4 1188.10 0.31



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 YQASTSNTVSK 102 11 13 87.73
b2*b2b3y1y2y3y4y6y7y

8y9°y9y11
1185.57 19.764 21189 2 593.29 -1.13

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8 YEGSYALTSEEAER 394 14 7 39.39 b1b8b11y2y7y11y12 1604.73 53.707 7117 2 802.87 12.86

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 FQHPGSDMR 10 9 5 60.33 b3b4b5y5y8 1074.50 64.981 21236 2 537.75 17.15

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10 IVSVER 261 6 1 13.7 y4 702.41 38.540 13869 1 702.41 0.43

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11 LLEK 113 4 1 12.91 b3 502.33 71.746 9509 1 502.33 5.35

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 4 14.32 b14b16y9y11 3237.51 77.365 6531 5 648.31 16.67

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13 VDSLK 238 5 1 13.3 y4 561.32 27.967 5733 1 561.32 0.98

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 EGESHAENETK 303 11 10 87.73
b3°b3b4b5b6b7b8y9°y9

*y9
1230.51 26.126 3308 2 615.76 -8.13

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 Carbamidomethyl+C(2) QCAQVK 134 6 1 13.7 b4 733.38 30.537 3250 1 733.38 12.65

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

16 RLENNHAQLLR 140 11 9 51.12
b5b6°b6b9°b9*b9y9°y9

y10
1363.75 94.533 71112 3 455.25 -6.36

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

17 GEDAAQAEKFQHPGSDMR 1 18 3 15.73 b15y12y14 1973.86 84.821 30179 3 658.62 -9.46

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

18 LVNMLDAVQENQHKMEQR 64 18 6 31.31 b6b10y5y9y14°y14 2183.10 76.968 13371 3 728.37 13.64

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

19 VREGESHAENETK 301 13 4 25.6 b8y9y10°y10 1485.68 33.629 8747 2 743.34 -11.17

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

20 SLTSNHQKISSGK 273 13 4 25.6 b12*b12y11y12 1386.73 136.808 5585 1 1386.73 -5.46

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

21 Phosphoryl STY(4) QPVSGAVEGK 173 10 4 34.11 y3y5y6°y6 1051.47 34.726 11885 2 526.24 -0.12

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

22 Phosphoryl STY(8)
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 7 49.02 b4b5b6°b6b7*b7y12 3118.42 115.726 2080 3 1040.14 -3.60

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

23 Oxidation+M(10)
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 3 17.56 y6y8y17 3054.47 72.074 25291 5 611.70 -1.12

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

24 Oxidation+M(6)
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 8 39.36

b4b5b15y11*y11y14y15
y23

3253.44 100.266 3976 4 814.12 -4.05

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

25 NMLDAVQENQHK 66 12 2 21.15 b3b4 1426.69 59.886 10477 2 713.85 9.84

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

26 SYALTSEEAER 397 11 1 7.33 b3 1255.59 53.625 2342 2 628.30 4.28

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

27 SDGDPVQPAVLQVHQTS 408 17 6 43.17 b7b10b11b13y10y12 1760.85 53.596 4818 2 880.93 3.67

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

28 QPVSGAVEGK 173 10 2 8.3 y3°y3 954.49 22.996 3875 2 477.75 10.23

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 16 98.86

b9b10°b10b11°b11y1y2
y3y5y7y8y9y10y13y17y

28
3176.59 76.476 95521 4 794.90 -5.99

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

2 Carbamidomethyl+C(1) CIGGVIFFHETLYQKDDNGVPFVR 72 24 3 12.82 b4b7y3 2811.42 83.462 5212 3 937.81 8.16

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

3 Carbamidomethyl+C(1) CIGGVIFFHETLYQK 72 15 5 18.32 b14y6*y6y8°y8 1811.92 97.388 4916 3 604.64 0.07

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

4 Carbamidomethyl+C(25)
ALSDHHVYLEGTLLKPNMVTPGH

ACPIK
215 28 10 45.22

b3°b3b6°b6b14y8y12°y
12y13y14

3098.54 91.589 4789 3 1033.52 -16.23

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

5 DNAGAATEEFIK 318 12 7 32.47 b6°b6*b6b11°b11y4y7 1265.62 54.425 3635 2 633.31 13.31

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

6 LSQIGVENTEENR 43 13 6 41.7 b8b11b12y5y12*y12 1488.74 83.012 3624 2 744.87 7.22

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

7 TPSALAILENANVLAR 157 16 3 17.33 b3b5y10 1652.93 86.185 3367 3 551.65 -3.47



|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

8 YEGSGEDGGAAAQSLYIANHAY 342 22 4 20.08 y4y8y12°y12 2244.01 62.220 2407 2 1122.51 9.90

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

9 GVVPLAGTDGETTTQGLDGLSER 111 23 4 13.16 b11b13y14°y14 2273.13 122.618 2090 3 758.38 2.58

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

10 DNAGAATEEFIKR 318 13 3 20.83 b3b5y3 1421.68 87.478 240004 2 711.34 -15.03

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

11 IVAPGKGILAADESVGSMAK 22 20 6 25.47 b5y7°y7y8°y8y11 1914.02 118.542 20556 3 638.68 -10.59

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

12
VDKGVVPLAGTDGETTTQGLDGL

SER
108 26 4 12.23 b3b18y14*y14 2615.31 83.729 2979 3 872.44 -2.61

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

13 Carbamidomethyl+C(1) CIGGVIFFHETLYQKDDNGVPFVR 72 24 3 12.82 b3b5y11 2811.40 86.007 2028 3 937.81 4.34

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

14
AEVNGLAAQGKYEGSGEDGGAA

AQSLYIANHAY
331 33 4 11.09 b3y8y15*y15 3282.49 94.399 1935 3 1094.83 -13.39

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

15 Phosphoryl STY(8) GVVPLAGTDGETTTQGLDGLSER 111 23 8 29.76
b18*b18y10y12°y12y14

y15*y15
2353.05 90.784 7950 3 785.02 -14.42

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

16 Oxidation+M(8) YTPEEIAMATVTALR 243 15 3 18.32 b6b10y13 1681.87 86.244 53746 3 561.30 14.81

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

17 PIVEPEILPDGDHDLKR 184 17 2 22.31 b3b4 1943.02 76.474 5937 2 972.01 -3.02

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

18 PEILPDGDHDLKR 188 13 2 12.1 b4b10 1504.77 76.460 1607 3 502.26 -4.79

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 IINEPTAAAIAYGLDKK 172 17 9 51.54
b2b14y2y5y10y13y14y1

5y17
1787.98 65.191 98382 3 596.66 -7.03

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 VEIIANDQGNR 26 11 9 87.73 b2b3y3y4y6y7y8y9y11 1228.63 36.746 64016 2 614.82 0.40

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 TTPSYVAFTDTER 37 13 12 77.06
b1b5°b5b11b13°b13y3y

4y6y9y11y13
1487.71 55.524 50692 2 744.36 4.76

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4 FEELNADLFR 304 10 4 41.9 y4y6*y6y8 1253.62 74.625 32059 2 627.31 3.31

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5 STAGDTHLGGEDFDNR 223 16 6 25.7 b2°b2y8y9y14y16 1691.72 38.953 22571 3 564.58 -3.17

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6 Carbamidomethyl+C(14) GPAIGIDLGTTYSCVGVFQHGK 4 22 6 49.46 b15b16b17y12*y12y13 2277.10 60.037 11506 3 759.71 -12.65

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 4 11.99 b7°b7b19y11 2983.42 64.338 9199 4 746.61 -7.20

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8 MVSHLAEEFK 239 10 4 27.12 b3°b3y3y8 1190.61 54.480 6293 2 595.81 17.02

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9 EIAEAYLGGK 129 10 7 77.83 b3b4b6°b6b8b9y8 1050.54 99.361 5617 1 1050.54 -6.16

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10
QTQTFTTYSDNQSSVLVQVYEGE

R
426 24 10 48.54

b6b7b8°b8b14y3°y3y6y
8°y8

2780.26 96.271 2915 3 927.43 -14.31

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 FEELNADLFRGTLEPVEK 304 18 3 15.73 b5b8y8 2107.09 96.235 24644 2 1054.05 9.96

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12 ARFEELNADLFR 302 12 3 22.48 b9b11y9 1480.75 88.871 16619 2 740.88 -6.18

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13 FEDATVQSDMKHWPFR 78 16 4 17.33 b7°b7y8y12 1993.92 80.331 11835 3 665.31 -1.84

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14 VQVEYKGETK 103 10 6 34.11 b4°b4b8b9°b9*b9 1180.61 46.148 11349 2 590.81 -6.93

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15 Carbamidomethyl+C(2)
VCNPIISKLYQGGPGGGSGGGGSG

ASGGPTIEEVD
604 35 3 16.66 y7y11y17 3231.48 83.156 6384 3 1077.83 -13.98

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16
STAGDTHLGGEDFDNRMVSHLAE

EFK
223 26 3 12.23 b9b16y4 2863.27 94.835 4331 4 716.57 -8.44

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17 NQVAMNPTNTIFDAKR 57 16 4 25.03 b5b10°b10b12 1819.91 91.689 3333 2 910.46 1.07

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18 Carbamidomethyl+C(18)
MSARGPAIGIDLGTTYSCVGVFQH

GK
0 26 5 18.46 b11b14b19y10°y10 2722.35 121.118 3261 3 908.12 3.68



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19
RTLSSSTQASIEIDSLYEGVDFYTSI

TR
274 28 3 22.8 b6b12b13 3139.52 111.242 2733 3 1047.18 -7.54

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20
EIAEAYLGGKVHSAVITVPAYFND

SQR
129 27 5 22.72 b5b7b8°b8y8 2935.50 136.313 2243 3 979.17 2.99

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 Oxidation+M(5) NQVAMNPTNTIFDAK 57 15 4 18.32 b11b13°b13y3 1679.78 71.354 8833 2 840.40 -13.30

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22 EPTAAAIAYGLDKK 175 14 0 4.76 1447.76 65.212 154553 2 724.38 -12.90

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

23 AGDTHLGGEDFDNR 225 14 0 4.36 1503.67 38.933 1902 2 752.34 14.94

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

1 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

2 AALVDLEPGTMDSVR 62 15 7 24.34 b13°b13y1y5y6°y6y15 1573.77 88.056 21826 2 787.39 -10.32

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

3
SGPFGQLFRPDNFIFGQTGAGNN

WAK
77 26 4 25.75 b18b19y12y14 2826.32 83.465 8606 4 707.34 -17.79

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

4
FWEVISDEHGIDPAGGYVGDSAL

QLER
19 27 8 44.64 b4b6b11b17y8y9y13y16 2960.36 99.382 3972 3 987.46 -15.92

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

5 EEFPDRIMNTFSVMPSPK 156 18 5 29.39 b10b13°b13y10y11 2124.98 108.613 5608 3 709.00 -14.59

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

6 Phosphoryl STY(13) AALVDLEPGTMDSVR 62 15 4 29.7 b4b12b14y3 1653.75 81.565 7166 2 827.38 3.03

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

7 Oxidation+M(11) AALVDLEPGTMDSVR 62 15 4 24.34 b12b13y4°y4 1589.79 46.220 38026 3 530.60 5.30

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

8 Oxidation+M(8) ISEQFSAMFR 380 10 3 27.12 b5y3y7 1231.58 80.646 1946 1 1231.58 -1.98

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 VEIIANDQGNR 27 11 9 87.73 b2b3y3y4y6y7y8y9y11 1228.63 36.746 64016 2 614.82 0.40

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 TTPSYVAFTDTER 38 13 12 77.06
b1b5°b5b11b13°b13y3y

4y6y9y11y13
1487.71 55.524 50692 2 744.36 4.76

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3 NALESYAFNMK 541 11 3 24.51 b5y3y5 1287.62 58.610 9042 2 644.31 13.84

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 Carbamidomethyl+C(1) CNELLSWLEVNQLAEKDEFDHK 575 22 4 21.08 b5b9b13y11 2717.32 102.167 2579 3 906.45 12.85

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

LYQGGCTGPACGTGYVPGRPATG
PTIEEVD

611 30 4 11.44 b5*b5b12y10 3080.45 111.379 30663 4 770.87 13.95

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 5 25.94 b3b9b14b16y3 2947.51 106.087 21762 3 983.17 15.82

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7 Carbamidomethyl+C(6) ELEQMCNPIITK 599 12 4 22.48 b3°b3b9y6 1475.69 39.876 9659 2 738.35 -22.25

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8
HVLIFDLGGGTFDVSILTIDDGIFE

VK
195 27 3 11.99 b11b16y9 2920.55 105.140 8481 3 974.19 5.43

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9 ISESDK 563 6 1 13.7 y3 678.33 31.382 6720 1 678.33 -0.99

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10 FNDPVVQADMK 79 11 5 27.52 b4°b4y4y5*y5 1263.60 84.536 2355 1 1263.60 -5.31

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11 Carbamidomethyl+C(5) FEELCADLFR 303 10 3 34.11 y5y6y8 1299.63 54.671 1693 3 433.88 20.76

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12
ETAEAFLGHPVTNAVITVPAYFND

SQRQATK
130 31 5 23.21 b14y4y9y19y30 3375.65 86.796 12530 5 675.94 -15.12

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 MVLDAEKYK 519 9 3 30.71 b4y4y7 1096.56 86.190 12408 1 1096.56 -8.68

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14 NALESYAFNMKSVVSDEGLK 541 20 7 28.12 b7*b7b8*b8y4y14°y14 2202.08 58.964 12092 2 1101.54 1.77

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

15 EEIERMVLDAEK 514 12 4 26.46 b10b11°b11y4 1461.73 107.128 8970 2 731.37 1.50



|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

16 IAAKNALESYAFNMK 537 15 3 26.4 y4y5y11 1670.83 66.857 6124 3 557.62 -14.61

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

17 ISESDKNK 563 8 3 36.33 b6y4y6 920.48 43.111 5152 2 460.74 11.47

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

18 YKAEDEVQR 526 9 4 38.49 y5y6°y6y8 1137.55 105.183 2973 1 1137.55 -2.04

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

19 Phosphoryl STY(16)
TLSSSTQANLEIDSLYEGIDFYTSIT

R
274 27 6 36.23 b8b9°b9y8y10y11 3104.45 120.992 1856 3 1035.49 7.00

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

20
Carbamidomethyl+C(7);

Oxidation+M(6)
KELEQMCNPIITK 598 13 3 28.31 b5b10b11 1619.79 66.253 4763192 810.40 -12.43

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 17 101.43
b2*b2b3y1y2y3y4°y4y5
y6°y6y7y8y9°y9*y9y10

1243.66 59.541 441297 2 622.33 5.01

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 AADAEAEVASLNRR 77 14 8 55.32
y4*y4y7y9*y9y10y11y1

4
1472.73 38.852 82942 3 491.58 -8.04

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 AADAEAEVASLNR 77 13 5 41.62 y5y7y9y10y13 1316.64 41.631 15915 2 658.82 -3.15

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 QLEDELAAMQK 37 11 3 24.51 b4y4y9 1275.61 74.574 3445 2 638.31 -11.00

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 AELAESK 182 7 4 40.71 b1b4b6y3 747.39 30.367 2858 2 374.20 -4.41

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 Carbamidomethyl+C(1) CSELEEELK 189 9 6 68.11 b3b4b5°b5b6b8 1136.54 92.937 139169 2 568.77 21.70

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 LATALQK 105 7 10 80.62
b3°b3b4°b4y3y4y5°y5y6

*y6
744.45 28.933 40934 2 372.73 -18.69

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 MEAIK 0 5 1 13.3 y4 591.32 67.465 20014 1 591.32 12.70

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 YEEEIK 220 6 3 40.31 b3y4y5 810.38 26.165 18317 2 405.69 -7.31

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 LELAEK 70 6 1 13.7 b5 702.40 40.349 2321 1 702.40 -9.04

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 SKQLEDELAAMQK 35 13 3 28.31 b7b8b10 1490.77 81.565 54234 2 745.89 12.36

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

12 KLVIIEGDLER 167 11 6 55.89 b3b4y3y4°y4y5 1284.75 57.826 31199 2 642.88 1.05

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

13 LEKTIDDLEDELYAQK 248 16 6 17.33 b7°b7y7°y7*y7y12 1922.94 72.817 6246 3 641.65 -10.92

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

14 AADAEAEVASLNRR 77 14 4 42.02 b6b7b8b11 1472.72 87.227 2582 2 736.87 -13.84

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

15 Oxidation+M(1) MELQEIQLKEAK 140 12 4 36.45 b6b7y5y9 1475.79 48.891 91518 2 738.40 6.45

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

16 AADAEAEVASLNRR 77 14 0 3.57 1454.73 38.850 12934 3 485.58 -1.17

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

1 LAVNMVPFPR 252 10 15 101.43
b2b5*b5y1y2y3y4y5y6y

7*y7y8y9*y9y10
1143.63 72.994 161983 2 572.32 -2.24

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

2
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 6 18.07 y2y10y12*y12y14*y14 3112.40 94.512 71718 4 778.85 -13.88

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

3 Carbamidomethyl+C(3) HGCYLTAAAIFR 306 12 6 44.53 b5b7b8y9°y9y11 1379.69 54.462 59324 2 690.35 -1.06

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

4 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATVSGVTTC

LR
216 25 3 22.99 b13b15b16 2672.40 91.573 54447 3 891.47 11.51

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

5 MSVTFTGNNTAVQELK 362 16 5 25.7 b8b12°b12b13°b13 1739.84 90.891 13916 2 870.42 -15.65

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

6 VSEQFTATFR 379 10 5 27.12 b3b6°b6y7*y7 1185.61 101.174 9019 2 593.31 15.14

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

7 Carbamidomethyl+C(18)
SGPFAEVFRPDNFISRQCGAGNN

WAK
77 26 9 36.74

b5°b5b9b11°b11b18y6y
8y13

2925.38 84.434 25906 4 732.10 -1.17



|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

8
EVDEQMFNIQDKNSSYFADWLPN

NIK
324 26 5 22.01 b12b13°b13*b13y10 3145.43 94.989 25477 3 1049.15 -9.47

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

9 GRYTEGAELMESVMDVVR 103 18 9 54.65
b5°b5b6°b6y5y10y11y1

2°y12
2041.98 81.601 4521 2 1021.50 7.77

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

10 Phosphoryl STY(10) MSVTFTGNNTAVQELK 362 16 5 17.33 b8y7*y7y14°y14 1819.81 83.449 16040 3 607.28 -3.42

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

1 VEIIANDQGNR 49 11 9 87.73 b2b3y3y4y6y7y8y9y11 1228.63 36.746 64016 2 614.82 0.40

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

2 SQIFSTASDNQPTVTIK 447 17 4 23.88 b2b3b5b8 1836.94 58.360 13617 2 918.98 4.85

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

3 ITPSYVAFTPEGER 60 14 8 42.02
b1y2°y2y7y9y10y11°y1

1
1566.77 90.021 7499 2 783.89 -4.36

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

4 LYGSAGPPPTGEEDTAEK 633 18 6 53.1 b6b7b8b14°b14b15 1818.85 57.140 7321 2 909.93 5.23

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

5 IEWLESHQDADIEDFK 601 16 3 25.03 y4y10y12 1974.92 83.070 18170 2 987.97 8.22

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

6 AVEEK 596 5 3 26.61 b3y4°y4 575.31 25.823 17278 1 575.31 7.11

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

7 VYEGERPLTK 464 10 3 28.89 b4y7y8 1191.62 29.428 13083 3 397.88 -15.67

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

8 FEELNMDLFR 326 10 4 41.9 y4y6y8*y8 1313.65 38.465 8521 3 438.55 22.58

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

9 LSSEDK 585 6 1 13.7 y3 678.34 43.172 6673 1 678.34 10.26

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

10 ELEEIVQPIISK 621 12 3 22.48 b5b8y3 1397.80 52.344 6122 3 466.60 6.29

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

11 Carbamidomethyl+C(17) EDVGTVVGIDLGTTYSCVGVFK 24 22 4 13.56 b6°b6b10y13 2316.16 62.950 5685 3 772.73 7.59

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

12 NQLTSNPENTVFDAK 81 15 4 26.4 b3*b3b7b14 1677.83 82.971 1726 2 839.42 10.99

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

13 ALSSQHQAR 297 9 9 60.33
b4°b4b5b6*b6y6°y6*y6

y8
997.50 108.577 1646 1 997.50 -20.13

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

14 AKFEELNMDLFR 324 12 7 37.54 b3b5°b5b8°b8y5°y5 1512.76 81.551 78185 2 756.88 2.26

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

15
ALSSQHQARIEIESFYEGEDFSETL

TR
297 27 4 22.84 y8y10°y10y11 3143.53 107.948 37549 4 786.64 12.04

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

16
ELEEIVQPIISKLYGSAGPPPTGEED

TAEK
621 30 4 11.44 b6b11y12°y12 3197.60 80.579 21663 3 1066.54 -4.50

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

17 FEELNMDLFRSTMKPVQK 326 18 6 25.06 b4°b4b13°b13b15y14 2213.08 60.005 20802 3 738.36 -15.00

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

18 ITPSYVAFTPEGERLIGDAAK 60 21 3 14.01 b4b7y12 2235.15 69.713 18839 4 559.54 -6.99

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

19 IDTRNELESYAYSLK 558 15 6 32.08 b9°b9b10y3y9°y9 1801.90 69.598 7082 2 901.46 3.59

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

20 LYGSAGPPPTGEEDTAEKDEL 633 21 3 14.01 b14y9y17 2175.97 77.335 4909 3 726.00 -9.09

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

21 AVEEKIEWLESHQDADIEDFK 596 21 5 31.02 y4y8y10°y10y20 2531.20 102.058 3042 2 1266.10 0.96

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

22 LTPEEIERMVNDAEK 532 15 5 26.06 b5b7y8*y8y10 1773.84 55.488 2294 2 887.43 -14.24

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

23 IEWLESHQDADIEDFKAK 601 18 5 15.73 b3°b3b7y6°y6 2174.07 118.545 2259 3 725.36 14.71

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

24 ETMEKAVEEK 591 10 5 28.89 b6b7°b7y3°y3 1193.57 20.585 1993 2 597.29 1.74

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

25 Phosphoryl STY(4) NQLTSNPENTVFDAK 81 15 4 26.4
y6y10*y10y13_H3PO4 

y13
1757.77 88.809 22919 3 586.59 3.13

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

26 Phosphoryl STY(8) QATKDAGTIAGLNVMR 181 16 4 17.33 b6y4y10°y10 1725.82 54.257 2013 2 863.41 -3.89



|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

1 VEIIANDQGNR 25 11 9 87.73 b2b3y3y4y6y7y8y9y11 1228.63 36.746 64016 2 614.82 0.40

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

2 TTPSYVAFTDTER 36 13 12 77.06
b1b5°b5b11b13°b13y3y

4y6y9y11y13
1487.71 55.524 50692 2 744.36 4.76

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

3 NALESYAFNMK 539 11 3 24.51 b5y3y5 1287.62 58.610 9042 2 644.31 13.84

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

4 SINPDEAVAYGAAVQAAILMGDK 361 23 7 24.84 b3°b3b5b21y4y12*y12 2304.13 70.014 153099 4 576.79 -12.19

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

5 Carbamidomethyl+C(1) CQEVISWLDANTLAEK 573 16 7 49.21 b6b8b10b13*b13y8y15 1876.94 75.369 30882 2 938.97 15.80

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

6 AQIHDLVLVGGSTR 328 14 4 19.47 b4*b4y7y10 1465.78 55.686 17101 2 733.39 -21.82

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

7 ATAGDTHLGGEDFDNR 220 16 3 25.7 y4y5y10 1675.76 39.164 16379 3 559.26 17.63

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

8 Carbamidomethyl+C(6)
ELEQVCNPIISGLYQGAGGPGPGG

FGAQGPK
597 31 7 24.64

b13b15°b15y10*y10y15
y16

3055.52 102.090 6074 3 1019.18 9.03

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

9 FGDPVVQSDMK 77 11 6 65.89 y3y4y5y6*y6y8 1222.60 99.336 2153 1 1222.60 21.57

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

10 GGSGSGPTIEEVD 628 13 4 20.83 b6b10°b10y8 1204.55 33.511 1937 3 402.19 13.88

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

11 Phosphoryl STY() AFYPEEISSMVLTK 112 14 5 40.18
b7_H3PO4 

b7b13y7_HPO3 
y7y9y11

1694.78 57.181 564867 3 565.60 9.72

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

12 Phosphoryl STY(12) IINEPTAAAIAYGLDR 171 16 8 24.52
b13*b13b15°b15*b15y4

y10°y10
1767.85 105.298 168228 2 884.43 -6.15

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

13
Carbamidomethyl+C(1);

Phosphoryl STY(6)
CQEVISWLDANTLAEK 573 16 3 25.7 y10y11_HPO3 y11y13 1956.87 86.854 15119 3 652.96 2.25

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

14 Oxidation+M(1)
MKEIAEAYLGYPVTNAVITVPAYF

NDSQR
126 29 5 49 b8b9b10y4y5 3276.66 103.873 6585 4 819.92 12.22

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

15 TTPSYVAF 36 8 1 7.45 y5 885.42 55.444 4187 1 885.42 -11.79

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

16 TTPSYVAFTDTER 36 13 0 3.17 1469.70 55.551 4487 2 735.35 9.88

|P08514|ITA2B_HUMAN Integrin alpha-IIb 1 ALSNVEGFER 692 10 15 74.82
b2b5°b5*b5y3°y3y4°y4y

5y6°y6y8°y8y10*y10
1121.56 48.443 40565 2 561.29 5.12

|P08514|ITA2B_HUMAN Integrin alpha-IIb 2 Carbamidomethyl+C(4) VVLCELGNPMKK 714 12 3 22.48 b10y9y11 1387.73 54.328 27799 3 463.25 -10.56

|P08514|ITA2B_HUMAN Integrin alpha-IIb 3 NVGSQTLQTFK 108 11 7 41.79 b2b3*b3b7b9y9y11 1222.64 48.497 19313 2 611.82 -2.80

|P08514|ITA2B_HUMAN Integrin alpha-IIb 4 VAIVVGAPR 63 9 6 45.77 b2b3y5y6y8y9 881.55 46.713 17250 2 441.28 -3.60

|P08514|ITA2B_HUMAN Integrin alpha-IIb 5 DGYNDIAVAAPY GGPSGR 399 18 3 15.73 b14y7y9 1779.86 67.056 16013 3 593.96 14.54

|P08514|ITA2B_HUMAN Integrin alpha-IIb 6 SRPSQVLDSPFPTGSAFGFSLR 431 22 3 13.56 b10b15y10 2353.19 87.085 13850 3 785.07 -3.42

|P08514|ITA2B_HUMAN Integrin alpha-IIb 7 IYVENDFSWDKR 184 12 3 26.46 b9b10y5 1571.75 74.126 11493 3 524.59 2.87

|P08514|ITA2B_HUMAN Integrin alpha-IIb 8 Carbamidomethyl+C(5) HSPICHTTMAFLRDEADFR 571 19 4 22.04 y9y11°y11y13 2304.09 105.377 4308 2 1152.55 12.82

|P08514|ITA2B_HUMAN Integrin alpha-IIb 9 HDLLVGAPLYME SR 334 14 3 24.91 b11b12y8 1600.81 107.720 1669 2 800.91 -3.43

|P08514|ITA2B_HUMAN Integrin alpha-IIb 10
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

TPVSCFNIQMCVGATGHNIPQK 510 22 4 13.56 b8°b8b11y13 2459.15 68.543 30126 3 820.39 -4.86



|P08514|ITA2B_HUMAN Integrin alpha-IIb 11

Carbamidomethyl+C(9);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(19

)

LQDPVLVSCDSAPCTVVQCDLQE
MAR

902 26 11 60.51
b3b5b9b10°b10*b10b15

b18b22y3y10
2991.43 89.977 22115 5 599.09 20.73

|P08514|ITA2B_HUMAN Integrin alpha-IIb 12 GPHALGAPSLLLTGTQLYGR 366 20 4 28.12 b3b10y6y7 2022.10 78.172 19076 3 674.71 -5.67

|P08514|ITA2B_HUMAN Integrin alpha-IIb 13 Carbamidomethyl+C(3) LICNQK 702 6 1 13.7 b5 775.41 27.705 14484 2 388.21 -3.38

|P08514|ITA2B_HUMAN Integrin alpha-IIb 14 AQPVVK 480 6 2 13.7 b4*b4 641.40 61.525 13744 1 641.40 4.38

|P08514|ITA2B_HUMAN Integrin alpha-IIb 15 FGSAIAPLGDLDR 386 13 5 29.95 b4°b4b12y8y12 1331.73 73.971 13401 2 666.37 22.55

|P08514|ITA2B_HUMAN Integrin alpha-IIb 16 Carbamidomethyl+C(6) TPVGSCFLAQPESGR 155 15 4 24.34 b12°b12b13y5 1605.76 81.529 4735 2 803.39 -3.42

|P08514|ITA2B_HUMAN Integrin alpha-IIb 17 EQNSLDSWGPK 799 11 3 27.52 b7y4y5 1260.60 38.392 4252 2 630.81 15.20

|P08514|ITA2B_HUMAN Integrin alpha-IIb 18 IYVENDFSWDK 184 11 4 35.6 b6b10y3y5 1415.68 90.105 1893 2 708.34 20.26

|P08514|ITA2B_HUMAN Integrin alpha-IIb 19 Carbamidomethyl+C(12) TEEAEKTPVGSCFLAQPESGR 149 21 3 20.65 y4y6y10 2293.10 79.060 13097 3 765.04 9.48

|P08514|ITA2B_HUMAN Integrin alpha-IIb 20
FGSAIAPLGDLDRDGYNDIAVAAP

YGGPSGR
386 31 4 11.31 b12°b12y4y11 3092.54 91.556 5356 3 1031.52 9.39

|P08514|ITA2B_HUMAN Integrin alpha-IIb 21 LSLNAELQLDRQKPR 532 15 6 18.32 b14°b14y9°y9y12*y12 1780.99 136.773 4986 1 1780.99 -5.48

|P08514|ITA2B_HUMAN Integrin alpha-IIb 22
GPHALGAPSLLLTGTQLYGRFGSA

IAPLGDLDR
366 33 5 21.72 b7y4y5y7°y7 3334.74 124.269 4687 3 1112.25 -13.91

|P08514|ITA2B_HUMAN Integrin alpha-IIb 23 Carbamidomethyl+C(24)
VAIVVGAPRTLGPSQEETGGVFLC

PWR
63 27 4 22.72 b4y5y7y8 2896.50 110.363 3018 3 966.17 -5.98

|P08514|ITA2B_HUMAN Integrin alpha-IIb 24 Carbamidomethyl+C(5) HSPICHTTMAFLRDEADFR 571 19 3 24.26 y7y8y12 2304.04 94.372 2111 3 768.69 -10.60

|P08514|ITA2B_HUMAN Integrin alpha-IIb 25
LRAEQMASYFGHSVAVTDVNGD

GR
310 24 3 12.82 b11b13y15 2580.24 68.174 1786 3 860.75 6.72

|P08514|ITA2B_HUMAN Integrin alpha-IIb 26 Phosphoryl STY(8) IYVENDFSWDKR 184 12 3 22.48 b4b6y6_H3PO4 y6 1651.71 46.084 8669 2 826.36 1.03

|P08514|ITA2B_HUMAN Integrin alpha-IIb 27
Carbamidomethyl+C(5);

Oxidation+M(9)
HSPICHTTMAFLRDEADFRDK 571 21 4 23.66 b5°b5b12b13 2563.17 87.859 6696 3 855.06 -5.24

|P08514|ITA2B_HUMAN Integrin alpha-IIb 28 DGYNDIAVAAP 399 11 1 7.32 y9 1105.52 67.013 4683 1 1105.52 0.77

|P08514|ITA2B_HUMAN Integrin alpha-IIb 29 IYVENDFSWDKR 184 12 0 2.78 1553.75 74.169 2279 2 777.38 13.59

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

1
Carbamidomethyl+C(12)
;Carbamidomethyl+C(14

)

GTFVGHQGPVWCLCVYSMGDLL
FSGSSDK

389 29 11 43.93
b6b8°b8b9°b9b11°b11y

3y8y12y13
3204.51 126.812 5763 3 1068.84 14.78

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

2 TPSSSSTLAYSPR 58 13 3 20.83 b3b9y11 1353.66 63.773 2953 2 677.33 -1.35

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

3 Carbamidomethyl+C(8) LYSGSADCTIIVWDIQNLQK 451 20 3 14.51 b11y4y12 2324.13 64.754 58477 3 775.38 -13.13

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

4 FSGGPSNLPTPDVTTGTR 11 18 4 25.06 b7b13b17y12 1803.85 92.086 33973 3 601.95 -22.13

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

5 LSAR 215 4 1 12.91 b3 446.27 35.284 29736 1 446.27 1.64

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

6
Carbamidomethyl+C(1);
Carbamidomethyl+C(7)

CPNNPSCPPLLR 232 12 5 22.48 b10y7y10°y10*y10 1424.70 98.342 24695 3 475.57 19.11

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

7 DASMLNDELSHINAR 356 15 4 18.32 b5°b5b10y9 1685.79 59.946 15911 3 562.60 -0.87

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

8 LSEDLMEFR 346 9 3 46.27 y4y6y8 1139.52 26.147 8547 2 570.26 -18.96



|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

9
Carbamidomethyl+C(7);
Carbamidomethyl+C(12)

DPVITTCGHTFCR 139 13 3 20.83 b11y4y12 1563.70 55.476 5562 3 521.91 -0.31

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

10 Carbamidomethyl+C(9) VWSMDNMICTQTLLR 626 15 4 38.15 b5y9y10y11 1867.87 99.326 4461 4 467.72 -10.39

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

11 LNMGILGSYDPQQIFK 371 16 3 17.33 b4y9y15 1823.90 62.554 4138 2 912.45 -19.94

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

12 HQGSVTALAVSR 641 12 4 22.48 b6°b6y4y7 1225.67 31.249 3552 2 613.34 1.59

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

13 FDVLDENQSK 336 10 3 27.12 b6b9y6 1194.55 85.926 3441 2 597.78 -15.12

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

14 Carbamidomethyl+C(7) AHDNPVCTLVSSHNVLFSGSLK 476 22 3 22.31 b14y10y11 2382.17 74.568 2628 3 794.73 -5.12

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

15 SLHSESSMSLR 93 11 3 27.52 b3y5y6 1233.61 86.228 1898 2 617.31 17.91

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

16

Carbamidomethyl+C(26)
;Carbamidomethyl+C(27
);Carbamidomethyl+C(3
0);Carbamidomethyl+C(

31)

STFSLPEEEEEPEPLVFAEQPSVKL
CCQLCCSVFK

104 35 3 10.96 b5b12y5 4173.95 108.686 80375 5 835.60 8.19

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

17
Carbamidomethyl+C(12)
;Carbamidomethyl+C(14

)

GTFVGHQGPVWCLCVYSMGDLL
FSGSSDKTIK

389 32 5 11.19 b9°b9b14°b14y26 3546.64 114.303 44944 4 887.41 -13.77

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

18 SLELKFDVLDENQSK 331 15 4 18.32 b13y9y11°y11 1764.88 91.719 38419 3 588.96 -14.59

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

19 FEGLKEFLQQTDDR 283 14 4 31.01 b6y3y4y9 1725.87 84.560 23959 3 575.96 12.24

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

20
Carbamidomethyl+C(7);
Carbamidomethyl+C(12)

DPVITTCGHTFCRR 139 14 4 31.01 b6y3y4y10 1719.82 88.803 10822 3 573.94 5.89

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

21
Carbamidomethyl+C(3);
Carbamidomethyl+C(19)

YGCTFIGNQDTYETHLETCRFEGL
K

263 25 3 18.73 y3y8y19 3039.37 80.312 5103 3 1013.80 4.42

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

22 Phosphoryl STY(10) TPSSSSTLAYSPR 58 13 4 28.31 b3b8b9°b9 1433.62 54.457 13440 2 717.32 1.53

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

23 Phosphoryl STY(10) FSGGPSNLPTPDVTTGTR 11 18 5 26.82 b9*b9y7y10y11 1883.84 46.241 2972 2 942.43 0.19

|Q6Q0C0|TRAF7_HUMAN E3 ubiquitin-
protein ligase TRAF7

24
Carbamidomethyl+C(7);

Phosphoryl STY(11)
AHDNPVCTLVSSHNVLFSGSLK 476 22 8 30.96

b6°b6b9_H3PO4 
b9b12b15y12°y12*y12

2462.12 102.834 1775 3 821.38 -8.43

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

1 AIAQLFEK 288 8 6 33.32 b2b3y2°y2y3y4 919.52 48.403 31572 2 460.26 -3.39

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

2 IADGVNEINTENMISSIEPEK 308 21 3 21.19 b11b12°b12 2303.11 72.979 4553 3 768.38 1.70

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

3 Carbamidomethyl+C(14) MIWEYNVVIIVMACR 119 15 7 59.78 b7b9y2y3y4y5y6 1896.95 108.603 3058 2 948.98 -2.12

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

4 TPESFVLASEHNTPVR 680 16 10 81.04
b8b9b10y7°y7y8°y8y11

y12y15
1783.91 69.617 60106 3 595.31 8.69

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

5 TNISTASATVSAATSTESISTR 621 22 5 21.08 b11y6°y6y12y15 2156.05 76.506 8302 4 539.77 -6.79

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

6 TPSQDSDYINANFIK 80 15 3 24.34 b9b10y9 1712.80 71.180 8063 3 571.61 -6.06



|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

7
TVSLTPSPTTQVETPDLVDHDNTS

PLFR
564 28 3 11.78 b9y4y7 3067.57 94.243 6412 3 1023.20 16.00

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

8 HNIAGTTHSGAEK 652 13 6 41.7 b3b6b7y5°y5y12 1322.66 66.143 3465 2 661.83 9.32

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

9 Carbamidomethyl+C(5) TGAICAIDYTWNLLK 237 15 4 24.34 b14y10y11*y11 1738.86 136.741 3369 1 1738.86 -10.60

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

10 IPEEFNVFNLIQEMR 255 15 9 48.83
b5b7°b7b10y3y4°y4*y4

y14
1878.90 90.847 3356 4 470.48 -19.88

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

11 TLLLEFQNESR 176 11 6 31.5 y4*y4y5°y5*y5y7 1349.69 63.773 3072 2 675.35 -10.40

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

12 SEGLITSENEK 712 11 4 31.5 y7°y7y9y10 1206.57 88.863 2191 1 1206.57 -10.02

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

13 IYPTATGEK 46 9 3 30.71 b6y5y6 979.52 54.424 1693 2 490.26 8.29

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

14 TPLSFTNPLHSDDSDSDER 592 19 3 24.26 b12b13b15 2132.98 70.485 1653 3 711.66 19.80

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

15 Carbamidomethyl+C(5) TGAICAIDYTWNLLKAGK 237 18 3 22.89 b3b9b11 1995.02 48.479 280948 3 665.68 -10.03

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

16 REQISENPTEATDIGFGNR 746 19 7 39.51 b6b9b10b13*b13y5y8 2134.05 59.005 73518 2 1067.53 14.87

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

17 KSEGLITSENEK 711 12 5 45.2 y3*y3y5y6y11 1334.66 45.179 14677 2 667.84 -11.62

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

18
NSDGAVTQNKTNISTASATVSAA

TSTESISTR
611 32 3 22.84 y10y15y16 3170.52 107.878 5090 3 1057.51 -6.93

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

19 Carbamidomethyl+C(4) TRSCLVEGDAK 339 11 3 24.51 b5y3y6 1235.59 64.817 3959 2 618.30 -13.34

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

20 SPDHNGEDNFARDFMR 18 16 4 25.03 y5y9°y9y11 1907.83 52.321 2384 2 954.42 11.65

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

21 Phosphoryl STY(11) YWPLYGEDPITFAPFK 145 16 4 27.92 b3b6b9_H3PO4 b9y7 2023.94 53.596 9498 3 675.32 12.85

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

22 Phosphoryl STY(11) EQISENPTEATDIGFGNR 747 18 4 36.82 b7b8b9y7 2057.89 42.344 3883 2 1029.45 9.37

|Q05209|PTN12_HUMAN Tyrosine-protein 
phosphatase non-receptor type 12

23 IADGVNEINT 308 10 1 7.61 y3 1045.51 72.926 2184 1 1045.51 -2.57

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 8 59.77 b4b8b9y3y7y8y9y17 1990.05 98.097 172092 3 664.02 -6.87

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 9 64.42 b2b3b8y2y4y8y9y10y11 1337.63 53.023 158600 2 669.32 1.28

|Q9Y281|COF2_HUMAN Cofilin-2 3 MASGVTVNDEVIK 0 13 4 28.31 b5b6b8y13 1362.70 72.014 4951 1 1362.70 5.91
|Q9Y281|COF2_HUMAN Cofilin-2 4 HEWQVNGLDDIK 132 12 3 22.48 b7b9y3 1453.69 39.877 141009 3 485.23 -13.18

|Q9Y281|COF2_HUMAN Cofilin-2 5 Carbamidomethyl+C(5) AVLFCLSDDK 34 10 3 27.12 b5y7y9 1167.58 48.739 1613 2 584.29 2.93



|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

1 VLFEQAFGFHGK 140 12 4 34.53 b8y7y10y11 1379.69 80.794 4360 2 690.35 -14.24

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

2 MPSVMEKPSAGSGILSR 0 17 4 25.13 b3°b3b4b15 1746.88 97.267 3616 2 873.95 -2.10

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

3 LGGR 192 4 1 12.91 y3 402.25 92.879 18809 1 402.25 1.90

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

4
GMYLSPEGLTAVSGSPDLANLTL

R
261 24 4 12.82 b8°b8b13y22 2462.21 72.965 11066 2 1231.61 -18.94

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

5 DFGAIAEVIGNK 349 12 3 35.7 y9y10y11 1233.63 60.369 10026 2 617.32 -15.73

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

6 Carbamidomethyl+C(10) GMLVWSPNHCVSDAK 73 15 3 26.4 b8b9b12 1700.76 51.627 2808 2 850.88 -16.87

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

7 SLADLANFTPFPDEWTVEDK 120 20 11 59.25
b7°b7*b7b10b11y4y6y8

y11y12°y12
2295.08 105.215 2778 3 765.70 -0.96

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

8 Carbamidomethyl+C(13) ELKGMLVWSPNHCVSDAK 70 18 4 25.06 b3b5b8y3 2071.01 77.878 12106 3 691.01 -1.06

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

9 HGYNIEQALGMLLWHKHDVEK 99 21 3 23.66 y4y5y8 2518.25 49.426 10425 4 630.32 -7.66

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

10
FNLEEVLQEWEAEQDGAPGAPVP

MEEARR
376 29 4 14.67 b5b13y11y28 3297.53 91.720 9675 3 1099.85 -6.37

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

11 PSVMEKPSAGSGILSRSR 1 18 5 50.67 b5b7b9b13b17 1858.99 84.969 6249 2 930.00 7.03

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

12 MPSVMEKPSAGSGILSRSR 0 19 6 33.59 b5°b5b9b12°b12b16 1990.04 101.984 4393 2 995.53 11.65

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

13 Phosphoryl STY(18)
GAPLPAPALEEDDEVQITSVSTSV

PR
405 26 5 25.75 b15b16y9y11*y11 2758.27 96.304 1912 2 1379.64 -13.37

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

14 Oxidation+M(4) PSVMEKPSAGSGILSR 1 16 4 17.33 b8b15°b15y3 1631.84 69.683 4719 2 816.42 -0.75

|Q8IZ40|RCOR2_HUMAN REST 
corepressor 2

15 Oxidation+M(24)
FNLEEVLQEWEAEQDGAPGAPVP

MEEARR
376 29 13 68.04

y5°y5y6°y6y8°y8y9°y9y
12y15y16*y16y24

3313.51 91.623 3466 3 1105.18 -9.50

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

1 ITLDNAYMEK 141 10 6 55.2 y2y3y6y8y9y10 1197.58 53.214 74938 2 599.29 -0.92

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

2 Carbamidomethyl+C(6) NTGIICTIGPASR 43 13 5 34.35 b4y5y9y11y13 1359.71 54.081 49554 2 680.36 0.72

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

3 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 8 43.93 b2y2y5y6y8y9°y9y13 2557.27 90.772 39515 3 853.10 -1.24

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

4 TATESFASDPILYRPVAVALDTK 92 23 6 13.16 b4°b4b7y2y3y23 2465.29 82.891 25183 3 822.43 -1.19

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

5 GSGTAEVELKK 125 11 10 56.35
b2°b2b3°b3y2y3y4y6y7

y11
1118.60 26.831 15628 2 559.81 -0.76

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

6 SVETLK 56 6 4 27.01 b3°b3y3°y3 676.39 38.913 100357 1 676.39 -0.27

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

7 GADFLVTEVENGGSLGSK 188 18 5 33.07 b6b9y3y12y13 1779.88 74.164 52600 2 890.44 3.70

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

8 Carbamidomethyl+C(7) AGKPVICATQMLESMIK 319 17 8 59.77 b3b14b15b16y4y8y9*y9 1876.96 88.836 47936 3 626.32 -5.01

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

9 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 6 35.83 y8°y8y10y12y13y15 2494.14 71.192 16863 4 624.29 -2.06

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

10 DPVQEAWAEDVDLR 475 14 7 40.18 b8°b8b13y5y9y11*y11 1642.77 62.916 15154 3 548.26 -2.15

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

11 GSGTAEVELK 125 10 5 34.11 b4b7°b7b8°b8 990.50 54.507 5515 2 495.76 -5.98

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

12 EAEAAIYHLQLFEELR 383 16 6 24.52 b10°b10b12y12y14*y14 1932.00 136.820 3464 1 1932.00 8.28

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

13
TATESFASDPILYRPVAVALDTKG

PEIR
92 28 4 15.07 b6b11y14y21 3017.59 81.745 94980 4 755.15 -2.10

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

14 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AKGDYPLEAVR
342 34 11 92.47

b5b6b9b10y3y13y14y15
y16y24y25

3494.65 95.070 59116 3 1165.56 2.65



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

15 RFDEILEASDGIMVAR 278 16 7 38.22 b3b8°b8b10b11°b11y13 1821.93 90.972 32181 3 607.98 6.57

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

16 GADFLVTEVENGGSLGSKK 188 19 3 22.87 b6y9y10 1907.96 68.828 20479 3 636.66 -5.44

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

17 KGVNLPGAAVDLPAVSEK 206 18 5 37.32 b5y3y6y8y12 1764.98 63.938 15191 3 589.00 -4.91

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

18 Carbamidomethyl+C(17) LDIDSPPITARNTGIICTIGPASR 32 24 3 12.82 b5b10y13 2538.33 80.661 5455 3 846.78 -3.65

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

19 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 7 41.37 b12y7°y7y8y10y11*y11 2557.25 124.420 5039 3 853.09 -8.97

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

20 GATLKITLDNAYMEK 136 15 4 26.4 y5°y5y6y8 1667.85 90.873 2254 2 834.43 -13.39

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

21
Carbamidomethyl+C(30)

;Oxidation+M(21)
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCR
1 31 4 11.31 b13*b13y8y14 3529.63 83.045 10136 3 1177.21 -3.87

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

22 Oxidation+M(12) FDEILEASDGIMVAR 279 15 3 18.32 b6y3y11 1681.83 59.960 5303 3 561.28 12.77

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

23 Oxidation+M(8) ITLDNAYMEK 141 10 5 37.12 b6b7b8°b8*b8 1213.58 62.124 3364 2 607.29 0.00

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

24 GSGTAEVELKK 125 11 0 2.38 1100.58 26.849 1715 3 367.53 -8.32



Healty PLT LC-MS run 3: PLT_sani_290709_03

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|P37802|TAGL2_HUMAN Transgelin-2 1 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 22 153.94
b3°b3b4b5°b5b6b11b13
b22y2y4y5y7y9y10y11y
13*y13y16y18y19y22

2415.25 105.414 333704 3 805.75 -5.26

|P37802|TAGL2_HUMAN Transgelin-2 2 YGINTTDIFQTVDLWEGK 102 18 31 241.89

b2b3b4b5°b5b6b7b11°b
11b12*b12b13°b13b15y
2y3°y3y4y5y6y8y9°y9*y
9y10y12y13y14*y14y15

y18

2100.03 100.407 212384 2 1050.52 2.79

|P37802|TAGL2_HUMAN Transgelin-2 3 IQASTMAFK 79 9 12 73.35
b3y1y2y3y5y6°y6y7y8°y

8*y8y9
996.52 45.456 182934 2 498.76 -1.78

|P37802|TAGL2_HUMAN Transgelin-2 4 TLMNLGGLAVAR 127 12 13 88.77
b2b3b4°b4b6*b6y2y6y7

y8y9y10y12
1215.68 72.458 175198 2 608.35 -2.31

|P37802|TAGL2_HUMAN Transgelin-2 5 DDGLFSGDPNWFPK 139 14 14 89.56
b2b3°b3b4b5b6b8y2y6*

y6y9y10y12y14
1594.73 86.808 147305 2 797.87 4.82

|P37802|TAGL2_HUMAN Transgelin-2 6 NFSDNQLQEGK 160 11 16 99.13
b1b4°b4b9y2y3°y3y4°y4

*y4y5y7y8y9*y9y11
1279.59 35.696 120390 2 640.30 -0.10

|P37802|TAGL2_HUMAN Transgelin-2 7 QMEQISQFLQAAER 88 14 22 173.3
b3*b3b4°b4*b4b5°b5*b
5b11b14y3y4y5*y5y6y7

y9y10y11y12y13y14
1678.83 80.076 112247 2 839.92 3.56

|P37802|TAGL2_HUMAN Transgelin-2 8 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 15 102.59
b10°b10y2y3*y3y4y5y6
*y6y7y8°y8y9y10y19

2394.16 115.562 51521 3 798.73 -4.59

|P37802|TAGL2_HUMAN Transgelin-2 9 NVIGLQMGTNR 171 11 6 18.47 b2y4*y4y8°y8y11 1202.63 54.270 21328 2 601.82 0.20

|P37802|TAGL2_HUMAN Transgelin-2 10 GASQAGMTGYGMPR 182 14 5 37.86 y7y9y12y13y14 1383.62 44.450 14871 2 692.31 3.35

|P37802|TAGL2_HUMAN Transgelin-2 11 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 7 37.02 b4b9b10°b10b11°b11y2 2522.26 109.418 3147 3 841.43 -2.52

|P37802|TAGL2_HUMAN Transgelin-2 12 DVGRPQPGRENFQNWLK 40 17 4 25.35 b4y9y13y15 2041.01 59.587 42783 4 511.01 -13.64

|P37802|TAGL2_HUMAN Transgelin-2 13 Carbamidomethyl+C(22)
YGINTTDIFQTVDLWEGKNMACV

QR
102 25 4 21.64 b13b14°b14y14 2959.40 76.195 12336 3 987.14 -3.13

|P37802|TAGL2_HUMAN Transgelin-2 14 Carbamidomethyl+C(21) IEKQYDADLEQILIQWITTQCR 17 22 5 26.25 b7°b7b12y5y6 2764.39 109.398 2890 3 922.13 -3.89

|P37802|TAGL2_HUMAN Transgelin-2 15 NFSDNQLQEGKNVIGLQMGTNR 160 22 4 21.8 b9°b9b10y6 2463.18 48.781 2079 4 616.55 -11.99

|P37802|TAGL2_HUMAN Transgelin-2 16 Oxidation+M(2) QMEQISQFLQAAER 88 14 4 18.69 b10b13°b13y9 1694.82 64.196 2314 2 847.91 2.09

|P37802|TAGL2_HUMAN Transgelin-2 17 PEGQAPVKK 70 9 5 36.48 b3b4°b4b5b8 953.54 105.420 8165 2 477.27 -2.05

|P63261|ACTG_HUMAN Actin 1 SYELPDGQVITIGNER 238 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|P63261|ACTG_HUMAN Actin 2 AGFAGDDAPR 18 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50



|P63261|ACTG_HUMAN Actin 3
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 33 256.18

b2°b2b3°b3b4°b4b7b14
b18b26y1y2y3y5y6y7y8
y9y10y11°y11y12y14y1
5y16y20y22y23y24y25y

26y28y30

3183.59 79.587 1377326 4 796.65 -6.13

|P63261|ACTG_HUMAN Actin 4 EITALAPSTMK 315 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32

|P63261|ACTG_HUMAN Actin 5 AVFPSIVGRPR 28 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P63261|ACTG_HUMAN Actin 6 DSYVGDEAQSKR 50 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79

|P63261|ACTG_HUMAN Actin 7 GYSFTTTAER 196 10 19 131.57
b2b3°b3b4°b4b8b9y1y3
y4°y4y5y6°y6y7°y7y8°y

8y10
1132.52 42.199 869252 2 566.77 -2.05

|P63261|ACTG_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 29 216.95

b2b3°b3b4b6°b6b7°b7b
9*b9b14°b14b15°b15*b
15b18y2y4y5y6y7y8y9y

11y12y13y14y15y17

2215.08 76.812 641795 2 1108.04 2.98

|P63261|ACTG_HUMAN Actin 9 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 30 186.67

b2b3b4b6b7°b7b8b11b1
6°b16b23°b23y1y3y4y5
y6y7y9y10°y10y11°y11
y12y14y16y17°y17*y17

y23

2550.19 91.992 423340 2 1275.60 5.94

|P63261|ACTG_HUMAN Actin 10 QEYDESGPSIVHRK 359 14 19 150.15
b3°b3b4°b4b14y2y3y4y
5y6y7y8y9y10°y10y11y

12y14*y14
1644.79 31.141 419977 3 548.93 -5.94

|P63261|ACTG_HUMAN Actin 11 HQGVMVGMGQK 39 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P63261|ACTG_HUMAN Actin 12 QEYDESGPSIVHR 359 13 6 57.36 y1y3y4y5y6y11 1516.69 37.100 276634 3 506.24 -5.63

|P63261|ACTG_HUMAN Actin 13 KDLYANTVLSGGTTMYPGIADR 290 22 29 205.98

b4b7°b7b8*b8b9b12b14
°b14b15*b15b16b22y1y
2y3y5y6y7y8y9y10y11y
12y13°y13y14°y14y22

2343.16 68.309 198456 3 781.73 -0.63

|P63261|ACTG_HUMAN Actin 14 LDLAGRDLTDYLMK 177 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P63261|ACTG_HUMAN Actin 15 IIAPPERK 328 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P63261|ACTG_HUMAN Actin 16 IIAPPER 328 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|P63261|ACTG_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 16 91.46
b1b2°b2b3°b3b4°b4b6y

1y2y3y4°y4y5y6y7
905.45 21.695 75530 2 453.23 -5.93

|P63261|ACTG_HUMAN Actin 18
HQGVMVGMGQKDSYVGDEAQS

K
39 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50



|P63261|ACTG_HUMAN Actin 19 YSVWIGGSILASLSTFQQMWISK 336 23 10 30.44
b2b4b7b9y1y2y4y7y12y

23
2602.34 136.475 9094 3 868.12 2.63

|P63261|ACTG_HUMAN Actin 20 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 4 22.78 b5b6°b6y3 1835.87 106.505 2092 2 918.44 11.90

|P63261|ACTG_HUMAN Actin 21 GILTLK 62 6 9 78.08
b3b4°b4b5°b5y3y4°y4y

5
644.43 52.544 187795 1 644.43 0.28

|P63261|ACTG_HUMAN Actin 22 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
213 25 4 12.09 b11b21y14*y14 2807.31 72.507 22334 3 936.44 0.35

|P63261|ACTG_HUMAN Actin 23 Phosphoryl STY() YSVWIGGSILASLSTFQQMWISK 336 23 5 19.48 b12y7°y7y9y15 2682.28 96.804 4657 3 894.77 -4.55

|P63261|ACTG_HUMAN Actin 24 Phosphoryl STY() DLYANTVLSGGTTMYPGIADR 291 21 4 29.32
b7b10b11b14_H3PO4 

b14_HPO3 b14
2295.00 43.562 4296 3 765.67 -11.81

|P63261|ACTG_HUMAN Actin 25
Carbamidomethyl+C(17)

;Oxidation+M(1)
MEEEIAALVIDNGSGMCK 0 18 3 15.09 b17y11y17 1982.89 66.286 271540 3 661.63 -0.25

|P63261|ACTG_HUMAN Actin 26
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

;Oxidation+M()

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 5 14.39 b6b10y12y14*y14 3247.47 86.963 53990 3 1083.16 3.98

|P63261|ACTG_HUMAN Actin 27 Oxidation+M() DLYANTVLSGGTTMYPGIADR 291 21 4 24.01 b11y8y9y20 2231.06 77.454 2646 2 1116.03 -3.17

|P63261|ACTG_HUMAN Actin 28
Carbamidomethyl+C(16)

;Oxidation+M(15)
EEEIAALVIDNGSGMCK 1 17 5 49.54 b4b5b6b7y5 1851.82 104.410 1965 2 926.41 -14.83

|P63261|ACTG_HUMAN Actin 29 PSIVGRPR 31 8 6 64.28 b3°b3b4b5b6b7 881.53 55.550 583835 2 441.27 -5.82
|P63261|ACTG_HUMAN Actin 30 VGDEAQSKR 53 9 3 34.85 b3b4b5 989.50 22.802 102689 2 495.25 1.17
|P63261|ACTG_HUMAN Actin 31 VFPSIVGRPR 29 10 1 7.74 b4 1127.67 55.552 81037 2 564.34 -0.43
|P63261|ACTG_HUMAN Actin 32 GPSIVHRK 365 8 2 7.27 b3°b3 893.53 31.159 65201 2 447.27 -1.16
|P63261|ACTG_HUMAN Actin 33 GDEAQSKR 54 8 2 21.12 b3b4 890.43 22.817 58643 2 445.72 -5.96
|P63261|ACTG_HUMAN Actin 34 SGPSIVHRK 364 9 2 7.27 b3°b3 980.56 31.154 51513 2 490.79 1.00
|P63261|ACTG_HUMAN Actin 35 PSIVHRK 366 7 2 7.27 b3°b3 836.51 31.156 40809 2 418.76 -4.52
|P63261|ACTG_HUMAN Actin 36 IAPPERK 329 7 0 1.29 810.48 25.865 40764 2 405.74 -5.20
|P63261|ACTG_HUMAN Actin 37 GFAGDDAPR 19 9 1 8.1 b4 905.42 30.232 22040 2 453.21 6.61
|P63261|ACTG_HUMAN Actin 38 TALAPSTMK 317 9 0 2.58 919.49 50.246 20539 1 919.49 3.05
|P63261|ACTG_HUMAN Actin 39 SIVGRPR 32 7 3 30.62 b3b5b6 784.47 55.543 19746 2 392.74 -9.57
|P63261|ACTG_HUMAN Actin 40 FAGDDAPR 20 8 2 8.1 b5°b5 848.39 30.237 5922 1 848.39 4.46
|P63261|ACTG_HUMAN Actin 41 YDESGPSIVHRK 361 12 0 3.87 1387.70 31.183 3976 3 463.24 2.90
|P63261|ACTG_HUMAN Actin 42 DEAQSKR 55 7 4 17.14 b3°b3b5°b5 833.41 22.800 3564 2 417.21 -2.42
|P63261|ACTG_HUMAN Actin 43 MVGMGQK 43 7 0 2.58 750.36 32.458 1761 2 375.68 -5.45
|P63261|ACTG_HUMAN Actin 44 MYPGIADR 304 8 0 7.32 922.43 68.309 1541 1 922.43 -11.45
|P63261|ACTG_HUMAN Actin 45 DSYVGDEAQSKR 50 12 0 3.01 1337.61 22.824 22328 3 446.54 9.58

|P60709|ACTB_HUMAN Actin 1 SYELPDGQVITIGNER 238 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|P60709|ACTB_HUMAN Actin 2 AGFAGDDAPR 18 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|P60709|ACTB_HUMAN Actin 3
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 33 256.18

b2°b2b3°b3b4°b4b7b14
b18b26y1y2y3y5y6y7y8
y9y10y11°y11y12y14y1
5y16y20y22y23y24y25y

26y28y30

3183.59 79.587 1377326 4 796.65 -6.13

|P60709|ACTB_HUMAN Actin 4 EITALAPSTMK 315 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32



|P60709|ACTB_HUMAN Actin 5 AVFPSIVGRPR 28 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P60709|ACTB_HUMAN Actin 6 DSYVGDEAQSKR 50 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79

|P60709|ACTB_HUMAN Actin 7 GYSFTTTAER 196 10 19 131.57
b2b3°b3b4°b4b8b9y1y3
y4°y4y5y6°y6y7°y7y8°y

8y10
1132.52 42.199 869252 2 566.77 -2.05

|P60709|ACTB_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 29 216.95

b2b3°b3b4b6°b6b7°b7b
9*b9b14°b14b15°b15*b
15b18y2y4y5y6y7y8y9y

11y12y13y14y15y17

2215.08 76.812 641795 2 1108.04 2.98

|P60709|ACTB_HUMAN Actin 9 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 30 186.67

b2b3b4b6b7°b7b8b11b1
6°b16b23°b23y1y3y4y5
y6y7y9y10°y10y11°y11
y12y14y16y17°y17*y17

y23

2550.19 91.992 423340 2 1275.60 5.94

|P60709|ACTB_HUMAN Actin 10 QEYDESGPSIVHRK 359 14 19 150.15
b3°b3b4°b4b14y2y3y4y
5y6y7y8y9y10°y10y11y

12y14*y14
1644.79 31.141 419977 3 548.93 -5.94

|P60709|ACTB_HUMAN Actin 11 HQGVMVGMGQK 39 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P60709|ACTB_HUMAN Actin 12 QEYDESGPSIVHR 359 13 6 57.36 y1y3y4y5y6y11 1516.69 37.100 276634 3 506.24 -5.63

|P60709|ACTB_HUMAN Actin 13 KDLYANTVLSGGTTMYPGIADR 290 22 29 205.98

b4b7°b7b8*b8b9b12b14
°b14b15*b15b16b22y1y
2y3y5y6y7y8y9y10y11y
12y13°y13y14°y14y22

2343.16 68.309 198456 3 781.73 -0.63

|P60709|ACTB_HUMAN Actin 14 LDLAGRDLTDYLMK 177 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P60709|ACTB_HUMAN Actin 15 IIAPPERK 328 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P60709|ACTB_HUMAN Actin 16 IIAPPER 328 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|P60709|ACTB_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 16 91.46
b1b2°b2b3°b3b4°b4b6y

1y2y3y4°y4y5y6y7
905.45 21.695 75530 2 453.23 -5.93

|P60709|ACTB_HUMAN Actin 18
HQGVMVGMGQKDSYVGDEAQS

K
39 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50

|P60709|ACTB_HUMAN Actin 19 YSVWIGGSILASLSTFQQMWISK 336 23 10 30.44
b2b4b7b9y1y2y4y7y12y

23
2602.34 136.475 9094 3 868.12 2.63

|P60709|ACTB_HUMAN Actin 20
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 28 212.16

b3b4b5b6°b6b7*b7b8*b
8b10b11*b11b12b13*b
13b15*b15y4y10y12y13
y14y15y17y18y21y23y2

4

3231.47 92.059 1153569 3 1077.83 3.32

|P60709|ACTB_HUMAN Actin 21 Carbamidomethyl+C(1) CDVDIR 284 6 6 65.14 b3°b3b4y3y4y5 777.35 27.762 94934 2 389.18 -9.81

|P60709|ACTB_HUMAN Actin 22 LDLAGR 177 6 3 39.26 y3y4y5 644.38 32.825 76746 1 644.38 4.74



|P60709|ACTB_HUMAN Actin 23 Carbamidomethyl+C(17) MDDDIAALVVDNGSGMCK 0 18 5 15.09 b12*b12y5y12°y12 1910.82 81.360 4097 3 637.61 -2.81

|P60709|ACTB_HUMAN Actin 24 YPIEHGIVTNWDDMEK 68 16 5 16.61 b6°b6b13*b13y3 1946.93 36.941 2062 3 649.65 19.00

|P60709|ACTB_HUMAN Actin 25 Carbamidomethyl+C(16) DDDIAALVVDNGSGMCK 1 17 6 41.4 b8b9b11b14y4y11 1779.82 93.989 1907 2 890.41 17.97

|P60709|ACTB_HUMAN Actin 26
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 38 307.07

b3b5b6b7b8b9°b9b12*b
12b13y3y4°y4y5y7*y7y
8*y8y9°y9*y9y10°y10y
11y12y13y14*y14y15y1
6y17y18y19y20y21*y21

y22*y22

3534.61 90.070 1119210 4 884.41 -7.46

|P60709|ACTB_HUMAN Actin 27
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 3 12.37 b14y5y12 2602.28 70.343 27214 4 651.33 7.41

|P60709|ACTB_HUMAN Actin 28
Carbamidomethyl+C(16)

;Phosphoryl STY(13)
DDDIAALVVDNGSGMCK 1 17 6 29.12 b8°b8b12*b12y3y4 1859.73 81.398 732210 3 620.58 -6.83

|P60709|ACTB_HUMAN Actin 29 Oxidation+M() HQGVMVGMGQK 39 11 4 23.63 b3b8y9*y9 1187.56 39.426 6307 2 594.29 -2.47

|P60709|ACTB_HUMAN Actin 30 Oxidation+M() KDLYANTVLSGGTTMYPGIADR 290 22 7 28.01 b5b6°b6b8y10y14°y14 2359.16 62.294 6258 3 787.06 -0.83

|P60709|ACTB_HUMAN Actin 31
Carbamidomethyl+C(16)

;Oxidation+M(15)
DDDIAALVVDNGSGMCK 1 17 3 24.45 b7b8b12 1795.79 35.497 1765 2 898.40 4.49

|P60709|ACTB_HUMAN Actin 32 FPSIVGRPR 30 9 4 30.62 b3°b3b4b7 1028.60 55.552 1375090 2 514.80 -4.27
|P60709|ACTB_HUMAN Actin 33 YVGDEAQSKR 52 10 3 17.14 b4b8°b8 1152.56 22.794 114653 2 576.78 -1.59
|P60709|ACTB_HUMAN Actin 34 AGDDAPR 21 7 3 36.21 b3b4b5 701.32 30.246 56709 1 701.32 3.57
|P60709|ACTB_HUMAN Actin 35 SFTTTAER 198 8 2 8.1 b3°b3 912.45 42.232 17361 1 912.45 5.22
|P60709|ACTB_HUMAN Actin 36 LAPSTMK 319 7 1 7.74 b4 747.41 50.275 15997 1 747.41 4.90
|P60709|ACTB_HUMAN Actin 37 SYVGDEAQSKR 51 11 4 21.12 b7°b7b8°b8 1239.60 22.788 14456 2 620.30 -1.08
|P60709|ACTB_HUMAN Actin 38 YDESGPSIVHR 361 11 0 3.44 1259.61 37.093 2723 2 630.31 5.91
|P60709|ACTB_HUMAN Actin 39 YSFTTTAER 197 9 1 8.1 b3 1075.51 42.229 1672 2 538.26 -0.34
|P60709|ACTB_HUMAN Actin 40 EITALAPSTMK 315 11 0 2.58 1143.61 50.244 68652 2 572.31 2.88

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 20 126.8
b2b3b4b5y1y2*y2y3*y3
y4*y4y5*y5y6*y6y7*y7

y8y9y10
1274.72 78.095 1440083 2 637.87 -0.77

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 VNVDEVGGEALGR 18 13 35 207.51

b2*b2b3*b3b4*b4b5°b5
*b5b6°b6*b6b9*b9b10*
b10b11*b11y2y3y4y6y7
°y7y8y9°y9y10°y10y11°

y11y12*y12y13*y13

1314.67 50.659 839319 2 657.84 1.67

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VLGAFSDGLAHLDNLK 67 16 12 80.08
b3y1y3y4°y4y5y6°y6*y

6y9y10y14
1669.87 75.993 823304 3 557.29 -13.38

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 EFTPPVQAAYQK 121 12 22 119.42
b2°b2b3°b3b10*b10b11
b12y2*y2y3*y3y4y5y7y
8y9*y9y10°y10*y10y12

1378.70 50.073 698869 2 689.86 3.19

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 FFESFGDLSTPDAVMGNPK 41 19 24 180.78

b2b3b4°b4b7b8b10°b10
b14b17y2y4*y4y5y8y9y
10*y10y11y12y14y15y1

6y19

2058.96 81.622 580657 2 1029.98 6.88

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 18 179.39
b2b3b4b5*b5y2y3y4y5y
6y8y9y10y11y13y14y15

y16
1776.98 91.777 508506 3 593.00 -10.30



|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 VVAGVANALAHK 133 12 18 123.98
b1b2b5y2y3y4y5y6*y6y
7*y7y8y9*y9y10*y10y1

1y12
1149.67 41.753 392352 2 575.34 -2.12

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 SAVTALWGK 9 9 13 110.03
b2°b2b3b5°b5b7y2y3y4

y5y6y7y9
932.51 60.720 371197 2 466.76 -6.48

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 17 135.81
b3°b3b4b11b12y1y2y3°
y3y4y5y7y8y9°y9y11y1

3
1478.70 53.705 166560 2 739.85 1.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 LHVDPENFR 96 9 16 134.15
b2b3b4b6b8y2y3*y3y4°

y4*y4y5y6y7y8y9
1126.56 46.791 110408 2 563.79 0.33

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 MVHLTPEEKSAVTALWGK 0 18 3 15.09 b5y3y16 1997.08 71.248 867446 2 999.04 14.24

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 Carbamidomethyl+C(11) GTFATLSELHCDKLHVDPENFR 83 22 13 105.39
b4b11b12y3*y3y5y6y7y

8y10y16y17y19
2586.21 67.211 424093 4 647.31 -12.37

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 Carbamidomethyl+C(27)
VLGAFSDGLAHLDNLKGTFATLS

ELHCDK
67 29 4 24.33 y4y6y8y13 3129.53 90.129 34083 4 783.14 -13.03

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14
Carbamidomethyl+C(11)

;Phosphoryl STY(2)
GTFATLSELHCDK 83 13 4 31.41 b3y6y7y11 1558.64 49.811 5718 2 779.82 -10.26

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 Phosphoryl STY() VLGAFSDGLAHLDNLK 67 16 7 50.51
b4b9_H3PO4 b9_HPO3 
b9b11b12°b12b15y11

1749.86 90.771 2973 4 438.22 6.35

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 AGVANALAHK 135 10 10 93.61
b3b4b5*b5b6*b6b7b8*

b8b9
951.53 41.745 228586 2 476.27 -8.27

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 VAGVANALAHK 134 11 1 7.5 b3 1050.60 41.747 69587 2 525.80 -4.88

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 1 7.26 b4 1167.60 91.792 59144 2 584.30 -7.00

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 GAFSDGLAHLDNLK 69 14 2 14.09 b11b13 1457.74 76.019 44305 2 729.38 3.43

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 VTALWGK 11 7 5 37.54 b3°b3b4b5°b5 774.45 60.713 37341 1 774.45 2.92

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(1) CVLAHHFGK 112 9 3 24.32 b3b5b8 1068.54 91.775 30685 2 534.77 -3.54

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 Carbamidomethyl+C(6) GNVLVCVLAHHFGK 107 14 2 14.09 b3b11 1550.81 91.773 28483 3 517.61 -8.89

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

23 GVANALAHK 136 9 7 59.94 b3b4b5*b5b7b8*b8 880.49 41.755 23577 2 440.75 -13.24

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

24 ANALAHK 138 7 4 34.85 b3b4*b4b5 724.41 41.719 11430 1 724.41 6.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

25 Carbamidomethyl+C(8) ATLSELHCDK 86 10 2 7.35 b6°b6 1173.54 53.647 11187 2 587.27 -13.00

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

26 Carbamidomethyl+C(7) LGNVLVCVLAHHFGK 106 15 0 4.73 1663.89 91.769 10933 3 555.30 -11.74

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

27 Carbamidomethyl+C(9) FATLSELHCDK 85 11 4 29.26 b3°b3b5b8 1320.62 53.699 9483 3 440.88 -6.10

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

28 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 2 20.62 b3b4 1280.69 91.752 8548 2 640.85 -3.34

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

29 LAHHFGK 114 7 2 20.62 b5b6 809.44 91.793 1970 2 405.22 0.08

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

30 EFTPPVQAAYQK 121 12 0 3.01 1360.69 50.032 7541 2 680.85 5.20

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

31 LHVDPENFR 96 9 0 1.72 1109.53 46.786 4191 3 370.51 -6.71

|P07737|PROF1_HUMAN Profilin-1 1 STGGAPTFNVTVTK 91 14 11 44.11
b1b2°b2b5°b5b7b10°b1

0y1y9y10
1379.72 51.690 339748 2 690.36 1.24



|P07737|PROF1_HUMAN Profilin-1 2 SSFYVNGLTLGGQK 56 14 17 164.34
b3°b3b4b5°b5b6y3y4*y
4y5y6y7y8y9y10y11y14

1470.76 67.056 318522 2 735.88 -2.16

|P07737|PROF1_HUMAN Profilin-1 3 TFVNITPAEVGVLVGKDR 38 18 17 73.67
b2°b2b3°b3b10°b10*b1
0b13y1y2y5y6y8y13y15

y16y18
1915.05 79.538 275615 3 639.02 -8.54

|P07737|PROF1_HUMAN Profilin-1 4 TFVNITPAEVGVLVGK 38 16 27 179.33

b1b2°b2b3b4*b4b5*b5b
6°b6*b6b13*b13b14*b1
4y1y2y3y4y6y7y10y11y

12y13y14y16

1643.93 85.367 273082 2 822.47 -1.26

|P07737|PROF1_HUMAN Profilin-1 5 TLVLLMGK 108 8 9 75.93 b2b3b4y2y3y4y5y6y8 874.53 68.625 192311 2 437.77 -14.59

|P07737|PROF1_HUMAN Profilin-1 6 DSPSVWAAVPGK 26 12 9 62.09 b2b8b9y1y3y4y7y10y12 1213.62 58.548 125437 2 607.31 -0.10

|P07737|PROF1_HUMAN Profilin-1 7 EGVHGGLINK 116 10 5 40.98 b1b3b5b7y10 1023.55 28.648 2850 2 512.28 -10.61

|P07737|PROF1_HUMAN Profilin-1 8 Carbamidomethyl+C(16)
AGWNAYIDNLMADGTCQDAAIV

GYK
1 25 4 18.25 b17y3y11y14 2717.24 95.516 3850 2 1359.12 1.35

|P07737|PROF1_HUMAN Profilin-1 9 Carbamidomethyl+C(1) CYEMASHLRR 127 10 3 26.21 b5b9y8 1322.60 43.564 13813 3 441.54 -7.94

|P07737|PROF1_HUMAN Profilin-1 10 EGVHGGLINKK 116 11 4 23.63 b5y4y7*y7 1151.64 29.455 6319 3 384.55 -12.51

|P07737|PROF1_HUMAN Profilin-1 11
Carbamidomethyl+C(16)

;Phosphoryl STY(29)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 4 14.4 b4y3y7y9 3991.78 104.588 239281 4 998.70 -3.12

|P07737|PROF1_HUMAN Profilin-1 12 VHGGLINK 118 8 0 2.15 837.49 28.674 2895 2 419.25 -3.28

|P07737|PROF1_HUMAN Profilin-1 13 TLVLLMGK 108 8 0 1.29 856.53 68.619 1633 2 428.77 -1.57

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 NIQSLEVIGK 75 10 13 85.76
b2b3*b3y2y3y4y5y6y7y

8°y8*y8y10
1100.63 56.326 881777 2 550.82 -3.11

|P02775|CXCL7_HUMAN Platelet basic 
protein

2 GKEESLDSDLYAELR 47 15 32 263.15

b2b3°b3b4°b4b6°b6b7b
9°b9b10°b10b11b12b14
y1y2y3°y3y4°y4y5y6y7°
y7y8y9y10y11y12y13y1

5

1724.84 64.178 806279 2 862.92 4.03

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 Carbamidomethyl+C(2) ICLDPDAPR 103 9 12 73.35
b2b4°b4y1y2y3y5°y5y6

y7y8y9
1056.51 46.498 776504 2 528.76 -1.62

|P02775|CXCL7_HUMAN Platelet basic 
protein

4 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 15 137.6
b3b4b6b9b10b12y1y2y3

y4y5y7y10y11y14
1569.79 51.049 234923 3 523.93 -12.60

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 EESLDSDLYAELR 49 13 6 57.36 y4y5y6y8y9y13 1539.74 70.538 62626 2 770.37 14.19

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 GKEESLDSDLYAELR 47 15 3 17.57 b10b14y13 1724.84 91.983 1298465 2 862.92 1.63

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 Carbamidomethyl+C(3) KICLDPDAPR 102 10 10 84.97
b5°b5b7b8°b8y3y5°y5y

7y8
1184.61 41.004 140412 2 592.81 0.62

|P02775|CXCL7_HUMAN Platelet basic 
protein

8 LDPDAPR 105 7 1 8.64 b3 783.40 46.481 11778 1 783.40 0.08

|P62736|ACTA_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39



|P62736|ACTA_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 26 224.68

b2b3b8b9b11*b11b12b
14b15y1y3y4y5y6y7y8*
y8y9y12*y12y13y14y15

*y15y16*y16

1960.89 66.284 1926028 3 654.30 -8.16

|P62736|ACTA_HUMAN Actin 3 AGFAGDDAPR 20 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|P62736|ACTA_HUMAN Actin 4 EITALAPSTMK 317 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32

|P62736|ACTA_HUMAN Actin 5 AVFPSIVGRPR 30 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P62736|ACTA_HUMAN Actin 6 DSYVGDEAQSKR 52 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79

|P62736|ACTA_HUMAN Actin 7 HQGVMVGMGQK 41 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P62736|ACTA_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P62736|ACTA_HUMAN Actin 9 IIAPPERK 330 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P62736|ACTA_HUMAN Actin 10 IIAPPER 330 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|P62736|ACTA_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50

|P62736|ACTA_HUMAN Actin 12 YSVWIGGSILASLSTFQQMWISK 338 23 10 30.44
b2b4b7b9y1y2y4y7y12y

23
2602.34 136.475 9094 3 868.12 2.63

|P62736|ACTA_HUMAN Actin 13 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 10 61.86

b5b7b8b9b10y4y5y9*y9
y28

3188.52 126.215 3332 3 1063.51 14.62

|P62736|ACTA_HUMAN Actin 14 DLYANNVLSGGTTMYPGIADR 293 21 4 36.72 y7y12y13y14 2228.06 107.762 2403 3 743.36 -2.74

|P62736|ACTA_HUMAN Actin 15 KDLYANNVLSGGTTMYPGIADR 292 22 3 21.8 b12y5y6 2356.13 88.578 2307 2 1178.57 -11.50

|P62736|ACTA_HUMAN Actin 16 AGFAGDDAPR 20 10 0 2.15 958.43 30.227 15126 2 479.72 -5.22

|P68032|ACTC_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|P68032|ACTC_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 26 224.68

b2b3b8b9b11*b11b12b
14b15y1y3y4y5y6y7y8*
y8y9y12*y12y13y14y15

*y15y16*y16

1960.89 66.284 1926028 3 654.30 -8.16

|P68032|ACTC_HUMAN Actin 3 AGFAGDDAPR 20 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|P68032|ACTC_HUMAN Actin 4 EITALAPSTMK 317 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32



|P68032|ACTC_HUMAN Actin 5 AVFPSIVGRPR 30 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P68032|ACTC_HUMAN Actin 6 DSYVGDEAQSKR 52 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79

|P68032|ACTC_HUMAN Actin 7 HQGVMVGMGQK 41 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P68032|ACTC_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P68032|ACTC_HUMAN Actin 9 IIAPPERK 330 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P68032|ACTC_HUMAN Actin 10 IIAPPER 330 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|P68032|ACTC_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50

|P68032|ACTC_HUMAN Actin 12 YSVWIGGSILASLSTFQQMWISK 338 23 10 30.44
b2b4b7b9y1y2y4y7y12y

23
2602.34 136.475 9094 3 868.12 2.63

|P68032|ACTC_HUMAN Actin 13 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 10 61.86

b5b7b8b9b10y4y5y9*y9
y28

3188.52 126.215 3332 3 1063.51 14.62

|P68032|ACTC_HUMAN Actin 14 DLYANNVLSGGTTMYPGIADR 293 21 4 36.72 y7y12y13y14 2228.06 107.762 2403 3 743.36 -2.74

|P68032|ACTC_HUMAN Actin 15 KDLYANNVLSGGTTMYPGIADR 292 22 3 21.8 b12y5y6 2356.13 88.578 2307 2 1178.57 -11.50

|P68032|ACTC_HUMAN Actin 16 Oxidation+M() EITALAPSTMK 317 11 4 35.78 b4y5y6y9 1177.62 40.980 28864 2 589.31 1.87

|P63267|ACTH_HUMAN Actin 1 SYELPDGQVITIGNER 239 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|P63267|ACTH_HUMAN Actin 2 YPIEHGIITNWDDMEK 69 16 26 224.68

b2b3b8b9b11*b11b12b
14b15y1y3y4y5y6y7y8*
y8y9y12*y12y13y14y15

*y15y16*y16

1960.89 66.284 1926028 3 654.30 -8.16

|P63267|ACTH_HUMAN Actin 3 AGFAGDDAPR 19 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|P63267|ACTH_HUMAN Actin 4 EITALAPSTMK 316 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32

|P63267|ACTH_HUMAN Actin 5 AVFPSIVGRPR 29 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P63267|ACTH_HUMAN Actin 6 DSYVGDEAQSKR 51 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79



|P63267|ACTH_HUMAN Actin 7 HQGVMVGMGQK 40 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P63267|ACTH_HUMAN Actin 8 LDLAGRDLTDYLMK 178 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P63267|ACTH_HUMAN Actin 9 IIAPPERK 329 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P63267|ACTH_HUMAN Actin 10 IIAPPER 329 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|P63267|ACTH_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
40 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50

|P63267|ACTH_HUMAN Actin 12 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
257 28 10 61.86

b5b7b8b9b10y4y5y9*y9
y28

3188.52 126.215 3332 3 1063.51 14.62

|P63267|ACTH_HUMAN Actin 13 DLYANNVLSGGTTMYPGIADR 292 21 4 36.72 y7y12y13y14 2228.06 107.762 2403 3 743.36 -2.74

|P63267|ACTH_HUMAN Actin 14 KDLYANNVLSGGTTMYPGIADR 291 22 3 21.8 b12y5y6 2356.13 88.578 2307 2 1178.57 -11.50

|P63267|ACTH_HUMAN Actin 15 IWHHSFYNELR 85 11 5 23.63 b4b10y5°y5*y5 1501.75 61.440 15948 2 751.38 8.78

|P63267|ACTH_HUMAN Actin 16
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNS

IMK
257 28 5 24.74 b4b7b8y8y14 3268.42 86.915 14776 4 817.86 -2.17

|P68133|ACTS_HUMAN Actin 1 SYELPDGQVITIGNER 240 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|P68133|ACTS_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 26 224.68

b2b3b8b9b11*b11b12b
14b15y1y3y4y5y6y7y8*
y8y9y12*y12y13y14y15

*y15y16*y16

1960.89 66.284 1926028 3 654.30 -8.16

|P68133|ACTS_HUMAN Actin 3 AGFAGDDAPR 20 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|P68133|ACTS_HUMAN Actin 4 EITALAPSTMK 317 11 27 140.18

b1b2°b2b3°b3b4°b4b5°
b5b6°b6b11y1y2y3°y3y
4°y4y5°y5y6°y6y7y8y9°

y9y11

1161.62 50.233 1331932 2 581.31 -0.32

|P68133|ACTS_HUMAN Actin 5 AVFPSIVGRPR 30 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|P68133|ACTS_HUMAN Actin 6 DSYVGDEAQSKR 52 12 40 210.09

b1°b1b2°b2b3°b3b4b5b
6b9b10b11y1y2y3°y3y4
°y4*y4y5°y5*y5y6°y6*y
6y7°y7*y7y8°y8*y8y9°y
9*y9y10°y10*y10y11y1

2*y12

1354.62 22.804 871441 2 677.81 -2.79

|P68133|ACTS_HUMAN Actin 7 HQGVMVGMGQK 41 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|P68133|ACTS_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|P68133|ACTS_HUMAN Actin 9 IIAPPERK 330 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|P68133|ACTS_HUMAN Actin 10 IIAPPER 330 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51



|P68133|ACTS_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 9 38.1

b3b9b11b13*b13b14y1
2*y12y22

2351.06 58.380 18699 3 784.36 -5.50

|P68133|ACTS_HUMAN Actin 12 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 10 61.86

b5b7b8b9b10y4y5y9*y9
y28

3188.52 126.215 3332 3 1063.51 14.62

|P68133|ACTS_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 6 23.64 b4b8°b8y4y9y14 2536.17 100.671 7001 2 1268.59 6.16

|P68133|ACTS_HUMAN Actin 14
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNS
IMKCDIDIR

258 34 7 20.82
b5y6y10°y10y13*y13y2

0
3960.84 95.535 214481 4 990.97 2.77

|P68133|ACTS_HUMAN Actin 15 GILTLKYPIEHGIITNWDDMEK 64 22 12 103.91
b3b4°b4b5y3y4y6y7y8y

12y14y15
2586.30 82.402 106429 4 647.33 -10.67

|P68133|ACTS_HUMAN Actin 16 RGILTLK 63 7 5 52.63 b3b4b5°b5b6 800.54 45.963 17479 1 800.54 4.27

|P68133|ACTS_HUMAN Actin 17
DLYANNVMSGGTTMYPGIADRM

QK
293 24 3 22.66 b4b5b21 2633.23 87.917 6988 3 878.42 7.05

|P68133|ACTS_HUMAN Actin 18
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 9 37.95

b5b7y6°y6*y6y7°y7*y7
y8

3457.68 126.222 2920 3 1153.23 11.02

|P68133|ACTS_HUMAN Actin 19 Phosphoryl STY() LDLAGRDLTDYLMK 179 14 6 29.87 b5b9°b9b10°b10y5 1703.80 36.862 6429 3 568.60 1.07

|P68133|ACTS_HUMAN Actin 20 Oxidation+M(8) DLYANNVMSGGTTMYPGIADR 293 21 5 24.01 b8y7°y7y10y11 2262.01 56.077 24388 2 1131.51 -1.51

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 20 126.8
b2b3b4b5y1y2*y2y3*y3
y4*y4y5*y5y6*y6y7*y7

y8y9y10
1274.72 78.095 1440083 2 637.87 -0.77

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VLGAFSDGLAHLDNLK 67 16 12 80.08
b3y1y3y4°y4y5y6°y6*y

6y9y10y14
1669.87 75.993 823304 3 557.29 -13.38

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 VVAGVANALAHK 133 12 18 123.98
b1b2b5y2y3y4y5y6*y6y
7*y7y8y9*y9y10*y10y1

1y12
1149.67 41.753 392352 2 575.34 -2.12

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 Carbamidomethyl+C(11) GTFSQLSELHCDK 83 13 8 33.54
b10°b10b12y1y2y4y5y1

3
1521.71 65.217 170028 2 761.36 3.53

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 LHVDPENFR 96 9 16 134.15
b2b3b4b6b8y2y3*y3y4°

y4*y4y5y6y7y8y9
1126.56 46.791 110408 2 563.79 0.33

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 VNVDAVGGEALGR 18 13 3 24.79 b6y6y7 1256.66 49.722 25980 2 628.83 -2.53

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 FFESFGDLSSPDAVMGNPKVK 41 21 4 20.1 b9°b9b11b20 2272.12 41.656 116108 3 758.05 11.39

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

8 VVAGVANALAHKYH 133 14 13 142.95
b3b12b13*b13y3y4y5y6

y7y8y9y11y12
1449.80 45.387 51575 2 725.40 0.25

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

9 Phosphoryl STY(10) FFESFGDLSSPDAVMGNPK 41 19 5 30.61 b3b9y5y6y9 2124.92 105.892 28126 3 708.98 13.33

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

10 Oxidation+M(10) NFGKEFTPQMQAAYQK 117 16 5 38.05 b5b10°b10b12b14 1903.90 54.328 4318 2 952.45 -1.92

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

11 Oxidation+M(1) MVHLTPEEK 0 9 3 29.76 b4b7y5 1099.56 40.868 2022 2 550.28 10.66

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 20 127.87
b2°b2b10°b10b12b14b1
5y1y2y3y4y5y6y7y8y9y

12y14y22y24
2683.25 78.832 218064 4 671.57 -9.74

|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 38 259.88

b1b2b3°b3b4°b4b5°b5*
b5b6°b6*b6b9°b9*b9b1
0b13y2y3y5y6°y6y8y10
y12y13°y13y14y15y16y
18y19y20y21y22°y22y2

3y25

2894.41 121.854 154220 3 965.47 -0.17

|P08567|PLEK_HUMAN Pleckstrin 3 QQDHFFQAAFLEER 75 14 12 93.1
b6b14y2y3y5°y5y6y7y9

y10y12y14
1765.82 71.221 72195 3 589.28 -4.36



|P08567|PLEK_HUMAN Pleckstrin 4
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 10 42.15

b4b14y3y7y10y13°y13y
15*y15y24

2552.23 90.840 57360 3 851.42 -2.30

|P08567|PLEK_HUMAN Pleckstrin 5 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 14 78.17
b6b9b10y2y4y7*y7y8°y

8*y8y9*y9y10y14
1553.75 41.038 32447 2 777.38 5.19

|P08567|PLEK_HUMAN Pleckstrin 6
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 5 23.56 b13y6y7y9y22 2666.29 91.739 15299 2 1333.65 10.99

|P08567|PLEK_HUMAN Pleckstrin 7 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 7 54.24 b2y7y8y10y11y12y15 1593.75 28.816 10925 3 531.92 -7.66

|P08567|PLEK_HUMAN Pleckstrin 8 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 10 83.18
b1b3b5b9b13y4y5y6y7y

10
1397.62 43.562 8992 2 699.31 -14.67

|P08567|PLEK_HUMAN Pleckstrin 9 LPETIDLGALYLSMK 119 15 3 25.65 b4b5b11 1663.91 116.099 22511 2 832.46 10.34
|P08567|PLEK_HUMAN Pleckstrin 10 MFVFK 65 5 1 12.94 y4 671.35 59.838 10752 2 336.18 -7.82
|P08567|PLEK_HUMAN Pleckstrin 11 ELNLEK 141 6 1 13.37 b5 745.41 21.695 6641 2 373.21 6.06
|P08567|PLEK_HUMAN Pleckstrin 12 DAWVR 89 5 1 12.94 b4 646.33 42.227 3766 1 646.33 -3.21

|P08567|PLEK_HUMAN Pleckstrin 13 GSVFNTWKPMWVVLLEDGIEFYK 14 23 5 21.72 b6y8°y8y9°y9 2758.36 41.580 3416 6 460.57 -11.68

|P08567|PLEK_HUMAN Pleckstrin 14 Carbamidomethyl+C(2) GCVVTSVESNSNGR 293 14 4 18.69 b4b6°b6y11 1465.68 86.364 2320 2 733.34 5.08

|P08567|PLEK_HUMAN Pleckstrin 15
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 5 17.72 b4b7b11°b11y7 2822.38 85.763 52355 3 941.46 -1.21

|P08567|PLEK_HUMAN Pleckstrin 16
KSEEENLFEIITADEVHYFLQAATP

K
307 26 6 35.08 b8°b8*b8b9°b9b10 3022.49 115.897 22241 3 1008.17 -5.09

|P08567|PLEK_HUMAN Pleckstrin 17 Carbamidomethyl+C(14) GMIPLKGSTLTSPCQDFGK 45 19 4 23.65 y4y5°y5y14 2036.99 103.192 18242 2 1019.00 -12.28

|P08567|PLEK_HUMAN Pleckstrin 18 LPETIDLGALYLSMKDTEK 119 19 7 39.57 b4b14y3y6°y6y8y10 2137.10 87.898 17155 3 713.04 -4.80

|P08567|PLEK_HUMAN Pleckstrin 19 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 4 28.59 b12y6y7y11 1593.74 45.036 5810 2 797.37 -14.25

|P08567|PLEK_HUMAN Pleckstrin 20
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVRN
R

150 24 4 18.68 b3b7b11°b11 2936.44 97.156 3712 3 979.49 12.55

|P08567|PLEK_HUMAN Pleckstrin 21
KGSVFNTWKPMWVVLLEDGIEFY

K
13 24 5 16.25 b7°b7b11y4y7 2886.46 117.024 1581 3 962.83 -9.47

|P08567|PLEK_HUMAN Pleckstrin 22 Phosphoryl STY(4) LPETIDLGALYLSMK 119 15 7 52.2 b3b9b12b13y13°y13y14 1743.85 83.512 6228 2 872.43 -5.04

|P08567|PLEK_HUMAN Pleckstrin 23
Carbamidomethyl+C(2);

Phosphoryl STY(6)
GCVVTSVESNSNGRK 293 15 7 30.97

b4b5°b5y8y11_HPO3 
y11°y11*y11

1673.72 41.056 1839 2 837.36 -0.44

|P08567|PLEK_HUMAN Pleckstrin 24 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 0 3.87 1195.56 40.981 3664 2 598.29 9.39

|P08567|PLEK_HUMAN Pleckstrin 25 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 0 8.18 2665.25 78.812 23112 4 667.07 -5.13

|P08567|PLEK_HUMAN Pleckstrin 26 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 0 3.87 1535.72 41.016 8751 3 512.58 -0.32

|P08567|PLEK_HUMAN Pleckstrin 27 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 0 3.44 1379.62 43.549 2297 2 690.31 -2.74

|P18206|VINC_HUMAN Vinculin 1
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 32 210.99

b1b2°b2b3°b3b4°b4b5°
b5b6°b6y1y2y3y4°y4y6
y7y8y9°y9y10y11y12y1
3y21y22y23y25y26°y26

y28

3101.56 110.524 147053 4 776.14 -8.42

|P18206|VINC_HUMAN Vinculin 2 QVATALQNLQTK 464 12 19 91.78
b2*b2b3*b3b5°b5*b5b1
2y2y3°y3*y3y4y5y7y9y

10*y10y12
1314.73 48.213 141177 2 657.87 -2.14



|P18206|VINC_HUMAN Vinculin 3 AQQVSQGLDVLTAK 352 14 15 90.81
b2*b2b3b4b5b12y1y2y3

y8y10y11y12*y12y14
1457.80 57.695 125939 2 729.40 2.60

|P18206|VINC_HUMAN Vinculin 4 AVAGNISDPGLQK 802 13 14 138.03
b2b6b7b8y3y5*y5y6y7y

8y9y10y11y13
1269.68 39.815 122035 2 635.34 0.10

|P18206|VINC_HUMAN Vinculin 5 AIPDLTAPVAAVQAAVSNLVR 35 21 21 146.51
b2b4b5b6b7°b7y1y2y3y
4*y4y5*y5y6°y6y7y8y1

4y15y16y21
2076.16 117.919 114707 3 692.73 -8.94

|P18206|VINC_HUMAN Vinculin 6 ELTPQVVSAAR 669 11 12 109.06
b4°b4b10y3y4y5y6y7y8

*y8y9y11
1170.65 45.484 114291 2 585.83 1.67

|P18206|VINC_HUMAN Vinculin 7
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 21 130.21

b1b2°b2*b2b3b4*b4b5y
1y3y4y5y11y13y15y20y

21y22y24y25y27
3046.42 95.907 103905 3 1016.14 2.24

|P18206|VINC_HUMAN Vinculin 8 LLAVAATAPPDAPNREEVFDER 607 22 11 38.1
b2b3y1y2y11y12*y12y1

4y16y18y22
2381.21 61.416 82408 3 794.41 1.33

|P18206|VINC_HUMAN Vinculin 9 ELLPVLISAMK 199 11 11 69.44
b2°b2b3y2y4°y4y5y6y8

y9y11
1213.72 90.823 79515 2 607.36 -4.43

|P18206|VINC_HUMAN Vinculin 10 VAMANIQPQMLVAGATSIAR 738 20 15 90.87
b1b3b4b5b10b15y1y2y3

y5y7y8y13y14y20
2042.10 83.590 77175 2 1021.55 5.38

|P18206|VINC_HUMAN Vinculin 11 ALASQLQDSLK 570 11 6 40.55 b2b5y3y6y9y11 1173.65 54.269 67196 2 587.33 -0.94

|P18206|VINC_HUMAN Vinculin 12 MTGLVDEAIDTK 708 12 10 91.78
b4b11y2y3y5y6y7y10y1

1y12
1292.64 57.251 67120 2 646.82 1.23

|P18206|VINC_HUMAN Vinculin 13 STVEGIQASVK 655 11 10 80.24
b2°b2y2y3y4y5y6y7y9y

11
1118.60 39.415 62716 2 559.80 -8.29

|P18206|VINC_HUMAN Vinculin 14 LVQAAQMLQSDPYSVPAR 87 18 16 83.67
b2b11b15*b15y1y3y7y8
°y8y9y10y11*y11y13*y

13y18
1974.02 65.468 57910 2 987.52 6.31

|P18206|VINC_HUMAN Vinculin 15 ETVQTTEDQILKR 59 13 13 106.98
b2°b2y1y2y3y4y5y6y7y

8y9y10y13
1560.81 46.544 55159 3 520.94 -5.63

|P18206|VINC_HUMAN Vinculin 16 GWLRDPSASPGDAGEQAIR 281 19 6 25.13 b9°b9y2y3y9y10 1982.96 53.353 53962 3 661.66 -3.14
|P18206|VINC_HUMAN Vinculin 17 ALASQLQDSLKDLK 570 14 7 43.88 b2y1y2y3y6y9y12 1529.84 66.633 53451 3 510.62 -11.57

|P18206|VINC_HUMAN Vinculin 18 WIDNPTVDDR 502 10 9 42.16
b2b7°b7*b7y2y6y7y8y1

0
1230.58 47.690 50097 2 615.79 1.98

|P18206|VINC_HUMAN Vinculin 19 AGEVINQPMMMAAR 889 14 10 95.58
b3b4b6b7y3y4y5y6y9y1

4
1518.73 58.304 48642 2 759.87 5.14

|P18206|VINC_HUMAN Vinculin 20 MQEAMTQEVSDVFSDTTTPIK 586 21 9 44.3
b13y1y2y3y8y9y15y16y

21
2358.10 79.931 46939 2 1179.56 8.80

|P18206|VINC_HUMAN Vinculin 21 LLAVAATAPPDAPNR 607 15 11 67.12
b2b8y1y3y4y7y9y10y11

°y11y15
1476.82 50.639 46596 2 738.92 4.30

|P18206|VINC_HUMAN Vinculin 22 VMLVNSMNTVK 188 11 5 26.64 b2b6y9y10y11 1235.65 54.492 41041 2 618.33 1.48
|P18206|VINC_HUMAN Vinculin 23 NQWIDNVEK 699 9 7 29.76 b1b7y4*y4y5°y5y9 1145.55 49.468 39989 2 573.28 -4.58
|P18206|VINC_HUMAN Vinculin 24 MALLMAEMSR 993 10 6 36.21 b10°b10y5y6y7y10 1152.56 72.024 32575 2 576.78 2.65

|P18206|VINC_HUMAN Vinculin 25 GQGSSPVAMQK 341 11 16 92.32
b2*b2b4b7b8°b8y1y4*y

4y6y7y8°y8y9*y9y11
1089.53 25.708 29761 2 545.27 -1.57

|P18206|VINC_HUMAN Vinculin 26 GNDIIAAAK 983 9 6 29.76 b5°b5*b5y4y5y9 872.48 34.877 18023 2 436.75 -0.07
|P18206|VINC_HUMAN Vinculin 27 DPSASPGDAGEQAIR 285 15 4 34.1 y10y11y12y15 1470.69 34.648 17869 2 735.85 5.98

|P18206|VINC_HUMAN Vinculin 28
LVQAAQMLQSDPYSVPARDYLID

GSR
87 26 9 31.49

b6*b6b12°b12b15y4y5y
10°y10

2893.46 76.270 17027 3 965.16 2.95

|P18206|VINC_HUMAN Vinculin 29 VLQLTSWDEDAWASKDTEAMK 246 21 4 24.01 b8y4y5y8 2424.13 75.377 16679 3 808.72 -2.62

|P18206|VINC_HUMAN Vinculin 30 GNDIIAAAKR 983 10 3 27.97 b3y5y6 1028.58 31.893 5193 2 514.79 -6.05

|P18206|VINC_HUMAN Vinculin 31
LTDELAPPKPPLPEGEVPPPRPPPP

EEK
853 28 4 24.61 b11b12y5y22 3023.60 60.276 170597 4 756.65 -4.28

|P18206|VINC_HUMAN Vinculin 32 SLGEISALTSK 433 11 3 30.62 y3y8y9 1105.60 57.429 79194 2 553.31 -5.08



|P18206|VINC_HUMAN Vinculin 33 IDAAQNWLADPNGGPEGEEQIR 387 22 4 13.05 b11*b11y11y14 2380.17 83.210 57399 3 794.06 21.03

|P18206|VINC_HUMAN Vinculin 34 VLQLTSWDEDAWASK 246 15 5 28.59 b13y3y5°y5y6 1748.82 80.624 34960 2 874.91 -17.66

|P18206|VINC_HUMAN Vinculin 35 NPGNQAAYEHFETMK 684 15 8 67.58 b6b7y6y8y9°y9y10y14 1736.76 46.615 31255 3 579.59 -3.80

|P18206|VINC_HUMAN Vinculin 36 GILSGTSDLLLTFDEAEVR 113 19 4 27.73 b5b15y5y6 2036.02 60.687 10329 2 1018.51 -19.13
|P18206|VINC_HUMAN Vinculin 37 NQGIEEALK 219 9 4 37.54 b5°b5b6b8 1001.53 41.078 6282 1 1001.53 1.34
|P18206|VINC_HUMAN Vinculin 38 QQELTHQEHR 178 10 6 36.21 y3°y3y4°y4*y4y5 1305.62 13.828 6116 3 435.88 -8.98
|P18206|VINC_HUMAN Vinculin 39 GEGESPQAR 561 9 3 37.54 y4y7y8 930.44 114.272 5106 1 930.44 12.86

|P18206|VINC_HUMAN Vinculin 40 MLGQMTDQVADLR 326 13 9 51.55
b6b10b11°b11*b11y9y1

0y12°y12
1477.70 52.973 3519 2 739.36 -7.35

|P18206|VINC_HUMAN Vinculin 41 SLLDASEEAIK 720 11 4 37.36 b3b7y8y9 1175.59 61.366 3350 1 1175.59 -21.91

|P18206|VINC_HUMAN Vinculin 42 Carbamidomethyl+C(5) VGELCAGK 308 8 4 40.12 y5y6y7°y7 833.42 42.237 2599 2 417.21 1.32

|P18206|VINC_HUMAN Vinculin 43 GVGQAAIR 512 8 4 35.35 b3b5y6*y6 771.44 25.015 2356 2 386.23 -4.75

|P18206|VINC_HUMAN Vinculin 44 Carbamidomethyl+C(5) IAELCDDPK 417 9 6 44.46 b6°b6y5y6°y6y7 1060.50 92.751 2158 1 1060.50 2.65

|P18206|VINC_HUMAN Vinculin 45 LANVMMGPYR 528 10 3 26.21 b9y6y9 1151.59 48.820 2071 2 576.30 19.93
|P18206|VINC_HUMAN Vinculin 46 NFTVEK 230 6 1 13.37 b5 737.39 49.026 1849 2 369.20 10.26
|P18206|VINC_HUMAN Vinculin 47 LNQAK 276 5 2 25.88 b4y4 573.33 29.278 1592 1 573.33 -10.33
|P18206|VINC_HUMAN Vinculin 48 AQQVSQGLDVLTAKVENAAR 352 20 4 24.53 b4y5y6y13 2098.14 117.910 133007 3 700.05 8.84

|P18206|VINC_HUMAN Vinculin 49 KIDAAQNWLADPNGGPEGEEQIR 386 23 10 43.99
b11*b11b13*b13y6y8y1

0y12*y12y14
2508.20 61.544 94819 3 836.74 -5.35

|P18206|VINC_HUMAN Vinculin 50 IEQAQRWIDNPTVDDR 496 16 3 16.61 b4b14y3 1955.97 79.360 28507 2 978.49 8.43
|P18206|VINC_HUMAN Vinculin 51 EVENSEDPKFR 769 11 6 64.28 y3y4y5y8*y8y9 1349.61 28.637 27670 3 450.54 -14.38
|P18206|VINC_HUMAN Vinculin 52 EAVKAASDELSK 780 12 3 25.61 b9y6y7 1247.63 58.337 21567 3 416.55 -12.72

|P18206|VINC_HUMAN Vinculin 53 ARMQEAMTQEVSDVFSDTTTPIK 584 23 5 28.55 b3b4b11b13y3 2585.20 72.004 21201 3 862.40 -9.92

|P18206|VINC_HUMAN Vinculin 54 Carbamidomethyl+C(13) DMPPAFIKVENACTK 72 15 4 17.57 b13y4y10*y10 1720.86 60.650 19789 3 574.29 12.77

|P18206|VINC_HUMAN Vinculin 55
MSAEINEIIRVLQLTSWDEDAWAS

K
236 25 7 35.67 b8b9°b9*b9y6y7y13 2905.41 88.979 18547 3 969.14 -9.75

|P18206|VINC_HUMAN Vinculin 56 LANVMMGPYRQDLLAK 528 16 4 34.02 b11b12b13*b13 1819.98 99.613 12076 3 607.33 11.27

|P18206|VINC_HUMAN Vinculin 57 Carbamidomethyl+C(6) EILGTCKMLGQMTDQVADLR 319 20 8 41.14
b3b6b9b12*b12b13y10°

y10
2279.11 104.488 10500 3 760.38 -3.64

|P18206|VINC_HUMAN Vinculin 58 AGEVINQPMMMAARQLHDEAR 889 21 4 21 b7b9b13y4 2368.13 94.572 7652 3 790.05 -2.27

|P18206|VINC_HUMAN Vinculin 59
IDAAQNWLADPNGGPEGEEQIRG

ALAEAR
387 29 7 36.59 b3b7b13b17y3y4°y4 3048.52 82.122 6448 3 1016.84 13.94

|P18206|VINC_HUMAN Vinculin 60 Carbamidomethyl+C(13) QILDEAGKVGELCAGK 300 16 4 24.32 y4y6°y6y8 1687.87 53.644 2119 2 844.44 1.45

|P18206|VINC_HUMAN Vinculin 61 AASDELSKTISPMVMDAK 784 18 5 22.49 b15°b15y7y8°y8 1893.94 92.749 2096 2 947.48 7.73
|P18206|VINC_HUMAN Vinculin 62 GWLRDPSASPGDAGEQAIR 281 19 5 25.13 b6y9y10°y10y12 1982.97 92.765 1594 3 661.66 1.72
|P18206|VINC_HUMAN Vinculin 63 Phosphoryl STY(9) STVEGIQASVK 655 11 4 35.39 b6b8°b8b10 1198.57 27.793 8832 2 599.79 7.43

|P18206|VINC_HUMAN Vinculin 64 Phosphoryl STY(14) GILEYLTVAEVVETMEDLVTYTK 139 23 4 22.77 y3y8°y8y9 2696.28 103.211 5270 3 899.43 -4.44

|P18206|VINC_HUMAN Vinculin 65 Phosphoryl STY(5) VGKETVQTTEDQILK 56 15 6 28.59 b4°b4b7b8y11°y11 1768.85 89.153 4007 2 884.93 -7.59

|P18206|VINC_HUMAN Vinculin 66 Oxidation+M(19)
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 3 17.49 y3y11y23 3117.55 107.122 13827 4 780.14 -10.26

|P18206|VINC_HUMAN Vinculin 67 Oxidation+M(1) MSAEINEIIR 236 10 3 26.21 b3b9y3 1191.62 34.498 9297 2 596.31 10.96
|P18206|VINC_HUMAN Vinculin 68 Oxidation+M(4) LEAMTNSK 373 8 3 35.35 b3b5y7 909.43 42.252 2446 2 455.22 -8.86
|P18206|VINC_HUMAN Vinculin 69 Oxidation+M(14) NPGNQAAYEHFETMK 684 15 6 38.8 b3b6b7b11y4°y4 1752.78 96.789 1742 3 584.93 9.89
|P18206|VINC_HUMAN Vinculin 70 PPDAPNR 615 7 0 4.3 766.38 50.709 3496 2 383.69 -2.87
|P18206|VINC_HUMAN Vinculin 71 ETVQTTEDQILKR 59 13 0 3.44 1543.81 46.542 14313 3 515.27 9.25
|P18206|VINC_HUMAN Vinculin 72 ELLPVLISAMK 199 11 0 2.58 1195.70 90.848 2918 2 598.35 -8.27

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1 LISWYDNEFGYSNR 309 14 12 133.3
b14y3y4y5y6y7y8y9y10

y11y12y14
1763.81 75.709 186639 2 882.41 4.64



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2 VIHDNFGIVEGLMTTVHAITATQK 162 24 30 221.34

b3b4°b4b5*b5b6b7*b7b
8°b8*b8b9b13b24y2*y2
y3y4y5°y5y6y7y8y11y1

2y14y15y21y22y24

2595.32 103.138 175636 4 649.59 -14.67

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 LVINGNPITIFQERDPSK 66 18 8 58.78
b2y3y8y12y14y15y16y1

8
2041.09 77.114 168710 3 681.04 -6.28

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 27 167.05

b2b3b7°b7b11b12°b12b
13°b13*b13b16y2y3y4y
5y8y9y11°y11y12°y12y
13°y13*y13y15*y15y17

1833.93 54.352 123389 2 917.47 4.66

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 GALQNIIPASTGAAK 200 15 10 98.74
b3b4b5y4y7y8y9y10y11

y15
1411.80 59.613 115101 2 706.40 5.62

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 11 98.1
b5b6b12y4°y4y5y6y8y1

0y12y14
1530.80 61.236 107049 2 765.90 3.43

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 LVINGNPITIFQER 66 14 11 101.11
b2b3b6y4y5y6y8y10y11

y12y14
1613.90 83.891 82782 2 807.45 -3.03

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 VIISAPSADAPMFVMGVNHEK 118 21 8 34.99 b2b3b5y6y11y12y16y21 2213.11 75.097 67259 3 738.37 -1.99

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9 WGDAGAEYVVESTGVFTTMEK 86 21 3 13.46 b7y6y12 2277.06 86.244 18084 2 1139.04 11.47

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10 VGVNGFGR 5 8 5 40.12 y2y4y5*y5y7 805.43 39.002 8301 1 805.43 4.09

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 4 11.47 b3b6y8y28 3308.56 125.220 6393 3 1103.52 -1.84

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 VVDLMAHMASK 323 11 5 23.63 b9y2y8°y8y10 1201.60 39.408 2799 2 601.30 -8.33

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13 VIPELNGK 219 8 4 40.12 y4y5y6*y6 869.49 42.162 48681 2 435.25 -18.60

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 7 41.73 b3y3y8y10y12y13y22 2933.43 74.113 59160 4 734.11 -9.24

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15 AENGKLVINGNPITIFQER 61 19 3 14.47 b9y6y9 2113.12 114.163 22459 3 705.04 -10.86

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16 Carbamidomethyl+C(20) LTGMAFRVPTANVSVVDLTCR 227 21 5 26.68 b3°b3b14y4y5 2307.20 79.536 11639 3 769.74 0.53

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17 IKWGDAGAEYVVESTGVFTTMEK 84 23 3 12.68 b11y7y11 2518.23 86.190 6300 3 840.08 4.46

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 6 25.25 y3y5°y5y6°y6y8 3983.85 118.991 5221 4 996.72 -11.21

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19
Carbamidomethyl+C(13)

;Phosphoryl STY(3)
VPTANVSVVDLTCR 234 14 8 49.27

b4b5b9b12y3y11°y11*y
11

1610.74 106.059 221437 2 805.88 -4.32



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20 Oxidation+M() VIISAPSADAPMFVMGVNHEK 118 21 4 13.46 b8y3y8*y8 2229.09 36.862 286130 4 558.03 -8.21

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 Oxidation+M(5) VVDLMAHMASKE 323 12 3 21.63 b6y5y10 1346.63 31.973 27182 2 673.82 -9.97

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

22 Oxidation+M(5) VVDLMAHMASK 323 11 5 49.51 b7b8y5y9y10 1217.61 62.957 7518 2 609.31 7.82

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

23 GALQNIIPASTG 200 12 0 4.3 1141.61 59.642 49713 2 571.31 -11.44

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

24 VIISAPSADAPMFVMGVNHEK 118 21 0 6.88 2195.09 75.062 1747 3 732.37 -0.56

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 SYELPDGQVITIGNER 239 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 HQGVMVGMGQK 40 11 21 157.89
b1b2*b2b3b4*b4b5b7b
10y3*y3y4*y4y5*y5y6y

7y9y10*y10y11
1171.58 32.471 377585 2 586.29 5.21

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 LDLAGRDLTDYLMK 178 14 10 57.72
b2b11b12y1y2y3y4y5y1

0y14
1623.82 77.988 165841 3 541.94 -14.66

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 IIAPPERK 329 8 11 66
b2y2y3°y3y4°y4y5y6°y6

y7y8
923.56 25.872 152293 2 462.28 -9.19

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 IIAPPER 329 7 9 52.63 y1y3°y3y4y5°y5y6°y6y7 795.46 32.583 87502 2 398.24 -10.51

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6 Carbamidomethyl+C(1) CDVDIRK 285 7 16 91.46
b1b2°b2b3°b3b4°b4b6y

1y2y3y4°y4y5y6y7
905.45 21.695 75530 2 453.23 -5.93

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 YSVWIGGSILASLSTFQQMWISK 337 23 10 30.44
b2b4b7b9y1y2y4y7y12y

23
2602.34 136.475 9094 3 868.12 2.63

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8 IWYHTFYNELR 85 11 7 37.36 b7°b7b8y2y5°y5y8 1541.75 110.642 6038 2 771.38 -3.01

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9 DLTDYLMK 184 8 3 35.35 b4y3y7 998.48 70.131 285391 2 499.75 -3.24

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 YPIEHGVVTNWDDMEK 69 16 4 16.61 b6y8y13°y13 1932.85 53.921 30049 2 966.93 -17.43

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11 Carbamidomethyl+C(17) TDNELSALVVDNGSGMCK 1 18 3 15.09 b16y3y13 1909.82 70.014 14300 2 955.41 -21.22

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12
MTQIMFEAFNTPAMYVAIQAVLS

LYASGR
119 29 4 17.28 b4b10b12°b12 3223.56 76.427 6291 4 806.65 -10.91

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 GVLTLK 63 6 1 13.37 y5 630.41 42.904 3163 1 630.41 -6.68

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14 Carbamidomethyl+C(2) LCYVALDFEQEMVR 216 14 5 38.67 b3b5b9y5y11 1772.80 106.008 2192 3 591.60 -21.14

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15 AAASSSPER 230 9 3 29.76 b6y4y7 875.41 47.053 1985 2 438.21 -10.95

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

16 IKIIAPPER 327 9 4 44.46 b5y3y4y5 1036.65 43.491 39222 2 518.83 1.53

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

17
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 12 46.86

b9*b9b11b14b23y7°y7y
11°y11y12y15°y15

2588.22 68.808 35976 3 863.41 -9.62

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

18 Carbamidomethyl+C(2) LCYVALDFEQEMVRAAASSSPER 216 23 6 50.25 b10y3y7y8y9y10 2629.21 136.363 6940 2 1315.11 -11.42



|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

19
YPIEHGVVTNWDDMEKIWYHTFY

NELR
69 27 5 26.6 b5b6b15b18*b18 3455.64 72.995 3456 4 864.67 8.20

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

20 AGFGGDDAPRAVFPSMIGRPR 19 21 3 13.46 b5b14y4 2174.06 117.971 1521 3 725.36 -12.91

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

21 Phosphoryl STY(4) EIITLAPSTMK 316 11 3 23.63 b6_H3PO4 b6y6y9 1283.61 90.820 2221 2 642.31 -10.46

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

22
Carbamidomethyl+C(2);

Oxidation+M(12)
LCYVALDFEQEMVR 216 14 4 18.69 b5b10°b10y6 1788.80 90.056 42152 2 894.91 -14.47

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

23 Oxidation+M(1) MQKEIITLAPSTMK 313 14 4 18.69 b3b6y5°y5 1606.87 58.244 26474 3 536.29 8.96

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

24 Oxidation+M(15) KDLYANTVLSGGSTMYPGIADR 291 22 4 13.05 b7y3y13°y13 2345.14 81.461 2648 3 782.38 -3.33

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 24 179.86
b3b4b5°b5b6*b6b7°b7*
b7b12y2y3y5°y5y6°y6y
7°y7y8y9°y9y10y12y13

1584.76 82.130 138460 2 792.88 2.31

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 AVFVDLEPTVIDEIR 64 15 26 229.48

b2b3b4b5°b5b6b7b10°b
10b11b12y2y3°y3y4°y4
y5y7y8y9°y9y10y11y12

y13y15

1715.92 88.475 124267 2 858.47 1.78

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 EIIDPVLDR 112 9 4 37.54 y5y6y7y9 1069.59 59.334 80061 2 535.30 0.34

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 53.84

b10b14y4y9y11y12y13°
y13y17

2750.30 72.865 53972 3 917.44 3.99

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 LISQIVSSITASLR 229 14 5 18.69 b4y2y5y8y14 1487.88 100.286 51813 2 744.44 -2.13

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 5 29.76 b2b3y5y7y9 1249.56 60.691 43718 2 625.28 4.01

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 LSVDYGKK 156 8 10 66
b2°b2y2y3y4y5y6°y6y7

y8
909.50 28.699 36993 2 455.25 -3.22

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13 Carbamidomethyl+C(5)
LSDQCTGLQGFLVFHSFGGGTGS

GFTSLLMER
124 32 6 23.89 b6b11y3y5y11y23 3406.61 104.640 8116 3 1136.21 -1.58

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

15 Carbamidomethyl+C(14) TIGGGDDSFTTFFCETGAGKHVPR 40 24 5 27.5 b4b6b9b12y4 2557.17 71.854 14320 4 640.05 -2.48

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

16 Carbamidomethyl+C(9) RSIQFVDWCPTGFK 338 14 4 18.69 b11y4y10°y10 1740.83 97.352 3184 3 580.95 -11.78

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

17 Carbamidomethyl+C(5) LSDQCTGLQGFLVFHS 124 16 0 11.62 1808.86 104.671 21746 2 904.93 -3.98

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

18 EIIDPVLDR 112 9 0 1.72 1051.57 59.337 6813 2 526.29 -3.95

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

19 AVFVDLEPTVIDEIR 64 15 0 4.3 1697.88 88.478 2275 3 566.63 -14.02



|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 LNGTDPEDVIR 92 11 11 85.4
b4y1y3y4y5°y5y6y8y9°y

9y11
1228.62 48.404 143043 2 614.81 -0.50

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 GNFNYIEFTR 150 10 12 110.85
b2*b2b3b5b6y3y4y5y6y

7y8y10
1260.60 66.624 92867 2 630.80 -2.42

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 ATSNVFAMFDQSQIQEFK 16 18 13 83.67
b2b5b14y2y3y4*y4y5y9

y10y12y13y18
2091.00 89.442 84529 2 1046.00 6.31

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 FTDEEVDELYR 132 11 9 51.73
b3y2y5y7y8°y8y9y10°y

11
1415.64 58.971 60388 2 708.32 5.78

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 ELLTTMGDR 123 9 5 53.49 y3y5y6y7y9 1035.51 48.441 27852 2 518.26 -6.01

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6
NPTDEYLDAMMNEAPGPINFTMF

LTMFGEK
62 30 8 37.36

b4b11°b11y4y5y6y10°y
10

3424.47 40.170 3213 4 856.87 -14.69

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7 EAFNMIDQNRDGFIDK 34 16 4 34.25 b3b12b14b15 1912.86 53.730 216627 4 478.97 -11.81

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

8 ELLTTMGDRFTDEEVDELYR 123 20 8 36.32
b7b11°b11y4°y4y5y11y

14
2432.13 78.950 79495 3 811.38 2.21

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

9 Carbamidomethyl+C(16)
LNGTDPEDVIRNAFACFDEEATGT

IQEDYLR
92 31 3 11.09 b6y4y14 3559.63 101.792 3344 3 1187.21 -0.27

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

10 DGFIDKEDLHDMLASLGK 44 18 3 22.25 b3b5b10 2003.97 62.961 2504 3 668.66 -2.86

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 LNGTDPEDVIR 93 11 11 85.4
b4y1y3y4y5°y5y6y8y9°y

9y11
1228.62 48.404 143043 2 614.81 -0.50

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 GNFNYIEFTR 151 10 12 110.85
b2*b2b3b5b6y3y4y5y6y

7y8y10
1260.60 66.624 92867 2 630.80 -2.42

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 ATSNVFAMFDQSQIQEFK 17 18 13 83.67
b2b5b14y2y3y4*y4y5y9

y10y12y13y18
2091.00 89.442 84529 2 1046.00 6.31

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 FTDEEVDELYR 133 11 9 51.73
b3y2y5y7y8°y8y9y10°y

11
1415.64 58.971 60388 2 708.32 5.78

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 ELLTTMGDR 124 9 5 53.49 y3y5y6y7y9 1035.51 48.441 27852 2 518.26 -6.01

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

6
NPTDAYLDAMMNEAPGPINFTMF

LTMFGEK
63 30 6 24.32 b10°b10b11y3°y3y20 3366.56 136.412 1615 3 1122.86 12.40

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

7 Oxidation+M()
NPTDAYLDAMMNEAPGPINFTMF

LTMFGEK
63 30 3 11.2 b13y12y22 3382.49 102.092 4960 3 1128.17 -6.21

|P35579|MYH9_HUMAN Myosin-9 1 IAEFTTNLTEEEEK 1000 14 16 154.34
b3b9b10b13y3°y3y4y6y
7y8y10y11y12°y12y13y

14
1653.79 56.959 261415 2 827.40 3.17

|P35579|MYH9_HUMAN Myosin-9 2 IAQLEEQLDNETK 1815 13 14 115.08
b2b3b4b10b11y5y6y9y1

0°y10y11y12y13*y13
1530.77 51.206 215409 2 765.89 2.55

|P35579|MYH9_HUMAN Myosin-9 3 LQQELDDLLVDLDHQR 1417 16 23 151.4
b2*b2b3b4°b4b8y1y3*y
3y4y5°y5y6*y6y7*y7y8
y11y12y13y14*y14y16

1949.98 85.231 199744 3 650.66 -7.01

|P35579|MYH9_HUMAN Myosin-9 4 QLLQANPILEAFGNAK 209 16 26 154.41

b2*b2b3*b3b4*b4b6*b
6b16y1y2y4*y4y5y6y7°
y7*y7y8*y8y10y11y12y

13y14y16

1726.95 90.793 175864 2 863.98 0.92

|P35579|MYH9_HUMAN Myosin-9 5 HSQAVEELAEQLEQTKR 1193 17 6 26.6 b7y2y3y4°y4y9 1996.01 60.804 155905 3 666.01 0.73

|P35579|MYH9_HUMAN Myosin-9 6 IMGIPEEEQMGLLR 327 14 8 43.32
b2b3b4y9y10y12°y12y1

4
1615.82 77.452 155072 2 808.41 0.76

|P35579|MYH9_HUMAN Myosin-9 7 IIGLDQVAGMSETALPGAFK 617 20 9 57.05 b2b3b15y2y3y5y6y7y8 2018.07 89.505 150932 2 1009.54 3.81

|P35579|MYH9_HUMAN Myosin-9 8 IAQLEEELEEEQGNTELINDR 1730 21 12 94.16
b3b10b11y2y3y4y5y6y7

y10y11y21
2472.17 70.344 150600 3 824.73 -0.20



|P35579|MYH9_HUMAN Myosin-9 9 DELADEIANSSGK 1703 13 11 81.42
b2b3b4b12y2y3y4°y4y5

y6y9
1348.62 49.206 138060 2 674.81 -0.09

|P35579|MYH9_HUMAN Myosin-9 10 DFSALESQLQDTQELLQEENR 1301 21 18 87.43
b2b3°b3b4°b4b5b14°b1
4*b14y2y3*y3y4y5°y5y

6y8y12
2493.17 91.211 137627 3 831.73 -2.55

|P35579|MYH9_HUMAN Myosin-9 11 ELESQISELQEDLESER 1107 17 21 153.31
b2b5°b5b7b8°b8b13b14
y3y5y6°y6y8*y8y9y11y

12°y12y13y14y17
2033.97 78.993 136713 2 1017.49 9.30

|P35579|MYH9_HUMAN Myosin-9 12 ALEQQVEEMK 1528 10 13 72.82
b2b3y1y2y3y4°y4y6*y6

y7*y7y8y10
1204.59 45.415 135491 2 602.80 0.81

|P35579|MYH9_HUMAN Myosin-9 13 LDPHLVLDQLR 682 11 8 80.24 y3y4*y4y5y6y7y9y11 1318.75 70.756 123603 2 659.88 -1.57

|P35579|MYH9_HUMAN Myosin-9 14 ANLQIDQINTDLNLER 1754 16 23 141.98

b2b3*b3b4*b4b6b7°b7b
15y2y3y4*y4y6*y6y8y1
0*y10y11y12y13*y13y1

6

1869.97 71.813 112158 2 935.49 3.07

|P35579|MYH9_HUMAN Myosin-9 15 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 14 67.23
b2b3b20y2y4*y4y5y11y
13*y13y15y16y18y20

2286.10 79.248 111332 3 762.71 -2.78

|P35579|MYH9_HUMAN Myosin-9 16 LQVELDNVTGLLSQSDSK 1277 18 14 88.06
b2*b2b4b5°b5y4y6°y6y

7y13y14y15y16y18
1946.02 80.569 109655 2 973.51 5.02

|P35579|MYH9_HUMAN Myosin-9 17 VEAQLQELQVK 1249 11 14 130.24
b2b3b4b9b10y2y3*y3y4

y5y7y8y9y11
1284.71 52.958 108908 2 642.86 -3.61

|P35579|MYH9_HUMAN Myosin-9 18 ASITALEAK 1806 9 9 37.54 b1b2°b2y2y5°y5y6y8y9 903.51 41.679 105113 2 452.26 -8.85

|P35579|MYH9_HUMAN Myosin-9 19 VVFQEFR 711 7 10 62.56
b6y1y2y3y4°y4*y4y5y6

y7
924.49 55.502 100518 2 462.75 -6.27

|P35579|MYH9_HUMAN Myosin-9 20 EEILAQAK 1661 8 3 40.12 y4y5y6 901.49 34.232 92599 2 451.25 -5.69
|P35579|MYH9_HUMAN Myosin-9 21 LQEMEGTVK 1793 9 5 37.54 y2y3y6y7y9 1034.52 31.901 86903 2 517.76 3.78

|P35579|MYH9_HUMAN Myosin-9 22 TQLEELEDELQATEDAK 1538 17 7 52.39 y2y4y5y6y13y14y17 1961.93 78.396 85898 2 981.47 4.79

|P35579|MYH9_HUMAN Myosin-9 23 ALELDSNLYR 745 10 10 59.87
b2b8y2y3y5y6y8°y8*y8

y10
1193.62 59.570 83432 2 597.31 2.86

|P35579|MYH9_HUMAN Myosin-9 24 MQQNIQELEEQLEEEESAR 940 19 16 142.41
b4b5b6b7b8b11y2y4y5y

7y8y9y13y14y17y19
2333.08 74.612 83195 2 1167.04 8.37

|P35579|MYH9_HUMAN Myosin-9 25 LEVNLQAMK 1557 9 8 66.43 b2y1y4*y4y5y6y7y8 1045.57 57.741 81461 2 523.29 -1.87

|P35579|MYH9_HUMAN Myosin-9 26 KEEELQAALAR 1080 11 6 65.53 b6y3y5y7y10y11 1257.68 42.097 79629 2 629.34 1.26

|P35579|MYH9_HUMAN Myosin-9 27 ELEDATETADAMNR 1898 14 11 90.09
b9y2y3y4y6y9y10°y10y

11y12y14
1565.68 42.871 78842 2 783.35 5.30

|P35579|MYH9_HUMAN Myosin-9 28 YEILTPNSIPK 720 11 6 35.78 b2b10y6y8y9y11 1274.70 62.075 77970 2 637.85 0.29

|P35579|MYH9_HUMAN Myosin-9 29 TEMEDLMSSKDDVGK 1503 15 13 93.3
b2°b2b10b12b13y3y4y5

y8°y8y9y10y15
1684.73 50.866 77677 3 562.25 -7.46

|P35579|MYH9_HUMAN Myosin-9 30 VSHLLGINVTDFTR 373 14 12 103.54
b5b6y3y4°y4y5°y5y6y7

y9y10y14
1571.84 74.505 76994 3 524.62 -9.32

|P35579|MYH9_HUMAN Myosin-9 31 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 9 92.32 b3b7b8y3y4y5y7y8y11 1294.62 58.484 76860 2 647.81 -2.73

|P35579|MYH9_HUMAN Myosin-9 32 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 9 66.99 b3b6y1y4y5y7y8y9y14 1760.84 54.719 73015 2 880.92 2.36

|P35579|MYH9_HUMAN Myosin-9 33 NFINNPLAQADWAAK 14 15 7 54.18 b6y6y7y8y10y14y15 1672.85 77.762 70254 2 836.93 1.09

|P35579|MYH9_HUMAN Myosin-9 34 QIATLHAQVADMK 1357 13 7 57.36 y3y4y5y7y11y13*y13 1425.74 46.460 68243 3 475.92 -5.48

|P35579|MYH9_HUMAN Myosin-9 35 VIQYLAYVASSHK 186 13 10 91.03
b1y3y5°y5y6y8y9y10y1

1y13
1478.78 60.665 56220 3 493.60 -11.80

|P35579|MYH9_HUMAN Myosin-9 36 AGVLAHLEEER 764 11 5 40.55 b3y4y5y6y11 1223.63 49.421 44555 2 612.32 -5.59



|P35579|MYH9_HUMAN Myosin-9 37 QLEEAEEEAQR 1877 11 7 80.24 y3y4y5y6y7y9°y9 1331.61 28.847 44189 2 666.31 0.46

|P35579|MYH9_HUMAN Myosin-9 38 NTDQASMPDNTAAQK 358 15 8 38.8
b3y4y8*y8y10*y10y11y

15
1591.71 25.889 41438 2 796.36 2.68

|P35579|MYH9_HUMAN Myosin-9 39 DLEAHIDSANK 1620 11 5 26.64 b8y5°y5y6y11 1212.58 34.133 41384 2 606.80 -1.01
|P35579|MYH9_HUMAN Myosin-9 40 EEVGEEAIVELVENGKK 47 17 6 26.6 b2b8y8y9y11y17 1871.94 75.132 39607 3 624.65 -10.76
|P35579|MYH9_HUMAN Myosin-9 41 EQEVNILKK 1165 9 5 53.49 y2y3y4y5y7 1100.65 36.478 39528 2 550.83 14.53

|P35579|MYH9_HUMAN Myosin-9 42 NLPIYSEEIVEMYK 125 14 10 70.67
b3b4y1y5°y5y8y9y10y1

2y14
1727.87 81.508 38831 2 864.44 7.56

|P35579|MYH9_HUMAN Myosin-9 43 Carbamidomethyl+C(1) CNGVLEGIR 693 9 6 53.49 b2*b2y3y4y5y7 1017.51 48.410 37209 2 509.26 -3.60

|P35579|MYH9_HUMAN Myosin-9 44 THEAQIQEMR 1181 10 11 64.24
b2b3°b3b4b8y2y4*y4y7

y8y10
1242.59 28.347 33567 2 621.80 1.57

|P35579|MYH9_HUMAN Myosin-9 45 SMEAEMIQLQEELAAAER 1676 18 17 112.46
b2b13°b13*b13b14*b14
y2y3y4y5y6y8°y8y9*y9

y10y11
2048.95 93.594 30886 3 683.66 -5.60

|P35579|MYH9_HUMAN Myosin-9 46 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 4 25.65 y10y11y13y15 1696.76 53.492 30879 2 848.88 12.52

|P35579|MYH9_HUMAN Myosin-9 47 TELEDTLDSTAAQQELR 1145 17 4 23.2 y3y9y12y17 1919.93 61.112 28351 2 960.47 5.53

|P35579|MYH9_HUMAN Myosin-9 48 LEGDSTDLSDQIAELQAQIAELK 1052 23 18 102.95
b2b11°b11b13b14*b14b
16b19y2y3°y3y4y5y6y7

y8*y8y23
2487.26 101.337 22447 2 1244.13 5.01

|P35579|MYH9_HUMAN Myosin-9 49 IAQLEEQLDNETKER 1815 15 11 53.17
b7*b7b9°b9y7y8y10y11

°y11*y11y15
1815.91 49.895 21990 2 908.46 3.29

|P35579|MYH9_HUMAN Myosin-9 50 ADEWLMK 580 7 4 39.69 y3y4y5y7 892.42 55.442 21939 2 446.72 0.21

|P35579|MYH9_HUMAN Myosin-9 51
Carbamidomethyl+C(11)
;Carbamidomethyl+C(12

)
ITDVIIGFQACCR 778 13 3 29.26 y5y9y12 1552.77 52.226 12710 3 518.26 5.58

|P35579|MYH9_HUMAN Myosin-9 52 LTEMETLQSQLMAEK 867 15 13 52.2
b2b4b7°b7b9°b9*b9b10

°b10y7y8°y8y15
1751.87 103.216 5744 2 876.44 6.83

|P35579|MYH9_HUMAN Myosin-9 53 LQRELEDATETADAMNR 1895 17 4 23.2 b10*b10b13b15 1962.91 73.927 1524 2 981.96 -2.30

|P35579|MYH9_HUMAN Myosin-9 54 Carbamidomethyl+C(14) LQLQEQLQAETELCAEAEELR 882 21 3 13.46 b6b10y16 2501.21 80.862 116015 2 1251.11 -2.73

|P35579|MYH9_HUMAN Myosin-9 55 GALALEEK 1716 8 4 35.35 b4b7°b7y4 830.45 37.596 34913 2 415.73 -9.04
|P35579|MYH9_HUMAN Myosin-9 56 TDLLLEPYNK 289 10 3 26.21 b3y7y9 1205.64 61.459 29759 2 603.32 -4.05

|P35579|MYH9_HUMAN Myosin-9 57 EEVGEEAIVELVENGK 47 16 9 40.2
b4°b4b9b15°b15*b15y4

y5*y5
1743.89 90.690 22114 2 872.45 11.62

|P35579|MYH9_HUMAN Myosin-9 58 QAQQER 1697 6 1 13.37 y5 759.38 33.366 20292 2 380.19 7.39
|P35579|MYH9_HUMAN Myosin-9 59 HSQAVEELAEQLEQTK 1193 16 3 23.15 b6b7y8 1839.89 66.114 15760 3 613.97 -11.61
|P35579|MYH9_HUMAN Myosin-9 60 LMATLR 656 6 1 13.37 y5 704.41 39.656 13783 2 352.71 -5.63
|P35579|MYH9_HUMAN Myosin-9 61 VTTEAK 966 6 1 13.37 b4 648.36 31.474 10103 2 324.68 1.60
|P35579|MYH9_HUMAN Myosin-9 62 GAGDGSDEEVDGK 1937 13 3 20.02 b8y6y8 1235.49 42.242 9377 2 618.25 -6.52
|P35579|MYH9_HUMAN Myosin-9 63 NAEQYK 1856 6 2 13.37 y5°y5 752.35 67.600 7352 1 752.35 -9.82
|P35579|MYH9_HUMAN Myosin-9 64 VAAYDK 1404 6 1 13.37 y3 666.35 50.277 5600 2 333.68 13.83
|P35579|MYH9_HUMAN Myosin-9 65 ADGAEAKPAE 1950 10 7 56.07 b5b6°b6b7y6°y6y7 958.43 91.224 4776 2 479.72 -18.79
|P35579|MYH9_HUMAN Myosin-9 66 ELDDTR 1652 6 1 13.37 y4 748.34 35.813 4222 1 748.34 -10.77
|P35579|MYH9_HUMAN Myosin-9 67 HEAMITDLEER 1024 11 4 40.55 b6y5y7y9 1343.64 62.298 3920 2 672.32 7.45
|P35579|MYH9_HUMAN Myosin-9 68 MAQQAADK 0 8 3 35.35 b5y5y7 862.41 86.356 3101 1 862.41 3.40

|P35579|MYH9_HUMAN Myosin-9 69 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 4 20.02 b4b10y9°y9 1641.75 80.701 2443 2 821.38 -2.60

|P35579|MYH9_HUMAN Myosin-9 70 DMFQETMEAMR 316 11 4 23.63 b8y4°y4y6 1388.59 44.472 2196 3 463.53 16.97
|P35579|MYH9_HUMAN Myosin-9 71 EQLEEEEEAK 1342 10 3 26.21 b4b7y8 1233.56 40.181 1768 1 1233.56 11.97
|P35579|MYH9_HUMAN Myosin-9 72 VEEEAAQK 1091 8 5 35.35 b3b7°b7y5*y5 903.45 53.675 1697 2 452.23 7.43

|P35579|MYH9_HUMAN Myosin-9 73 EQLEEEEEAKHNLEK 1342 15 13 120.72
b12y3y4y5y6y7*y7y8y1

0*y10y11*y11y13
1854.86 34.563 158678 3 618.96 -5.40

|P35579|MYH9_HUMAN Myosin-9 74 Carbamidomethyl+C(8) KQELEEICHDLEAR 909 14 4 40.87 y5y6y7y11 1769.84 56.136 1116153 590.62 -4.83



|P35579|MYH9_HUMAN Myosin-9 75 Carbamidomethyl+C(27)
RQGASFIGILDIAGFEIFDLNSFEQL

CINYTNEK
441 34 5 39.13 y3y4y10*y10y11 3922.92 95.531 104056 3 1308.31 -3.24

|P35579|MYH9_HUMAN Myosin-9 76
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 23 121.54

b3b4b8b9°b9b13b14b16
b21°b21y5°y5*y5y7*y7
y8*y8y9°y9y10°y10y11°

y11

3017.48 118.138 90456 3 1006.50 0.16

|P35579|MYH9_HUMAN Myosin-9 77 KLEGDSTDLSDQIAELQAQIAELK 1051 24 24 199.65

b3°b3b6b7b8°b8b9b10b
12°b12b13*b13b14b21y
3°y3y4y5y6y7y8y9y11y

12

2615.34 96.669 86098 3 872.45 -1.31

|P35579|MYH9_HUMAN Myosin-9 78 RGDLPFVVPR 1922 10 6 73.78 b3b4b6b7y4y5 1155.66 60.388 67134 2 578.34 0.53
|P35579|MYH9_HUMAN Myosin-9 79 KFDQLLAEEK 1444 10 3 26.21 b5b8y8 1220.65 48.451 66968 2 610.83 -2.50

|P35579|MYH9_HUMAN Myosin-9 80
FLSNGHVTIPGQQDKDMFQETME

AMR
301 26 3 22.52 y3y4y6 3010.38 76.395 64236 4 753.35 -2.76

|P35579|MYH9_HUMAN Myosin-9 81 ELESQISELQEDLESERASR 1107 20 3 13.93 b3b7y11 2348.14 81.249 63123 3 783.39 9.36
|P35579|MYH9_HUMAN Myosin-9 82 RQLEEAEEEAQR 1876 12 3 21.63 b4b8y11 1487.71 54.797 44930 2 744.36 -1.72
|P35579|MYH9_HUMAN Myosin-9 83 TELADKVTK 1268 9 4 44.46 b3y3y6y7 1004.55 25.388 44373 2 502.78 -9.11

|P35579|MYH9_HUMAN Myosin-9 84 YLYVDKNFINNPLAQADWAAK 8 21 6 44.3 b9y3y4y8y10y11 2454.25 82.597 41181 3 818.75 1.39

|P35579|MYH9_HUMAN Myosin-9 85
ALEQQVEEMKTQLEELEDELQAT

EDAK
1528 27 6 17.24 b5b10°b10b13°b13y11 3147.49 104.435 36043 31049.84 1.16

|P35579|MYH9_HUMAN Myosin-9 86 AGKLDPHLVLDQLR 679 14 4 26.7 b5b7y3y6 1574.89 66.010 33192 3 525.63 -9.92

|P35579|MYH9_HUMAN Myosin-9 87 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 3 25.65 b5b7b8 1888.91 50.659 32461 3 630.31 -10.47

|P35579|MYH9_HUMAN Myosin-9 88 Carbamidomethyl+C(6) DKADFCIIHYAGK 563 13 4 31.41 b11y4y5y11 1537.73 54.440 25873 3 513.25 -10.08

|P35579|MYH9_HUMAN Myosin-9 89 DLEAHIDSANKNR 1620 13 10 64.5
b4b5°b5b7°b7b9y6*y6y

8y9
1482.73 30.885 25827 3 494.91 -0.49

|P35579|MYH9_HUMAN Myosin-9 90 LTKDFSALESQLQDTQELLQEENR 1298 24 3 12.37 b10y3y5 2835.36 96.592 25803 3 945.79 -13.69

|P35579|MYH9_HUMAN Myosin-9 91
GAGDGSDEEVDGKADGAEAKPA

E
1937 23 4 19.48 b16y3y12y15 2174.95 42.152 24745 2 1087.98 9.32

|P35579|MYH9_HUMAN Myosin-9 92 QLEEAEEEAQRANASR 1877 16 4 23.44 b3b11y11y14 1830.87 104.665 24367 2 915.94 9.40

|P35579|MYH9_HUMAN Myosin-9 93 IAQLEEELEEEQGNTELINDRLK 1730 23 5 28.55 b3b6b9b10y16 2713.35 107.221 22407 4 679.09 -2.79

|P35579|MYH9_HUMAN Myosin-9 94 QLAAENRLTEMETLQSQLMAEK 860 22 5 13.05 b3*b3y7°y7y15 2534.24 107.934 16559 3 845.42 -6.55

|P35579|MYH9_HUMAN Myosin-9 95 VEAQLQELQVKFNEGER 1249 17 6 26.6 b6*b6b7b9*b9y4 2017.05 61.406 13372 3 673.02 9.80
|P35579|MYH9_HUMAN Myosin-9 96 DLEGLSQRHEEK 1392 12 3 21.63 b5y6y9 1440.70 72.703 13286 2 720.85 -5.34
|P35579|MYH9_HUMAN Myosin-9 97 TDLLLEPYNKYR 289 12 3 25.61 b4y4y5 1524.80 60.430 12310 3 508.94 -5.84

|P35579|MYH9_HUMAN Myosin-9 98
SGFEPASLKEEVGEEAIVELVENG

K
38 25 6 27.21 b6b8b13°b13b14y3 2660.33 114.989 10809 3 887.45 0.00

|P35579|MYH9_HUMAN Myosin-9 99 KANLQIDQINTDLNLER 1753 17 4 25.35 b13y6y8y11 1998.06 65.395 9564 2 999.53 -1.71
|P35579|MYH9_HUMAN Myosin-9 100 NAEQYKDQADK 1856 11 3 30.62 y3y4y7 1309.60 64.069 9067 2 655.30 -0.09
|P35579|MYH9_HUMAN Myosin-9 101 KMQQNIQELEEQLEEEESAR 939 20 3 13.93 b8b14y14 2461.17 68.811 6088 3 821.06 6.25
|P35579|MYH9_HUMAN Myosin-9 102 VDYKADEWLMK 576 11 6 46.57 b3°b3b8b9°b9b10 1397.68 54.871 5400 2 699.34 -1.31

|P35579|MYH9_HUMAN Myosin-9 103 DFSALESQLQDTQELLQEENRQK 1301 23 4 22.77 b5b6°b6b13 2749.32 86.458 5205 3 917.11 -3.29

|P35579|MYH9_HUMAN Myosin-9 104 YEILTPNSIPKGFMDGK 720 17 3 23.2 y6y8y10 1909.96 59.250 4081 3 637.32 -7.54
|P35579|MYH9_HUMAN Myosin-9 105 RALEQQVEEMK 1527 11 4 26.64 b10*b10y9y10 1360.70 62.134 3767 1 1360.70 6.19
|P35579|MYH9_HUMAN Myosin-9 106 NENARQQLER 1775 10 6 27.97 b5°b5b6°b6y8*y8 1257.61 71.964 3752 2 629.31 -13.30
|P35579|MYH9_HUMAN Myosin-9 107 LLEDRIAEFTTNLTEEEEK 995 19 3 14.47 b14y8y10 2280.13 46.586 3253 3 760.71 0.43
|P35579|MYH9_HUMAN Myosin-9 108 LMATLRNTNPNFVR 656 14 3 26.47 y5y8y9 1646.86 45.202 2654 3 549.63 -8.97
|P35579|MYH9_HUMAN Myosin-9 109 QAQQERDELADEIANSSGK 1697 19 3 14.47 b3b10y6 2088.96 105.493 2546 2 1044.99 -7.36

|P35579|MYH9_HUMAN Myosin-9 110 Carbamidomethyl+C(4) ADFCIIHYAGKVDYK 565 15 4 28.59 b9b10b13y3 1799.88 107.835 2093 2 900.44 -1.83

|P35579|MYH9_HUMAN Myosin-9 111 MAQQAADKYLYVDK 0 14 3 26.47 b5b6b9 1643.80 25.006 2036 3 548.60 -8.17

|P35579|MYH9_HUMAN Myosin-9 112 QVEDEKNSFR 1332 10 7 53.92 y4y5y8°y8y9°y9*y9 1251.58 136.371 1745 1 1251.58 -12.68



|P35579|MYH9_HUMAN Myosin-9 113 MQQNIQELEEQLEEEESARQK 940 21 3 23.11 b6b8b9 2589.18 103.274 1660 3 863.73 -13.20

|P35579|MYH9_HUMAN Myosin-9 114 RHEMPPHIYAITDTAYR 142 17 10 66.11
b5°b5b6b8b12y5y7y8y9

°y9
2071.00 111.804 1608 3 691.01 -8.02

|P35579|MYH9_HUMAN Myosin-9 115 Phosphoryl STY() HEMPPHIYAITDTAYR 143 16 9 62.56
b4_H3PO4 

b4b5b6b10°b10b11y5°y
5y10_HPO3 y10

1994.87 44.561 53858 3 665.63 0.37

|P35579|MYH9_HUMAN Myosin-9 116 Phosphoryl STY(2) VSHLLGINVTDFTR 373 14 4 24.13 b13y12y13°y13 1651.82 83.889 12193 3 551.28 6.87
|P35579|MYH9_HUMAN Myosin-9 117 Phosphoryl STY(4) VIQYLAYVASSHK 186 13 5 20.02 b5b12°b12y8°y8 1558.76 136.462 3881 1 1558.76 -0.08
|P35579|MYH9_HUMAN Myosin-9 118 Phosphoryl STY(4) ASITALEAK 1806 9 5 29.76 b3°b3y7y8°y8 983.47 97.775 2193 1 983.47 -0.81

|P35579|MYH9_HUMAN Myosin-9 119 Phosphoryl STY(15) HSQAVEELAEQLEQTK 1193 16 3 16.61 b13b15y10_H3PO4 y10 1919.84 75.652 1786 2 960.43 -10.55

|P35579|MYH9_HUMAN Myosin-9 120 Oxidation+M(12) LTEMETLQSQLMAEK 867 15 4 17.57 b4°b4b13y12 1767.85 104.579 1637862 884.43 -3.04
|P35579|MYH9_HUMAN Myosin-9 121 Oxidation+M(12) ELEDATETADAMNR 1898 14 4 32.14 b9b10y4y12 1581.69 54.079 12374 2 791.35 13.51
|P35579|MYH9_HUMAN Myosin-9 122 Oxidation+M(2) VMQEQGTHPK 545 10 3 26.21 b3b9y6 1170.55 64.229 9789 2 585.78 -9.07

|P35579|MYH9_HUMAN Myosin-9 123 Oxidation+M(7) DMFQETMEAMR 316 11 12 51.73
b3°b3b4°b4*b4b5°b5b7

°b7y8°y8*y8
1404.55 16.853 8241 3 468.85 -9.91

|P35579|MYH9_HUMAN Myosin-9 124 Oxidation+M(4) HEAMITDLEER 1024 11 3 30.62 y6y8y9 1359.64 50.829 5096 3 453.88 10.59
|P35579|MYH9_HUMAN Myosin-9 125 Oxidation+M(3) LEMDLKDLEAHIDSANK 1614 17 4 22.13 b3b16y5y9 1957.96 97.760 2729 3 653.32 3.43

|P35579|MYH9_HUMAN Myosin-9 126
Carbamidomethyl+C(8);

Oxidation+M(5)
LQAQMKDCMRELDDTR 1642 16 5 27.52 b3y5y7y8°y8 2025.94 116.896 2726 3 675.98 11.87

|P35579|MYH9_HUMAN Myosin-9 127 PHLVLDQLR 684 9 1 7.74 b3 1090.63 70.765 11707 2 545.82 -3.36
|P35579|MYH9_HUMAN Myosin-9 128 QYLAYVASSHK 188 11 1 7.35 b3 1266.65 60.655 9499 2 633.83 1.45
|P35579|MYH9_HUMAN Myosin-9 129 GVLAHLEEER 765 10 0 2.58 1152.60 49.430 8271 2 576.80 -2.54
|P35579|MYH9_HUMAN Myosin-9 130 EQEVNIL 1165 7 0 1.72 844.45 36.476 7674 2 422.73 9.47

|P35579|MYH9_HUMAN Myosin-9 131 Carbamidomethyl+C(2) FCIIHYAGK 567 9 2 18.47 b3b8 1108.56 58.498 6673 2 554.78 1.21

|P35579|MYH9_HUMAN Myosin-9 132 Carbamidomethyl+C(3) DFCIIHYAGK 566 10 0 2.58 1223.60 58.501 6121 2 612.30 7.58

|P35579|MYH9_HUMAN Myosin-9 133 LAHLEEER 767 8 1 7.74 b3 996.50 49.474 5361 2 498.75 -9.68
|P35579|MYH9_HUMAN Myosin-9 134 AHLEEER 768 7 0 2.58 883.43 49.410 2980 2 442.22 -1.24
|P35579|MYH9_HUMAN Myosin-9 135 DPHLVLDQLR 683 10 0 2.58 1205.67 70.755 2858 2 603.34 5.16
|P35579|MYH9_HUMAN Myosin-9 136 ATLHAQVADMK 1359 11 1 7.35 b9 1184.61 46.447 1638 2 592.81 -0.41
|P35579|MYH9_HUMAN Myosin-9 137 EEVGEEAIVELVENGKK 47 17 0 5.16 1853.94 75.124 9153 3 618.65 -2.44
|P35579|MYH9_HUMAN Myosin-9 138 QIATLHAQVADMK 1357 13 0 3.44 1408.72 46.440 5282 3 470.25 1.99
|P35579|MYH9_HUMAN Myosin-9 139 IIGLDQVAGMSETALPGAFK 617 20 0 6.45 2000.02 89.526 3014 3 667.35 -13.43
|P35579|MYH9_HUMAN Myosin-9 140 ASITALEAK 1806 9 0 1.72 885.49 41.675 2876 2 443.25 -8.00

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 19 112.61
b2*b2b3b4y1y2y3y4°y4
y5°y5y6°y6y7y8y9°y9*y

9y10
1243.65 58.792 415495 2 622.33 -0.39

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 TIDDLEEK 215 8 5 40.12 y1y2y3y4y6 962.46 34.088 181242 2 481.74 -5.07

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 IQALQQQADEAEDR 13 14 22 137.21
b2*b2b3b4y1y2y3°y3y4
y5°y5y6y8y9°y9*y9y10°

y10*y10y11y12y14
1614.78 39.020 173909 2 807.89 4.08

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 AEGDVAALNRR 44 11 13 68.47
b1b2b6b7y2y6*y6y7*y7

y9*y9y10y11
1171.62 29.225 91870 2 586.31 -1.88

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 AEGDVAALNR 44 10 7 50.91 b2y4*y4y5y6y8y10 1015.52 32.510 64874 2 508.26 3.91

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 LVILEGELER 132 10 4 27.97 b2b3y7y8 1170.67 66.656 40190 2 585.84 -1.46

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 LATALQK 69 7 11 65.57
b3°b3b4y3y5°y5*y5y6°y

6*y6y7
744.45 27.845 32670 2 372.73 -14.51

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 MEIQEMQLK 104 9 5 37.54 b2y2y4y7y8 1149.56 56.361 11575 1 1149.56 0.64

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 AGLNSLEAVKR 1 11 4 23.63 b3b8°b8y5 1157.65 57.911 5571 2 579.33 -14.45



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 YSEK 177 4 1 12.51 y3 526.25 53.927 2924 1 526.25 -5.57

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 Carbamidomethyl+C(19) EENVGLHQTLDQTLNELNCI 228 20 3 13.93 b8b13y9 2340.15 61.558 2083 3 780.72 15.44

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 KLVILEGELER 131 11 4 40.55 b4b5b6y7 1298.77 61.712 105263 2 649.89 0.85

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 KIQALQQQADEAEDR 12 15 10 87.05
b10y4°y4y5y6y7y8*y8y

9y12
1742.85 36.270 70993 3 581.62 -8.19

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

14 IQLVEEELDRAQER 55 14 8 47.28
b7°b7*b7y4*y4y5y11y1

2
1727.88 58.297 49422 3 576.63 -4.38

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

15 LEEAEKAADESER 76 13 4 48.22 y5y6y7y8 1476.67 24.217 39788 3 492.90 -4.79

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

16 EKAEGDVAALNR 42 12 5 33.32 b5y4y8y9°y9 1272.65 29.975 8608 2 636.83 -6.33

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

17 SLEAASEKYSEK 169 12 3 21.63 b9y6y9 1341.65 25.579 2052 2 671.33 -0.27

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

18 EDKYEEEIK 181 9 3 29.76 b3b4y4 1182.56 19.540 2016 3 394.86 10.12

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

19 Phosphoryl STY(5) AGLNSLEAVK 1 10 5 51.3
b4b8_HPO3 

b8y3y4y6_HPO3 y6
1081.51 62.987 10781 3 361.17 -11.29

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

20 Phosphoryl STY(6) MAGLNSLEAVK 0 11 3 23.63 b5b10y6 1212.56 75.477 7177 2 606.78 1.71

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

21 GDVAALNRR 46 9 3 30.62 b3b4b6 971.53 29.228 46042 2 486.27 -3.46

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

22 EGDVAALNRR 45 10 2 18.47 b3b9 1100.58 29.227 17018 2 550.79 -1.00

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

23 AEGDVAALNRR 44 11 0 2.58 1153.60 29.276 4396 3 385.20 -5.19

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1 VGAHAGEYGAEALER 17 15 19 182.87
b4b5b6b7b8b9°b9b10b1
1y1y2y3y4y5y6y7y10y1

1y15
1529.72 39.750 546813 3 510.58 -10.69

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2
VADALTNAVAHVDDMPNALSAL

SDLHAHK
62 29 37 244.87

b1b2b3b4b5°b5b6°b6b7
°b7b13b14°b14b15°b15
y1y2y3y4y5y6°y6y7°y7y
8y9y10°y10y11y14y20y
21y24y25y27y29*y29

2996.47 87.761 514812 4 749.87 -6.84

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 MFLSFPTTK 32 9 14 86.3
b2b3y1y2°y2y3°y3y4°y4

y5y6y7y8y9
1071.55 73.738 495398 2 536.28 -6.04

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 VDPVNFK 93 7 12 81.52
b1b3b5b7y1y3*y3y4y5y

6°y6y7
818.43 42.203 141318 2 409.72 -9.47

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 TYFPHFDLSHGSAQVK 41 16 8 51.76
b8y7y8*y8y10y12°y12y

13
1833.85 61.899 434542 4 459.22 -20.83

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 VLSPADKTNVK 1 11 3 23.63 b10y4y7 1171.66 41.759 48766 2 586.33 -7.50

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 5 22.61 b5y3y4y7y9 4258.28 135.885 26406 5 852.46 -11.12

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

8
MFLSFPTTKTYFPHFDLSHGSAQV

K
32 25 5 18.25 b3b6b11°b11y14 2886.44 115.932 5279 3 962.82 3.30

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

9 PNALSALSDLHAHK 77 14 5 35.73 b3b4*b4b5°b5 1473.78 87.761 11144 2 737.39 -1.08

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

10 LSALSDLHAHK 80 11 2 12.18 b4b6 1191.64 87.742 2051 2 596.32 -7.99

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

11 ALSALSDLHAHK 79 12 0 10.33 1262.68 87.775 1909 2 631.84 -4.54

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

12 VGAHAGEYGAEALER 17 15 0 4.3 1511.72 39.740 11495 3 504.58 2.91



|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 AVFVDLEPTVIDEVR 64 15 13 124.42
b3b6b7y2y3y4y6y7y8y1

0y11y12y15
1701.91 83.845 209045 2 851.46 0.14

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 24 179.86
b3b4b5°b5b6*b6b7°b7*
b7b12y2y3y5°y5y6°y6y
7°y7y8y9°y9y10y12y13

1584.76 82.130 138460 2 792.88 2.31

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 53.84

b10b14y4y9y11y12y13°
y13y17

2750.30 72.865 53972 3 917.44 3.99

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 LISQIVSSITASLR 229 14 5 18.69 b4y2y5y8y14 1487.88 100.286 51813 2 744.44 -2.13

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 5 29.76 b2b3y5y7y9 1249.56 60.691 43718 2 625.28 4.01

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 LSVDYGKK 156 8 10 66
b2°b2y2y3y4y5y6°y6y7

y8
909.50 28.699 36993 2 455.25 -3.22

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

11 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

12 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|P02776|PLF4_HUMAN Platelet factor 4 1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 14 134.05
b4b5b8b9b10b15y3y4y5

y6y7y8y11y15
1577.83 60.633 393974 3 526.62 -9.52

|P02776|PLF4_HUMAN Platelet factor 4 2 HITSLEVIK 53 9 13 102.25
b1b2b3b4b5°b5b6b7y2y

3y7y8y9
1039.61 47.740 353747 2 520.31 -2.82

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 7 35.39 b2y2y8y9y10°y10y11 1333.72 73.185 111082 2 667.36 -0.73

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 3 25.61 b5y4y5 1461.82 66.945 54822 2 731.41 4.34

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 24 174.16

b1b2b3b4b5b7b12°b12y
2y3y4y6y10°y10y12y14
y16y17y18*y18y19y20y

21y23

2520.27 66.082 373052 3 840.76 2.42

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITG
KDCQDIANK

153 32 18 85.78
b2b3b5*b5b16y2y3*y3y
4y8y9y10y13y14y19y27

y29y32
3712.69 49.625 203244 5 743.34 -11.84

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 10 26.96

b3b8b12y2y3°y3y6°y6y
9y26

3039.46 107.773 153246 4 760.62 -0.32

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4 YLQEIYNSNNQK 134 12 14 119.88
b2b3b4b5b9b10y6y7*y7

y8y9y10*y10y12
1513.73 44.041 132164 2 757.37 2.34

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5 LTIGEGQQHHLGGAK 417 15 5 38.8 b10y4y5y9y12 1545.79 31.901 124040 3 515.94 -13.19

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 10 60.41
b2b3°b3y1y2y3y4y5y7y

9
1194.49 44.075 122801 2 597.75 1.64



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITG
K

153 24 11 55.45
b2y2y3y14y19y20*y20y

21y22*y22y24
2768.32 50.370 106616 4 692.84 -5.56

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 18 123.29
b2b3b5b14y2y3*y3y5y6
y7y8y9y10y12y13y16*y

16y21
2417.10 88.023 102258 2 1209.05 7.47

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9 IHLISTQSAIPYALR 258 15 10 88.3
b2b3b4y3y4y5y11y12y1

3y15
1682.94 70.072 90898 3 561.65 -13.49

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10 QVRPEHPAETEYDSLYPEDDL 432 21 10 37.62
b2b5°b5b10°b10*b10b1

1b12°b12y4
2503.12 92.031 33161 4 626.54 -1.17

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11 ASTPNGYDNGIIWATWK 382 17 8 47.55
b4b7°b7b11°b11b12b15

y10
1893.89 72.449 6159 2 947.45 -13.02

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 Carbamidomethyl+C(13) DTVQIHDITGKDCQDIANK 166 19 5 27.73 b9b12y9°y9y10 2171.05 51.037 2500 2 1086.03 5.96

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 EGFGHLSPTGTTEFWLGNEK 238 20 7 37.77 b6°b6b7y3y4y6°y6 2207.05 76.486 220801 3 736.35 2.99

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 YEASILTHDSSIR 121 13 10 124.41
b3b4y3y4y5y6y7y8y9y1

1
1491.72 48.959 186940 3 497.91 -16.94

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15 FFTSHNGMQFSTWDNDNDK 328 19 5 28.39 b6b8b10y9y11 2290.95 54.262 89634 3 764.32 0.00

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16 QSGLYFIKPLK 188 11 4 46.57 y3y4y5y7 1293.74 64.778 89303 3 431.92 -15.95

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCK 153 13 4 31.41 b3b9b10y3 1560.73 90.694 66350 3 520.91 9.70

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18 NWIQYK 232 6 5 39.26 b3*b3y3*y3y4 851.43 49.026 55982 2 426.22 -11.76

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19 TSTADYAMFK 282 10 3 26.21 b5b8y6 1134.54 22.805 3075 2 567.77 20.34

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20 VELEDWNGR 273 9 3 29.76 b5b8y5 1117.51 62.311 2054 2 559.26 -18.68

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 4 11.85 b9y4y12*y12 3039.46 118.149 59132 3 1013.83 0.24

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 VGPEADKYR 292 9 9 86.3 b3y3y4y5y6°y6y7°y7y8 1034.51 22.744 10115 3 345.51 -13.57

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23 TSTADYAMFKVGPEADK 282 17 3 22.78 b6b7y4 1830.85 47.096 4682 3 610.95 -6.13

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 TRWYSMK 399 7 4 36.68 b4°b4b5y5 971.46 101.786 2045 1 971.46 -12.50

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 Phosphoryl STY(12) AIQLTYNPDESSKPNMIDAATLK 88 23 4 12.68 b10*b10b13y12 2600.23 92.711 1789 3 867.41 1.78

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

26 TIGEGQQHHLGGAK 418 14 0 4.3 1432.73 31.924 17380 3 478.25 -1.87

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

27 IGEGQQHHLGGAK 419 13 0 4.3 1331.67 31.944 13835 3 444.56 -7.15

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

28 Carbamidomethyl+C(13) DTVQIHDITGKDCQ 166 14 2 12.99 y8y10 1629.76 51.065 1789 2 815.38 1.05

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

29
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 0 9.04 3022.45 107.758 4756 4 756.37 7.27

|P23528|COF1_HUMAN Cofilin-1 1
NIILEEGKEILVGDVGQTVDDPYA

TFVK
45 28 6 28.57 b3b15y3y4y10y16 3062.60 92.317 182798 3 1021.54 0.56

|P23528|COF1_HUMAN Cofilin-1 2 KEDLVFIFWAPESAPLK 95 17 10 89.85
b4b5b6b7y3y6y7y8y12y

17
1990.05 97.294 166285 3 664.02 -9.69

|P23528|COF1_HUMAN Cofilin-1 3 Carbamidomethyl+C(5) AVLFCLSEDK 34 10 6 27.97 b1b5b10y5y6y10 1181.58 69.104 1559342 591.30 -1.96

|P23528|COF1_HUMAN Cofilin-1 4 YALYDATYETK 81 11 15 108.27
b2b6b8b9°b9b11°b11y4

y6y7y8y9°y9y10y11
1337.63 52.210 128269 2 669.32 1.19



|P23528|COF1_HUMAN Cofilin-1 5 Carbamidomethyl+C(5) AVLFCLSEDKK 34 11 12 85.4
b2b3y2y3y5°y5y6y7°y7

y8y9y11
1309.66 57.242 114658 3 437.23 -13.51

|P23528|COF1_HUMAN Cofilin-1 6 EILVGDVGQTVDDPYATFVK 53 20 22 148.4
b2°b2b3b4b6°b6b7b16°
b16b17y2y3y4y7y8y10y
11y15°y15y16°y16y20

2166.11 80.632 114636 2 1083.56 8.00

|P23528|COF1_HUMAN Cofilin-1 7 Carbamidomethyl+C(7) MLPDKDCR 73 8 6 40.12 b2y2y3y4y5y8 1034.48 20.867 21438 2 517.74 3.89

|P23528|COF1_HUMAN Cofilin-1 8 VFNDMK 13 6 1 13.37 y5 753.36 30.657 11918 2 377.18 -2.67

|P23528|COF1_HUMAN Cofilin-1 9 Carbamidomethyl+C(7) HELQANCYEEVK 132 12 3 21.63 b3b5y8 1519.70 34.889 10045 2 760.36 11.89

|P23528|COF1_HUMAN Cofilin-1 10 Carbamidomethyl+C(3) LFCLSEDKK 36 9 1 7.74 b3 1139.58 57.228 61847 2 570.29 -1.29

|P23528|COF1_HUMAN Cofilin-1 11 Carbamidomethyl+C(4) VLFCLSEDKK 35 10 0 2.58 1238.64 57.277 9383 2 619.83 -1.28

|P23528|COF1_HUMAN Cofilin-1 12 EILVGDVGQTVDD 53 13 2 12.75 y3y7 1359.65 80.613 2089 2 680.33 -11.94

|Q9BYX7|ACTK_HUMAN Kappa-actin 1 SYELPDGQVITIGNER 238 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|Q9BYX7|ACTK_HUMAN Kappa-actin 2 QEYDESGPSIVHRK 359 14 19 150.15
b3°b3b4°b4b14y2y3y4y
5y6y7y8y9y10°y10y11y

12y14*y14
1644.79 31.141 419977 3 548.93 -5.94

|Q9BYX7|ACTK_HUMAN Kappa-actin 3 QEYDESGPSIVHR 359 13 6 57.36 y1y3y4y5y6y11 1516.69 37.100 276634 3 506.24 -5.63

|Q9BYX7|ACTK_HUMAN Kappa-actin 4 IWHHTFYNELR 84 11 3 26.64 b4b5y4 1515.72 87.825 1641 2 758.37 -16.43

|Q9BYX7|ACTK_HUMAN Kappa-actin 5 Carbamidomethyl+C(2)LCYVALDSEQEMAMAASSSSVEK 215 23 8 40.98 b5b12y3y7y9°y9y10y12 2506.16 89.014 1593 2 1253.58 18.12

|Q9BYX7|ACTK_HUMAN Kappa-actin 6 ELTDYLMKILTER 183 13 4 28.77 b3b8y5y9 1624.86 63.742 9419 3 542.29 -0.38

|Q9BYX7|ACTK_HUMAN Kappa-actin 7 GYRFTTTAEQEIVR 196 14 5 44.27 b3b4b5b10y6 1670.85 67.584 5477 4 418.47 -0.15

|Q9BYX7|ACTK_HUMAN Kappa-actin 8
Carbamidomethyl+C(16)

;Oxidation+M(15)
DDDTAVLVIDNGSGMCK 1 17 4 23.2 b4b10b12*b12 1825.79 45.572 11998 4 457.20 -0.27

|Q9BYX7|ACTK_HUMAN Kappa-actin 9 Oxidation+M(14) DLYTNTVLSGGTTMYPGIAHR 291 21 3 13.46 b3b10y7 2283.11 75.499 1599 3 761.71 -0.43

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 14 134.05
b4b5b8b9b10b15y3y4y5

y6y7y8y11y15
1577.83 60.633 393974 3 526.62 -9.52

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 HITSLEVIK 56 9 13 102.25
b1b2b3b4b5°b5b6b7y2y

3y7y8y9
1039.61 47.740 353747 2 520.31 -2.82

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FTGSQPFGQGVEHATANK 623 18 24 125.72

b1b2°b2b4°b4b5°b5b8y
2y3y4y6y7°y7*y7y9*y9
y11y12y13°y13*y13y16

y18

1875.89 44.488 316517 3 625.97 -6.70

|P07996|TSP1_HUMAN Thrombospondin-
1

2 FVFGTTPEDILR 216 12 17 107.73
b2b5°b5b8b12y1y2y3y4
y6y7y8y9°y9y10°y10y1

2
1394.72 82.125 316077 2 697.87 -5.51

|P07996|TSP1_HUMAN Thrombospondin-
1

3 TIVTTLQDSIR 288 11 17 112.07
b1°b1b2b3°b3b4y3y4°y
4y5y6y7*y7y8*y8y9y11

1246.70 67.588 233073 2 623.85 -2.45

|P07996|TSP1_HUMAN Thrombospondin-
1

4 GGVNDNFQGVLQNVR 201 15 18 139.12
b3b5*b5b10y2y3*y3y4*
y4y5y6y7y9y10y11y12y

15*y15
1616.82 65.932 186160 2 808.91 3.17



|P07996|TSP1_HUMAN Thrombospondin-
1

5 GPDPSSPAFR 50 10 16 147.53
b2b3°b3b5b6b8b9y2y4y

5y6°y6y7y8y9y10
1030.49 35.684 173856 2 515.75 -6.04

|P07996|TSP1_HUMAN Thrombospondin-
1

6 MENAELDVPIQSVFTR 173 16 20 155.59
b2b3b4b6*b6b7b8b9b1
1°b11b13b16y1y3y5y6y

8y10y11y16
1848.91 81.304 166523 2 924.96 -0.92

|P07996|TSP1_HUMAN Thrombospondin-
1

7 FQMIPLDPK 959 9 6 43.95 b2b3b7y5y7y9 1088.57 69.403 162879 2544.79 -6.62

|P07996|TSP1_HUMAN Thrombospondin-
1

8 AQGYSGLSVK 1054 10 9 79.81 b2*b2y3y4y5y6y7y8y10 1009.52 38.578 155334 2 505.27 -7.32

|P07996|TSP1_HUMAN Thrombospondin-
1

9 GTSQNDPNWVVR 968 12 7 67.72 y2y3y4y6*y6y8y10 1372.67 47.208 140942 2 686.84 3.91

|P07996|TSP1_HUMAN Thrombospondin-
1

10 NALWHTGNTPGQVR 1077 14 9 67.72
y4y5*y5y8y9°y9y10y12

y14
1550.77 45.068 127651 3 517.59 -10.31

|P07996|TSP1_HUMAN Thrombospondin-
1

11
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 28 188.89

b2b3b4b8y2y4y5y6y7°y
7y8°y8y9°y9y10°y10*y1
0y11°y11*y11y12°y12*
y12y13y15y17y18y19

2131.93 30.871 115858 3 711.31 -1.37

|P07996|TSP1_HUMAN Thrombospondin-
1

12 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 8 59.94 y2*y2y4°y4y5y6y8y9 1573.68 43.696 112328 2 787.34 6.90

|P07996|TSP1_HUMAN Thrombospondin-
1

13 Carbamidomethyl+C(7) AQLYIDCEK 164 9 4 37.54 y3y4y7y9 1139.54 42.674 98301 2 570.27 0.21

|P07996|TSP1_HUMAN Thrombospondin-
1

14 LVPNPDQK 911 8 5 40.12 y2y4y6y7y8 910.50 27.360 59640 2 455.75 -4.36

|P07996|TSP1_HUMAN Thrombospondin-
1

15 GFLLLASLR 86 9 8 53.49 b2y1y2y4y5y6y7y9 989.61 89.824 55695 2 495.31 -3.21

|P07996|TSP1_HUMAN Thrombospondin-
1

16 GTLLALER 101 8 8 40.12 b1y1y2°y2y4y5y6y8 872.51 56.444 53721 2 436.76 -6.02

|P07996|TSP1_HUMAN Thrombospondin-
1

17

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 5 27.52 b11y5y11y12y16 1949.80 49.941 50022 2 975.41 5.63

|P07996|TSP1_HUMAN Thrombospondin-
1

18 IPESGGDNSVFDIFELTGAAR 20 21 7 29.32 b2y1y4y6y7y14y21 2195.07 99.313 46569 2 1098.04 4.89

|P07996|TSP1_HUMAN Thrombospondin-
1

19
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 8 45.55 b4b5b9°b9b11y3y4y8 2409.13 101.939 40935 3 803.72 -5.37

|P07996|TSP1_HUMAN Thrombospondin-
1

20 QVTQSYWDTNPTR 1041 13 8 62.13
b13y4y5y7y9y11°y11y1

3
1595.75 49.037 39286 2 798.38 1.22

|P07996|TSP1_HUMAN Thrombospondin-
1

21 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 16 98.1
b2b6y2y3y4y6y8°y8y9°
y9*y9y10y11°y11y12*y

12
1332.64 39.340 37933 2 666.82 3.57

|P07996|TSP1_HUMAN Thrombospondin-
1

22
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 15 100.92
b1b2b3b4b5y2y3y4y5°y

5y6°y6*y6y7y10
1346.58 14.207 33226 3 449.53 -12.87

|P07996|TSP1_HUMAN Thrombospondin-
1

23 VVMYEGKK 1122 8 4 35.35 b6y5y7y8 953.51 24.057 4486 2 477.26 -7.68

|P07996|TSP1_HUMAN Thrombospondin-
1

24 Carbamidomethyl+C(3) DNCPNLPNSGQEDYDK 715 16 3 16.61 b7y4y10 1865.78 81.426 125005 2 933.40 12.50

|P07996|TSP1_HUMAN Thrombospondin-
1

25 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 3 20.02 b5y3y5 1659.80 36.023 104973 3 553.94 -9.78

|P07996|TSP1_HUMAN Thrombospondin-
1

26
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 6 38.87 y3y4y9y10°y10*y10 3320.29 52.233 49663 3 1107.43 6.47

|P07996|TSP1_HUMAN Thrombospondin-
1

27 FYVVMWK 1034 7 3 36.68 b6y5y6 972.50 76.330 34231 2 486.75 -5.71



|P07996|TSP1_HUMAN Thrombospondin-
1

28 DFTAYR 1103 6 2 26.31 y3y4 772.37 38.754 28108 1 772.37 6.16

|P07996|TSP1_HUMAN Thrombospondin-
1

29 DDDYAGFVFGYQSSSR 1018 16 9 50.51
b9y3°y3y4y9°y9y11°y11

y14
1813.73 110.538 4341 3 605.25 -18.98

|P07996|TSP1_HUMAN Thrombospondin-
1

30 Carbamidomethyl+C(2)
GCSSSTSVLLTLDNNVVNGSSPAI

R
230 25 4 21.64 b11°b11y12y13 2548.25 128.558 3623 3 850.09 -7.28

|P07996|TSP1_HUMAN Thrombospondin-
1

31 Carbamidomethyl+C(3) QVCKPR 641 6 1 13.37 b5 787.42 41.059 2555 2 394.21 -5.04

|P07996|TSP1_HUMAN Thrombospondin-
1

32
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

NPCTDGTHDCNK 647 12 7 31.26 b3b6*b6y4°y4y9*y9 1418.57 16.812 1908 3 473.53 21.00

|P07996|TSP1_HUMAN Thrombospondin-
1

33 DHSGQVFSVVSNGK 110 14 4 27.26 b7°b7b9b13 1460.73 84.961 1537 3 487.58 14.79

|P07996|TSP1_HUMAN Thrombospondin-
1

34 IEDANLIPPVPDDKFQDLVDAVR 60 23 20 159.97
b4b5*b5b6*b6b7*b7b1
4y3y4y6y7°y7y9y10y11

y13y15y16y17
2579.33 87.974 320271 3 860.45 -3.50

|P07996|TSP1_HUMAN Thrombospondin-
1

35 VTEENKELANELR 300 13 10 77.23
b4b5b6b7°b7*b7b11°b1

1b12y11
1544.78 90.706 149759 2 772.90 -4.98

|P07996|TSP1_HUMAN Thrombospondin-
1

36
Carbamidomethyl+C(4);
Carbamidomethyl+C(16)

IRLCNSPSPQMNGKPCEGEAR 458 21 11 49.94
b5*b5b7°b7b10y7y9y10

*y10y11*y11
2401.11 37.655 49678 4 601.03 -1.83

|P07996|TSP1_HUMAN Thrombospondin-
1

37 FYVVMWKQVTQSYWDTNPTR 1034 20 14 79.52
b5b11b15y4*y4y5*y5y7

°y7y9*y9y10y11y16
2549.25 121.136 22964 3 850.42 10.44

|P07996|TSP1_HUMAN Thrombospondin-
1

38 IMADSGPIYDKTYAGGR 1130 17 6 47.62 y4y7y8°y8y9y15 1814.86 47.059 22559 3 605.63 -5.11

|P07996|TSP1_HUMAN Thrombospondin-
1

39 Carbamidomethyl+C(21)
FTGSQPFGQGVEHATANKQVCKP

R
623 24 3 18.68 y4y6y19 2644.28 40.826 19644 4 661.83 -8.68

|P07996|TSP1_HUMAN Thrombospondin-
1

40
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

TKDLQAICGISCDELSSMVLELR 262 23 4 12.68 b15*b15b22y16 2638.32 70.605 8994 3 880.11 12.49

|P07996|TSP1_HUMAN Thrombospondin-
1

41 Carbamidomethyl+C(4) SRLCNNPTPQFGGK 515 14 3 18.69 b4b7y10 1575.75 74.018 7584 3 525.92 -13.71

|P07996|TSP1_HUMAN Thrombospondin-
1

42

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 4 35.57 b3y11y12y13 4107.63 48.692 4697 4 1027.66 -4.87

|P07996|TSP1_HUMAN Thrombospondin-
1

43 Carbamidomethyl+C(3) DNCRLVPNPDQK 907 12 3 31.84 y5y7y10 1455.70 58.169 3906 2 728.35 -0.34

|P07996|TSP1_HUMAN Thrombospondin-
1

44
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 12 97.91
b3°b3b5°b5y3y4y5y6°y6

*y6y7y8
1346.58 20.054 3078 3 449.53 -9.70

|P07996|TSP1_HUMAN Thrombospondin-
1

45 GPDPSSPAFRIEDANLIPPVPDDK 50 24 3 12.37 b3b9y5 2547.27 89.875 2420 3 849.76 -2.40

|P07996|TSP1_HUMAN Thrombospondin-
1

46 HIGWKDFTAYR 1098 11 4 40.55 b3b5b9y4 1393.71 61.370 2312 3 465.24 5.43

|P07996|TSP1_HUMAN Thrombospondin-
1

47 Phosphoryl STY(9) AGTLDLSLTVQGK 124 13 4 33.54 b3b7y6y7 1382.67 63.032 2083 2 691.84 -8.21

|P07996|TSP1_HUMAN Thrombospondin-
1

48
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

;Phosphoryl STY(15)
DLQAICGISCDELSSMVLELR 264 21 7 18.23 b3°b3b14°b14y7°y7y11 2489.13 121.093 2026 3 830.38 11.67

|P07996|TSP1_HUMAN Thrombospondin-
1

49
Carbamidomethyl+C(16)

;Oxidation+M(1)
MGLAWGLGVLFLMHVCGTNR 0 20 6 27.17 b8b9y6°y6y10°y10 2248.11 56.864 3390 3 750.04 -5.76



|P07996|TSP1_HUMAN Thrombospondin-
1

50
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

;Oxidation+M(16)
DLQAICGISCDELSSMVLELR 264 21 5 21 b8y8y10y12°y12 2425.15 104.461 2782 2 1213.08 5.74

|P07996|TSP1_HUMAN Thrombospondin-
1

51
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

;Oxidation+M(9)
LCNSPSPQMNGKPCEGEAR 460 19 4 14.47 b8*b8y8y10 2147.91 107.829 1938 3 716.64 -5.80

|P07996|TSP1_HUMAN Thrombospondin-
1

52 LWHTGNTPGQVR 1079 12 1 7.27 b8 1365.69 45.081 4727 2 683.35 -10.10

|P07996|TSP1_HUMAN Thrombospondin-
1

53
Carbamidomethyl+C(1);
Carbamidomethyl+C(6)

CHIQECDKR 422 9 2 22.02 b3b4 1245.53 14.213 4274 3 415.85 -10.49

|P07996|TSP1_HUMAN Thrombospondin-
1

54 GSQPFGQGVEHATANK 625 16 6 34.14 b3b7°b7*b7b11b13 1627.77 44.518 2855 2 814.39 -10.12

|P07996|TSP1_HUMAN Thrombospondin-
1

55 VMYEGKK 1123 7 0 1.29 854.44 24.054 1527 2 427.72 -10.43

|P07996|TSP1_HUMAN Thrombospondin-
1

56 GTLLALER 101 8 0 1.29 854.51 56.442 6406 2 427.76 0.93

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1 AVLVDLEPGTMDSIR 62 15 8 61.55 b3b6y3y8y10y11y12y15 1615.84 74.324 175644 2 808.42 3.93

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 ALSVAELTQQMFDAR 282 15 24 221.31
b1b2b4°b4b5b7°b7b9b1
1b13b14y2y3y4y5y6*y6
y7y8y10y11y12y13y15

1679.84 91.710 104385 2 840.43 0.51

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 LHFFMPGFAPLTAQGSQQYR 262 20 22 142.1
b2b3b4b5b7b9b10b13b
15°b15y1y2y5y7*y7y8y

9y11°y11y13y15y20
2296.13 87.917 74976 3 766.05 -2.13

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 IMNSFSVMPSPK 162 12 14 77.08
b2b3b9°b9*b9y2y5°y5y

7y9y10y11°y11y12
1337.66 62.981 69814 2 669.33 1.92

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 11 58.97
b1b2b9*b9y3y5y7y8y11

°y11y14
1693.81 74.818 65566 2 847.41 7.50

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 7 22.75
y2y4y14°y14y15°y15*y

15
3507.57 82.208 57605 4 877.65 -2.58

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8 GASALQLER 37 9 4 29.76 b3y4y7y9 944.52 40.467 53558 2 472.76 -0.71

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 13 87.28

b2b12y1y4y5y7y8y9y10
y12y13y22y25

2691.39 107.219 52060 3 897.80 -2.90

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10 Carbamidomethyl+C(6) YLTVACIFR 309 9 3 37.54 y4y5y7 1142.60 79.852 44519 2 571.80 -1.82

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11 GHYTEGAELIENVLEVVR 103 18 7 28.38 b2b3b9y1y2y7y8 2028.02 99.196 42400 3 676.68 -7.52

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12 EVDQQLLSVQTR 324 12 8 59.94 y2y3°y3y4y5y6y10y12 1415.75 52.370 40303 2 708.38 2.93

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 Carbamidomethyl+C(10) EIVHIQIGQCGNQIGAK 2 17 6 22.78 b11°b11y7y8*y8y17 1864.97 55.836 12309 2 932.99 2.68

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15
LGALFQPDSFVHGNSGAGNNWA

K
80 23 4 12.68 b3b15*b15y12 2387.12 68.323 8217 3 796.38 -14.63

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 5 10.87 b13y10°y10y12°y12 4361.98 87.925 6146 3 1454.67 10.75



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17 FWEMIGEEHGIDLAGSDR 19 18 5 24.05 b11y3°y3y6y13 2061.96 83.581 4112 4 516.24 10.89

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18 ISVYYNEAYGR 46 11 4 26.64 b9b10y7*y7 1334.61 39.377 144229 2 667.81 -17.93

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 Carbamidomethyl+C(6) NTMAACDLR 297 9 4 29.76 b5°b5y7y8 1051.47 33.692 12112 2 526.24 4.53

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 MSTK 320 4 1 12.51 b3 466.23 36.162 2269 1 466.23 1.31

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21 VSEHFSAMFK 380 10 4 27.97 b8y8y9°y9 1182.56 54.882 1701 1 1182.56 -2.68

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

22 Carbamidomethyl+C(4)
VAVCDIPPRGLSMAATFIGNNTAI

QEIFNR
350 30 6 16.07 b4b7°b7b12y12°y12 3275.65 103.176 16349 3 1092.55 -4.99

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

23
KAFVHWYTSEGMDINEFGEAENN

IHDLVSEYQQFQDAK
391 38 4 10.89 b4y4y12*y12 4490.02 83.510 2025 3 1497.35 -2.07

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

24 Phosphoryl STY(8) ALSVAELTQQMFDAR 282 15 4 17.57 b6°b6b8y11_HPO3 y11 1759.82 89.965 2951 2 880.41 10.82

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

25 Oxidation+M(11) ALSVAELTQQMFDAR 282 15 4 25.65 y4y9y13*y13 1695.85 54.950 8077 2 848.43 9.50

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

26 Oxidation+M(2) IMNSFSVMPSPK 162 12 3 21.63 b3b7y3 1353.66 63.025 2790 2 677.33 2.98

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

27 Oxidation+M(8) VSEHFSAMFK 380 10 3 26.21 b4y3y9 1198.56 42.240 2255 2 599.78 0.92

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

28 SVAELTQQMFDAR 284 13 0 4.3 1495.72 91.651 2855 2 748.36 -0.73

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

1 IRPFFPQQ 483 8 8 91.89 b2b4b5b6b7y3y4y6 1032.56 60.352 166971 2 516.78 -4.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

2
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

TPCTVSCNIPVVSGK 224 15 14 91.42
b9b11°b11y1y3y4y6y10
y11*y11y12y13*y13y15

1618.80 51.073 128678 2 809.91 6.11

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

3 DNENVVNEYSSELEK 163 15 5 38.8 b5y4y7y8y10 1768.80 59.764 123504 2 884.90 5.66

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

4 QDGSVDFGR 285 9 3 45.32 y3y5y7 980.45 33.962 89943 2 490.73 2.37

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

5 Carbamidomethyl+C(3) VYCDMNTENGGWTVIQNR 267 18 9 48.09
b14y2y3*y3y4y5y9y13y

18
2156.97 62.051 79977 2 1078.99 8.49

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

6 EDGGGWWYNR 426 10 3 33.2 y3y4y8 1239.52 61.533 68542 2 620.27 4.63

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

7 Carbamidomethyl+C(3) NYCGLPGEYWLGNDK 313 15 3 17.57 b5y5y10 1785.81 74.284 60819 2 893.41 13.53

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

8 GGETSEMYLIQPDSSVKPYR 247 20 8 31.21
b2b3y1y10y11y13y17y2

0
2257.09 61.460 50280 3 753.03 2.70

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

9 REEAPSLRPAPPPISGGGYR 52 20 10 64.33
b2b4°b4b9b10y3y4y5y6

y20
2107.08 47.729 42603 4 527.53 -10.89

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

10 AHYGGFTVQNEANK 353 14 11 78.96
b2b3b7b11y6*y6y7y10y

11y12y14
1535.73 38.336 32792 2 768.37 1.75

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

11
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 6 37.46 y3y9y10y13y17y22 2548.23 60.912 27068 3 850.08 3.54

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

12 QGFGNVATNTDGK 300 13 8 60.88 b7b10y1y4y6y8y10y13 1308.62 35.565 22546 2 654.81 1.21

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

13
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 10 27.06

b2°b2b3b10y2y4y6y10y
15y28

3167.50 88.794 14373 2 1584.26 6.71

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

14 TMTIHNGMFFSTYDR 395 15 3 17.57 b3y9y13 1820.80 82.413 8976 3 607.60 -7.11

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

15 Carbamidomethyl+C(2) ECEEIIRK 239 8 6 53.06 b3b6y2y3y7y8 1076.54 25.879 8041 2 538.77 -3.06

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

16 QVKDNENVVNEYSSELEK 160 18 6 29.94 b4b7y9y13y15°y15 2124.03 65.276 4044 3 708.68 9.66



|P02675|FIBB_HUMAN Fibrinogen beta 
chain

17 HGTDDGVVWMNWK 458 13 8 66.26 b3b6b7b8y7*y7y11y12 1544.71 70.525 56148 2 772.86 10.98

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

18 Carbamidomethyl+C(12) LESDVSAQMEYCR 211 13 7 51.55 b4b8°b8b9y3y4y10 1587.71 76.312 52396 2 794.36 21.84

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

19 YQISVNK 367 7 7 39.69 b4°b4b6°b6*b6y4°y4 851.44 41.098 29736 1 851.44 -21.93

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

20 EEAPSLRPAPPPISGGGYR 53 19 11 106.2
b9°b9y3y5y6y7y8y9y10

y12y16
1951.01 51.437 24713 2 976.01 5.44

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

21 GTAGNALMDGASQLMGENR 376 19 5 25.13 b8y10y11y14°y14 1892.89 74.762 6776 3 631.64 18.38

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

22 MVSWSFHK 3 8 3 35.35 b3b6y6 1021.49 45.109 3978 2 511.25 -5.56

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

23 DNDGWLTSDPR 410 11 3 30.62 y7y8y10 1275.58 70.462 2921 2 638.29 12.54

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

24 MGPTELLIEMEDWK 334 14 7 44.27
b5b10°b10b11b12°b12y

9
1691.80 120.168 1920 2 846.40 -2.96

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

25

Carbamidomethyl+C(8);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KAPDAGGCLHADPDLGVLCPTGC
QLQEALLQQERPIR

87 37 17 123.59
b4b11b16°b16b17b18b1
9y3y10y12y17y18y19y2

0y21y23y25
4083.97 78.367 169635 5 817.60 -10.16

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

26 KGGETSEMYLIQPDSSVKPYR 246 21 8 52.95 b7b8b10b11°b11y3y7y9 2385.15 56.873 143225 4 597.04 -11.05

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

27 MGPTELLIEMEDWKGDK 334 17 10 65.66
b7b11b13y3°y3y5y6y11

°y11y12
1991.93 89.906 83791 3 664.65 -6.13

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

28 VKAHYGGFTVQNEANK 351 16 6 34.25 y4°y4*y4y5y11y13 1762.90 80.635 29590 2 881.96 9.63

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

29 Carbamidomethyl+C(16)
QGFGNVATNTDGKNYCGLPGEY

WLGNDK
300 28 8 33.91

b7b12b13b19y6y11y13°
y13

3075.41 68.880 13070 3 1025.81 7.38

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

30 Carbamidomethyl+C(3) NYCGLPGEYWLGNDKISQLTR 313 21 3 20.1 y12y16y19 2484.22 79.057 9287 2 1242.61 9.73

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

31
DNENVVNEYSSELEKHQLYIDETV

NSNIPTNLR
163 33 4 22.8 b5b9b12b24 3876.86 83.492 7815 3 1292.96 2.14

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

32 RMVSWSFHK 2 9 3 29.76 b6y5y6 1177.61 61.408 7218 2 589.31 11.71

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

33 Carbamidomethyl+C(1)
CHAANPNGRYYWGGQYTWDMA

K
436 22 7 17.5

b11*b11b16*b16y8y11°
y11

2646.15 124.752 4947 2 1323.58 4.24

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

34 Phosphoryl STY(14) EEAPSLRPAPPPISGGGYR 53 19 3 21.43 b7b13b15 2030.94 115.942 7349 3 677.65 -11.84

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

35 Phosphoryl STY(8) HQLYIDETVNSNIPTNLR 178 18 5 24.01 b5b6°b6*b6b9 2207.04 43.561 2443 2 1104.02 0.00

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

36 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 4 11.47 b8*b8b22y11 3183.44 82.200 129354 4 796.62 -11.12

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

37 Oxidation+M(1) MGPTELLIEMEDWK 334 14 8 47.28
b4b6°b6b10°b10b12y8°

y8
1707.81 92.740 2784 2 854.41 9.01

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

38 Oxidation+M()
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 4 17.72 b12y9y12y14 3093.39 68.868 2126 4 774.10 13.02

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

39 REEAPSLRPAP 52 11 1 7.64 y3 1222.64 47.716 19381 2 611.82 -11.08

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

40 Carbamidomethyl+C(2) ECEEIIRK 239 8 0 1.29 1058.51 25.881 1556 3 353.51 -9.92

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 20 140.73
b2b3b4b6b8b10°b10y1y
2y3y4°y4y5°y5y6y8y10y

14y15y16
1887.98 101.757 213638 3 630.00 -11.96

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 22 130.24

b2b3b4b5*b5b10°b10*b
10b11*b11b12*b12y1y2
y3y7y8y9y11*y11y13*y

13

1354.73 44.624 193615 2 677.87 -1.08



|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 EAFQLFDR 13 8 6 40.12 y1y2y3y4y6y8 1025.50 68.277 126594 2 513.25 -4.76

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 11 80.24
b2y2y3y5y6y7y8y9*y9y

11*y11
1341.63 48.234 119833 2 671.32 2.18

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 VFDKEGNGTVMGAEIR 94 16 15 81.18
b1b6b9*b9b11°b11y3y5
y6y7y11*y11y12°y12y1

6
1722.83 49.359 89844 3 574.95 -9.14

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 NKDQGTYEDYVEGLR 79 15 7 64.18 y3y5y6y7y12y13y15 1786.82 55.838 60404 3 596.28 -4.85

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 EGNGTVMGAEIR 98 12 7 34.85 b12y5°y5y6y7°y7y12 1233.59 43.043 44080 2 617.30 4.45

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 VFDK 94 4 1 12.51 b3 508.27 59.143 9500 1 508.27 -4.68

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 EAFQLFDRTGDGK 13 13 3 24.79 b5b6y4 1483.73 79.309 42909 2 742.37 6.09

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 VFDKEGNGTVMGAEIR 94 16 5 27.52 b6y6y12*y12y13 1722.85 109.449 33832 2 861.93 0.50

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 Carbamidomethyl+C(11) TGDGKILYSQCGDVMR 21 16 11 43.6
b6b12°b12*b12b13°b13

b15°b15y3y10*y10
1799.83 62.986 6310 2 900.42 -8.21

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

12 Phosphoryl STY(5) HVLVTLGEK 110 9 4 29.76 b7y3y6_H3PO4 y6°y6 1075.55 82.142 1573 1 1075.55 1.70

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

13 Oxidation+M(7) EGNGTVMGAEIR 98 12 6 25.61 b5°b5b6°b6*b6y7 1249.58 22.792 3950 2 625.29 -1.27

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

14 PMLQTVAK 71 8 3 20.62 b3b4*b4 887.50 101.754 2103 2 444.25 -0.89

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

15 EAFQLFDR 13 8 2 9.46 y5*y5 1007.50 68.252 13651 2 504.25 8.84

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 LNGTDPEDVIR 93 11 11 85.4
b4y1y3y4y5°y5y6y8y9°y

9y11
1228.62 48.404 143043 2 614.81 -0.50

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 GNFNYVEFTR 151 10 11 56.07
b4b5b6b10y2°y2y7*y7y

8y10*y10
1246.57 40.177 130751 2 623.79 -10.77

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 ATSNVFAMFDQSQIQEFK 17 18 13 83.67
b2b5b14y2y3y4*y4y5y9

y10y12y13y18
2091.00 89.442 84529 2 1046.00 6.31

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 ELLTTMGDR 124 9 5 53.49 y3y5y6y7y9 1035.51 48.441 27852 2 518.26 -6.01

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5 FTDEEVDEMYR 133 11 4 46.57 y4y5y6y10 1433.62 53.621 26917 2 717.31 20.69

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 EDLHDMLASLGK 51 12 3 25.61 b3b4y5 1328.64 78.070 10573 3 443.55 -11.58

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7
NPTDEYLEGMMSEAPGPINFTMFL

TMFGEK
63 30 4 35.88 y5y9y10y11 3397.58 120.181 2377 4 850.15 19.26

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 ELLTTMGDRFTDEEVDEMYR 124 20 3 13.93 b7y11y17 2450.10 75.771 31540 3 817.37 6.48

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

9 Carbamidomethyl+C(16)
LNGTDPEDVIRNAFACFDEEASGF

IHEDHLR
93 31 3 11.09 b6b16y12 3574.68 113.659 2540 3 1192.23 13.25

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

10 Phosphoryl STY(10) FTDEEVDEMYR 133 11 8 54.28
b7°b7b8b9°b9y5_H3PO

4 y5y6°y6
1513.56 16.833 3253 2 757.29 11.21

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

11 Oxidation+M() ATSNVFAMFDQSQIQEFK 17 18 6 33.6 b4b5b7b9y13°y13 2106.98 107.888 23821 2 1053.99 0.58

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

1 FLIPNASQAESK 103 12 11 89.93
b2b3y2y3y4°y4y6y7y9y

10y12
1304.69 55.034 129876 2 652.85 1.40

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 7 69.81 b3b4b10y5y6y7y10 1418.72 98.359 113606 2 709.86 -1.12

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 SVTEQGAELSNEER 27 14 21 120.68

b8b10°b10b12b13y2y4y
5°y5y7y9°y9*y9y10*y1
0y11°y11*y11y12*y12y

14

1548.72 34.223 93401 2 774.86 3.63



|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4 GIVDQSQQAYQEAFEISKK 139 19 11 70.62
b2b3b19y3y4y9y11y12y

14y16y19
2169.07 67.827 85440 3 723.70 -3.49

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5 YLAEVAAGDDKK 127 12 8 77.66 y2y3y6y7y8y9y10y12 1279.66 32.281 43196 2 640.33 3.53

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 11 57.57

b4b6b9b11°b11b12y2y4
y5y6y29

3302.62 136.608 27233 4 826.41 -5.32

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 YLAEVAAGDDK 127 11 4 23.63 b4b7°b7y10 1151.55 33.996 5928 2 576.28 -6.36

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 GIVDQSQQAYQEAFEISK 139 18 13 86.53
b4b5*b5b6b8b9b16y3y7

y9*y9y12*y12
2041.02 71.932 45934 2 1021.01 13.76

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 TAFDEAIAELDTLSEESYK 193 19 12 75.86
b3°b3b6b7b12b14y4y5y

11°y11y12°y12
2131.99 101.267 24608 2 1066.50 1.37

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10 DSTLIMQLLR 212 10 3 26.21 b6y3y5 1189.64 92.114 4310 1 1189.64 -16.31

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 Carbamidomethyl+C(14) LAEQAERYDDMAACMK 11 16 3 24.32 b6b9b12 1901.82 48.696 13902 3 634.61 -1.60

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12 SVTEQGAELSNEERNLLSVAYK 27 22 3 13.05 b13b15y11 2437.19 61.505 7383 3 813.07 -14.02

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 GDYYRYLAEVAAGDDK 122 16 4 27.52 b11y8y9y15 1805.85 78.989 6941 2 903.43 8.11

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

14 KGIVDQSQQAYQEAFEISK 138 19 3 14.47 b9y9y11 2169.06 36.847 2192 3 723.69 -8.10

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

15 Phosphoryl STY(7) FLIPNASQAESK 103 12 6 36.33

b6b9_HPO3 
b9b11_H3PO4 

b11_HPO3 
b11°b11y5°y5

1384.64 54.917 16340 2 692.82 -2.56

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 17 88.77
b2b3b9°b9b11b12y2°y2
y3y4y9*y9y10°y10*y10

y11y12
1443.65 32.801 1286701 2 722.33 3.13

|P02768|ALBU_HUMAN Serum albumin 2 YLYEIAR 161 7 15 91.46
b1b2b3b5°b5b6y1y2y3y

4°y4y5°y5y6y7
927.48 51.314 1151970 2 464.25 -11.19

|P02768|ALBU_HUMAN Serum albumin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 16 100.49
b2b3b4y2*y2y3*y3y4y5

y6°y6*y6y7°y7y8y9
1138.50 31.583 272608 2 569.75 1.82

|P02768|ALBU_HUMAN Serum albumin 4 VFDEFKPLVEEPQNLIK 396 17 6 15.8 b2b3°b3b6y2y14 2045.08 82.075 102415 3 682.36 -8.54

|P02768|ALBU_HUMAN Serum albumin 5 FQNALLVR 426 8 5 40.12 b2y3y4y6y8 960.56 55.021 89372 2 480.78 -5.40

|P02768|ALBU_HUMAN Serum albumin 6 LVNEVTEFAK 65 10 10 75.83
b2b4y1y3y5y6y8*y8y9y

10
1149.61 54.214 82254 2 575.31 -2.55

|P02768|ALBU_HUMAN Serum albumin 7 VPQVSTPTLVEVSR 438 14 9 72.43
b3b4y3y9y10y11y12*y1

2y14
1511.85 59.711 79751 2 756.43 2.02

|P02768|ALBU_HUMAN Serum albumin 8 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 20 134.75
b2b3b4b5b6y2y3y4y5y7
°y7y8°y8y10°y10y12*y1

2y15y19y21
2490.27 107.944 72072 3 830.76 -5.29

|P02768|ALBU_HUMAN Serum albumin 9 Carbamidomethyl+C(3) QNCELFEQLGEYK 413 13 17 94.94
b7b13*b13y2y3y4y5y7°
y7*y7y8y9*y9y10*y10y

13*y13
1657.76 70.536 65843 2 829.38 4.12

|P02768|ALBU_HUMAN Serum albumin 10 AEFAEVSK 249 8 7 48.29 b2b3b8y3y4y6y8 880.44 32.465 53121 2 440.72 -0.76

|P02768|ALBU_HUMAN Serum albumin 11
Carbamidomethyl+C(6);
Carbamidomethyl+C(7)

AAFTECCQAADK 186 12 16 82.15
b1b2b6°b6y1y2y3y6°y6
y7y8y9y10°y10y12*y12

1371.57 30.859 49727 2 686.29 4.09

|P02768|ALBU_HUMAN Serum albumin 12
Carbamidomethyl+C(9);
Carbamidomethyl+C(10)

ETYGEMADCCAK 105 12 5 48.76 y7y8y9y10y12 1434.54 35.378 49030 2 717.77 2.21

|P02768|ALBU_HUMAN Serum albumin 13 Carbamidomethyl+C(2) LCTVATLR 97 8 4 40.12 y3y4y6y8 933.52 43.078 34953 2 467.26 -2.09



|P02768|ALBU_HUMAN Serum albumin 14 Carbamidomethyl+C(3) RPCFSALEVDETYVPK 508 16 8 36.78 b7b8b11b13y2y7°y7y16 1910.92 64.978 29047 3 637.65 -4.66

|P02768|ALBU_HUMAN Serum albumin 15
Carbamidomethyl+C(2);
Carbamidomethyl+C(11)

TCVADESAENCDK 75 13 11 110.89
b2b4y4y5y6y7y8y9y10y

11y13
1498.58 21.154 27597 2 749.80 4.07

|P02768|ALBU_HUMAN Serum albumin 16
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(10)

CCAAADPHECYAK 383 13 7 49.12 b2b3y2y3y4y6y7 1552.59 23.399 20621 3 518.20 -5.43

|P02768|ALBU_HUMAN Serum albumin 17
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

CCTESLVNRRPCFSALEVDETYVP
K

499 25 5 21.64 b1b11b12y9y25 3030.39 67.547 16601 4 758.35 -7.65

|P02768|ALBU_HUMAN Serum albumin 18 LVTDLTK 257 7 8 65.57 b5b6y4°y4y5°y5y6°y6 789.46 37.903 943810 2 395.23 -19.95

|P02768|ALBU_HUMAN Serum albumin 19 DLGEENFK 36 8 4 32.34 b5b6y4°y4 951.42 45.539 315892 2 476.21 -21.49

|P02768|ALBU_HUMAN Serum albumin 20 DVFLGMFLYEYAR 347 13 6 33.17 b3b10°b10b12°b12y5 1623.81 66.765 20427 3 541.94 11.80

|P02768|ALBU_HUMAN Serum albumin 21 HPYFYAPELLFFAK 169 14 5 30.66 b4y4y9y11°y11 1742.86 62.337 18599 3 581.62 -21.08

|P02768|ALBU_HUMAN Serum albumin 22 SEVAHR 28 6 2 29.33 y3y5 698.35 29.759 6543 2 349.68 -9.96

|P02768|ALBU_HUMAN Serum albumin 23 ADDK 584 4 1 12.51 y3 448.21 25.599 2618 1 448.21 9.60

|P02768|ALBU_HUMAN Serum albumin 24 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 3 14.47 b8b10y4 2260.04 109.758 1954 3 754.02 9.72

|P02768|ALBU_HUMAN Serum albumin 25 KVPQVSTPTLVEVSR 437 15 32 211.31

b4*b4b5*b5b6*b6b7°b7
*b7b9°b9b10*b10y3y4°
y4y5°y5y6y7y8°y8y9°y9
y10°y10y11y12°y12*y1

2y13*y13

1639.94 54.968 1625298 2 820.47 1.56

|P02768|ALBU_HUMAN Serum albumin 26
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDRADLAK 264 22 5 37.46 y5y9y12y19y20 2585.10 46.915 87763 4 647.03 -8.78

|P02768|ALBU_HUMAN Serum albumin 27
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)

RMPCAEDYLSVVLNQLCVLHEK 468 22 13 76.52
b4b5b6b11b14°b14*b14

b19b21y4y6y9°y9
2674.31 103.236 53056 3 892.11 -1.64

|P02768|ALBU_HUMAN Serum albumin 28
Carbamidomethyl+C(6);
Carbamidomethyl+C(7);
Carbamidomethyl+C(15)

AAFTECCQAADKAACLLPK 186 19 4 22.91 b3b5b11y14 2124.96 107.843 5755 3 708.99 -14.48

|P02768|ALBU_HUMAN Serum albumin 29 FKDLGEENFK 34 10 5 26.21 b4b8*b8y8°y8 1226.60 30.957 5003 2 613.80 -4.48

|P02768|ALBU_HUMAN Serum albumin 30 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 3 16.61 b3y7y14 1996.91 99.521 3233 3 666.31 -11.55

|P02768|ALBU_HUMAN Serum albumin 31 DAHKSEVAHR 24 10 6 46.93 b3°b3b5b9°b9y6 1149.58 37.548 3137 2 575.29 3.29

|P02768|ALBU_HUMAN Serum albumin 32 NYAEAKDVFLGMFLYEYAR 341 19 5 14.47 b8°b8b10*b10y12 2300.08 83.525 2865 3 767.37 -9.98

|P02768|ALBU_HUMAN Serum albumin 33
Carbamidomethyl+C(10)

;Oxidation+M(9)
LVRPEVDVMCTAFHDNEETFLKK 138 23 3 21.72 b12y10y11 2794.33 118.203 5314 3 932.11 -8.65

|P02768|ALBU_HUMAN Serum albumin 34
Carbamidomethyl+C(10)

;Oxidation+M(9)
LVRPEVDVMCTAFHDNEETFLK 138 22 4 13.05 b19y6°y6y12 2666.28 96.847 4720 3 889.43 9.07



|P02768|ALBU_HUMAN Serum albumin 35 Oxidation+M(6) DVFLGMFLYEYAR 347 13 3 20.02 b4b8y7 1639.80 84.809 4118 2 820.40 7.97

|P02768|ALBU_HUMAN Serum albumin 36 Oxidation+M(6) DVFLGMFLYEYARR 347 14 3 18.69 b7y8y13 1795.86 75.459 3561 4 449.72 -14.48

|P02768|ALBU_HUMAN Serum albumin 37 Carbamidomethyl+C(3) QQCPFEDHVK 55 10 1 7.79 b3 1287.60 107.876 1633 2 644.30 14.51

|P02768|ALBU_HUMAN Serum albumin 38 AEFAEVSK 249 8 0 1.29 862.43 32.457 16301 1 862.43 6.65

|P07437|TBB5_HUMAN Tubulin beta 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|P07437|TBB5_HUMAN Tubulin beta 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 10 30.87

b2b13b14*b14y1y2y6y1
2y18y26

2798.35 89.252 124179 3 933.46 3.75

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 IMNTFSVVPSPK 162 12 4 25.61 b4y1y7y8 1319.71 63.200 97959 2 660.36 6.94

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 ALTVPELTQQVFDAK 282 15 6 35.86 y4°y4y7y8y11y15 1659.90 83.696 88039 2 830.45 0.29

|P07437|TBB5_HUMAN Tubulin beta 
chain

5 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 14 116.96

y2y3y4y5y6y7°y7y8y10
y12y13y14y22y25

2708.33 95.085 80004 3 903.45 -1.35

|P07437|TBB5_HUMAN Tubulin beta 
chain

6 ISVYYNEATGGK 46 12 10 82.15
b5y3y4y7y8°y8y9°y9y1

0y12
1301.64 44.469 58078 2 651.32 -1.50

|P07437|TBB5_HUMAN Tubulin beta 
chain

7
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 23.76
b6b8b12°b12*b12b13y1

y7y9°y9
4593.04 89.055 41967 6 766.35 -14.56

|P07437|TBB5_HUMAN Tubulin beta 
chain

8
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 16.83 y3y7y15y32 3311.56 81.243 41273 3 1104.52 6.64

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|P07437|TBB5_HUMAN Tubulin beta 
chain

10 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 9 42.48
b4°b4b5°b5b12y2y3y8y

12
1822.94 43.159 10570 2 911.97 9.38

|P07437|TBB5_HUMAN Tubulin beta 
chain

11 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|P07437|TBB5_HUMAN Tubulin beta 
chain

12 Phosphoryl STY(8) ALTVPELTQQVFDAK 282 15 8 28.59
b10y4°y4y7°y7*y7y9*y

9
1739.83 89.979 14070 2 870.42 -11.44

|P07437|TBB5_HUMAN Tubulin beta 
chain

13
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHIQAGQCGNQIGAK 0 19 4 25.13 b5y9y10y13 2126.08 65.481 18946 3 709.36 7.81

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 AVFVDLEPTVIDEVR 64 15 13 124.42
b3b6b7y2y3y4y6y7y8y1

0y11y12y15
1701.91 83.845 209045 2 851.46 0.14

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 53.84

b10b14y4y9y11y12y13°
y13y17

2750.30 72.865 53972 3 917.44 3.99

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 5 29.76 b2b3y5y7y9 1249.56 60.691 43718 2 625.28 4.01

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 LSVDYGKK 156 8 10 66
b2°b2y2y3y4y5y6°y6y7

y8
909.50 28.699 36993 2 455.25 -3.22

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49



|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

10 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 VYSTSVTGSR 5 10 9 66.86
b2y4y6y7y8°y8y9°y9y1

0
1056.53 27.178 109249 2 528.77 -1.73

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAV

EQNTLQEFLK
58 33 20 89.95

b2b6b7*b7b11°b11b23y
2y3y4y5°y5y6y9*y9y10

*y10y11y13y33
3815.82 117.274 15818 3 1272.61 1.98

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 IQYQLVDISQDNALR 32 15 5 35.97 b3b5y7y10y13 1775.90 69.836 52713 2 888.45 -17.18

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 VYSTSVTGSREIK 5 13 5 31.41 b5b6°b6b10y6 1426.76 54.843 73264 2 713.88 2.82

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

5 IQYQLVDISQDNALRDEMR 32 19 3 23.65 y3y13y14 2307.16 70.533 8988 2 1154.08 7.51

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

1 LAALNPESNTAGLDIFAK 95 18 17 112.18
b2b3b4b5b10y1y2y3y4y
5y11*y11y12y13y14*y1

4y18
1844.98 79.929 60694 2 923.00 4.10

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

2 Carbamidomethyl+C(7) EEFASTCPDDEEIELAYEQVAK 216 22 6 28.7 y5°y5y9y14y15y22 2573.14 77.249 34296 2 1287.08 7.97

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

3 Carbamidomethyl+C(2) LCPGGQLPFLLYGTEVHTDTNK 57 22 4 19.56 y6y11y20y22 2460.21 82.804 30448 3 820.74 -5.66

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

4
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 5 16.81 b6y9y13y15y28 3120.49 69.617 26575 3 1040.83 1.25

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

5 NSNPALNDNLEK 119 12 19 62.09
b2°b2*b2b5°b5*b5b6°b
6b8b10°b10*b10y1y2°y

2y8y9*y9y12
1328.65 36.899 26077 2 664.83 1.29

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

6 Carbamidomethyl+C(4) IGNCPFSQR 20 9 3 29.76 b3y5y8 1078.51 37.146 26025 2 539.76 1.25

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

7
VLDNYLTSPLPEEVDETSAEDEGV

SQR
138 27 8 22.01 b8*b8y6°y6y8y9*y9y27 2992.43 73.912 12751 2 1496.72 14.52

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

8 Carbamidomethyl+C(12) FLDGNELTLADCNLLPK 166 17 3 15.8 b4b10y10 1932.98 84.337 31710 2 966.99 2.02

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

9 FSAYIK 113 6 4 39.26 b3b4°b4b5 728.39 42.305 9446 2 364.70 -8.88

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

10 MAEEQPQVELFVKAGSDGAK 0 20 4 22.06 b11b12y5°y5 2134.04 58.291 75623 2 1067.52 -4.23

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

11 AEEQPQVELFVKAGSDGAK 1 19 3 14.47 b15y5y18 2002.99 72.021 6198 3 668.33 -9.69

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

12 GVHRYLSNAYAR 204 12 5 43.99 y6°y6y8y9y10 1406.73 42.249 1751 3 469.58 -0.17

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

13 Phosphoryl STY(18)
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 4 14.39 b3b17y9y20 3200.45 79.554 3565 5 640.90 2.75

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 SYELPDGQVITIGNER 938 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 AGFAGDDAPR 718 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 AVFPSIVGRPR 728 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 30 186.67

b2b3b4b6b7°b7b8b11b1
6°b16b23°b23y1y3y4y5
y6y7y9y10°y10y11°y11
y12y14y16y17°y17*y17

y23

2550.19 91.992 423340 2 1275.60 5.94

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 QEYDESGPSIVHRK 1059 14 19 150.15
b3°b3b4°b4b14y2y3y4y
5y6y7y8y9y10°y10y11y

12y14*y14
1644.79 31.141 419977 3 548.93 -5.94

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 QEYDESGPSIVHR 1059 13 6 57.36 y1y3y4y5y6y11 1516.69 37.100 276634 3 506.24 -5.63

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7 VVEVDSMPAASSVK 1 14 5 24.13 b9y12°y12y13y14 1418.73 49.725 118609 2 709.87 6.11

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 SQEPEINKDGDRELENFMAIEEMK 519 24 6 18.68 y2y3°y3y5y11y24 2852.34 94.021 35960 3 951.45 11.81

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9
HGSTHVGFPENLTNGATAGNGDD

GLIPPR
544 29 3 21.73 b7b8y13 2901.38 67.790 32348 4 726.10 -2.44

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10 Carbamidomethyl+C(9) MNSELSLSCK 629 10 3 40.98 y5y7y9 1168.55 58.357 5907 2 584.78 9.72

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11 ELENFMAIEEMKK 531 13 4 20.02 b3°b3y5y10 1611.78 86.458 5380 2 806.39 3.48

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 3 11.85 b10b12y5 2823.30 72.470 4746 2 1412.16 -6.31

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 MSQELEINKDGDR 400 13 5 20.02 b3y5y12*y12y13 1534.74 58.303 3187 2 767.87 13.36

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 Carbamidomethyl+C(2) ICELLSDYKEK 470 11 3 35.39 b4b5b6 1397.68 60.598 1678 2 699.35 -9.78

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 DVLHENSTLR 642 10 5 26.21 b4°b4b9y7*y7 1183.59 50.099 18399 1 1183.59 -17.84

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

16

Carbamidomethyl+C(2);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(9)

WCHHCFPCCR 63 10 6 70.77 b3b4y5y7y8y9 1519.53 16.832 4744 2 760.27 -21.69

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

17 ISSENSNPEQELK 367 13 8 61.27
b4b6b7b8°b8b11y10°y1

0
1474.68 108.686 3109 2 737.84 -13.82

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

18 GYRFTTMAER 896 10 3 33.2 b5b6b8 1231.60 25.794 5419 2 616.30 6.24

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

19 Oxidation+M(19) MSQELEINKDGDREVEEEMK 400 20 3 22.06 b10b11y8 2425.08 75.521 8711 4 607.03 -2.01

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

20 VVEVDSMPAAS 1 11 0 3.87 1104.54 49.755 4322 3 368.85 12.38



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

21 QEYDESGPSIVHR 1059 13 0 3.44 1499.68 37.091 20054 3 500.56 3.42

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

22 QEYDESGPSIVHRK 1059 14 0 3.87 1627.78 31.125 2827 2 814.39 8.70

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 10 30.87

b2b13b14*b14y1y2y6y1
2y18y26

2798.35 89.252 124179 3 933.46 3.75

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 14 116.96

y2y3y4y5y6y7°y7y8y10
y12y13y14y22y25

2708.33 95.085 80004 3 903.45 -1.35

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 23.76
b6b8b12°b12*b12b13y1

y7y9°y9
4593.04 89.055 41967 6 766.35 -14.56

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

6 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 9 42.48
b4°b4b5°b5b12y2y3y8y

12
1822.94 43.159 10570 2 911.97 9.38

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

7 INVYYNEATGNK 46 12 3 21.63 b6b9y4 1385.68 64.024 3013 3 462.57 10.04

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

8 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

9 ALTVPELTQQMFDSK 282 15 5 17.57 b1b9b12y12°y12 1707.85 67.598 2263 3 569.95 -8.79

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

10 ISEQFTAMFRR 380 11 0 2.58 1367.69 71.882 4810 3 456.57 7.68

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 AVFVDLEPTVIDEVR 64 15 13 124.42
b3b6b7y2y3y4y6y7y8y1

0y11y12y15
1701.91 83.845 209045 2 851.46 0.14

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 LISQIVSSITASLR 229 14 5 18.69 b4y2y5y8y14 1487.88 100.286 51813 2 744.44 -2.13

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 5 29.76 b2b3y5y7y9 1249.56 60.691 43718 2 625.28 4.01

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 LSVDYGKK 156 8 10 66
b2°b2y2y3y4y5y6°y6y7

y8
909.50 28.699 36993 2 455.25 -3.22

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 Carbamidomethyl+C(15)
AYHEQLTVAEITNACFEPANQMV

K
280 24 4 12.37 b7y8°y8y10 2764.31 73.419 8047 3 922.11 2.12

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 9 64.5
b3b4*b4b7y7°y7y9y10y

12
1598.77 82.687 37591 2 799.89 4.58

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12 AFVHWYVGEGMEEGEFSEAR 402 20 3 13.93 b3b9y8 2330.04 79.309 21452 3 777.35 11.00

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

13 TIGGGDDSFNTFFSETGAGK 40 20 3 13.93 b5b15y4 2007.86 54.847 1629 2 1004.44 -14.83

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

14 AVFVDLEPTVIDEVRTGTYR 64 20 5 19.04 b7b14y4y6°y6 2280.16 114.240 3862 2 1140.58 -12.10



|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

15 QLFHPEQLITGKEDAANNYAR 84 21 3 13.46 b6y6y11 2415.19 107.055 3390 2 1208.10 -8.29

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

16 Carbamidomethyl+C(3) AVCMLSNTTAVAEAWARLDHK 373 21 8 49.94
b5b10°b10b11b12y4y6y

10
2344.14 109.443 1648 3 782.05 -5.31

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

17
Carbamidomethyl+C(3);

Oxidation+M(4)
AVCMLSNTTAVAEAWAR 373 17 4 15.8 b11b13*b13y6 1866.89 58.355 29891 2 933.95 4.38

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

18 SVDYGKK 157 7 1 9.46 b3 796.41 28.693 14974 2 398.71 -8.81

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 53.84

b10b14y4y9y11y12y13°
y13y17

2750.30 72.865 53972 3 917.44 3.99

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 LSVDYGKK 156 8 10 66
b2°b2y2y3y4y5y6°y6y7

y8
909.50 28.699 36993 2 455.25 -3.22

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

8 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

9 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 4 11.01 b5b11y13°y13 3359.64 120.185 38361 4 840.66 -5.16

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

10 Phosphoryl STY() FDGALNVDLTEFQTNLVPYPR 243 21 7 39.73 b5°b5b6b8b9°b9*b9 2489.19 74.624 14949 3 830.40 9.91

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 15 109.95

b2b3b4b7y5y6y7y8y10y
12y18y19y20y22y26

3030.51 113.007 37291 3 1010.84 0.89

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2 LTVLPPELGNLDLTGQK 191 17 8 36.11
b2°b2b3°b3b4y13°y13y

14
1808.02 86.050 33015 2 904.52 4.59

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3 NLEVLNFFNNQIEELPTQISSLQK 63 24 14 62.67
b2b3b4*b4b5*b5y1y2y3

y4*y4y5y9y24
2818.45 108.544 18420 3 940.16 -3.46

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4 HLNLGMNR 89 8 5 32.34 b7y5*y5y6*y6 954.48 41.063 15305 2 477.74 -12.85

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5 YLYGR 243 5 1 12.94 y3 671.35 34.747 11832 2 336.18 5.00

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 LVEESR 7 6 1 13.37 y3 732.39 38.926 9709 1 732.39 3.75

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

7 NQPEVDMSDR 15 10 5 53.06 b5b6y4y7y8 1190.53 26.621 4929 3 397.51 12.82

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

8 ALYLSDNDFEILPPDIGK 137 18 5 28.38 b7b10*b10y13y14 2020.06 95.485 4166 3 674.02 15.89

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

9 LNTLPR 97 6 1 13.37 y4 713.42 30.776 3707 2 357.22 -9.41

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

10 YLYGRHMQANPEPPK 243 15 4 28.59 b3b9b10y10 1800.86 70.220 8426 2 900.93 -14.30

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 10 30.87

b2b13b14*b14y1y2y6y1
2y18y26

2798.35 89.252 124179 3 933.46 3.75

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 14 116.96

y2y3y4y5y6y7°y7y8y10
y12y13y14y22y25

2708.33 95.085 80004 3 903.45 -1.35



|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 9 42.48
b4°b4b5°b5b12y2y3y8y

12
1822.94 43.159 10570 2 911.97 9.38

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 ALTVPELTQQMFDSK 282 15 5 17.57 b1b9b12y12°y12 1707.85 67.598 2263 3 569.95 -8.79

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 LHFFMPGFAPLTSR 262 14 7 57.63 b5b9b13y11y12°y12y13 1620.82 88.955 24694 3 540.94 -12.50

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 GHYTEGAELVDSVLDVVR 103 18 3 15.09 b14y5y8 1958.98 92.713 16856 3 653.66 -3.30

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

10 AILVDLEPGTMDSVR 62 15 4 23.59 b13y5y6°y6 1615.81 81.505 13978 3 539.27 -18.13

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

11 NSSYFVEWIPNNVK 336 14 6 47.28 b8b9*b9b11b12y10 1696.83 42.242 13562 2 848.92 -0.36

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

12 EVDEQMLNVQNK 324 12 4 21.63 b5y8y10*y10 1446.69 92.051 7398 2 723.85 3.88

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

13 IMNTFSVMPSPK 162 12 7 60.67 b5b6*b6b8y5y6y7 1351.70 71.878 3157 3 451.24 21.13

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

14 ISEQFTAMFR 380 10 3 26.21 b4b9y7 1229.61 45.107 2497 2 615.31 12.11

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

15 INVYYNEAAGNKYVPR 46 16 3 24.32 b3b10b13 1870.93 59.696 8766 2 935.97 -8.09

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

16 Phosphoryl STY() ALTVPELTQQMFDSK 282 15 7 61.18
b3b5b6_H3PO4 

b6b7y3y8y12
1787.84 101.261 3519 2 894.43 13.38

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

17 Oxidation+M() IMNTFSVMPSPK 162 12 6 48.48 b4b5b6°b6b11y8 1367.68 86.426 10013 2 684.35 10.89

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

1 LLVVYPWTQR 31 10 20 126.8
b2b3b4b5y1y2*y2y3*y3
y4*y4y5*y5y6*y6y7*y7

y8y9y10
1274.72 78.095 1440083 2 637.87 -0.77

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

2 VHFTAEEK 1 8 4 35.35 b1b3b7y3 960.47 50.038 6928 1 960.47 -5.40

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

3 MVHFTAEEK 0 9 4 29.76 b5b6y7°y7 1091.52 26.687 3627 3 364.51 -1.01

|P06396|GELS_HUMAN Gelsolin 1 AGALNSNDAFVLK 584 13 15 79.2
b3b5*b5b11*b11b12b1
3y4y9*y9y10y11°y11*y

11y13
1319.70 60.223 209145 2 660.35 3.05

|P06396|GELS_HUMAN Gelsolin 2
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 10 32.4

b7°b7b9b13y6°y6y10y1
3y19y28

2873.27 56.518 191220 4 719.07 -4.08

|P06396|GELS_HUMAN Gelsolin 3 TGAQELLR 615 8 6 66 y3y4y5*y5y6y7 887.49 40.651 125278 2 444.25 -7.01

|P06396|GELS_HUMAN Gelsolin 4
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 13 65.8

b2b3b4b6b14y4y5y8y9y
12y14°y14y25

2843.34 77.696 108196 4 711.59 -9.44

|P06396|GELS_HUMAN Gelsolin 5 AQPVQVAEGSEPDGFWEALGGK 626 22 19 79.14
b2*b2b3b4*b4b6b9b11°
b11y2y3y4y6y11°y11y1

4°y14y16y22
2272.11 82.100 104166 2 1136.56 7.63

|P06396|GELS_HUMAN Gelsolin 6 QTQVSVLPEGGETPLFK 373 17 12 76.45
b3b4*b4b5*b5y2y4y10y

12y13y14y17
1829.97 72.604 91977 2 915.49 2.60

|P06396|GELS_HUMAN Gelsolin 7 AGKEPGLQIWR 61 11 14 108.27
b1b4b6b7b8°b8y1y3y4y

6y7*y7y8y11
1254.68 55.554 72470 3 418.90 -12.45

|P06396|GELS_HUMAN Gelsolin 8 TPSAAYLWVGTGASEAEK 597 18 7 29.94 b2°b2b5b7b14y4y11 1837.89 67.804 62914 2 919.45 -2.59

|P06396|GELS_HUMAN Gelsolin 9 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 8 46.57 b2y1y3y4y5y9°y9y11 1320.58 48.017 36122 3 440.86 -10.45

|P06396|GELS_HUMAN Gelsolin 10 HVVPNEVVVQR 177 11 11 99.13
b2b3b7*b7y3y4y5y8y9y

10y11
1275.71 37.631 34573 2 638.36 -2.39

|P06396|GELS_HUMAN Gelsolin 11
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 8 22.51

b8y6y11°y11y12*y12y2
5*y25

2463.23 82.233 13129 2 1232.12 5.95



|P06396|GELS_HUMAN Gelsolin 12 TASDFITK 360 8 5 32.34 b7y6°y6y7°y7 882.45 37.638 73742 2 441.73 -6.50
|P06396|GELS_HUMAN Gelsolin 13 EVQGFESATFLGYFK 147 15 3 25.65 y4y6y12 1722.85 89.846 57282 2 861.93 5.74

|P06396|GELS_HUMAN Gelsolin 14
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNR

199 35 20 138.49
b3°b3b4b9°b9b11b13°b
13y4y5y6y7y8y9y10y14

y17y18y19y31
4037.81 99.477 52967 3 1346.61 5.20

|P06396|GELS_HUMAN Gelsolin 15 DPDQTDGLGLSYLSSHIANVER 397 22 9 62.57
b13°b13y3y4y5y11y12y

14y16
2387.15 78.854 22824 3 796.39 3.07

|P06396|GELS_HUMAN Gelsolin 16 IFVWK 341 5 1 12.94 y4 692.40 61.634 19183 2 346.71 -12.78

|P06396|GELS_HUMAN Gelsolin 17
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAK
257 32 5 24.18 b9y5y7y8y19 3301.65 73.872 10313 3 1101.22 -3.85

|P06396|GELS_HUMAN Gelsolin 18 QANTEER 348 7 6 49.62 b5°b5y3y4°y4y5 847.41 62.255 4564 1 847.41 22.04
|P06396|GELS_HUMAN Gelsolin 19 VPEARPNSMVVEHPEFLK 43 18 3 15.09 b13b15y14 2079.02 66.002 3691 3 693.68 -21.96

|P06396|GELS_HUMAN Gelsolin 20
IEGSNKVPVDPATYGQFYGGDSYI

ILYNYR
451 30 14 107.27

b7b10*b10b13b25y3y4y
5y6y11y12y13y14y23

3399.67 84.461 67063 3 1133.90 5.17

|P06396|GELS_HUMAN Gelsolin 21 Carbamidomethyl+C(4) SEDCFILDHGKDGK 327 14 9 83.89
b3b7b10b12y3y5y7°y7y

11
1620.73 42.279 58310 3 540.91 -3.24

|P06396|GELS_HUMAN Gelsolin 22 KMDAHPPR 660 8 4 32.34 b5b6y7°y7 951.48 98.512 9195 1 951.48 -6.29

|P06396|GELS_HUMAN Gelsolin 23
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNRYER

199 38 7 26.89 b3°b3b5b7b12b13y4 4486.01 96.679 7584 4 1122.26 2.18

|P06396|GELS_HUMAN Gelsolin 24 TASDFITKMDYPK 360 13 9 81.42
b6b7b10y6y9y10y11°y1

1y12
1516.75 54.850 6931 2 758.88 11.11

|P06396|GELS_HUMAN Gelsolin 25
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 4 12.09 b3b13°b13y9 2843.34 87.216 5732 3 948.45 -12.11

|P06396|GELS_HUMAN Gelsolin 26 QANTEERK 348 8 4 32.34 b4°b4y5y6 975.50 28.621 1748 2 488.25 11.95

|P06396|GELS_HUMAN Gelsolin 27 Phosphoryl STY(5) QTQVSVLPEGGETPLFK 373 17 5 25.35
b3*b3b6b10_H3PO4 

b10y13
1909.93 73.092 165807 2 955.47 2.05

|P06396|GELS_HUMAN Gelsolin 28 Phosphoryl STY() TEALTSAKR 720 9 4 29.76 b3b4°b4y5 1056.51 62.284 3630 2 528.76 9.01
|P06396|GELS_HUMAN Gelsolin 29 Phosphoryl STY(9) EVQGFESATFLGYFK 147 15 4 25.65 y5y7y9°y9 1802.82 55.887 2322 2 901.91 13.68
|P06396|GELS_HUMAN Gelsolin 30 Oxidation+M(9) VPEARPNSMVVEHPEFLK 43 18 3 22.25 b4b9b17 2095.08 80.614 2308 2 1048.04 5.48

|P06396|GELS_HUMAN Gelsolin 31 Carbamidomethyl+C(2) DCFILDHGK 329 9 0 2.58 1104.52 47.994 2501 2 552.76 6.41

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 SYELPDGQVITIGNER 938 16 27 206.97

b2b3°b3b6b8b9°b9b10b
12°b12y3*y3y4*y4y5y6
*y6y7y8y9y10y11°y11y

12°y12y13y16

1790.90 70.748 2649301 2 895.95 2.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 AGFAGDDAPR 718 10 20 141.51
b1b2b3b4b5b8y1y2y3y4
°y4y5°y5y6°y6y7°y7y8y

9y10
976.44 30.235 1748916 2 488.73 -3.50

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 AVFPSIVGRPR 728 11 13 106.12
b1b2y1y2y3y4y5y6y7y8

°y8y9y10
1198.71 55.587 1143213 2 599.86 3.56

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHRK 1059 14 19 150.15
b3°b3b4°b4b14y2y3y4y
5y6y7y8y9y10°y10y11y

12y14*y14
1644.79 31.141 419977 3 548.93 -5.94

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 QEYDESGPSIVHR 1059 13 6 57.36 y1y3y4y5y6y11 1516.69 37.100 276634 3 506.24 -5.63

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 VVEVDSMPAASSVK 1 14 5 24.13 b9y12°y12y13y14 1418.73 49.725 118609 2 709.87 6.11

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 SQEPEINKDGDRELENFMAIEEMK 519 24 6 18.68 y2y3°y3y5y11y24 2852.34 94.021 35960 3 951.45 11.81



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 ISSENSNPEQDLK 367 13 9 57.36
y4y5°y5y9*y9y10°y10y

11°y11
1460.67 53.693 20231 3 487.56 -10.36

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 Carbamidomethyl+C(9) MNSELSLSCK 629 10 3 40.98 y5y7y9 1168.55 58.357 5907 2 584.78 9.72

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10 ELENFMAIEEMKK 531 13 4 20.02 b3°b3y5y10 1611.78 86.458 5380 2 806.39 3.48

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 3 11.85 b10b12y5 2823.30 72.470 4746 2 1412.16 -6.31

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12 Carbamidomethyl+C(2) ICELLSDYKEK 470 11 3 35.39 b4b5b6 1397.68 60.598 1678 2 699.35 -9.78

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13 EEIAMLR 652 7 4 39.69 b3b5b6°b6 861.43 28.651 32810 1 861.43 -18.00

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14 DILHENSTLR 642 10 3 27.97 b9y7y8 1197.65 54.983 28244 2 599.33 20.49

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 3 12.68 b19y5y13 2578.24 117.026 21887 3 860.09 14.77

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16 ELENFMAIEEMK 531 12 4 25.61 b9°b9y9y10 1483.69 54.824 8634 3 495.23 5.10

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 SNVGASGDHDDSAMK 77 15 3 17.57 b3b13y10 1490.63 32.840 8324 2 745.82 9.58

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 SQEPEINK 519 8 8 66 b4b7*b7y3*y3y6y7*y7 944.47 42.260 6474 2 472.74 3.88

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

19 DLYTNTVLSGGTTMYPGMAHR 991 21 5 20.1 b3b11b13°b13*b13 2285.11 83.348 6345 3 762.37 15.92

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

20 LTSEEESQR 380 9 3 29.76 b4b8y3 1078.49 53.633 2022 1 1078.49 -6.68

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

21 LELDTMK 659 7 4 49.62 b3b5b6y6 849.42 89.931 1658 1 849.42 -17.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

22 Carbamidomethyl+C(2) ICELLSDYK 470 9 4 29.76 b3°b3b5y7 1140.55 98.447 1579 1 1140.55 -12.20

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

23 EEIAMLRLELDTMK 652 14 4 34.25 y3y4y5°y5 1691.88 76.040 47272 2 846.44 4.76

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

24

Carbamidomethyl+C(2);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(9)

WCRHCFPCCR 63 10 3 26.21 b4y4y7 1538.59 24.671 33711 2 769.80 -6.35

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

25 FKGSENSQPEK 389 11 6 34.35 b5b9y7°y7*y7y9 1250.60 98.522 26573 2 625.80 -0.88

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

26 Carbamidomethyl+C(12) EYAVSSHHHVICQLLSDYKEK 342 21 5 13.46 b12°b12y4y10°y10 2543.22 66.089 15586 4 636.56 -6.91



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

27 Carbamidomethyl+C(1) CQLNVLDNKK 196 10 3 27.97 b4b5y6 1231.66 54.917 9487 2 616.33 9.42

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

28 YSSENSNPEQDLKLTSEEESQR 485 22 5 24.65 b12b14y4y6y10 2570.18 125.526 7237 3 857.40 10.26

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

29 QMPKYSSENSNPEQDLK 481 17 6 25.35 b11y8°y8*y8y10y12 1994.94 114.953 6042 2 997.97 11.63

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

30 LKGSENGQPEK 507 11 5 23.63 b5b8°b8*b8y8 1186.59 29.972 4709 3 396.20 -13.58

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

31 YHVRGEDLDK 132 10 3 26.21 b7b9y5 1231.62 62.292 4336 2 616.32 14.07

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

32 QMLKISSENSNPEQDLK 363 17 4 15.8 b9°b9b16y6 1960.95 69.031 4097 2 980.98 -6.85

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

33 Carbamidomethyl+C(16) QIEVVEKMNSELSLSCK 622 17 3 22.78 b11b12y12 1993.98 81.263 4022 2 997.49 -8.57

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

34 ESYVGKEAQSK 750 11 3 23.63 b5b7y10 1225.60 36.918 3910 2 613.30 -6.18

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

35

Carbamidomethyl+C(3);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(18

)

FRCPEALFQPCFLGMESCGIHETTF
NSIMK

954 30 5 35.88 y13y14°y14y15y17 3607.65 89.953 3197 3 1203.22 4.47

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

36 LTSEEESQRFK 380 11 7 26.64 b9°b9y8*y8y9°y9*y9 1353.65 41.609 2330 2 677.33 -8.03

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

37 SQEPEINKDGDR 519 12 4 21.63 b4b10y11*y11 1387.63 73.197 1560 3 463.21 -13.28

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

38
Carbamidomethyl+C(12)

;Phosphoryl STY()
EYAVSSHHHVICQLLSDYKEK 342 21 9 36.33

b8°b8b12_H3PO4 
b12b16_H3PO4 

b16°b16y4y5°y5y18
2623.20 121.157 23294 3 875.07 4.93

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

39 Phosphoryl STY() MQKEIAALAPSMMK 1012 14 8 58.97 b3b4b5°b5*b5b10b11y3 1628.73 85.340 7929 2 814.87 -14.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

40 Oxidation+M() ELENFMAIEEMKK 531 13 3 24.79 b3y10y11 1627.77 91.279 8488 2 814.39 -3.15

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

41 Oxidation+M() ELENFMAIEEMK 531 12 4 21.63 b8°b8y3y6 1499.66 106.426 5307 3 500.56 -8.14

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

42 Oxidation+M() SQEPEINKDGDRELENFMAIEEMK 519 24 5 26.69 b6b8b9y7y20 2868.34 86.972 4560 4 717.84 12.09

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

43 Oxidation+M(1)
MTQIMFETFNTPAMYVAIQAVLSL

YTSGR
818 29 4 14.03 b5b10y5y7 3299.64 77.269 3293 4 825.67 8.21

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

44 Oxidation+M() EVEEEMKK 413 8 3 35.35 b3y4y7 1037.49 110.552 1532 1 1037.49 11.18

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 ASIHEAWTDGK 402 11 11 58.65
b1b4b5°b5b10°b10y1y4

y5y9y11
1214.58 40.164 1063993 2 607.79 0.20



|P12814|ACTN1_HUMAN Alpha-actinin-1 2 VGWEQLLTTIAR 714 12 14 119.42
b3b4b6*b6y2y3y4y5y6y

7y8*y8y9y12
1386.77 97.469 181079 2 693.89 -2.99

|P12814|ACTN1_HUMAN Alpha-actinin-1 3 AIMTYVSSFYHAFSGAQK 236 18 29 193.36

b2b3b5°b5b8b10b12b13
y2y4*y4y5°y5y6°y6y7y8
y9y10°y10y11*y11y12°
y12*y12y13y16°y16y18

2007.95 89.948 152323 3 669.99 -6.81

|P12814|ACTN1_HUMAN Alpha-actinin-1 4 MLDAEDIVGTARPDEK 220 16 6 23.15 b11°b11y11°y11y12y16 1759.85 59.747 1220603 587.29 -2.77

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 IDQLEGDHQLIQEALIFDNK 684 20 9 53.73
b3b13y1y3y4°y4y5y6y2

0
2339.19 81.504 119382 3 780.40 -1.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 6
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 23 144.79

b2b3b4*b4b5b6b7y2y3*
y3y4*y4y5y6*y6y7y8y1
0y12°y12y14*y14y25

2808.38 94.031 95212 3 936.80 5.22

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 TINEVENQILTR 726 12 9 48.48
b2°b2b10y1y3y4y6y10y

12
1429.77 59.473 91770 2 715.39 3.59

|P12814|ACTN1_HUMAN Alpha-actinin-1 8 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 11 62.61
y5y8y9y10°y10*y10y11

y15°y15*y15y17
1992.93 75.723 90407 2 996.97 6.80

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 LASDLLEWIR 281 10 7 59.87 b8y2y3y4y8y9y10 1215.66 91.400 74825 2 608.34 -8.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 10 ALDFIASK 95 8 10 48.29
b1b3°b3y2°y2y3y5y6°y6

y8
864.48 54.909 59981 2 432.74 -8.12

|P12814|ACTN1_HUMAN Alpha-actinin-1 11
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 8 37.06 b3b13y3y7y8y11y13y26 2890.44 63.840 45081 3 964.15 1.18

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 LLETIDQLYLEYAKR 502 15 9 38.8
b2b3y1y6y7y11*y11y13

y15
1868.00 85.207 42654 3 623.34 -6.53

|P12814|ACTN1_HUMAN Alpha-actinin-1 13 RDQALTEEHAR 613 11 12 74.6
b1b2b3b4b5b7y1y2y3y5

y6y11
1325.64 16.479 38764 3 442.55 -9.67

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 ATLPDADKER 555 10 8 50.91 b2y1y2y3y4y5y7y10 1115.57 25.100 32168 2 558.29 -0.22

|P12814|ACTN1_HUMAN Alpha-actinin-1 15 Carbamidomethyl+C(1) CQLEINFNTLQTK 331 13 6 29.26 b2*b2b3b10b12y13 1608.81 69.704 24833 2 804.91 0.68

|P12814|ACTN1_HUMAN Alpha-actinin-1 16 DQALTEEHAR 614 10 10 66.86
b2*b2b10y2y3y4y5°y5y

6y8
1169.55 20.091 5841 2 585.28 -3.55

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 ASFNHFDRDHSGTLGPEEFK 752 20 6 22.06 b10y1y2y11y12y20 2291.06 115.392 29123 764.36 5.97

|P12814|ACTN1_HUMAN Alpha-actinin-1 18 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 6 55.57 y3y4y6y9y12*y12 1661.76 69.421 142514 2 831.39 -19.39

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 VPENTMHAMQQK 300 12 4 21.63 b9*b9b11y10 1413.63 49.860 116552 3 471.88 -19.26

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 LAILGIHNEVSK 565 12 4 21.63 b3y5*y5y9 1293.73 57.987 112089 3 431.91 -18.59

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 VLAVNQENEQLMEDYEK 264 17 3 24.45 y4y12y13 2051.97 61.230 89305 2 1026.49 4.64

|P12814|ACTN1_HUMAN Alpha-actinin-1 22
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 6 14.03 b12b14y9°y9y12°y12 3055.41 118.133 33699 4 764.61 16.22

|P12814|ACTN1_HUMAN Alpha-actinin-1 23 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 3 13.05 b3b6y7 2396.16 80.877 20369 3 799.39 18.24

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 AGTQIENIEEDFR 47 13 4 28.77 b4b10y9y11 1521.74 53.640 13147 3 507.92 13.88

|P12814|ACTN1_HUMAN Alpha-actinin-1 25 QQHNER 624 6 5 39.26 b4y4y5°y5*y5 811.38 42.272 7077 2 406.19 -5.27

|P12814|ACTN1_HUMAN Alpha-actinin-1 26 LGVVTFQAFIDFMSR 803 15 3 25.65 b3b13b14 1730.89 91.920 5079 2 865.95 -4.23

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 DDPLTNLNTAFDVAEK 198 16 6 26.85 b12*b12y7°y7y9y15 1762.87 45.757 3914 3 588.29 10.73



|P12814|ACTN1_HUMAN Alpha-actinin-1 28 NYITMDELR 840 9 3 37.54 y4y5y6 1154.53 54.830 3525 1 1154.53 -21.46

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 IMSIVDPNR 794 9 3 29.76 b6y3y7 1044.53 78.966 2212 1 1044.53 -21.15

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 TIPWLENRVPENTMHAMQQK 292 20 3 13.93 b4b13y7 2423.17 67.576 62848 4 606.55 -10.98

|P12814|ACTN1_HUMAN Alpha-actinin-1 31
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 7 37.11 b10b12b13y3y10y12y13 3583.73 67.301 60016 5 717.55 -13.15

|P12814|ACTN1_HUMAN Alpha-actinin-1 32
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 5 21.51 b9y9*y9y10y14 3621.74 75.622 57163 5 725.15 -9.71

|P12814|ACTN1_HUMAN Alpha-actinin-1 33 ILAGDKNYITMDELR 834 15 5 25.65 y5°y5y6°y6y8 1751.89 62.208 29560 3 584.63 -8.08

|P12814|ACTN1_HUMAN Alpha-actinin-1 34 Carbamidomethyl+C(2)
ACLISLGYDIGNDPQGEAEFARIMS

IVDPNR
772 31 5 13.41 b11°b11b15y5y29 3421.60 84.469 23498 4 856.16 -14.77

|P12814|ACTN1_HUMAN Alpha-actinin-1 35 RDQALTEEHAR 613 11 3 30.62 b4b8b9 1325.66 53.684 9290 2 663.34 5.43

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 MEEIGRISIEMHGTLEDQLSHLR 649 23 4 16.84 b6b12y4y12 2694.34 90.693 8926 4 674.34 3.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 37 VPENTMHAMQQKLEDFR 300 17 4 36.14 b7b8b9y11 2074.01 76.333 6482 3 692.01 11.30

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 DQALTEEHARQQHNER 614 16 5 26.85 b9b11b15y4°y4 1961.90 53.813 5748 4 491.23 -7.96

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 DDPLTNLNTAFDVAEKYLDIPK 198 22 5 36.48 b5b6b7°b7b13 2492.22 101.851 5610 3 831.41 -13.42

|P12814|ACTN1_HUMAN Alpha-actinin-1 40
AIMTYVSSFYHAFSGAQKAETAA

NR
236 25 3 21.64 b12y6y7 2721.33 75.468 3197 3 907.78 8.70

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 KHEAFESDLAAHQDR 435 15 3 17.57 b6y8y13 1753.81 64.206 1832 2 877.41 -10.30

|P12814|ACTN1_HUMAN Alpha-actinin-1 42
Carbamidomethyl+C(2);

Phosphoryl STY(12)
ICDQWDNLGALTQKR 478 15 9 44.42

b9_H3PO4 
b9*b10_HPO3 

b9b10b11°b11y7y11°y1
1*y11

1897.88 42.309 38240 3 633.30 11.96

|P12814|ACTN1_HUMAN Alpha-actinin-1 43
Carbamidomethyl+C(11)

;Phosphoryl STY()
RELPPDQAEYCIAR 849 14 4 32.14 b9b10y10y13 1797.80 45.554 27998 3 599.94 8.42

|P12814|ACTN1_HUMAN Alpha-actinin-1 44 Phosphoryl STY(8) ISIEMHGTLEDQLSHLR 655 17 9 32.93
b7°b7b9y7°y7*y7y11_H

PO3 y10y11°y11
2058.95 103.200 14506 3 686.99 -5.10

|P12814|ACTN1_HUMAN Alpha-actinin-1 45 Phosphoryl STY(2) ASIHEAWTDGKEAMLR 402 16 3 16.61 b3y10y13 1894.87 53.019 4641 2 947.94 12.88

|P12814|ACTN1_HUMAN Alpha-actinin-1 46 Phosphoryl STY(11) LAILGIHNEVSK 565 12 4 21.63 b9b11*b11y9 1373.73 43.563 2606 1 1373.73 12.26

|P12814|ACTN1_HUMAN Alpha-actinin-1 47 Phosphoryl STY(31)
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 4 51.2 y4y5y6y7 4442.04 114.739 2365 6 741.18 7.91

|P12814|ACTN1_HUMAN Alpha-actinin-1 48 Oxidation+M() AIMTYVSSFYHAFSGAQK 236 18 4 15.09 b7°b7b16y10 2023.96 100.656 32413 3 675.33 1.81

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 Oxidation+M(1) MLDAEDIVGTARPDEK 220 16 5 34.34 b4b7y6y7y9 1775.87 29.266 8056 3 592.63 13.13

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 Oxidation+M(1)
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 4 16.42 b3b5b14y11 3071.38 68.381 3478 3 1024.46 8.58

|P12814|ACTN1_HUMAN Alpha-actinin-1 51
Carbamidomethyl+C(11)

;Oxidation+M(1)
MVSDINNAWGCLEQVEK 359 17 3 15.8 b9b12y5 2008.91 50.867 2000 2 1004.96 1.03

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 LPDADKER 557 8 0 2.15 943.48 25.082 14890 2 472.25 0.06

|P12814|ACTN1_HUMAN Alpha-actinin-1 53 PDADKER 558 7 2 22.02 b3b4 830.40 25.082 13827 2 415.70 -3.09

|P12814|ACTN1_HUMAN Alpha-actinin-1 54 TLPDADKER 556 9 0 2.15 1044.53 25.083 6642 2 522.77 1.64



|P12814|ACTN1_HUMAN Alpha-actinin-1 55 LTEEHAR 617 7 0 2.58 855.43 16.454 2021 2 428.22 -1.36

|P12814|ACTN1_HUMAN Alpha-actinin-1 56 ATLPDADKER 555 10 0 2.15 1097.54 25.094 2092 3 366.52 -9.12

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 10 30.87

b2b13b14*b14y1y2y6y1
2y18y26

2798.35 89.252 124179 3 933.46 3.75

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 IMNTFSVVPSPK 162 12 4 25.61 b4y1y7y8 1319.71 63.200 97959 2 660.36 6.94

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 14 116.96

y2y3y4y5y6y7°y7y8y10
y12y13y14y22y25

2708.33 95.085 80004 3 903.45 -1.35

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 23.76
b6b8b12°b12*b12b13y1

y7y9°y9
4593.04 89.055 41967 6 766.35 -14.56

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 16.83 y3y7y15y32 3311.56 81.243 41273 3 1104.52 6.64

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 INVYYNEATGGNYVPR 46 16 5 27.52 b7y5y12y13*y13 1829.88 81.246 19805 2 915.44 -2.54

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

9 MAATFIGNSTAIQELFK 362 17 3 15.8 b6y3y10 1841.96 116.110 43130 3 614.66 9.08

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

10 EEFPDRIMNTFSVVPSPK 156 18 6 37.82 b7°b7b8b9b13*b13 2093.01 107.852 63737 3 698.34 -12.01

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

11 GSQQYRALTVPELTQQMFDAK 276 21 3 21.91 b6y13y14 2411.20 103.552 2944 3 804.40 -1.11

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

12
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

);Phosphoryl STY()

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 8 36.11
b3b6b9°b9b10b11*b11y

7
4673.12 120.160 6959 4 1169.04 12.85

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

13 Oxidation+M() ISEQFTAMFRR 380 11 4 35.39 b3°b3b7b9 1401.68 83.841 15760 2 701.35 -7.75

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 QLFHPEQLITGKEDAANNYAR 84 21 16 83.17
b2b4*b4b5b6*b6b10y3y
5*y5y6y7*y7y9y12y21

2415.20 61.492 170806 3 805.74 -0.51

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 LISQIVSSITASLR 229 14 5 18.69 b4y2y5y8y14 1487.88 100.286 51813 2 744.44 -2.13

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7 ESIDLVLDR 112 9 5 45.32 y2y3y5y8y9 1059.56 62.938 8400 2 530.28 -10.37

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8 AVMIDLEPTVVDEVR 64 15 4 23.59 b3b4y8°y8 1685.85 54.986 5863 3 562.62 -18.03

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

9 EDAANNYARGHYTVGK 96 16 4 23.15 b13y11y12°y12 1765.83 81.479 77866 2 883.42 2.35

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

10
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

AYHEQLSVAEITSSCFEPNSQMVK
CDPR

280 28 5 25.65 b12y5y6y11y13 3283.47 80.656 7020 4 821.62 -3.72



|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

11 INDDDSFTTFFSETGNGKHVPR 42 22 4 22.92 b9b10*b10b12 2484.12 43.515 6638 4 621.78 -11.01

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

12
Carbamidomethyl+C(15)

;Phosphoryl STY(12)
AYHEQLSVAEITSSCFEPNSQMVK 280 24 3 22.66 y4y12y13 2835.24 70.045 4068 3 945.75 3.19

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

13 Oxidation+M(3) AVMIDLEPTVVDEVR 64 15 4 24.95 b7b9y9y13 1701.88 76.289 6616 2 851.44 5.09

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

14 DIERPTYTNLNR 217 12 3 26.47 b3b4b7 1491.74 52.235 8659 2 746.37 -9.90

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

15 PGGDLAK 363 7 2 13.28 b4b6 657.35 65.294 2700 2 329.18 -7.52

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 10 30.87

b2b13b14*b14y1y2y6y1
2y18y26

2798.35 89.252 124179 3 933.46 3.75

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 IMNTFSVVPSPK 162 12 4 25.61 b4y1y7y8 1319.71 63.200 97959 2 660.36 6.94

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 14 116.96

y2y3y4y5y6y7°y7y8y10
y12y13y14y22y25

2708.33 95.085 80004 3 903.45 -1.35

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 23.76
b6b8b12°b12*b12b13y1

y7y9°y9
4593.04 89.055 41967 6 766.35 -14.56

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 16.83 y3y7y15y32 3311.56 81.243 41273 3 1104.52 6.64

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

8 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

9 Carbamidomethyl+C(10) EIVHLQAGQCGNQIGAK 2 17 7 22.13 b3b9°b9y8*y8y11*y11 1822.94 43.658 4862 2 911.97 6.90

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

10 GLKMSATFIGNSTAIQELFK 359 20 3 23.35 b8b9b14 2156.14 136.476 16202 3 719.38 -2.26

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

11
Carbamidomethyl+C(23)

;Oxidation+M()
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 3 12.09 b9b13y9 2724.34 90.727 2670 3 908.79 3.50

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

1 LLVVYPWTQR 31 10 20 126.8
b2b3b4b5y1y2*y2y3*y3
y4*y4y5*y5y6*y6y7*y7

y8y9y10
1274.72 78.095 1440083 2 637.87 -0.77

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

2 VNVEDAGGETLGR 18 13 8 33.17
b11b13*b13y7y9y11°y1

1y13
1316.65 58.411 14364 2 658.83 2.23

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

3 FFDSFGNLSSASAIMGNPK 41 19 4 19.95 b10b13y8y14 1989.94 82.145 8801 3 663.98 -0.31

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

4 MGHFTEEDKATITSLWGK 0 18 4 31.8 b3b5b6b13 2050.98 121.118 47038 2 1025.99 -5.12

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

5 MVTAVASALSSRYH 133 14 3 18.69 b6y3y7 1492.77 65.364 7482 3 498.26 6.13

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

6 GHFTEEDKATITSLWGK 1 17 3 22.78 b3b4y3 1919.93 38.867 5516 4 480.74 -7.88

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

7
EFTPEVQASWQKMVTAVASALSS

R
121 24 4 27.34 b6b8b11b13 2623.28 100.716 1960 3 875.10 -14.61

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

8 ATITSLWGKVNVEDAGGETLGR 9 22 3 19.56 y8y10y12 2274.17 89.074 1641 3 758.73 -0.86

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

1 LLVVYPWTQR 31 10 20 126.8
b2b3b4b5y1y2*y2y3*y3
y4*y4y5*y5y6*y6y7*y7

y8y9y10
1274.72 78.095 1440083 2 637.87 -0.77



|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

2 VNVEDAGGETLGR 18 13 8 33.17
b11b13*b13y7y9y11°y1

1y13
1316.65 58.411 14364 2 658.83 2.23

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

3 Carbamidomethyl+C(11) GTFAQLSELHCDK 83 13 12 85.98
b3b4°b4b6b10°b10b11*

b11b12°b12y7y11
1505.71 54.865 6826 2 753.36 4.95

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

4 EFTPEVQASWQK 121 12 6 39.34 b3b4°b4b5°b5y10 1449.70 86.403 2950 2 725.36 1.85

|P00924|ENO1_YEAST Enolase 1 1 NVNDVIAPAFVK 67 12 11 75.83
b1b2b4b5b6y1y5y6y8y1

0y12
1286.70 65.185 158554 2 643.86 -4.36

|P00924|ENO1_YEAST Enolase 1 2 AADALLLK 338 8 11 104.83
b1b2b3b5b6y3y4y5y6y7

y8
814.49 52.174 113905 2 407.75 -14.76

|P00924|ENO1_YEAST Enolase 1 3 IGSEVYHNLK 185 10 10 82.82
b2y2y3y4*y4y5y7y8y9y

10
1159.61 36.498 106671 2 580.31 -0.11

|P00924|ENO1_YEAST Enolase 1 4 SIVPSGASTGVHEALEMR 32 18 14 94.27
b1b7b13y2y5y6°y6y9°y

9y11y13y14y15y16
1840.91 60.380 102714 3 614.31 -6.56

|P00924|ENO1_YEAST Enolase 1 5 VNQIGTLSESIK 346 12 9 81.06 b2b3b4y3y5y8y9y10y12 1288.70 53.605 102454 2 644.86 -5.30

|P00924|ENO1_YEAST Enolase 1 6 IEEELGDNAVFAGENFHHGDK 415 21 7 42.54 b3b6b10y6y8y11y12 2328.04 56.788 41550 4 582.77 -5.35

|P00924|ENO1_YEAST Enolase 1 7 IATAIEK 330 7 5 52.63 y3y4y5y6y7 745.44 26.846 16854 2 373.22 -11.54

|P00924|ENO1_YEAST Enolase 1 8 SIVPSGASTGVHEALEMRDGDK 32 22 6 37.12 b6y3y8y9y10y22 2256.13 105.337 2982 2 1128.57 14.61

|P00924|ENO1_YEAST Enolase 1 9 AAQDSFAAGWGVMVSHR 358 17 6 39.92 b6*b6b15b16y8y9 1789.82 104.561 286345 2 895.42 -11.59
|P00924|ENO1_YEAST Enolase 1 10 LNQLLR 409 6 3 39.26 b3y4y5 756.46 41.052 36710 2 378.73 -13.55

|P00924|ENO1_YEAST Enolase 1 11 GNPTVEVELTTEK 15 13 8 41.92
b3*b3b11°b11y3y6°y6y

12
1416.71 82.112 29969 2 708.86 -4.83

|P00924|ENO1_YEAST Enolase 1 12 Carbamidomethyl+C(5) IGLDCASSEFFK 243 12 5 35.24 b5b7y6°y6y7 1373.66 90.740 22627 2 687.33 12.09

|P00924|ENO1_YEAST Enolase 1 13 AVDDFLISLDGTANK 88 15 5 37.04 b5y6°y6y7y8 1578.80 81.479 8760 2 789.90 -0.39

|P00924|ENO1_YEAST Enolase 1 14
RYGASAGNVGDEGGVAPNIQTAE

EALDLIVDAIK
200 34 8 38.8

b6b8°b8*b8b10b11°b11
b12

3413.75 126.237 64199 3 1138.59 8.65

|P00924|ENO1_YEAST Enolase 1 15 GNPTVEVELTTEKGVFR 15 17 6 24.45 b3*b3b5b6°b6*b6 1875.97 43.442 15247 3 626.00 -4.23

|P00924|ENO1_YEAST Enolase 1 16 Phosphoryl STY(8) AVDDFLISLDGTANK 88 15 7 61.18 b3b5b6b7y10y13y14 1658.78 70.026 21462 3 553.60 12.58

|P00924|ENO1_YEAST Enolase 1 17 Phosphoryl STY() VNQIGTLSESIK 346 12 7 59.94 b4b5*b5b9b10b11°b11 1368.66 37.468 5293 2 684.83 -6.33

|P00924|ENO1_YEAST Enolase 1 18 Phosphoryl STY(10) GNPTVEVELTTEK 15 13 7 33.17
b6°b6*b6b8b10_H3PO4 

b10°b10y8
1496.66 52.236 2111 2 748.83 -11.17

|P00924|ENO1_YEAST Enolase 1 19 Oxidation+M(17) SIVPSGASTGVHEALEMRDGDK 32 22 3 22.92 b9b10b14 2272.09 65.521 604007 3 758.03 -0.21

|P00924|ENO1_YEAST Enolase 1 20 Oxidation+M(13) AAQDSFAAGWGVMVSHR 358 17 6 38.08 b4y3y6°y6y8y10 1805.86 57.731 5565 2 903.43 12.17
|P00924|ENO1_YEAST Enolase 1 21 GSEVYHNLK 186 9 1 8.1 b4 1046.52 36.483 48070 2 523.77 -1.98
|P00924|ENO1_YEAST Enolase 1 22 ADALLLK 339 7 3 24.17 b4°b4b5 743.46 52.170 10252 1 743.46 -2.55
|P00924|ENO1_YEAST Enolase 1 23 PSGASTGVHEALEMR 35 15 1 7.4 b13 1541.75 60.388 9449 2 771.38 9.50
|P00924|ENO1_YEAST Enolase 1 24 SEVYHNLK 187 8 0 2.15 989.50 36.488 4705 2 495.25 -4.81
|P00924|ENO1_YEAST Enolase 1 25 IGSEVYHNLK 185 10 0 2.15 1141.58 36.484 1630 3 381.20 -10.69

|P31146|COR1A_HUMAN Coronin-1A 1 AAPEASGTPSSDAVSR 416 16 14 103.82
b2b5b11y5y7y8°y8y10y
11y12°y12y13y14y16

1502.71 27.210 30510 2 751.86 1.46

|P31146|COR1A_HUMAN Coronin-1A 2 Carbamidomethyl+C(32)
HLEEPLSLQELDTSSGVLLPFFDPD

TNIVYLCGK
253 34 7 61.51 b3°b3b4b5y3y4y5 3846.94 111.237 7591 3 1282.99 7.17

|P31146|COR1A_HUMAN Coronin-1A 3 YFEITSEAPFLHYLSMFSSK 293 20 10 67.37
b3b7b19y3y4y7°y7y9y1

2y13
2397.14 107.789 20476 3 799.72 -3.77

|P31146|COR1A_HUMAN Coronin-1A 4 AVFVSEGK 225 8 4 32.34 b5y5°y5y6 836.44 32.523 15831 2 418.72 -14.16

|P31146|COR1A_HUMAN Coronin-1A 5
SDLFQEDLYPPTAGPDPALTAEEW

LGGR
355 28 3 11.47 b9b23y3 3045.51 61.430 10910 4 762.13 21.48



|P31146|COR1A_HUMAN Coronin-1A 6 Carbamidomethyl+C(4) ADQCYEDVR 20 9 5 44.46 b3*b3y4y6y7 1155.47 28.564 10354 2 578.24 -4.75

|P31146|COR1A_HUMAN Coronin-1A 7 AVFVSEGKILTTGFSR 225 16 4 23.15 b6b7°b7y5 1711.92 90.768 66053 2 856.46 -11.55

|P31146|COR1A_HUMAN Coronin-1A 8
KSDLFQEDLYPPTAGPDPALTAEE

WLGGR
354 29 9 52.6

b10b11°b11y3y4y7y9y1
2y14

3173.54 94.914 37694 3 1058.52 -1.38

|P31146|COR1A_HUMAN Coronin-1A 9 AAPEASGTPSSDAVSRLEEEMR 416 22 8 51.31
b4b7b10°b10b11b14y7y

8
2290.07 36.872 5575 3 764.03 1.60

|P31146|COR1A_HUMAN Coronin-1A 10 DGYVPPKSR 393 9 3 29.76 b3b6y5 1018.54 28.602 4995 2 509.77 8.93

|P31146|COR1A_HUMAN Coronin-1A 11 Phosphoryl STY(4) LQATVQELQKR 439 11 3 23.63 b3b9y9 1393.69 41.638 6023 3 465.24 -12.44

|P31146|COR1A_HUMAN Coronin-1A 12 Phosphoryl STY(10) EPVVTLEGHTKR 121 12 4 31.84 b3b8°b8b10 1445.71 136.392 3229 11445.71 6.08

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 14 58.01
b3b5*b5b6*b6b11°b11y

1y2y3y7y8y12y18
1824.98 65.287 217298 2 913.00 -0.33

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 13 71.12
b2*b2b3°b3y2y3y4*y4y

6y7y8y12y14
1718.87 52.276 109813 3 573.63 -9.73

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 48.39 b8b9y10y11°y11y13y15 1864.91 83.499 94580 2 932.96 1.31

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 53.84

b10b14y4y9y11y12y13°
y13y17

2750.30 72.865 53972 3 917.44 3.99

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 FDGALNVDLTEFQTNLVPYPR 243 21 12 66.62
b2°b2b3b4b5b12b13y2y

4y5y12y21
2409.22 94.359 27498 2 1205.12 6.49

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 GHYTIGK 105 7 5 39.69 b4°b4b6y6y7 775.41 26.580 7470 2 388.21 5.67

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

7 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMERLSVDYSK
124 39 6 11.95 b3b10°b10y7°y7y9 4152.03 107.922 4981 4 1038.76 -7.17

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1 GTYIPVPIVSELQSGK 114 16 10 68.24
b3°b3b4b6y3y7y8y10y1

2y16
1687.93 83.690 121253 2 844.47 3.69

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2 LIASMSSDSLR 705 11 10 72.45
b2b9y3y6°y6y7°y8y9y1

0y11
1179.60 49.850 74665 2 590.31 -0.41

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 8 44.59 b3b6b14°b14y3y4y5y25 2602.31 74.554 66905 3 868.11 -0.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4 STVLTIPEIIIK 624 12 10 64.43
b2°b2b4°b4y4y6y7y8y9

y12
1326.82 88.385 65535 2 663.92 -1.01

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5 AQMDLSGR 245 8 12 64.24
b1b2*b2b4°b4*b4y3°y3

y4y6y7y8
877.42 30.189 55682 2 439.21 -0.35

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 LSIQSSPK 144 8 4 40.12 y5y6y7y8 859.48 30.575 48277 2 430.25 -6.25

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 KPLNTEGVMK 504 10 5 36.21 y7y8°y8y9*y9 1116.61 31.471 33105 2 558.81 -1.53

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 DGTHVVENVDATHIGK 447 16 4 16.61 b8y3y6y16 1691.82 39.766 31518 3 564.61 -6.06

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9
EAVLIQAGEYMGQLLEQASLHFF

VTAR
585 27 14 67.88

b3b5b6b10°b10b12b13°
b13b14b16*b16y7y16y2

7
3021.55 136.669 29385 3 1007.86 0.40

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 FQEGQEEER 483 9 8 44.46 b1b3y1y5°y5y6y7y9 1151.50 20.060 27151 2 576.25 4.24

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPV
GFGGWQAVDSTPQENSDGMYR

367 42 8 22.41
b19y1y2y4y10*y10y13y

14
4959.16 96.829 19686 4 1240.55 4.73

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 VGSAMVNAK 261 9 6 37.54 b2y2y4y7y8y9 876.46 24.721 19545 2 438.73 -5.78

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 HVYGELDVQIQR 716 12 3 34.85 b6b7b8 1456.74 54.943 15433 2 728.88 -6.96

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14 QIGGDGMMDITDTYK 468 15 4 30.97 b9b10y5y8 1644.70 29.171 13481 2 822.85 -16.55



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 SNVDMDFEVENAVLGK 516 16 5 23.15 b4y12*y12y13*y13 1766.81 68.916 10584 2 883.91 -10.16

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 MYVAVWTPYGVLR 159 13 4 27.5 b4b8b9°b9 1554.81 65.421 10101 3 518.94 -2.04

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 GQSFYVQIDFSRPYDPR 79 17 4 15.8 b10b12°b12y11 2075.03 76.374 7781 2 1038.02 15.53

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EK
175 25 6 27.21 b3b11°b11b12b16y14 3061.33 63.612 6589 4 766.09 -2.39

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 NVWVHLDGPGVTRPMK 662 16 4 24.32 b3b10b13*b13 1805.91 91.317 6094 2 903.46 -21.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 EEYVLNDIGVIFYGEVNDIK 202 20 9 57.05
b3b4°b4b5°b5b6b8y3y1

0
2329.17 106.038 3005 2 1165.09 4.72

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 Carbamidomethyl+C(15) SWSYGQFEDGILDTCLYVMDR 224 21 3 21.91 b12b13y11 2555.14 74.623 2413 2 1278.07 6.69

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 Carbamidomethyl+C(1) CGPASVQAIK 409 10 3 27.97 b3y8y9 1030.54 34.367 1698 1 1030.54 2.61

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 RGQSFYVQIDFSRPYDPR 78 18 3 15.09 b4y4y9 2231.10 93.437 44771 2 1116.05 -0.55

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 LIASMSSDSLRHVYGELDVQIQR 705 23 4 19.48 b5b10b14y21 2617.33 103.135 21142 3 873.12 -3.45

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25
QIGGDGMMDITDTYKFQEGQEEE

R
468 24 4 12.37 b6y4°y4y11 2777.20 67.711 11624 3 926.41 0.44

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

26 GNPIKVSR 253 8 4 53.06 y3y4y5y6 870.51 23.692 10144 2 435.76 -5.33

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

27 GQSFYVQIDFSRPYDPRR 79 18 4 24.01 b4b10b11°b11 2231.07 70.091 7137 3 744.36 -11.93

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

28
RAVPPNNSNAAEDDLPTVELQGV

VPR
12 26 3 18 b3b13b15 2758.42 70.100 5167 3 920.15 4.69

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

29 MSETSRTAFGGR 0 12 6 36.33 b6b8b11°b11y11°y11 1299.61 39.395 3797 2 650.31 -0.38

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

30 VDHHTDKYENNK 62 12 3 21.63 b3b5y4 1499.67 12.602 3205 3 500.56 -10.58

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

31 EREEYVLNDIGVIFYGEVNDIK 200 22 4 26.25 b12b16y16y17 2614.33 136.841 2581 2 1307.67 8.78

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

32 Phosphoryl STY(11) GQSFYVQIDFSRPYDPRR 79 18 7 31.7 b10°b10b13y8y9°y9y12 2311.06 82.169 3359 2 1156.04 2.96

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

33 Phosphoryl STY(5) GQSFYVQIDFSRPYDPR 79 17 4 23.2
y3y11*y11y13_H3PO4 

y13
2154.98 107.934 1755 2 1077.99 10.42

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

34 Oxidation+M(16) HVYGELDVQIQRRPSM 716 16 4 26.85 b4b6b10y11 1943.99 47.609 10404 2 972.50 7.28

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

35 SIQSSPK 145 7 1 9.46 b3 746.40 30.565 1873 1 746.40 -1.88

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

36 VGSAMVNAK 261 9 0 1.72 858.44 24.706 2939 2 429.72 -10.81

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 26 154.41

b2*b2b3*b3b4*b4b6*b
6b16y1y2y4*y4y5y6y7°
y7*y7y8*y8y10y11y12y

13y14y16

1726.95 90.793 175864 2 863.98 0.92

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 7 52.39 y2y4y5y6y13y14y17 1961.93 78.396 85898 2 981.47 4.79

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 6 65.53 b6y3y5y7y10y11 1257.68 42.097 79629 2 629.34 1.26

|P35749|MYH11_HUMAN Myosin-11 4 NTDQASMPDNTAAQK 365 15 8 38.8
b3y4y8*y8y10*y10y11y

15
1591.71 25.889 41438 2 796.36 2.68

|P35749|MYH11_HUMAN Myosin-11 5 Carbamidomethyl+C(1) CNGVLEGIR 700 9 6 53.49 b2*b2y3y4y5y7 1017.51 48.410 37209 2 509.26 -3.60

|P35749|MYH11_HUMAN Myosin-11 6 ALEEALEAKEELER 1490 14 8 66.99 b5b7y3y5°y5y8y11y12 1629.85 97.853 12893 2 815.43 11.38



|P35749|MYH11_HUMAN Myosin-11 7 FQKEIENLTQQYEEK 1396 15 6 28.59 b6°b6y3y9*y9y10 1926.96 109.556 5915 2 963.98 8.68

|P35749|MYH11_HUMAN Myosin-11 8 QLHEYETELEDERK 1596 14 6 29.87 b2*b2b8y4y5y7 1818.85 56.420 5465 2 909.93 -1.75

|P35749|MYH11_HUMAN Myosin-11 9 LQNEVESVTGMLNEAEGK 1284 18 6 15.09 b2*b2b6*b6y8y11 1947.93 101.760 4152 3 649.98 -3.32

|P35749|MYH11_HUMAN Myosin-11 10 SLEADLMQLQEDLAAAER 1683 18 5 20.97 b7b14*b14y7y10 2002.99 87.165 3955 2 1002.00 9.63

|P35749|MYH11_HUMAN Myosin-11 11 NLLQEQLQAETELYAEAEEMR 889 21 4 21 b12y3y6y14 2508.17 92.013 3788 2 1254.59 -9.73

|P35749|MYH11_HUMAN Myosin-11 12 Carbamidomethyl+C(13) SMLQDREDQSILCTGESGAGK 163 21 5 43.4 y4y7y10y11y12 2282.05 75.365 3713 4 571.27 6.85

|P35749|MYH11_HUMAN Myosin-11 13 HISTLNIQLSDSKK 1364 14 6 18.69 b2b5°b5y4°y4y6 1583.87 116.081 3486 2 792.44 -6.09

|P35749|MYH11_HUMAN Myosin-11 14 SHEAQVQEMR 1188 10 5 27.97 b9y3y4y9*y10 1214.55 30.975 3263 3 405.52 -8.54

|P35749|MYH11_HUMAN Myosin-11 15 ALELDPNLYR 752 10 4 26.21 b9y3y8°y8 1203.63 39.083 219622 2 602.32 -9.13

|P35749|MYH11_HUMAN Myosin-11 16 TEFSIIHYAGK 572 11 4 35.39 b5b7°b7b10 1265.64 58.801 68199 2633.32 -13.79

|P35749|MYH11_HUMAN Myosin-11 17 NFINSPVAQADWAAK 18 15 6 37.04 b10b11b12*b12y8°y8 1631.80 45.794 51313 3 544.61 -8.60

|P35749|MYH11_HUMAN Myosin-11 18 TFHIFYYMIAGAK 279 13 3 20.02 b7b11y7 1561.76 48.748 30435 3 521.26 -20.48

|P35749|MYH11_HUMAN Myosin-11 19 DEIFATAK 1668 8 4 40.12 b4°b4b6b7 894.45 61.446 22682 1 894.45 -8.39

|P35749|MYH11_HUMAN Myosin-11 20 IAQLEEQVEQEAR 1822 13 4 20.02 b10*b10y4y6 1542.80 27.353 17536 3 514.94 13.37

|P35749|MYH11_HUMAN Myosin-11 21 IVFQEFR 718 7 3 39.69 b6y3y6 938.53 54.958 16719 2 469.77 21.85

|P35749|MYH11_HUMAN Myosin-11 22 YADER 1466 5 1 12.94 b3 653.29 62.216 10051 1 653.29 -1.31

|P35749|MYH11_HUMAN Myosin-11 23 AEAEAR 1473 6 3 26.31 b4y5°y5 646.31 53.646 9370 1 646.31 -11.71

|P35749|MYH11_HUMAN Myosin-11 24 LEDEILVMDDQNNK 982 14 3 27.26 y6y10y12 1675.81 45.765 6271 3 559.27 12.75

|P35749|MYH11_HUMAN Myosin-11 25 LQDFASTVEALEEGK 1379 15 11 98.16
b3b8b10b11*b11b13y6y

9y10y13y14
1636.79 61.376 6126 3 546.27 -11.56

|P35749|MYH11_HUMAN Myosin-11 26 ELEGHISDLQEDLDSER 1114 17 6 35.07 b5y4°y4y6y10y11 1984.90 71.971 5601 2 992.95 -7.20

|P35749|MYH11_HUMAN Myosin-11 27 ISDLTTNLAEEEEK 1007 14 12 90.32
b3°b3b4b10*b10y4y5y7

y9y10y11*y11
1591.77 54.858 4873 2 796.39 -2.53

|P35749|MYH11_HUMAN Myosin-11 28 VIENADGSEEETDTR 1946 15 6 35.97 b4b13y3°y3y7y8 1664.75 62.198 4338 2 832.88 16.72

|P35749|MYH11_HUMAN Myosin-11 29 AEMEDLVSSK 1510 10 3 33.2 y3y8y9 1108.54 29.232 4312 2 554.78 22.02

|P35749|MYH11_HUMAN Myosin-11 30 Carbamidomethyl+C(2) LCTEQGSHPK 552 10 4 36.21 y6y7°y7y8 1156.54 32.424 4157 2 578.77 -3.27

|P35749|MYH11_HUMAN Myosin-11 31 QELEEILHEMEAR 917 13 13 69.27
b3°b3b4°b4b10°b10b11

*b11y4°y4y8y9°y9
1626.80 54.904 3708 2 813.90 11.63

|P35749|MYH11_HUMAN Myosin-11 32 GQFER 1573 5 2 25.88 b3y3 636.30 19.530 3407 1 636.30 -13.72

|P35749|MYH11_HUMAN Myosin-11 33 LEGDASDFHEQIADLQAQIAELK 1059 23 4 22.77 b3b4b6°b6 2541.24 86.416 3389 2 1271.13 -1.35

|P35749|MYH11_HUMAN Myosin-11 34 EILLQVEDER 1852 10 7 56.86 b3y3°y3y4y5y8*y8 1243.64 42.223 3114 2 622.32 -10.70

|P35749|MYH11_HUMAN Myosin-11 35 Carbamidomethyl+C(2) VCHLMGINVTDFTR 380 14 3 26.47 b3b4b9 1662.80 58.169 2855 2 831.90 -5.73



|P35749|MYH11_HUMAN Myosin-11 36 EIENLTQQYEEK 1399 12 13 84.97
b3°b3b6°b6b9°b9b10°b

10y3y8*y8y10y11
1523.69 52.177 2636 2 762.35 -22.19

|P35749|MYH11_HUMAN Myosin-11 37 ALSLAR 1484 6 1 13.37 y4 630.39 21.688 2614 2 315.70 -8.42

|P35749|MYH11_HUMAN Myosin-11 38 LMTTLR 663 6 1 13.37 b4 734.42 46.343 2614 1 734.42 -3.41

|P35749|MYH11_HUMAN Myosin-11 39 DVASLSSQLQDTQELLQEETR 1308 21 7 51.29 b7b8°b8b11b12b13y11 2390.12 94.585 2600 3 797.38 -21.14

|P35749|MYH11_HUMAN Myosin-11 40 SFVEK 547 5 2 12.94 b4°b4 609.33 25.833 2297 1 609.33 5.61

|P35749|MYH11_HUMAN Myosin-11 41 EQADFAVEALAK 414 12 3 34.85 b9b10b11 1291.63 53.616 2190 1 1291.63 -20.13

|P35749|MYH11_HUMAN Myosin-11 42 Carbamidomethyl+C(12) ITDVIMAFQAMCR 785 13 7 53.1 b3b7b8°b8b11y4y10 1555.76 62.269 1996 2 778.38 8.55

|P35749|MYH11_HUMAN Myosin-11 43 HEMPPHIYAIADTAYR 147 16 4 29.97 b7b8y5y7 1884.92 68.875 1932 2 942.96 4.86

|P35749|MYH11_HUMAN Myosin-11 44 QEVEHK 1247 6 2 29.33 b3b5 769.37 30.964 1877 2 385.19 -13.25

|P35749|MYH11_HUMAN Myosin-11 45 ELEDAR 1659 6 1 13.37 b5 732.36 106.451 1774 1 732.36 10.92

|P35749|MYH11_HUMAN Myosin-11 46 NLLQEQLQAETELYAEAEEMRVR 889 23 3 21.72 b3y8y9 2763.35 72.492 108480 3 921.79 -5.57

|P35749|MYH11_HUMAN Myosin-11 47 IRELEGHISDLQEDLDSER 1112 19 4 22.25 b6y4°y4y5 2254.11 78.063 46597 2 1127.56 8.99

|P35749|MYH11_HUMAN Myosin-11 48 DFQRELEDAR 1655 10 3 26.21 b5b8y6 1278.62 91.354 26660 2 639.82 13.18

|P35749|MYH11_HUMAN Myosin-11 49 NSLQDQLDEEMEAKQNLER 1345 19 4 14.47 b14y9*y9y12 2290.06 89.082 20132 2 1145.54 1.39

|P35749|MYH11_HUMAN Myosin-11 50 TEFSIIHYAGKVDYNASAWL TK 572 22 3 13.05 b4b11y8 2514.27 67.169 18630 3 838.76 3.20

|P35749|MYH11_HUMAN Myosin-11 51 SHEAQVQEMRQK 1188 12 4 34.85 b4b5°b5b6 1470.71 42.326 157093 490.91 1.99

|P35749|MYH11_HUMAN Myosin-11 52 QTLEKENADLAGELR 1226 15 7 17.57 b3*b3b8°b8*b8y12°y12 1686.88 91.774 10807 2 843.94 6.01

|P35749|MYH11_HUMAN Myosin-11 53 QEEEMQAKEDELQK 849 14 4 18.69 b3°b3b12y6 1734.77 80.565 10126 3 578.93 -8.16

|P35749|MYH11_HUMAN Myosin-11 54 ENADLAGELRVLGQAK 1231 16 5 39.02 b7b10*b10b11b12 1683.89 73.341 10110 3 561.97 -6.67

|P35749|MYH11_HUMAN Myosin-11 55 IAQLEEELEEEQGNMEAMSDRVR 1737 23 4 23.16 b4y8y9y12 2706.20 90.145 8697 3 902.74 -12.27

|P35749|MYH11_HUMAN Myosin-11 56 NISSKYADER 1461 10 6 39.15 b3°b3b7b8y8°y8 1182.57 40.190 8033 2 591.79 -5.57

|P35749|MYH11_HUMAN Myosin-11 57 RHEMPPHIYAIADTAYR 146 17 3 22.78 b15y6y7 2041.02 80.571 6732 3 681.01 7.06

|P35749|MYH11_HUMAN Myosin-11 58 KMAQQMLDLEEQLEEEEAAR 946 20 10 61.12
b8*b8b9b12y6y8y9°y9y

10y12
2391.08 90.002 6099 3 797.70 -14.50

|P35749|MYH11_HUMAN Myosin-11 59 ALDEETRSHEAQVQEMR 1181 17 4 26.6 b3y5y6y10 2028.95 83.679 5600 3 676.99 4.15

|P35749|MYH11_HUMAN Myosin-11 60 LQNEVESVTGMLNEAEGKAIK 1284 21 4 29.32 b6b8b9b12 2260.13 68.773 4997 4 565.79 -8.86

|P35749|MYH11_HUMAN Myosin-11 61 SLEADLMQLQEDLAAAERAR 1683 20 3 13.93 b5b8y3 2230.13 108.789 4618 3 744.05 6.79

|P35749|MYH11_HUMAN Myosin-11 62 LLEERISDLTTNLAEEEEK 1002 19 3 21.43 y3y6y8 2232.09 105.954 4210 2 1116.55 -14.22

|P35749|MYH11_HUMAN Myosin-11 63 QQKAENELK 867 9 4 29.76 b5*b5y5y6 1087.59 50.115 4067 2 544.30 13.58

|P35749|MYH11_HUMAN Myosin-11 64 EEKGDEVVVELVENGK 51 16 4 34.25 b3b4b11b13 1772.87 63.024 3607 2 886.94 -11.36



|P35749|MYH11_HUMAN Myosin-11 65 RQLEEAEEESQR 1883 12 6 31.26 b4*b4b8y4°y4y8 1503.70 54.827 3528 2 752.35 -1.87

|P35749|MYH11_HUMAN Myosin-11 66 DVASLSSQLQDTQELLQEETRQK 1308 23 3 12.68 b4b6y4 2646.33 101.881 3190 3 882.78 4.43

|P35749|MYH11_HUMAN Myosin-11 67 Carbamidomethyl+C(17)
NTDQASMPDNTAAQKVCHLMGI

NVTDFTR
365 29 3 17.28 y5y8y10 3235.46 112.481 2835 3 1079.16 -9.13

|P35749|MYH11_HUMAN Myosin-11 68 NKHESMISELEVR 1029 13 6 33.17 b5y6y8°y8y10°y10 1571.77 54.892 2340 2 786.39 -9.16

|P35749|MYH11_HUMAN Myosin-11 69 FQKEIENLTQQYEEK 1396 15 6 23.59
b11°b11y10°y10*y10y1

1
1926.95 86.114 2228 2 963.98 3.29

|P35749|MYH11_HUMAN Myosin-11 70 Carbamidomethyl+C(7) SFVEKLCTEQGSHPK 547 15 7 46.99 b3°b3b4b9y3y5y11 1746.85 90.771 2202 4 437.47 2.66

|P35749|MYH11_HUMAN Myosin-11 71 Carbamidomethyl+C(13) SMLQDREDQSILCTGESGAGK 163 21 6 13.46 b4*b4b11°b11*b11y15 2282.05 79.809 1881 3 761.35 3.42

|P35749|MYH11_HUMAN Myosin-11 72 Carbamidomethyl+C(15) DLKITDVIMAFQAMCR 782 16 3 24.32 y4y8y12 1911.93 85.998 1807 2 956.47 -9.64

|P35749|MYH11_HUMAN Myosin-11 73
VDYNASAWLTKNMDPLNDNVTS

LLNASSDK
583 30 4 11.2 b9y10*y10y14 3296.58 137.716 1761 3 1099.53 1.70

|P35749|MYH11_HUMAN Myosin-11 74 Phosphoryl STY(7) QGFEAASIKEEK 42 12 5 48.48 b3b6b10b11y7 1416.63 50.039 92650 3 472.88 1.12

|P35749|MYH11_HUMAN Myosin-11 75 Phosphoryl STY(12) HISTLNIQLSDSKK 1364 14 3 18.69 b11b13y12 1663.84 103.605 76572 2 832.42 5.21

|P35749|MYH11_HUMAN Myosin-11 76 Phosphoryl STY(7) LQDFASTVEALEEGKK 1379 16 4 34.02 b4b5*b5b6 1844.88 65.413 27290 3 615.63 10.79

|P35749|MYH11_HUMAN Myosin-11 77 Phosphoryl STY(9) IRELEGHISDLQEDLDSER 1112 19 5 40.39 y5y6y9*y9y10 2334.05 87.926 13775 4 584.27 -1.05

|P35749|MYH11_HUMAN Myosin-11 78 Phosphoryl STY(12) DVASLSSQLQDTQELLQEETR 1308 21 4 26.68 b10b12_HPO3 b12y5y6 2470.12 64.256 6888 3 824.05 -0.99

|P35749|MYH11_HUMAN Myosin-11 79 Phosphoryl STY(11) NLLQEQLQAETELYAEAEEMR 889 21 8 48.37
b11°b11b12b13°b13*b1

3y9y10
2588.16 92.761 3744 2 1294.58 3.87

|P35749|MYH11_HUMAN Myosin-11 80 Phosphoryl STY(7) TFHIFYYMIAGAK 279 13 5 27.5 b3°b3b5°b5b6 1641.75 42.260 2454 2 821.38 4.91

|P35749|MYH11_HUMAN Myosin-11 81 Oxidation+M(9) SHEAQVQEMR 1188 10 4 39.15 b7y4y5y8 1230.57 27.678 13318 2 615.79 13.49

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 26 154.41

b2*b2b3*b3b4*b4b6*b
6b16y1y2y4*y4y5y6y7°
y7*y7y8*y8y10y11y12y

13y14y16

1726.95 90.793 175864 2 863.98 0.92

|Q7Z406|MYH14_HUMAN Myosin-14 2 KEEELQAALAR 1104 11 6 65.53 b6y3y5y7y10y11 1257.68 42.097 79629 2 629.34 1.26

|Q7Z406|MYH14_HUMAN Myosin-14 3 LAQAEEQLEQETR 1839 13 7 57.36 b4b5b6°b6b8b9y13 1544.75 50.659 61941 2 772.88 -0.32

|Q7Z406|MYH14_HUMAN Myosin-14 4 Carbamidomethyl+C(1) CNGVLEGIR 717 9 6 53.49 b2*b2y3y4y5y7 1017.51 48.410 37209 2 509.26 -3.60

|Q7Z406|MYH14_HUMAN Myosin-14 5 VIQYLAHVASSPK 210 13 5 20.02 b2b11y5y8°y8 1412.78 54.984 16186 2 706.89 -7.52

|Q7Z406|MYH14_HUMAN Myosin-14 6 QEEEAGALEAGEEARR 1396 16 6 27.52 b1b5b6b8y7y16 1744.81 49.355 12600 3 582.28 1.75

|Q7Z406|MYH14_HUMAN Myosin-14 7 AMEAEAAGLR 1356 10 5 40.12 b3b4y3y6y10 1018.51 44.173 105952 509.76 14.14

|Q7Z406|MYH14_HUMAN Myosin-14 8 ASISYGSNMRPQSQTWR 1040 17 4 36.11 b11b12y10y11 1968.91 59.602 4116 2 984.96 -10.04

|Q7Z406|MYH14_HUMAN Myosin-14 9 Carbamidomethyl+C(13)SMLQDREDQSILCTGESGAGK 183 21 5 43.4 y4y7y10y11y12 2282.05 75.365 3713 4 571.27 6.85

|Q7Z406|MYH14_HUMAN Myosin-14 10
LEEGVASDEEAEEAQPGSGPSPEP

EGSPPAHPQ
1962 33 4 15.2 b7y5y7y12 3311.47 62.236 3134 4 828.62 7.45

|Q7Z406|MYH14_HUMAN Myosin-14 11 LMATLSNTNPSFVR 680 14 5 18.69 b11*b11b13°b13y13 1550.78 98.400 2363 2 775.89 -11.26



|Q7Z406|MYH14_HUMAN Myosin-14 12 ELSSTEAQLHDAQELLQEETR 1325 21 5 13.46 b10y2°y2y3y5 2427.17 98.317 2265 2 1214.09 1.31

|Q7Z406|MYH14_HUMAN Myosin-14 13 DAEVERDEER 1616 10 7 27.97 b2°b2b4°b4y7y8y10 1247.54 29.276 1774 3 416.52 -9.69

|Q7Z406|MYH14_HUMAN Myosin-14 14 Carbamidomethyl+C(8) ADLLLEPCSHYR 316 12 7 21.63 b2°b2b6b9y2y10°y10 1473.74 114.189 1749 2 737.37 13.83

|Q7Z406|MYH14_HUMAN Myosin-14 15 GELEDTLDSTNAQQELR 1169 17 8 38.36
y5y11*y11y12°y12*y12

y13°y13
1918.86 59.525 103434 3 640.29 -17.75

|Q7Z406|MYH14_HUMAN Myosin-14 16 HEVPPHVYAVTEGAYR 167 16 7 51.76 b3b5b8°b8b9b10y4 1824.87 87.901 78087 2 912.94 -16.99

|Q7Z406|MYH14_HUMAN Myosin-14 17 AAVTMSVPGR 1 10 4 27.97 b3y5y6°y6 988.50 27.788 51344 2 494.76 -21.86

|Q7Z406|MYH14_HUMAN Myosin-14 18 Carbamidomethyl+C(1) CIVPNHEK 694 8 4 32.34 b3y5°y5y6 996.49 30.076 16422 2 498.75 -7.72

|Q7Z406|MYH14_HUMAN Myosin-14 19 LDGESSELQEQMVEQQQR 1076 18 8 41.7
b7b11*b11y8°y8y9°y9y

10
2134.01 100.236 14935 2 1067.51 19.91

|Q7Z406|MYH14_HUMAN Myosin-14 20 GLEAEVLR 1700 8 4 40.12 b4b5°b5b7 886.49 26.599 13204 2 443.75 -15.84

|Q7Z406|MYH14_HUMAN Myosin-14 21 Carbamidomethyl+C(9) AEDMAELTCLNEASVLHNLR 106 20 3 13.93 b10y4y11 2286.09 114.307 12784 2 1143.55 2.56

|Q7Z406|MYH14_HUMAN Myosin-14 22 QIQELR 1809 6 1 13.37 y3 786.45 46.788 10686 2 393.73 4.11

|Q7Z406|MYH14_HUMAN Myosin-14 23 QEEEAGALEAGEEAR 1396 15 5 43.57 b10y3y7y11y13 1588.73 45.054 10593 3 530.25 11.83

|Q7Z406|MYH14_HUMAN Myosin-14 24 LGQLEEELEEEQSNSELLNDR 1754 21 10 45.41
b4b6°b6y3*y3y4°y4y8y

9°y9
2474.12 111.843 7904 3 825.38 -14.70

|Q7Z406|MYH14_HUMAN Myosin-14 25 FLTNGPSSSPGQER 328 14 7 26.7 b10b13*b13y5°y5*y5y8 1476.72 54.877 7230 2 738.87 10.17

|Q7Z406|MYH14_HUMAN Myosin-14 26 ELQTAQAQLSEWR 1381 13 4 27.5 y3y8y9*y9 1559.77 71.872 7192 2 780.39 -5.63

|Q7Z406|MYH14_HUMAN Myosin-14 27 QMQTEK 956 6 1 13.37 y5 764.37 25.707 4034 1 764.37 8.38

|Q7Z406|MYH14_HUMAN Myosin-14 28 EVVLQVEEER 1869 10 4 40.98 y3y5y7°y7 1229.66 29.319 3316 3 410.56 21.54

|Q7Z406|MYH14_HUMAN Myosin-14 29 VAEQAANDLR 1552 10 5 26.21 b4*b4y7y9°y9 1086.54 71.188 2903 2 543.77 -15.17

|Q7Z406|MYH14_HUMAN Myosin-14 30 AQVTELEDELTAAEDAK 1562 17 8 49.77
b3b7*b7b11*b11b12b1

3y3
1832.91 65.995 2850 3 611.64 18.91

|Q7Z406|MYH14_HUMAN Myosin-14 31 NMDPLNDNVAALLHQSTDR 613 19 11 56.9
b5b7b10°b10b12°b12b1

3°b13y4y13y16
2123.99 107.921 2832 2 1062.50 -12.64

|Q7Z406|MYH14_HUMAN Myosin-14 32 LQQLFNHTMFVLEQEEYQR 501 19 4 14.47 b11y6y9*y9 2453.23 105.525 2748 2 1227.12 15.43

|Q7Z406|MYH14_HUMAN Myosin-14 33 LQEELAASDR 1708 10 7 40.12 b4b6°b6*b6y3°y3y4 1131.54 36.907 2086 2 566.28 -18.12

|Q7Z406|MYH14_HUMAN Myosin-14 34 AQAELENVSGALNEAESK 1301 18 5 24.05 b14y5y10*y10y14 1859.89 57.639 1989 3 620.63 -4.33

|Q7Z406|MYH14_HUMAN Myosin-14 35 AEAEGR 1490 6 2 13.37 y4°y4 632.31 29.263 1714 1 632.31 11.58

|Q7Z406|MYH14_HUMAN Myosin-14 36 Carbamidomethyl+C(14) YYSGLIYTYSGLFCVVINPYK 128 21 4 18.23 b3b9y4y11 2520.24 82.601 1655 3 840.75 -4.55

|Q7Z406|MYH14_HUMAN Myosin-14 37 NTDQATMPDNTAAQK 384 15 6 35.97 b5b6b12y4y11°y11 1605.74 32.020 1611 2 803.37 13.30

|Q7Z406|MYH14_HUMAN Myosin-14 38 Carbamidomethyl+C(9) SVHELERACR 1542 10 4 42.16 b5y6y7y8 1256.62 47.865 105945 2 628.82 6.12

|Q7Z406|MYH14_HUMAN Myosin-14 39 AMEAEAAGLREQLEEEAAAR 1356 20 4 31.28 y7y9y11y16 2145.01 57.984 65912 3 715.68 -4.78

|Q7Z406|MYH14_HUMAN Myosin-14 40 RQEEEAGALEAGEEAR 1395 16 3 16.61 b11b14y9 1744.83 109.476 35800 2 872.92 11.89



|Q7Z406|MYH14_HUMAN Myosin-14 41 EQADFALEALAKATYER 433 17 4 29.12 b7b8y3y5 1925.94 101.756 24967 3 642.65 -10.27

|Q7Z406|MYH14_HUMAN Myosin-14 42 AVEERER 1483 7 3 39.69 b4b6y6 888.45 42.844 21755 2 444.73 1.03

|Q7Z406|MYH14_HUMAN Myosin-14 43 LQRAQAELENVSGALNEAESK 1298 21 5 18.23 b8b13y4°y4y18 2257.15 46.573 20067 3 753.05 1.41

|Q7Z406|MYH14_HUMAN Myosin-14 44 RLQQELDDATMDLEQQR 1440 17 4 15.8 b13y10°y10y16 2089.02 71.915 15403 3 697.01 9.93

|Q7Z406|MYH14_HUMAN Myosin-14 45 AQTKEQADFALEALAK 429 16 10 48.37
b5°b5b6*b6b7*b7b13*b

13y12y15
1733.89 90.778 10141 2 867.45 -11.48

|Q7Z406|MYH14_HUMAN Myosin-14 46 VAQEQGGHPKFQRPR 571 15 3 25.65 b3b8b11 1734.90 104.408 7892 2 867.95 -10.91

|Q7Z406|MYH14_HUMAN Myosin-14 47 RQLEEAEEEASR 1900 12 4 28.83 b7b9b10°b10 1446.69 77.460 6283 2 723.85 8.27

|Q7Z406|MYH14_HUMAN Myosin-14 48 GRLGEEDAGAR 1815 11 3 23.63 b7b10y7 1130.56 92.211 6278 1 1130.56 5.07

|Q7Z406|MYH14_HUMAN Myosin-14 49 AQELQKVQELQQQSAR 874 16 4 16.61 b4y5*y5y10 1883.99 101.845 6232 2 942.50 -0.39

|Q7Z406|MYH14_HUMAN Myosin-14 50 EEIFSQNRESEK 1685 12 4 43.99 b4b6b7b9 1495.72 40.201 5928 3 499.24 8.98

|Q7Z406|MYH14_HUMAN Myosin-14 51 LGEEDAGARAR 1817 11 3 26.64 b3b4y10 1144.58 111.831 4635 1 1144.58 11.52

|Q7Z406|MYH14_HUMAN Myosin-14 52
VAEQAANDLRAQVTELEDELTAA

EDAK
1552 27 3 11.65 b4b9y11 2900.44 95.334 4147 3 967.49 10.35

|Q7Z406|MYH14_HUMAN Myosin-14 53 EQLEEEAAARER 1366 12 6 48.97 b8b9b10y7°y7y9 1430.71 41.061 3796 2 715.86 13.31

|Q7Z406|MYH14_HUMAN Myosin-14 54 TSREEIFSQNR 1682 11 3 23.63 b5b10y7 1366.65 136.291 3631 1 1366.65 -14.65

|Q7Z406|MYH14_HUMAN Myosin-14 55 Carbamidomethyl+C(4) SGSCWKIVWPSSHPR 1016 15 3 17.57 b10y9y12 1783.85 104.386 3629 2 892.43 -8.35

|Q7Z406|MYH14_HUMAN Myosin-14 56 LAEKTETVDR 1424 10 4 33.2 b6b8°b8b9 1161.62 61.395 3205 2 581.31 8.09

|Q7Z406|MYH14_HUMAN Myosin-14 57 Carbamidomethyl+C(6) VMQRNCAAYLK 834 11 3 26.64 b8b9y9 1353.68 73.054 2678 2 677.34 0.72

|Q7Z406|MYH14_HUMAN Myosin-14 58 SLREAQAALAEAQEDLESER 1128 20 6 19.04 b4°b4b18y3y12°y12 2216.09 96.611 2421 3 739.37 6.61

|Q7Z406|MYH14_HUMAN Myosin-14 59 VDYKANEWLMK 602 11 8 51.27
b7*b7b9y3y6*y6y10°y1

0
1396.69 90.050 2312 2 698.85 -4.28

|Q7Z406|MYH14_HUMAN Myosin-14 60 QLEEAEEEASRAQAGR 1901 16 3 34.02 y11y12y13 1773.81 110.429 2281 2 887.41 -13.56

|Q7Z406|MYH14_HUMAN Myosin-14 61 AEDEGGARAQLLK 1115 13 3 20.02 b11y5y8 1357.69 45.740 2247 2 679.35 -9.44

|Q7Z406|MYH14_HUMAN Myosin-14 62 Carbamidomethyl+C(15) LMATLSNTNPSFVRCIVPNHEK 680 22 4 13.05 b3b10°b10y8 2528.24 136.358 2162 2 1264.62 -12.84

|Q7Z406|MYH14_HUMAN Myosin-14 63 Phosphoryl STY(9) LLLQVESLTTELSAER 1778 16 4 16.61
b12_HPO3 

b12*b12y6y9
1881.95 70.527 105457 2 941.48 -0.26

|Q7Z406|MYH14_HUMAN Myosin-14 64 Phosphoryl STY(12) LAQAEEQLEQETRER 1839 15 5 30.97 b10b11y6y10*y10 1909.83 45.722 2837 2 955.42 -14.00

|Q7Z406|MYH14_HUMAN Myosin-14 65 Oxidation+M(2) AMEAEAAGLREQLEEEAAARER 1356 22 7 34.17 b6b9b13b19y8°y8y10 2446.14 66.765 3972 3 816.05 -8.18

|Q7Z406|MYH14_HUMAN Myosin-14 66 Oxidation+M(9) ASISYGSNMRPQSQTWR 1040 17 4 32.92 b5b11b14b15 1984.91 93.973 30912 992.96 -10.45

|Q7Z406|MYH14_HUMAN Myosin-14 67 Oxidation+M(3) AQMASAGQGKEEAVK 1647 15 5 28.59 b3b10°b10b13y12 1520.74 67.651 2174 3 507.58 -0.32

|Q7Z406|MYH14_HUMAN Myosin-14 68
Carbamidomethyl+C(13)

;Oxidation+M()
SMLQDREDQSILCTGESGAGK 183 21 3 13.46 b4y8y12 2298.02 96.757 1591 3 766.68 -7.22

|Q7Z406|MYH14_HUMAN Myosin-14 69 VERDEER 1619 7 1 8.1 b3 932.45 29.217 8053 2 466.73 12.44



|Q7Z406|MYH14_HUMAN Myosin-14 70
LEEGVASDEEAEEAQPGSGPSPEP

EGSPPAHPQ
1962 33 2 12.48 b3b9 3294.43 62.180 5995 4 824.36 4.15

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 14 115.08
b1b2b3b4b6y1y5y6y7y8

y9y10y11y13
1269.76 76.969 189821 2 635.39 -3.08

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 12 113.36
b4b5y2y3y4y5y6y7y8y9

y11y16
1765.91 91.213 109207 2 883.46 3.46

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 14 109.96

b12b14b21y2y3y4y5y6y
7y8y9y11y12y29

2782.31 59.010 100574 4 696.33 -6.05

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4 LLVPSPEGMSEIYLR 423 15 4 17.57 b3y3y12y15 1703.91 85.140 100343 2 852.46 2.36

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 LEGSAPTDVLDSLTTIPELKDHLR 333 24 8 39.55 b8b11y3y4y6y8y19y24 2620.35 88.274 92487 4 655.84 -13.42

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6 ILEAHQNVAQLSLAEAQLR 523 19 9 36.17
b8°b8b9y1y4y6*y6y8y1

9
2104.13 65.498 81342 3 702.05 -10.67

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 AGDALWLR 242 8 4 35.35 b7y2y3y6 901.48 61.223 50590 2 451.24 -8.87

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 4 13.05 b14*b14b18y5 2539.15 80.839 48223 3 847.06 -7.02

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 9 60.73
b2b3b4y3*y3y4y9y10y1

4
1487.72 47.637 47304 2 744.36 1.56

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10 LEGSAPTDVLDSLTTIPELK 333 20 5 13.93 b2b10y4y15y20 2099.13 94.687 41941 2 1050.07 6.51

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11 VFVGEEDPEAESVTLR 19 16 5 14.09 b2y2y7y11°y11 1776.87 59.712 41285 2 888.94 5.50

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 10 18.58

b2b9b16y1y2y6y8y16*y
16y30

3025.49 95.094 31124 3 1009.17 0.65

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13 GEELDEDLFLQLTGGHEAF 648 19 10 46.25
b4b13b18y1y5y6y11y13

°y13y19
2120.01 100.344 16716 2 1060.51 11.06

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14 TMADSSYTSEVQAILAFLSLQR 459 22 6 36.48 y4*y4y5y6y8y22 2431.23 119.911 14129 2 1216.12 3.21

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 YYSFFDLDPK 252 10 4 26.21 b5°b5b8y7 1294.62 83.966 23755 2 647.81 12.73

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 SQDEAPGDPIQQLNLK 389 16 4 24.99 b5*b5b6b11 1752.90 29.256 16529 2 876.95 11.84

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17 Carbamidomethyl+C(5) WMAGCR 447 6 3 39.26 b3y4y5 780.33 30.099 8800 2 390.67 5.79

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 Carbamidomethyl+C(15)
GMPAHFSDSAQTEACYHMLSRPQ

PPPDPLLLQR
179 33 3 10.95 b14y4y22 3747.80 69.380 8683 3 1249.94 5.02

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 QWLLQTHWTLDK 70 12 4 33.32 b3y7y8y10 1568.81 45.084 7409 3 523.61 -9.57

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 FIQAWQSLPDFGISYVMVR 542 19 3 14.47 b8b14y8 2257.12 121.924 6406 3 753.04 -14.17

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 TASGDYIDSSWELR 5 14 7 59.27 b7b13°b13y7y8y9y10 1599.74 92.787 5748 2 800.38 9.46

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 QDWSDHAIWWEQK 56 13 6 20.02 b10°b10y7*y7y10*y10 1728.78 42.236 4659 2 864.90 4.66

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 QWNVNWDIR 598 9 3 29.76 b3b6y5 1230.58 40.179 3175 1 1230.58 -19.94

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24 ETTLSYYK 381 8 4 35.35 b6°b6y3y7 1004.48 41.038 2962 2 502.75 -8.81

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 WLDSSR 228 6 1 13.37 b5 763.37 42.262 1966 1 763.37 -10.15

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26
VFVGEEDPEAESVTLRVTGESHIG

GVLLK
19 29 3 17.28 b5b7b13 3067.61 112.817 98190 4 767.66 4.38

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27 LPRPSSLSDKTQLHSR 212 16 3 16.61 b9y5y9 1821.97 36.315 46181 4 456.25 -14.27



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

28 Carbamidomethyl+C(7) WLDSSRCLMQQGIK 228 14 3 18.69 b9y3y13 1721.83 97.234 33771 2 861.42 -9.71

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

29 ARGEELDEDLFLQLTGGHEAF 646 21 9 59.95
b5b10b11b12y5y7y9°y9

y13
2347.12 94.461 16258 3 783.04 -1.66

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

30 TQLHSRWLDSSR 222 12 3 31.84 b4b7b11 1485.77 61.477 9812 2 743.39 10.19

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

31 YYSFFDLDPKTDPVR 252 15 3 23.59 b13b14y3 1862.91 68.816 8435 2 931.96 9.04

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

32 FKYYSFFDLDPK 250 12 3 28.83 b3b4b10 1569.77 61.211 7830 3 523.93 2.10

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

33 FSNMRQWNVNWDIR 593 14 6 30.66 b8y5°y5y7*y7y13 1865.87 68.733 7359 2 933.44 -6.61

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

34 ETTLSYYKSQDEAPGDPIQQLNLK 381 24 5 27.69 b3b5b6b8°b8 2738.38 110.587 4656 3 913.46 8.83

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

35 AGMKTASGDYIDSSWELR 1 18 4 22.49 b7°b7y7y8 1986.92 114.833 1743 2 993.97 1.17

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

36 Phosphoryl STY(14) LEGSAPTDVLDSLTTIPELK 333 20 7 41.14b5b7b10b13b14y11°y11 2179.07 65.245 5241 2 1090.04 2.02

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

37 Carbamidomethyl+C(8) FQAVAAICR 120 9 1 7.26 b3 1035.53 91.182 8185 2 518.27 -14.50

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

38 PHGPDASAEGLNPYGLVAPR 490 20 0 10.33 2018.00 58.986 2479 3 673.34 -5.69

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 19 112.61
b2*b2b3b4y1y2y3y4°y4
y5°y5y6°y6y7y8y9°y9*y

9y10
1243.65 58.792 415495 2 622.33 -0.39

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 AADAEAEVASLNRR 77 14 5 27.26 b1y7y9y11y14 1472.73 37.871 80886 3 491.58 -11.44

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 MELQEIQLK 140 9 5 22.83 b2y4y6*y7y9 1131.61 60.260 42085 2 566.31 0.32

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 LATALQK 105 7 11 65.57
b3°b3b4y3y5°y5*y5y6°y

6*y6y7
744.45 27.845 32670 2 372.73 -14.51

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 QLEDELAAMQK 37 11 5 30.62 y2y7y9y10y11 1275.63 50.014 6489 2 638.32 6.41

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 Carbamidomethyl+C(1) CSELEEELK 189 9 5 53.49 b3b4b5°b5b8 1136.54 92.036 178561 2 568.77 22.23

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 LELAEK 70 6 1 13.37 b4 702.41 37.602 15422 1 702.41 11.99

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 YEEEIK 220 6 1 13.37 y5 810.39 24.940 14354 2 405.70 -1.73

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 YSEALK 59 6 3 29.33 b3b5°b5 710.37 37.635 9142 1 710.37 0.77

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 QAEER 30 5 1 12.94 y4 632.31 34.649 3889 1 632.31 11.58

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 TIDDLEDELYAQK 251 13 4 20.02 b4b9°b9y12 1552.76 92.796 2156 2 776.88 13.13

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

12 HIAEEADR 152 8 3 35.35 b4b7y7 940.45 116.017 1608 1 940.45 1.88

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

13 SKQLEDELAAMQK 35 13 6 31.41 b7b8°b8b10y11°y11 1490.77 80.626 45295 2 745.89 12.53

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

14 YKAISEELDHALNDMTSI 266 18 4 24.05 b9b11b14y15 2049.99 70.584 6283 3 684.00 7.15

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

15 TEERAELAESK 178 11 3 23.63 b4b9y4 1262.61 80.852 5980 2 631.81 -9.28

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

16 AADAEAEVASLNRR 77 14 3 34.25 y5y6y7 1472.75 34.294 4263 3 491.59 2.24

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

17 LKGTEDELDK 49 10 5 27.97 b8°b8y5°y5y6 1147.58 66.112 2611 2 574.30 0.64

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

18 Carbamidomethyl+C(1) CSELEEELKNVTNNLK 189 16 8 58.75
b3b9°b9b11°b11b13b15

y14
1919.94 63.028 2218 3 640.65 -1.40



|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

19 GTEDELDKYSEALK 51 14 3 26.47 b7b9b10 1597.75 39.281 2178 2 799.38 -6.57

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

20 AEAEVASLNRR 80 11 0 3.87 1215.63 37.852 4590 2 608.32 -8.33

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

21 AEVASLNRR 82 9 0 3.87 1015.55 37.869 1948 2 508.28 -9.98

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

22 AADAEAEVASLNRR 77 14 0 3.87 1454.72 37.874 12419 3 485.58 -7.30

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

1 IQLVEEELDR 91 10 19 112.61
b2*b2b3b4y1y2y3y4°y4
y5°y5y6°y6y7y8y9°y9*y

9y10
1243.65 58.792 415495 2 622.33 -0.39

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

2 LVILEGELER 168 10 4 27.97 b2b3y7y8 1170.67 66.656 40190 2 585.84 -1.46

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

3 LATALQK 105 7 11 65.57
b3°b3b4y3y5°y5*y5y6°y

6*y6y7
744.45 27.845 32670 2 372.73 -14.51

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

4 AISEELDNALNDITSL 268 16 4 16.61 b3°b3y6y9 1717.84 94.410 3419 2 859.43 -2.70

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

5 QLEEEQQALQK 37 11 5 23.63 b6°b6b8y8*y8 1343.71 53.781 7537 2 672.36 19.53

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

6 ATDAEADVASLNR 77 13 5 20.02 b11y8y12°y12*y12 1332.63 51.126 6681 2 666.82 -4.31

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

7 SEERAEVAESK 178 11 4 35.39 y6y8y10°y10 1234.59 75.591 3755 2 617.80 -1.38

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 16 88.24

b9b10b11°b11*b11y2y3
y5y7y9y10y13°y13y14y

17y28
3176.59 75.610 97255 4 794.90 -3.15

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 IGEHTPSALAIMENANVLAR 153 20 13 76.68
b4b5b8°b8b10y2y3y5y6

y8y10y15y20
2107.09 80.215 92125 3 703.03 -5.45

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 LQSIGTENTEENRR 43 14 7 18.69 b2*b2b8y3*y3y12y14 1646.79 28.320 49906 3 549.60 -9.71

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 GVVPLAGTNGETTTQGLDGLSER 111 23 5 16.84 b3b15y6y17y23 2272.17 64.723 44180 2 1136.59 10.53

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 GILAADESTGSIAK 28 14 8 51.26
b4y1y9y10y11y12°y12y

14
1332.70 48.064 43082 2 666.86 1.74

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 ALQASALK 304 8 6 50.05 b3b6y2y4y5y8 801.48 32.101 23986 2 401.24 -2.44

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 AAQEEYVKR 322 9 6 53.49 y2y3y4y5y6y9 1093.56 19.115 14027 2 547.28 -1.23

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 LQSIGTENTEENR 43 13 3 24.79 b5b6y3 1490.73 35.029 10840 2 745.87 17.85

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 YTPSGQAGAAASESLFVSNHAY 342 22 7 24.65 b3b12y3y7°y7*y7y10 2228.03 65.284 4984 2 1114.52 2.08

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10 FSHEEIAMATVTALR 243 15 5 25.65 b3°b3b8b13°b13 1675.83 105.511 4667 3 559.28 -10.63

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11
VDKGVVPLAGTNGETTTQGLDGL

SER
108 26 7 51.99 b4b5b6y5y10y12y14 2614.34 60.449 39981 3 872.12 2.61

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12 LQSIGTENTEENRR 43 14 4 24.13 b10y11y12*y12 1646.81 55.042 4235 3 549.61 0.15

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 Carbamidomethyl+C(2) RCQYVTEK 200 8 4 40.12 b3b4b6*b6 1083.53 81.460 3541 2 542.27 7.21

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14 KDGADFAK 139 8 5 48.29 b4b5b7y7°y7 851.42 42.253 2068 1 851.42 -1.00

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

15 Phosphoryl STY(8) GVVPLAGTNGETTTQGLDGLSER 111 23 6 32.71
b8b10y8y9y11y14_H3P

O4 y14_HPO3 y14
2352.13 106.103 3610 3 784.72 14.43

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

16 Oxidation+M(1) MPYQYPALTPEQK 0 13 6 28.77 b10°b10b12y5*y5y9 1581.74 92.809 3457 2 791.37 -13.89



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

17
Carbamidomethyl+C(25)

;Oxidation+M(18)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 3 11.47 b6y5y12 3147.53 123.788 1668 3 1049.85 -11.87

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

18 QEEYVKR 324 7 0 1.72 951.49 19.111 5233 2 476.25 -1.28

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

19 AQEEYVKR 323 8 0 1.72 1022.53 19.119 4623 2 511.77 4.18

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

20 SIGTENTEENRR 45 12 0 3.87 1405.67 28.336 3350 2 703.34 2.69

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 GLIDEVNQDFTNR 71 13 15 110.89
b5°b5y2y3*y3y4°y4*y4

y5y7y8y9y10y11y13
1520.74 68.990 213866 2 760.87 2.65

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 MELERPGGNEITR 258 13 6 31.41 b2b5y7y8y12y13 1501.73 41.399 163249 3 501.25 -7.56

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 NSLFEYQK 89 8 17 61.23
b1*b1b2°b2b3b8y1y2*y
2y4°y4*y4y5y6*y6y7y8

1028.50 50.123 82392 2 514.75 -8.66

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 ALTDMPQMR 249 9 5 37.54 b1y1y4y5y6 1062.51 50.588 80422 2 531.76 0.92

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 ESSSHHPGIAEFPSR 558 15 12 61.18
b6°b6b9°b9b11°b11b15

y3y4y5y9y15
1637.76 38.346 45203 3 546.59 -5.81

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 EVDLKDYEDQQK 190 12 15 122.89
b3b4b6b7°b7b9°b9y2*y

2y4y5y6y7y8y12
1509.71 40.214 41561 2 755.36 3.88

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 TFPGFFSPMLGEFVSETESR 527 20 8 39.96 b2y4y6y7°y7y11y18y20 2265.06 108.996 40976 2 1133.04 4.20

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 MADEAGSEADHEGTHSTK 602 18 14 109.11
b2b3y2y3y6°y6y7y8y9y

13y14y15y16°y16
1872.74 16.211 34161 4 468.94 -11.60

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 TVIGPDGHKEVTK 467 13 11 91.03
b2°b2y2y3y4y7y8°y8y9

y10y11
1380.74 23.638 30690 3 460.92 -7.43

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 GGSTSYGTGSETESPR 271 16 11 57.34
b2b3°b3b13y2y3y5y7y1

0y11y16
1572.68 24.903 22182 2 786.84 -0.16

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 QFTSSTSYNR 581 10 6 39.15 b9y5y7y8°y8y10 1190.55 28.681 7663 2 595.78 2.26

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12 MADEAGSEADHEGTHSTKR 602 19 9 71.4 b2b3b4y3y7y8y9y14y152028.86 15.297 4134 3 676.96 -5.42

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 IEVLK 137 5 2 25.88 b3b4 601.39 60.854 36798 1 601.39 3.04

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 5 24.32 b6°b6b7y10y13 3128.40 93.685 10347 4 782.85 -2.50

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 DLLPSR 210 6 4 39.26 b5°b5y3y4 700.40 41.739 8774 1 700.40 6.45

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 Carbamidomethyl+C(2) DCDDVLQTHPSGTQSGIFNIK 630 21 5 13.46 b10b12°b12*b12y11 2332.10 47.948 2298 6 389.52 4.40

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 VSEDLR 129 6 3 26.31 b5°b5y5 718.37 22.709 2238 2 359.69 -1.95

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 NPSSAGSWNSGSSGPGSTGNR 287 21 4 20.1 y5*y5y8y10 1963.84 101.736 2109 4 491.72 -2.30

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 GSESGIFTNTK 547 11 4 34.35 b6b9y4y6 1140.55 104.421 2009 1 1140.55 1.07

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20 HPDEAAFFDTASTGK 512 15 4 17.57 b6y10°y10y14 1593.71 49.917 1941 2 797.36 -5.97

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 SSSYSKQFTSSTSYNR 575 16 4 26.85 b13y9y11y13 1829.85 60.505 59014 2 915.43 9.61

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 MKGLIDEVNQDFTNR 69 15 7 46.18 b8b10y3y4*y4y6y12 1779.87 66.164 17165 3 593.96 -1.92

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23
NNSPYEIENGVVWVSFRGADYSL

R
830 24 4 22.81 b3b11b12y9 2772.32 118.200 9402 3 924.78 -8.10



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24 QFTSSTSYNRGDSTFESK 581 18 8 39.49
b7b9b12*b12b13y4y9°y

9
2041.92 64.331 3680 2 1021.46 5.56

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25 ESSSHHPGIAEFPSRGK 558 17 5 26.6 b12b13b15°b15y13 1822.87 75.521 3584 2 911.94 -7.77

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26 DNTYNRVSEDLR 123 12 4 21.63 b8°b8y5y10 1481.72 98.511 1886 2 741.36 14.58

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27 GSVLRVELEDWAGNEAYAEYHFR 720 23 4 21.72 b14y5y6°y6 2711.25 121.204 1694 3 904.42 -13.87

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 8 35.88

b3b10b14y4y6y13°y13y
14

2759.30 114.872 1551 3 920.44 -0.09

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 Phosphoryl STY(9) VTSGSTTTTRR 448 11 6 51.27

b5b8_HPO3 
b8y3_H3PO4 

y3°y3y5_H3PO4 
y5y9_HPO3 y9

1246.58 42.225 13993 2 623.79 7.05

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30 Phosphoryl STY(13)
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 3 22.52 b5b11b12 2839.23 72.454 4016 4 710.56 -11.52

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31
Carbamidomethyl+C(15)

;Oxidation+M(19)
EVTKEVVTSEDGSDCPEAMDLGT

LSGIGTLDGFR
476 34 4 12.7 b11b16y5y10 3601.70 91.981 10205 3 1201.24 14.64

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32 Oxidation+M(1) MELERPGGNEITR 258 13 4 24.79 b6°b6b7y7 1517.73 136.522 4708 1 1517.73 -7.72

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33 IGPDGHKEVTK 469 11 1 7.35 b9 1180.63 23.650 20105 2 590.82 -0.83

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34 GPDGHKEVTK 470 10 3 29.26 b3b5b9 1067.54 23.653 11610 2 534.28 -4.23

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 LERPGGNEITR 260 11 0 3.44 1241.67 41.443 3707 2 621.34 9.73

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 GSEADHEGTHSTKR 607 14 2 12.99 b3b5 1511.67 15.298 1595 3 504.56 -6.62

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 NSLFEYQK 89 8 0 1.29 1011.48 50.094 2441 2 506.24 4.59

|P06733|ENOA_HUMAN Alpha-enolase 1
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 10 45.24

b5b6b11b12°b12y2y7y1
5y17y30

3011.54 84.180 50163 4 753.64 -9.24

|P06733|ENOA_HUMAN Alpha-enolase 2 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 10 50.16
b4b14°b14b15y4y9*y9y

10y11y15
1633.82 54.011 46943 2 817.41 0.52

|P06733|ENOA_HUMAN Alpha-enolase 3 LAMQEFMILPVGAANFR 162 17 8 53.83 b5b6y2y6y7y8y13y17 1907.99 99.872 39570 2 954.50 1.54

|P06733|ENOA_HUMAN Alpha-enolase 4 GNPTVEVDLFTSK 15 13 12 44.35
b3b6°b6b7°b7b9°b9*b9

b13y8°y8y13
1406.72 67.661 38695 2 703.86 2.26

|P06733|ENOA_HUMAN Alpha-enolase 5
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 9 44.04

b2b3b4b5*b5y3y14y21y
26

2743.37 84.122 34514 3 915.13 -1.78

|P06733|ENOA_HUMAN Alpha-enolase 6
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 10 53.07

b6b13y2y5y6*y6y7y8y1
2y25

2985.39 94.967 33405 3 995.80 -0.25

|P06733|ENOA_HUMAN Alpha-enolase 7 AAVPSGASTGIYEALELR 32 18 5 15.09 b8°b8b12y10y18 1804.95 77.954 29301 2 902.98 4.67

|P06733|ENOA_HUMAN Alpha-enolase 8 DATNVGDEGGFAPNILENK 202 19 4 14.47 b6°b6b13y9 1960.90 53.768 21981 3 654.30 -13.20

|P06733|ENOA_HUMAN Alpha-enolase 9 IGAEVYHNLK 183 10 6 50.91 y3*y3y4y5y7y10 1143.62 38.787 14967 2 572.31 0.00

|P06733|ENOA_HUMAN Alpha-enolase 10 YGKDATNVGDEGGFAPNILENK 199 22 4 19.56 b5b8°b8b10 2309.07 41.608 11822 3 770.36 -13.53

|P06733|ENOA_HUMAN Alpha-enolase 11 DYPVVSIEDPFDQDDWGAWQK 285 21 6 37.23 b4b5y4y5y7y21 2510.13 95.737 8127 2 1255.57 6.61

|P06733|ENOA_HUMAN Alpha-enolase 12 FTASAGIQVVGDDLTVTNPK 306 20 3 13.93 b6b9y6 2033.05 60.318 7914 3 678.36 -1.32

|P06733|ENOA_HUMAN Alpha-enolase 13 NPLAK 429 5 3 25.88 b3b4*b4 542.33 60.835 89823 1 542.33 -3.38

|P06733|ENOA_HUMAN Alpha-enolase 14 YISPDQLADLYK 269 12 3 21.63 b6y5y10 1425.73 72.723 69150 2 713.37 -0.34



|P06733|ENOA_HUMAN Alpha-enolase 15 YDLDFK 256 6 3 26.31 y4y5°y5 800.37 53.915 48479 2 400.69 -11.97

|P06733|ENOA_HUMAN Alpha-enolase 16 LAQANGWGVMVSHR 358 14 6 58.97 b9y3y5y7y11y12 1525.74 54.805 30529 3 509.25 -21.04

|P06733|ENOA_HUMAN Alpha-enolase 17 EIFDSR 9 6 2 13.37 y4°y4 766.36 25.785 1863 1 766.36 -11.47

|P06733|ENOA_HUMAN Alpha-enolase 18 KLNVTEQEK 80 9 4 37.54 y3y4y5*y5 1088.60 20.922 5183 2 544.80 1.79

|P06733|ENOA_HUMAN Alpha-enolase 19 AGYTDKVVIGMDVAASEFFR 233 20 3 13.93 b7b13y7 2176.07 94.540 3665 4 544.77 -1.46

|P06733|ENOA_HUMAN Alpha-enolase 20 Phosphoryl STY(12) AAVPSGASTGIYEALELRDNDK 32 22 7 28.01
b9°b9b10b12_H3PO4 

b12_HPO3 
b12y4y10°y10

2357.07 58.365 3176 2 1179.04 -11.19

|P06733|ENOA_HUMAN Alpha-enolase 21 Oxidation+M(5) LMIEMDGTENK 92 11 4 35.78 b9y6y7y9 1296.57 43.512 12016 2 648.79 -4.99

|P06733|ENOA_HUMAN Alpha-enolase 22 Oxidation+M(5) VVIGMDVAASEFFR 239 14 4 29.87 b8b10b11y8 1556.79 66.720 7258 2 778.90 7.61

|P06733|ENOA_HUMAN Alpha-enolase 23 GGFAPNILENK 210 11 1 7.95 b4 1159.62 41.630 49100 2 580.31 5.79

|P06733|ENOA_HUMAN Alpha-enolase 24 GAEVYHNLK 184 9 0 2.15 1030.53 38.754 33409 2 515.77 -3.55

|P06733|ENOA_HUMAN Alpha-enolase 25 YGKDATNVGDEG 199 12 2 7.95 y11°y11 1225.53 41.619 14337 2 613.27 -1.39

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 9 49.05
b3b19b25b26b31y3y11y

12y13
5228.32 86.741 112779 4 1307.84 1.96

|Q15942|ZYX_HUMAN Zyxin 2
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 13 59.74

b2b3b4b10b14b15*b15
y3*y3y6y11y12y25

2597.28 56.514 104975 3 866.43 4.04

|Q15942|ZYX_HUMAN Zyxin 3 VNPFRPGDSEPPPAPGAQR 35 19 12 71.4
b2b10b11*b11y1y5y7y8

y9y11y17y19
1988.98 45.105 57894 3 663.67 -4.73

|Q15942|ZYX_HUMAN Zyxin 4 SPGAPGPLTLK 343 11 6 23.63 b2b3y2y3y7y11 1037.59 49.697 40705 2 519.30 -6.24

|Q15942|ZYX_HUMAN Zyxin 5
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CSVCSEPIMPEPGRDETVR 503 19 5 21.43 b1b2y4y7y16 2218.99 49.789 38456 3 740.33 -1.21

|Q15942|ZYX_HUMAN Zyxin 6 GPPASSPAPAPK 253 12 5 43.99 y1y4y8y9y10 1076.57 22.580 28472 2 538.79 -1.70

|Q15942|ZYX_HUMAN Zyxin 7 FSPGAPGGSGSQPNQK 279 16 14 81.85
b2b5b11b12b16y4y9y10
y11*y11y13y14*y14y16

1515.72 28.395 22507 2 758.36 1.69

|Q15942|ZYX_HUMAN Zyxin 8
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CNTCGEPITDR 443 11 4 30.62 y5y6y9y11 1322.55 27.475 22170 2 661.78 6.28

|Q15942|ZYX_HUMAN Zyxin 9 QHPVPPPAQNQNQVR 328 15 5 17.57 b4*b4y4y7*y7 1709.87 24.029 16484 3 570.63 -7.50

|Q15942|ZYX_HUMAN Zyxin 10 EVEELEQLTQQLMQDMEHPQR 354 21 4 30.11 y4y10y13y20 2611.24 100.725 71322 4 653.57 11.50

|Q15942|ZYX_HUMAN Zyxin 11

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)
;Carbamidomethyl+C(26

)

CEDCGKPLSIEADDNGCFPLDGHV
LCR

536 27 3 11.65 b9y6y12 3134.33 68.256 32489 4 784.34 -3.35

|Q15942|ZYX_HUMAN Zyxin 12 QYAPR 498 5 1 12.94 b3 634.32 61.381 12072 1 634.32 -10.30

|Q15942|ZYX_HUMAN Zyxin 13 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 5 23.63 b4y5°y5y7°y7 1259.60 43.571 2010 2 630.30 -15.80

|Q15942|ZYX_HUMAN Zyxin 14 VQEKQHPVPPPAQNQNQVR 324 19 4 30.85 y3y6y7y11 2194.12 58.855 22531 3 732.05 -11.24
|Q15942|ZYX_HUMAN Zyxin 15 EKVSSIDLEIDSLSSLLDDMTK 138 22 3 13.05 b11y4y6 2438.25 73.839 4748 3 813.42 12.72



|Q15942|ZYX_HUMAN Zyxin 16
Carbamidomethyl+C(9);
Carbamidomethyl+C(12)

QNVAVNELCGRCHQPLAR 375 18 11 59.93
b4b10*b10b13*b13b14

b17°b17y9y11y16
2122.05 95.550 2532 2 1061.53 2.88

|Q15942|ZYX_HUMAN Zyxin 17 Phosphoryl STY(11) MAAPRPSPAISVSVSAPAFYAPQK 0 24 6 22.72
b10b12_H3PO4 
b12y3*y3y7y9

2523.23 103.293 7791 3 841.75 -1.26

|Q15942|ZYX_HUMAN Zyxin 18 Phosphoryl STY(9) FSPGAPGGSGSQPNQK 279 16 3 23.15 b6b7y6 1595.67 97.438 3712 2 798.34 -1.76

|Q15942|ZYX_HUMAN Zyxin 19 LGHPEALSAGTGSPQPPSFTYAQ 295 23 3 12.16 y4°y4y14 2313.13 56.511 7570 3 771.71 5.38

|Q15942|ZYX_HUMAN Zyxin 20 LGHPEALSAG 295 10 2 8.54 y7°y7 951.48 56.542 4388 2 476.24 -10.65
|Q15942|ZYX_HUMAN Zyxin 21 PPPAPGAQR 45 9 1 7.51 b8 890.48 45.133 1653 2 445.74 -6.37

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

1 Carbamidomethyl+C(3) IGCYVTIFQNISNLR 202 15 14 102.44
b2b3b5b6b7b8b13*b13

b14y2y4y8y10y15
1797.93 90.779 19484 2 899.47 0.61

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

2 ASLGTGTASPR 449 11 9 34.35
b2°b2b7b9°b9y6y8°y8y

11
1017.53 25.560 15512 2 509.27 -1.32

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

3
SQEEVLPSSTTPSPGGALSPSGQPS

SSATEVVLR
356 34 4 10.91 b12b17y28y34 3339.65 65.877 13115 3 1113.89 -0.37

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

4 FEQSASNFYQQQAEGHK 42 17 14 43.73
b1b2°b2b3b4b11y5°y5y
7°y10°y10*y10y11°y11

1998.89 42.270 11975 3 666.97 -1.28

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

5 AQTVFEDLNQELLEELPILYNSR 179 23 16 57.1
b2*b2b3°b3b7*b7b9b10
b11y2y3°y3y4y7*y7y23

2734.39 118.183 9682 3 912.13 -3.04

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

6 Carbamidomethyl+C(14)
ENENIHNQNPEELCTSPTLMTSQV

ASEPGEAK
482 32 5 15.46 b10y5°y5y7y9 3554.62 58.154 4451 3 1185.54 3.91

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

7 TMEIYVAQFSEIK 123 13 4 42.2 b6b9b10b11 1558.76 68.760 488442 779.89 -11.90

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

8 AIVWNNDLLWEDYEEK 100 16 5 33.67 b6b10y3y7y9 2036.97 87.062 19829 2 1018.99 5.15

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

9 LVDYDSAR 145 8 3 40.12 b3b5b6 938.48 41.594 14253 2 469.74 20.10

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

10 LNHNLYEVMSK 226 11 8 51.27 b3*b3b8°b8b10y3y8°y8 1347.70 74.679 5101 1 1347.70 19.75

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

11 TSLEVSPNPEPPEKPVR 460 17 7 38.08
b7°b7b11b13b15°b15y1

0
1875.97 70.518 5054 3 625.99 -8.59

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

12 ELLEEEEIEK 313 10 5 56.86 b3b6b7b8y5 1260.60 37.511 4338 2 630.81 -12.69

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

13
ATASPRPSSGNIPSSPTASGGGSPT

SPR
421 28 3 11.47 b15y3y7 2581.30 75.441 3267 3 861.11 16.74

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

14 VMHESSK 72 7 6 55.64 b4b5°b5y3y5°y5 817.38 108.724 2335 1 817.38 -14.04

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

15
TATVSSPLTSPTSPSTLSLKSESES

VSATEDLAPDAAQGEDNSEIK
267 46 6 13.68 b6°b6b13b37y8°y8 4635.17 120.202 6213 4 1159.55 -10.74

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

16 RVSETLQEIYSSEWDGHEELK 79 21 3 21.91 b14y9y10 2535.20 70.511 5833 3 845.74 1.44

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

17 DVFYREMSK 217 9 5 60.41 b4y3y4y5y8 1174.57 90.012 2722 1 1174.57 7.90

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

18 Carbamidomethyl+C(3) IGCYVTIFQNISNLRDVFYR 202 20 5 23.35 b6b7°b7b12*b12 2478.23 121.134 1825 2 1239.62 -13.30

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

19
Carbamidomethyl+C(3);

Phosphoryl STY(12)
IGCYVTIFQNISNLRDVFYR 202 20 9 48.17

b8_H3PO4 
b8°b8b10_H3PO4 

b10b13b18y5°y5y9y10_
HPO3 y10

2558.19 66.074 65813 4 640.30 -10.88

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

20
Carbamidomethyl+C(3);

Phosphoryl STY(12)
IGCYVTIFQNISNLRDVFYREMSK 202 24 5 22.72 b10b12b14y6y8 3033.40 76.281 4825 3 1011.80 -9.82

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

21 Phosphoryl STY(12) TATVSSPLTSPTSPSTLSLK 267 20 3 22.06 b10b11y10 2054.99 111.769 3359 3 685.67 -10.93



|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

22
Carbamidomethyl+C(3);

Oxidation+M(22)
IGCYVTIFQNISNLRDVFYREMSK 202 24 3 21.66 b6y3y4 2969.44 105.398 14925 4 743.11 -9.78

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

23 Oxidation+M(9) LNHNLYEVMSK 226 11 3 35.39 b4b6b9 1363.65 90.667 1572 2 682.33 -11.28

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

24 ASLGTGTASPR 449 11 1 7.74 b4 999.51 25.591 1900 2 500.26 -10.63

|O43707|ACTN4_HUMAN Alpha-actinin-4 1 ASIHEAWTDGK 421 11 11 58.65
b1b4b5°b5b10°b10y1y4

y5y9y11
1214.58 40.164 1063993 2 607.79 0.20

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 VGWEQLLTTIAR 733 12 14 119.42
b3b4b6*b6y2y3y4y5y6y

7y8*y8y9y12
1386.77 97.469 181079 2 693.89 -2.99

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 AIMTYVSSFYHAFSGAQK 255 18 29 193.36

b2b3b5°b5b8b10b12b13
y2y4*y4y5°y5y6°y6y7y8
y9y10°y10y11*y11y12°
y12*y12y13y16°y16y18

2007.95 89.948 152323 3 669.99 -6.81

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 TINEVENQILTR 745 12 9 48.48
b2°b2b10y1y3y4y6y10y

12
1429.77 59.473 91770 2 715.39 3.59

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 LASDLLEWIR 300 10 7 59.87 b8y2y3y4y8y9y10 1215.66 91.400 74825 2 608.34 -8.64

|O43707|ACTN4_HUMAN Alpha-actinin-4 6 ALDFIASK 114 8 10 48.29
b1b3°b3y2°y2y3y5y6°y6

y8
864.48 54.909 59981 2 432.74 -8.12

|O43707|ACTN4_HUMAN Alpha-actinin-4 7 Carbamidomethyl+C(1) CQLEINFNTLQTK 350 13 6 29.26 b2*b2b3b10b12y13 1608.81 69.704 24833 2 804.91 0.68

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 MLDAEDIVNTARPDEK 239 16 5 40.2 b5b7b12y3y4 1816.89 73.905 5496 2 908.95 6.32

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 IMSLVDPNHSGLVTFQAFIDFMSR 813 24 5 21.66 b3y5°y5y6°y6 2725.38 102.254 2312 3909.13 11.20

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 MAPYQGPDAVPGALDYK 882 17 4 22.13 b4b10y3y10 1792.84 73.063 2303 3 598.28 -11.30

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 Carbamidomethyl+C(6) TFTAWCNSHLR 54 11 3 30.62 b4b7b8 1392.64 38.291 12057 2 696.82 -7.19

|O43707|ACTN4_HUMAN Alpha-actinin-4 12 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 5 41.26 b5b9b12b13y6 1624.76 70.530 9873 2 812.88 -3.76

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 GISQEQMQEFR 760 11 7 49.51 b5b6b8°b8y3°y3y4 1352.64 53.681 6458 2 676.82 6.95

|O43707|ACTN4_HUMAN Alpha-actinin-4 14 DYETATLSDIK 439 11 5 34.35 b6°b6b10y6y10 1255.58 39.360 4542 2 628.29 -18.28

|O43707|ACTN4_HUMAN Alpha-actinin-4 15 AGTQIENIDEDFR 66 13 4 24.79 b9°b9b10y12 1507.71 85.906 4333 2 754.36 2.02

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 TIQEMQQK 323 8 5 32.34 b4°b4*b4y4y5 1005.49 29.219 4245 2 503.25 -15.66

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 GYEEWLLNEIR 395 11 6 51.73 b8°b8y3y5y6y7 1421.70 86.850 4231 1 1421.70 -4.38

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 Carbamidomethyl+C(10) ELPPDQAEYCIAR 869 13 6 52.13 b4b6*b6b9b11y11 1561.71 45.738 3749 2 781.36 -15.71

|O43707|ACTN4_HUMAN Alpha-actinin-4 19
VEQIAAIAQELNELDYYDSHNVNT

R
469 25 4 12.09 b3b13*b13y11 2905.34 64.592 3502 3 969.12 -19.33

|O43707|ACTN4_HUMAN Alpha-actinin-4 20 DDPVTNLNNAFEVAEK 217 16 4 16.61 b4b14°b14y5 1775.84 54.793 3028 2 888.42 -5.36

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 DHGGALGPEEFK 779 12 7 46.93 b7b8y6y8°y8y9°y9 1256.58 30.896 2936 3 419.53 -11.56

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 SFSTALYGESDL 899 12 5 35.24 b7b8y8y11°y11 1289.59 66.799 1707 2 645.30 -2.37

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 DHALLEEQSK 633 10 5 26.21 b5b8°b8*b8y5 1169.59 37.532 1586 2 585.30 9.18

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 Carbamidomethyl+C(2) ACLISLGYDVENDRQGEAEFNR 791 22 5 24.65 b3b12y8y11y17 2556.19 56.619 206075 3 852.74 5.35



|O43707|ACTN4_HUMAN Alpha-actinin-4 25 DHALLEEQSKQQSNEHLR 633 18 6 28.38 b6b8*b8y5y6°y6 2162.09 62.998 114322 3 721.37 14.23

|O43707|ACTN4_HUMAN Alpha-actinin-4 26 TAPYKNVNVQNFHISWK 176 17 6 35.07 b7b8b10b12y12*y12 2046.04 61.453 5486 4 512.27 -7.28

|O43707|ACTN4_HUMAN Alpha-actinin-4 27 LRLSNRPAFMPSEGK 363 15 8 41.99
b13*b13b14*b14y3°y3y

6y13
1702.92 90.705 4648 3 568.31 6.74

|O43707|ACTN4_HUMAN Alpha-actinin-4 28
MAPYQGPDAVPGALDYKSFSTAL

YGESDL
882 29 3 17.28 b11b13b15 3063.44 85.043 4643 3 1021.82 4.14

|O43707|ACTN4_HUMAN Alpha-actinin-4 29 Carbamidomethyl+C(2) ICKVLAVNQENEHLMEDYEK 280 20 3 13.93 b3b12y19 2462.14 94.289 3788 3 821.39 -11.50

|O43707|ACTN4_HUMAN Alpha-actinin-4 30 TIQEMQQKLEDFR 323 13 5 31.41 b4°b4b5b11y9 1665.82 58.251 3600 2 833.41 -3.66

|O43707|ACTN4_HUMAN Alpha-actinin-4 31 QFASQANVVGPWIQTKMEEIGR 652 22 3 13.05 b5b11y6 2489.25 91.298 3091 2 1245.13 -4.02

|O43707|ACTN4_HUMAN Alpha-actinin-4 32 DAKGISQEQMQEFR 757 14 4 18.69 b3b10y10°y10 1666.79 39.465 2692 3 556.27 4.47

|O43707|ACTN4_HUMAN Alpha-actinin-4 33 Phosphoryl STY() FAIQDISVEETSAK 152 14 4 29.87 b5b8b9y9 1617.75 92.782 4511 2 809.38 12.83

|O43707|ACTN4_HUMAN Alpha-actinin-4 34 Phosphoryl STY(11) LSGSNPYTTVTPQIINSK 604 18 5 33.6 b3b9b10b12y9 1999.96 57.575 3816 3 667.33 -0.73

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

1 Carbamidomethyl+C(7)
AALANLCIGDVITAIDGENTSNMT

HLEAQNR
38 31 14 101.59

b3b4y3y4y5°y5y6y7y11
y15y22y23y25y31

3312.59 95.299 62834 3 1104.87 -2.73

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

2 LVGGKDFEQPLAISR 17 15 5 40.63 y4y6y10y13°y13 1629.88 58.359 53096 3 543.97 -7.71

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

3 Carbamidomethyl+C(1) CGTGIVGVFVK 262 11 5 26.64 b2b6y5y6y11 1136.61 69.104 49587 2 568.81 -6.34

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

4 MNLASEPQEVLHIGSAHNR 103 19 9 32.33
b2b11y3y6*y6y7°y7y13

y19
2103.05 61.493 16940 3 701.69 2.67

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

5 SAMPFTASPASSTTAR 122 16 9 47.4
b1b8°b8b11y5y9y11y13

y16
1582.76 49.933 16858 2 791.88 1.47

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

6 VAASIGNAQK 246 10 6 39.15 b2b9y5y7y8y10 958.53 22.949 12339 2 479.77 1.34

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

7 QELNEPPK 203 8 5 47.9 b3*b3b5b7b8 954.48 42.242 4015 2 477.75 -6.46

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

8 VTPPEGYEVVTVFPK 314 15 6 46.99 b8b9b12y10y12y13 1661.88 72.487 113342 2 831.44 1.69

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

9 TTQQIDLQGPGPWGFR 1 16 4 26.85 b11y3y8y10 1800.93 72.524 13338 3 600.98 17.62

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

10 MTTQQIDLQGPGPWGFR 0 17 5 32.92 b4b5b7*b7b9 1931.95 101.766 5657 2 966.48 3.48

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

11
VITNQYNNPAGLYSSENISNFNNA

LESK
138 28 3 11.47 b9y9y12 3101.51 113.846 4554 3 1034.51 9.76

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

12 QSTSFLVLQEILESEEK 211 17 3 15.8 b5y5y12 1980.02 90.661 4206 3 660.68 1.54

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

13 Carbamidomethyl+C(2) GCTDNLTLTVAR 71 12 3 25.61 b8y4y5 1320.66 48.909 3473 2 660.83 -1.66

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

14 QELNEPPKQSTSFLVLQEILESEEK 203 25 3 22.58 y8y9y20 2915.53 105.400 208590 3 972.51 13.90

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

15
QSTSFLVLQEILESEEKGDPNKPSG

FR
211 27 5 17.24 b6*b6y3y5y9 3035.52 87.303 17271 4 759.63 -4.91

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

16 Carbamidomethyl+C(11) GHFFVEDQIYCEKHAR 296 16 5 16.61 b5b8°b8y11°y11 2035.92 114.926 2901 2 1018.46 -10.97

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

17
Carbamidomethyl+C(6);
Carbamidomethyl+C(9);
Carbamidomethyl+C(12)

HRHPECYVCTDCGTNLK 277 17 8 55.21 b3b4b10y3y6y8°y8y11 2146.90 107.860 2029 4 537.48 -11.37

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

18 Phosphoryl STY(7) VWSPLVTEEGK 87 11 3 26.64 b9_H3PO4 b9y3y4 1324.60 52.977 2800 2 662.80 -6.82



|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

19 Oxidation+M(3) SAMPFTASPASSTTAR 122 16 4 27.52 b3b5b6y11 1598.73 25.627 15397 3 533.58 -11.45

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

20 Oxidation+M(1) MTTQQIDLQGPGPWGFR 0 17 8 54.54
b10b11*b11b12b13b15

y11*y11
1947.94 89.047 3242 2 974.47 1.94

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

21 GGKDFEQPLAISR 19 13 4 25.65 b4b5b10*b10 1417.73 58.308 5155 2 709.37 -11.88

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

1 Carbamidomethyl+C(7) IIPGFMCQGGDFTR 55 14 10 89.7
b2y6y7*y7y8y9y10y11y

12y14
1598.75 70.548 145099 2 799.88 3.44

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

2 Carbamidomethyl+C(24)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 11 56.04

b12b13b15b16y4y11*y1
1y12°y12y14y27

2791.33 75.723 107916 3 931.11 -0.96

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

3 EGMNIVEAMER 133 11 4 30.62 y4y6y7y11 1278.59 67.979 47669 2 639.80 3.25

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

4 VKEGMNIVEAMER 131 13 7 31.41 b10*b10y5y6°y6y12y13 1505.73 60.244 24793 3 502.58 -12.24

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

5 FEDENFILK 82 9 3 29.76 b7y3y7 1154.57 65.227 86788 2 577.79 -2.22

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

6 VNPTVFFDIAVDGEPLGR 1 18 3 24.01 y4y6y7 1946.01 97.824 26009 2 973.51 5.83

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

7 MVNPTVFFDIAVDGEPLGR 0 19 5 25.13 b10b11*b11b14y7 2077.00 104.524 3167 2 1039.00 -19.39

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

8 TAENFRALSTGEK 31 13 4 24.79 b12y3y4°y4 1423.72 55.621 5236 2 712.36 -1.46

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

9
Carbamidomethyl+C(24)

;Oxidation+M(9)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 3 17.72 b5b9b14 2807.32 63.793 10542 3 936.44 -2.26

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 157 12 9 93.61
b2y3y4y5y6y8y10y11y1

2
1248.60 35.211 54515 2 624.80 0.39

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

2 LLIVSNPVDILTYVAWK 132 17 4 15.8 b3y3y11y17 1944.12 115.515 19393 2 972.56 -2.01

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

3 IVSGKDYNVTANSK 76 14 11 83.89
b4b5b8*b8b9*b9y1y7y8

y11y12
1495.75 29.412 16094 3 499.26 -14.04

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

4 LNLVQR 106 6 2 26.31 b3y5 742.45 38.091 19584 2 371.73 -12.08

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

5 VTLTSEEEAR 305 10 4 26.21 b8y4°y4y7 1134.55 26.627 5906 3 378.86 -11.19

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

6 EEQTPQNK 14 8 7 61.23 b3b4b5b6y5°y5*y5 973.45 42.251 2758 1 973.45 -13.73

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

7 YLMGER 171 6 1 13.37 y5 768.38 114.196 1583 1 768.38 12.23

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

8 Carbamidomethyl+C(15)
GLYGIKDDVFLSVPCILGQNGISDL

VK
278 27 3 11.65 b9b14y14 2920.54 104.448 7218 3 974.18 -3.68

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

9 Carbamidomethyl+C(8) NRVIGSGCNLDSAR 155 14 5 41.26 b3b8b12b13y12 1518.76 89.865 5973 2 759.88 7.31

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

10 TLHPDLGTDKDK 212 12 3 34.85 y8y9y10 1339.67 108.712 2751 2 670.34 -11.39

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

11 LKGEMMDLQHGSLFLR 57 16 5 27.52 b10°b10b13b14y11 1874.97 92.715 2099 3 625.66 4.56

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

12 Carbamidomethyl+C(6) VIGSGCNLDSARFR 157 14 6 26.7 b7b13y9*y9y12°y12 1551.75 102.246 1662 2 776.38 -10.07

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

13 DYNVTANSK 81 9 0 3.87 1011.47 29.421 76091 2 506.24 -6.58

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 22 130.24

b2b3b4b5*b5b10°b10*b
10b11*b11b12*b12y1y2
y3y7y8y9y11*y11y13*y

13

1354.73 44.624 193615 2 677.87 -1.08

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 11 80.24
b2y2y3y5y6y7y8y9*y9y

11*y11
1341.63 48.234 119833 2 671.32 2.18



|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 VDFETFLPMLQAVAK 121 15 7 51.23 b3°b3b6b8b13*b13b14 1708.93 96.596 87295 2 854.97 17.29

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 DQLEEFK 63 7 3 36.68 b6y3y4 908.44 30.193 13612 2 454.72 1.34

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 AEPAVPQAPQK 35 11 3 23.63 b6b8y4 1135.59 25.751 2024 2 568.30 -14.83

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 VFDKEGNGK 151 9 4 29.76 b5y5*y5y8 993.51 54.856 5797 2 497.26 11.49

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 Carbamidomethyl+C(19)
MTEEEVETVLAGHEDSNGCINYE

AFLKHILSV
176 32 4 15.46 b4b10b14y12 3634.66 64.281 3333 3 1212.23 -11.89

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

8
Carbamidomethyl+C(6);

Oxidation+M()
ILYSQCGDVMR 83 11 3 30.62 b6b9b10 1357.63 60.227 31453 3 453.21 3.42

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

9 Oxidation+M(9) VDFETFLPMLQAVAK 121 15 4 35.86 b7b8b10b12 1724.88 62.267 6965 3 575.63 -8.35

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

1 IQLVEEELDR 91 10 19 112.61
b2*b2b3b4y1y2y3y4°y4
y5°y5y6°y6y7y8y9°y9*y

9y10
1243.65 58.792 415495 2 622.33 -0.39

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

2 LATALQK 105 7 11 65.57
b3°b3b4y3y5°y5*y5y6°y

6*y6y7
744.45 27.845 32670 2 372.73 -14.51

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

3 SIDDLEDELYAQK 251 13 3 24.79 b9y9y10 1538.69 37.036 25396 2 769.85 -20.47

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

4 AISEELDHALNDMTSI 268 16 11 57.64
b4b7°b7b9b13*b13y4y7

°y7y13°y13
1758.80 68.753 8087 3 586.94 -12.42

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

5 SIDDLEDELYAQKLK 251 15 3 23.59 b5b6y5 1779.90 75.478 17009 3 593.97 0.69

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

6 ENALDRAEQAEADK 15 14 5 18.69 b5*b5b11y11°y11 1559.73 70.474 2532 2 780.37 1.41

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

7 LATALQK 105 7 0 0.86 726.44 27.832 4757 2 363.72 -5.21

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 VLIFQEENEIPASVFVK 156 17 21 117.55
b2b3b6b8*b8b9°b9b10*
b10b14°b14b17y2y3y4y

5y7y11*y12y14y17
1962.06 88.581 136910 2 981.53 1.43

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 YQASTSNTVSK 102 11 14 85.4
b1b2*b2b3*b3y2y3y4y6

y7y8y9°y9y11
1185.58 18.538 32630 2 593.29 1.03

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIRDNSQVNAVTVLTLLDK
19 45 9 13.7

b3b10°b10*b10b14*b14
y2y8y45

4749.40 95.313 26775 4 1188.11 2.06

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4 VSPLTFGR 291 8 6 48.29 b1b3y4y5y6y8 876.48 54.877 24366 2 438.74 -14.69

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 SDGDPVQPAVLQVHQTS 408 17 7 22.13
b11°b11b13y1y10y12y1

7
1777.88 52.884 18813 2 889.44 4.26

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6 QPVSGAVEGK 173 10 12 72.82
b3b10y1y2y3°y3y4y6y7

y8°y8y10
971.52 21.728 16661 2 486.26 -0.44

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 FQHPGSDMR 10 9 7 44.46 b3*b3b9*b9y5y7y8 1074.47 41.071 4994 1 1074.47 -5.91

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8 LVNMLDAVQENQHK 64 14 4 30.66 b3y5y7y9 1638.81 59.153 104050 3 546.94 -7.97

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 YEGSYALTSEEAER 394 14 6 32.14 b3°b3b4y3y5°y5 1604.67 48.104 11763 2 802.84 -21.98

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10 VEESR 222 5 4 25.88 b3°b3y4°y4 619.31 101.804 1892 1 619.31 9.95

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11 VRYEGSYALTSEEAER 392 16 4 23.15 b7y9y10°y10 1859.87 67.752 16931 2 930.44 -4.53

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12 GEDAAQAEKFQHPGSDMR 1 18 5 15.09 b7b12*b12y3°y3 1973.89 71.993 3848 2 987.45 4.45

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13 VREGESHAENETK 301 13 4 24.79 b5°b5b6y3 1485.68 12.586 3722 3495.90 -11.59



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 QPVSGAVEGKEELPDENK 173 18 4 15.09 b6y11y13*y13 1925.93 70.478 1794 2 963.47 -5.96

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 Phosphoryl STY(18)
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 6 29.55 b7°b7b15b17y13y14 3118.42 72.934 2372 3 1040.14 -3.76

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

16 Oxidation+M(6)
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 4 11.2 b15y5*y5y15 3253.46 99.592 3632 4 814.12 3.30

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

17 VLIFQEENEIPASVFV 156 16 0 5.16 1833.96 88.649 1692 4 459.25 -0.87

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

18 QPVSGAVEGK 173 10 0 2.15 954.50 21.749 3675 2 477.75 12.34

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 DAGTIAGLNVLR 159 12 5 25.61 b6°b6b7y7y12 1199.67 69.004 109789 2 600.34 -4.27

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 VEIIANDQGNR 25 11 9 69.44 b2b3y4*y4y6y7y8y9y11 1228.62 35.756 62859 2 614.82 -2.68

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 TVTNAVVTVPAYFNDSQR 137 18 7 65.77 y4y9°y9y10y11y12y13 1982.01 68.518 34247 2 991.51 3.88

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 NSLESYAFNMK 539 11 8 49.58 b1b2°b2y3y4y6y7y11 1303.62 64.198 30818 2 652.31 13.67

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 FEELNADLFR 301 10 4 26.21 b9y6y8y10 1253.62 73.732 22752 2 627.31 -0.29

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 Carbamidomethyl+C(14) GPAVGIDLGTTYSCVGVFQHGK 3 22 3 13.05 b3b14y13 2263.09 76.775 9077 2 1132.05 -11.22

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7
LYQSAGGMPGGMPGGFPGGGAP

PSGGASSGPTIEEVD
609 37 7 27.48 b4b6°b6b16°b16y3y4 3346.51 75.305 2975 3 1116.18 3.87

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 NQVAMNPTNTVFDAK 56 15 3 10.19 b10°b10y3 1649.81 45.091 2018 3 550.61 8.95

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9 Carbamidomethyl+C(2) VCNPIITK 601 8 3 32.34 b5y5y6 944.52 38.836 38450 2 472.76 -3.81

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10 GTLDPVEK 311 8 3 32.34 b4b5y4 858.44 32.483 17614 2 429.73 -14.15

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 VQVEYK 102 6 4 26.31 b4°b4y5*y5 765.41 26.754 4539 2 383.21 -10.21

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12 DISENK 251 6 1 13.37 y5 705.34 96.565 3421 1 705.34 -6.23

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 SINPDEAVAYGAAVQAAILSGDK 361 23 5 28.16 b7b9b10°b10b21 2260.11 36.899 3286 2 1130.56 -17.18

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 DISENKR 251 7 3 39.69 b4b6y5 861.43 29.254 40642 1 861.43 -8.79

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 NQVAMNPTNTVFDAKR 56 16 3 16.61 b5b7y5 1805.90 71.243 6869 3 602.64 -0.34

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16 INDEDKQK 561 8 3 32.34 b3y6y7 989.48 98.532 3455 1 989.48 -5.24

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 GETKSFYPEEVSSMVLTK 108 18 3 24.01 b4b9b10 2031.99 97.351 3094 3 678.00 -1.44

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18 RFDDAVVQSDMK 76 12 10 69.81
b5b6b11y5°y5y8*y8y9°

y9y11
1410.68 108.698 1873 2 705.85 10.56

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19 NQTAEKEEFEHQQK 583 14 4 18.69 b3°b3b10y9 1745.82 126.256 1623 2 873.41 5.38

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 Carbamidomethyl+C(14) GPAVGIDLGTTYSCVGVFQHGK 3 22 0 7.32 2246.06 76.746 16756 2 1123.54 -10.11

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 10 89.85
b4b5b6b7y3y6y7y8y12y

17
1990.05 97.294 166285 3 664.02 -9.69

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 15 108.27
b2b6b8b9°b9b11°b11y4

y6y7y8y9°y9y10y11
1337.63 52.210 128269 2 669.32 1.19

|Q9Y281|COF2_HUMAN Cofilin-2 3 HEWQVNGLDDIK 132 12 5 21.63 b4y6y11°y11*y11 1453.70 53.634 3585 3 485.24 -7.89
|Q9Y281|COF2_HUMAN Cofilin-2 4 MASGVTVNDEVIK 0 13 4 29.26 b6b8b12*b12 1362.72 69.988 3086 3 454.91 16.39
|Q9Y281|COF2_HUMAN Cofilin-2 5 MASGVTVNDEVIKVFNDMK 0 19 5 25.13 b8b9b12*b12y12 2097.06 71.884 6776 3 699.69 10.25
|Q9Y281|COF2_HUMAN Cofilin-2 6 ASGVTVNDEVIKVFNDMK 1 18 6 31.8 y3°y3y7*y7y11y12 1965.98 105.502 5556 3 656.00 -5.90



|Q9Y281|COF2_HUMAN Cofilin-2 7 Phosphoryl STY(10) QILVGDIGDTVEDPYTSFVK 53 20 5 22.06 b11*b11y9°y9y10 2276.08 107.819 4198 3 759.37 7.94

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 LSDLLAPISEQIK 100 13 4 20.02 b5y5°y5y7 1426.82 77.011 49790 2 713.91 2.22

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 AGAAPYVQAFDSLLAGPVAEYLK 37 23 16 112.88
b2b3b4b5b6b7b9b12°b1

2b13y2y4y5y7y8y23
2351.20 115.177 49011 3 784.41 -10.59

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 7 26.85 b3b11b14y2y6*y6y16 1757.89 43.192 43279 2 879.45 2.57

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 7 35.78 b1b4y1y4y5y9y11 1235.60 46.317 39291 2 618.30 5.04

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 VENQENVSNLVIEDTELK 330 18 7 65.77 y4y5y6y7y8y11y18 2073.04 69.630 35056 2 1037.02 3.42

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 12 27.21

b1b8*b8y1y2y4°y4y5°y
5y10y17y25

2811.35 91.276 27626 2 1406.18 10.59

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7
LFNHLSAVSESIQALGWVAMAPK

PGPYVK
126 29 4 14.03 b6b13y6y12 3110.62 97.896 23225 4 778.41 -11.07

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8 Carbamidomethyl+C(9) INSITVDNCKK 366 11 9 49.58 b2*b2y1y2y4y5y7*y7y9 1291.65 28.575 21484 3 431.22 -11.15

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9 LEAVSHTSDMHR 17 12 6 28.83 b2y3y6°y6y7°y7 1382.64 24.226 21384 3 461.55 -7.95

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10 EMNDAAMFYTNR 155 12 4 28.83 y6y7y10y12 1462.62 57.095 18918 2 731.81 4.92

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 SGPKPFSAPKPQTSPSPK 294 18 3 22.25 y6y8y10 1837.97 33.743 11142 3 613.33 -7.64

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 HVDWVK 178 6 1 13.37 b4 783.42 82.971 8867 1 783.42 9.82

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 AVGR 13 4 1 12.51 b3 402.25 96.852 7904 1 402.25 -1.06

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 Carbamidomethyl+C(9) INSITVDNCK 366 10 4 40.12 b3b7y6y7 1163.58 34.638 7844 2 582.29 7.03

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15 EVITFR 113 6 2 13.37 b5°b5 764.43 64.044 2637 2 382.72 -1.20

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 EFHTTGLAWSK 198 11 6 40.55 b4°b4b7b9y3°y3 1276.65 42.251 2013 3 426.22 11.86

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 6 51.14 b3b4b14b15y7y8 3165.69 88.993 38336 3 1055.90 2.93

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

18 LEAVSHTSDMHRGYADSPSK 17 20 7 43.31 b3b12°b12y6y8y9y10 2188.03 62.957 21798 3 730.01 9.82

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

19
SSLFAQINQGESITHALKHVSDDM

K
254 25 5 21.64 b9*b9b10y8°y8 2756.37 118.199 13683 3 919.46 2.30

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

20 Carbamidomethyl+C(5)
NSLDCEIVSAKSSEMNVLIPTEGG

DFNEFPVPEQFK
422 36 3 10.87 b13y10y17 4027.87 87.409 9445 3 1343.29 -6.24

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

21 HVSDDMKTHK 272 10 3 27.97 b7y8y9 1197.58 83.665 3268 1 1197.58 8.05

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

22 Phosphoryl STY(5) EFHTTGLAWSK 198 11 3 30.62 b3b4b7 1356.60 39.377 12118 2 678.80 7.83

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

23 Phosphoryl STY(8) VENQENVSNLVIEDTELK 330 18 6 25.81 b7y11y12°y12*y12y16 2153.02 76.265 2311 2 1077.01 12.81

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

24 SESIQALGWVAMAPKPGPYVK 134 21 1 9.47 b13 2229.14 97.844 3599 3 743.72 -13.03

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

25 Carbamidomethyl+C(7) SITVDNCKK 368 9 0 2.58 1064.53 28.602 2979 2 532.77 -12.38

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 4 25.61 b4y1y7y8 1319.71 63.200 97959 2 660.36 6.94

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 9 42.48
b4°b4b5°b5b12y2y3y8y

12
1822.94 43.159 10570 2 911.97 9.38



|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 6 22.01 b5y3°y3y4y11°y11 3077.42 118.157 6148 3 1026.48 4.05

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5 ISEQFTAMFRR 380 11 6 23.63 b1b5b10*b10y8y11 1385.70 71.875 2533 3 462.57 -0.79

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6 MSSTFIGNSTAIQELFK 362 17 3 15.8 b7y3y10 1873.90 116.067 2310 3 625.31 -18.63

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

7
SGAFGHLFRPDNFIFGQSGAGNN

WAK
77 26 4 11.85 b3b13y5*y5 2795.39 73.820 2053 4 699.60 15.63

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

8 ISVYYNEASSHK 46 12 4 21.63 b11y3y9°y9 1397.64 41.643 2038 2 699.32 -21.31

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

9 MSMKEVDEQMLAIQSK 320 16 4 16.61 b4b10y11*y11 1867.88 98.551 3126 4 467.73 -8.95

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

10
EVISDEHGIDPSGNYVGDSDLQLE

R
21 25 2 8.98 b13°b13 2744.27 118.215 3165 3 915.43 2.76

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

1 LAVNMVPFPR 180 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

2 IREEYPDR 82 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

3 YTEGAELTESVMDVVRK 33 17 5 35.93 b3b7b12b14°b14 1926.96 81.458 5389 3 642.99 3.86

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

4 GRYTEGAELTESVMDVVR 31 18 4 25.81 b5b8b9y12 2011.95 65.499 8514 3 671.32 -10.80

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

5 Carbamidomethyl+C(18)
MSASFIGNNAAIQELFTCVSEQFT

AMFRR
290 29 5 11.32 b7b16y12°y12*y12 3326.58 136.634 7141 2 1663.80 2.42

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

6 Carbamidomethyl+C(23)
MDSVRSGPFGQVLRPDNFIFGQC

GAGNNWAK
0 31 6 18.07 b5b11b13y7*y7y11 3425.63 118.956 4513 4 857.16 -0.36

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

7
Carbamidomethyl+C(18)

;Oxidation+M(26)
MSASFIGNNAAIQELFTCVSEQFT

AMFR
290 28 6 16.81 b4°b4b12b18°b18y5 3186.46 83.885 55154 3 1062.82 -3.29

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

1
Carbamidomethyl+C(8);
Carbamidomethyl+C(22)

SMQSLGSCTISKDSFQISTLVCSTK 587 25 3 12.09 b6y4y8 2765.31 65.994 31480 4 692.08 -0.88

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

2 QLYVQDNREMFR 104 12 15 100.92
b3b6b7b8*b8y6y7°y7y8
y9°y9y11°y11*y11y12

1598.76 54.889 18787 2 799.88 -9.62

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

3 NYVDGAEKPGVNEQLYK 720 17 3 22.78 b15y11y12 1923.96 106.403 15993 2 962.48 5.77

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

4 NVYPFDWVIMNMVQNK 978 16 4 23.44 b7b11y7y13 1997.97 102.041 10812 2 999.49 3.97

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

5 NVEVTVSVYDEDGK 446 14 7 29.87 b4*b5°b5y2y4y5y10 1553.75 52.156 8617 2 777.38 13.59

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

6 LEDAATYLSLPSTK 560 14 4 18.69 b2b3b7y12 1508.79 82.579 8449 2 754.90 5.02

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

7 VAIPIEDVNR 496 10 5 26.21 b1b4b7y2y5 1125.61 60.690 5705 2 563.31 -14.10

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

8 YLQEHPEAHEK 1549 11 4 12.9 b4*b4b11y3 1380.67 53.653 3861 1 1380.67 13.53

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

9 IMPSSLDDRR 1615 10 3 40.98 y4y6y9 1189.60 53.662 3856 2 595.30 1.95

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

10 QAQFYENIVK 1320 10 3 27.97 b4b5y7 1239.62 49.440 1961 2 620.32 -10.44

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

11 WFEVK 1475 5 1 12.94 y3 708.38 46.411 19575 1 708.38 11.98



|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

12 Carbamidomethyl+C(10) DSFQISTLVCSTK 599 13 3 27.5 b4b7b8 1485.69 64.404 16781 3 495.90 -21.20

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

13 LEHVIFPGAGDEAISEYK 461 18 5 15.09 b3°b3b12°b12y10 1975.02 80.737 16560 3 659.01 21.94

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

14 TGETFVK 1165 7 3 39.69 b3y3y5 781.42 55.531 8022 2 391.21 9.92

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

15 YLYK 1218 4 1 12.51 b3 586.32 34.867 7577 1 586.32 -6.56

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

16 DDLEK 1687 5 2 25.88 b3y3 619.30 29.448 6949 1 619.30 3.84

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

17 EWSTIWR 97 7 4 36.68 b6°b6y4y5 977.47 29.257 5822 2 489.24 -17.55

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

18 NDIYVTLVQGDFDK 425 14 7 41.26 b4°b4b5b11*b11b13y10 1626.77 81.443 5041 2 813.89 -19.81

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

19 GAALK 794 5 1 12.94 b4 459.29 34.891 4755 1 459.29 -5.58

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

20 SINDMMSSMSDQTVR 777 15 7 52.2 b3b4*b4y3y7y10y11 1701.75 46.948 3391 2 851.38 16.36

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

21 DMWYNLGQHK 1067 10 4 46.93 b9y5y7y9 1291.59 41.600 3322 2 646.30 -1.51

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

22 SFQMFENEIITK 1119 12 5 25.61 b9*b9b10y10°y10 1486.70 54.892 2671 3 496.24 -13.79

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

23 AEAK 555 4 2 12.51 b3°b3 418.23 34.780 2109 1 418.23 -2.41

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

24 SVFMVEISPLENAIETMQLTNDK 1480 23 6 27.32 b4b12y10°y10y11y18 2609.24 100.757 2019 3 870.42 -16.47

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

25 Carbamidomethyl+C(2) LCDLHK 1222 6 1 13.37 b4 785.39 62.193 1958 1 785.39 -9.01

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

26 TGFPEIIMPGDVR 412 13 6 41.92 b4°b4b6b9y3y9 1431.75 109.724 1942 2 716.38 12.70

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

27 FQHFNPVLETYIK 690 13 7 40.44 b4*b4b6*b6b7*b7b12 1635.82 89.105 1715 2 818.41 -20.15

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

28 EYGVRIMPSSLDDR 1610 14 3 18.69 b9y6y9 1637.80 77.492 19174 2 819.41 5.81

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

29 Carbamidomethyl+C(15) GHSATGKSMQSLGSCTISK 580 19 4 14.47 b12°b12b16y7 1936.94 70.623 19028 3 646.32 8.95

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

30 RLEHVIFPGAGDEAISEYK 460 19 4 14.47 b13y10°y10y13 2131.08 90.049 10357 3 711.03 0.11

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

31 KLEDAATYLSLPSTK 559 15 3 17.57 b5y5y7 1636.90 69.103 10076 2 818.95 9.84

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

32 EEKYGVAFYNYDAR 9 14 7 37.88 b3b12y6y7°y7*y7y9 1724.79 43.539 7314 3 575.60 -2.90

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

33 LDHEVEGGRGDEQYK 1131 15 3 23.59 b4b5y12 1731.77 36.868 6025 2 866.39 -11.49

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

34
TGFPEIIMPGDVRNDIYVTLVQGD

FDK
412 27 5 25.16 b8b13b14y3y13 3039.54 80.840 4916 5 608.71 9.48

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

35 YLQEHPEAHEKIEK 1549 14 8 53.81
b4*b4b5b7*b7b9b10°b1

0
1750.86 52.232 4501 2 875.93 -10.53

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

36 NDIYVTLVQGDFDKGSK 425 17 4 26.6 b6y7y8y10 1898.92 48.802 3525 3 633.65 -13.95

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

37 HRSSQDSK 514 8 3 35.35 b3y3y6 944.44 89.151 2282 1 944.44 -13.25

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

38 Carbamidomethyl+C(19)
TTSPPGDDIKNSPGQYIQCFTVKP

K
1385 25 3 12.09 b4b14y3 2778.37 58.331 2165 3 926.79 -4.04

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

39 RPFGVAVMDVTDIINGKVDDEDK 322 23 5 19.48 b9y8°y8y13y15 2533.25 121.156 2134 3 845.09 -3.28

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

40 Phosphoryl STY(15) LEHVIFPGAGDEAISEYK 461 18 4 22.49 b13°b13b14y4 2054.91 42.343 106883 3 685.64 -13.07



|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

41 Phosphoryl STY(7) GIFPASYIHLKEAIVEGK 57 18 3 22.49 b6y13y14 2052.05 79.501 12351 3 684.69 -0.95

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

42 Phosphoryl STY(7) SQILSGTLPQDELK 129 14 3 27.26 y7y9y12 1608.77 64.275 9452 2 804.89 -4.02

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

43
Carbamidomethyl+C(8);
Carbamidomethyl+C(22)

;Phosphoryl STY()
SMQSLGSCTISKDSFQISTLVCSTK 587 25 4 18.25 b5b10b12y12 2845.28 72.483 4989 3 949.10 1.89

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

44 Phosphoryl STY(5) NVEVTVSVYDEDGKR 446 15 3 17.57 b6y9y13 1789.82 81.547 4139 2 895.41 14.39

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

45 Phosphoryl STY(12) GADELSLQIGDTVHILETYEGWYR 23 24 6 33.16
b3_H3PO4 

b3b10b11y3y6y12
2845.26 92.743 3548 3 949.09 -12.44

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

46 Oxidation+M(9) IGEDAEVLMSLYDPVESK 235 18 4 20.97 b5b14y12y17 2010.93 69.060 91513 3 670.98 -11.53

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

47 Oxidation+M(17) SVFMVEISPLENAIETMQLTNDK 1480 23 3 12.68 b5b8y4 2625.30 63.681 7817 4 657.08 8.74

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

48 Oxidation+M(9) QIGFEIRDMWYNLGQHK 1060 17 7 32.92 b3b7*b7b9b10°b10*b10 2151.05 107.926 5443 3 717.69 1.70

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

49 Oxidation+M(8) TGFPEIIMPGDVR 412 13 3 29.26 b4b6b10 1447.72 66.136 2132 2 724.36 -5.57

|Q14185|DOCK1_HUMAN Dedicator of 
cytokinesis protein 1

50 EHPEAHEK 1552 8 0 2.58 976.44 53.722 8173 2 488.72 -10.13

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

2
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 16.83 y3y7y15y32 3311.56 81.243 41273 3 1104.52 6.64

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

3 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

4 YTEGAELTESVMDVVRK 105 17 5 35.93 b3b7b12b14°b14 1926.96 81.458 5389 3 642.99 3.86

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

5 YTEGAELTESVMDVVR 105 16 5 24.32 b4°b4b8°b8b13 1798.82 47.071 2020 3 600.28 -18.46

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

6 Oxidation+M() EVDEQMFNIQDK 324 12 3 21.63 b3y7y9 1511.66 70.168 20373 2 756.33 -5.41

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

1 VVLAYEPVWAIGTGK 160 15 7 55.44 b2b3b4b5y4y6y9 1602.89 82.924 53379 2 801.95 2.13

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

2
ELASQPDVDGFLVGGASLKPEFV

DIINAK
219 29 10 34.02

b2b3b5b6b9b15y2y3y24
y29

3029.58 95.417 36709 3 1010.53 0.56

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

3 Carbamidomethyl+C(9) VPADTEVVCAPPTAYIDFAR 33 20 7 39.96 b5b7°b7b8b12b15y20 2192.07 68.878 23030 3 731.36 1.45

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

4 TATPQQAQEVHEK 175 13 13 91.03
b2y2y3y4y5°y5y6*y6y7

y8*y8y11y13
1466.71 19.312 16471 3 489.58 -8.32

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

5 Carbamidomethyl+C(12) IIYGGSVTGATCK 206 13 3 20.02 b12y6y11 1326.67 41.813 25425 2 663.84 -0.64

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

6 VTNGAFTGEISPGMIK 69 16 4 27.52 b5y5y10y11 1621.84 64.188 19590 2 811.42 7.08

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

7 Carbamidomethyl+C(24)
SNVSDAVAQSTRIIYGGSVTGATC

K
194 25 4 12.09 b9*b9b14y12 2542.25 66.075 47597 3 848.09 -3.17

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

8
Carbamidomethyl+C(9);

Phosphoryl STY(13)
VPADTEVVCAPPTAYIDFAR 33 20 3 13.93 b9b12y9 2272.02 84.224 39432 3 758.01 -1.50

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

9 Phosphoryl STY(11) VTNGAFTGEISPGMIK 69 16 7 36.78 b3b4°b4b7b10y7°y7 1701.77 36.886 1548 2 851.39 -5.60

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

10 TPQQAQEVHEK 177 11 1 7.35 b3 1294.63 19.332 3625 2 647.82 -8.11

|P60174|TPIS_HUMAN Triosephosphate 
isomerase

11 PQQAQEVHEK 178 10 2 16.1 b3b7 1193.60 19.334 1554 2 597.30 4.81



|P60174|TPIS_HUMAN Triosephosphate 
isomerase

12 TATPQQAQEVHEK 175 13 0 3.44 1448.70 19.309 3992 3 483.57 -4.80

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
1 VLPAVGISYVVYENMK 453 16 6 33.67 b3b5y5y9*y9y11 1781.95 68.957 12945 3 594.66 0.21

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
2 FWAYEQYK 268 8 6 35.35 b1b3b7°b7*b7y6 1134.53 46.963 10825 2 567.77 1.18

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
3 MNIFGGFR 231 8 6 48.29 b5b6b7y2y5y8 941.45 41.694 8302 2 471.23 -12.51

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
4 NGDGVVDIGELQEGLR 33 16 10 70.14

b1*b1b8b9b12b13b14*
b14b15y3

1670.83 66.097 5898 3 557.61 -3.00

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
5 Carbamidomethyl+C(10) TGQYSGIYDCAK 320 12 4 11.99 b10°b10b12y4 1362.60 43.526 5032 2 681.80 -1.43

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
6 Carbamidomethyl+C(9) DFVLPTAACQDAEQPTR 6 17 4 15.8 b5b14y6*y6 1918.90 87.766 3213 3 640.31 3.50

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
7 SGQWWR 190 6 2 13.37 b4°b4 819.39 28.694 11280 2 410.20 2.16

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
8

Carbamidomethyl+C(13)
;Carbamidomethyl+C(20

)

DSVNPGVMVLLGCGALSSTCGQL
ASYPLALVR

378 32 4 21.29 b8b9b12y14 3305.62 77.252 8676 3 1102.55 -14.18

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
9 SYWLDNFAK 369 9 8 74.6 b4b5y3y4y5°y5*y5y7 1143.57 28.593 2634 2 572.29 18.89

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
10 GITPNFMK 445 8 4 32.34 b3°b3y6y7 907.46 42.202 2566 2 454.23 -16.48

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
11 DYFLFNPVTDIEEIIR 148 16 4 24.99 b4b5°b5b10 1984.01 104.446 1521 2 992.51 2.22

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
12

FISGSMAGATAQTFIYPMEVMKT
R

291 24 5 41.54 b8b10b12b13b14 2637.32 96.659 17365 3 879.78 12.68

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
13 KSGQWWR 189 7 3 39.69 b6y4y6 947.49 40.087 14104 2 474.25 8.83

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
14

IGTFERFISGSMAGATAQTFIYPME
VMK

285 28 6 19.73 b9b14y5°y5y7y12 3083.46 107.741 7803 3 1028.49 -14.25

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
15 Carbamidomethyl+C(9)

DFVLPTAACQDAEQPTRYETLFQ
ALDR

6 27 4 24.79 b5b6y3y9 3155.49 110.465 6861 4 789.63 -5.26

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
16 SDKMNIFGGFR 228 11 3 23.63 b5y8y10 1271.63 53.644 2550 2 636.32 5.28

|Q6NUK1|SCMC1_HUMAN Calcium-
binding mitochondrial carrier protein 

SCaMC-1
17 Oxidation+M(21) FISGSMAGATAQTFIYPMEVMK 291 22 7 34.17 b7b15°b15y4y8y10y18 2396.16 63.693 1821 4 599.80 10.29

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

2 NSSYFVEWIPNNVK 336 14 8 18.69 b1b2b9*b9y2y8y12y14 1696.85 80.568 64158 2 848.93 8.27



|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

3
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 23.76
b6b8b12°b12*b12b13y1

y7y9°y9
4593.04 89.055 41967 6 766.35 -14.56

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

4 Carbamidomethyl+C(4) VAVCDIPPR 350 9 3 29.76 b3y7y8 1026.55 62.978 6893 2 513.78 11.30

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

5 MASTFIGNSTAIQELFK 362 17 4 26.6 b7b14b15y3 1857.95 92.795 6628 2 929.48 4.73

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

6 AALVDLEPGTMDSVR 62 15 3 17.57 b12y9y13 1573.76 62.127 2811 3 525.26 -21.49

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

7 Carbamidomethyl+C(12) MREIVHIQAGQCGNQIGTK 0 19 3 14.47 b8y10y15 2140.07 85.985 8335 3 714.03 -3.42

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

8 GPMSMKEVDEQMLAIQSK 318 18 4 24.05 b13y10y12y17 2021.96 63.034 6662 3 674.66 -3.86

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

9 Oxidation+M(11) AALVDLEPGTMDSVR 62 15 3 17.57 b7b13y11 1589.79 56.588 15721 2 795.40 3.53

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

10
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHIQAGQCGNQIGTK 0 19 5 25.13 b14°b14y11y12y15 2156.07 75.611 9472 4 539.77 -1.81

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

11 Oxidation+M(8) ISEQFSAMFRR 380 11 5 35.39 b4b5°b5b6°b6 1387.69 100.425 3926 2 694.35 9.76

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

12 Oxidation+M() EVDEQMLAIQSK 324 12 6 51.49 b4b5b9b10y10°y10 1406.69 92.835 1693 2 703.85 3.56

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 VEIIANDQGNR 27 11 9 69.44 b2b3y4*y4y6y7y8y9y11 1228.62 35.756 62859 2 614.82 -2.68

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 Carbamidomethyl+C(14) GIAIGIDLGTTYSCVGVFQHGK 5 22 3 13.05 b5b17y10 2293.16 96.906 3371 3 765.06 0.00

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3 Carbamidomethyl+C(1) CNELLSWLEVNQLAEKDEFDHK 575 22 3 22.92 y5y10y11 2717.30 113.042 2855 3 906.44 3.86

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 SINPDEAVAYGAAVQAAILMGDK 363 23 4 12.68 b5y4y12*y12 2304.12 69.133 110691 4 576.78 -16.42

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 5 20.39 b3b23y8y10y20 2947.49 105.465 12938 3 983.17 9.61

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

LYQGGCTGPACGTGYVPGRPATG
PTIEEVD

611 30 11 45.8
b4b7°b7b9y4y6°y6y10y

11°y11y12
3080.47 110.589 10246 3 1027.50 21.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7 LVSHFVEEFK 238 10 4 27.97 b8b9°b9y4 1234.66 43.534 8390 3 412.23 14.73

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8 ISESDK 563 6 1 13.37 y3 678.33 30.201 5197 1 678.33 -1.80

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9 AFYPEEISSMVLTK 114 14 5 29.87 b13°b13y6y12y13 1614.79 70.999 4033 3 538.94 -10.43

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10 NALESYAFNMK 541 11 11 63.42
b3b4°b4*b4b5°b5y4y9y

10°y10*y10
1287.60 66.132 2883 2 644.30 -3.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11 NQVAMNPQNTVFDAK 58 15 4 28.59 b6y3y6y13 1676.77 70.576 2196 3 559.60 -19.73

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12 ATAGDTHLGGEDFDNR 222 16 3 16.61 b4y3y8 1675.73 93.505 1884 2 838.37 0.29

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 TTPSYVAFTDTER 38 13 3 20.02 b9b11y9 1487.71 62.305 1538 2 744.36 3.36

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14
ATAGDTHLGGEDFDNRLVSHFVE

EFK
222 26 6 38.68 b10°b10b11b14b15y7 2891.36 66.081 38180 3 964.46 -1.52

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

15 SVVSDEGLKGK 552 11 3 35.39 b6b8b10 1118.60 25.683 14887 2 559.81 -1.75

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

16
SINPDEAVAYGAAVQAAILMGDK

SEK
363 26 5 21.1 b3b5b9y6y15 2648.34 55.542 13500 4 662.84 4.52

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

17
ETAEAFLGHPVTNAVITVPAYFND

SQRQATK
130 31 4 11.09 b9°b9b14y30 3375.65 85.906 9155 5 675.94 -13.38

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

18 NALESYAFNMKSVVSDEGLK 541 20 5 29.64 b6b7b13y9y14 2202.07 58.253 7545 2 1101.54 -1.11



|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

19 Carbamidomethyl+C(1) CNELLSWLEVNQLAEKDEFDHK 575 22 4 13.05 b13y3°y3y7 2717.31 100.719 2724 3 906.44 7.10

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

20 KFNDPVVQADMK 78 12 7 45.96 b4°b4b9y5y8°y8y11 1391.70 54.857 2376 2 696.35 0.09

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

21 LLQDYFNGRDLNK 350 13 3 20.02 b9y10y12 1595.80 64.305 2287 2 798.40 -10.86

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

22
DLNKSINPDEAVAYGAAVQAAIL

MGDK
359 27 12 53.32

b4°b4b7b8°b8b9b18y3°
y3y5°y5y6

2774.41 136.480 1719 3 925.47 1.76

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

23 Phosphoryl STY(13) AFYPEEISSMVLTK 114 14 8 49.06
b7_H3PO4 

b7b12°b12b13_HPO3 
b13y4°y4y10y11

1694.78 56.465 643371 3 565.60 10.59

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

24 Oxidation+M(5) NQVAMNPQNTVFDAK 58 15 5 35.97 b7b11b13y10y13 1692.80 49.874 19079 2 846.91 2.24

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

25 Oxidation+M(10) NALESYAFNMK 541 11 3 23.63 b9y3y10 1303.61 76.312 7449 1 1303.61 11.52

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 VEIIANDQGNR 26 11 9 69.44 b2b3y4*y4y6y7y8y9y11 1228.62 35.756 62859 2 614.82 -2.68

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 NQVAMNPTNTIFDAKR 57 16 4 16.61 b12y4y11y16 1819.94 66.368 62375 3 607.32 13.88

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 FEELNADLFR 304 10 4 26.21 b9y6y8y10 1253.62 73.732 22752 2 627.31 -0.29

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4
LYQGGPGGGSGGGGSGASGGPTI

EEVD
612 27 4 14.79 b17b19y12y18 2320.04 64.706 2453 3 774.02 4.21

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 3 17.72 b8b12b15 2983.39 76.274 38442 5 597.48 -19.07

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6 MVSHLAEEFK 239 10 4 27.97 b7°b7b8y5 1190.56 41.709 24449 2 595.79 -19.48

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7 EIAEAYLGGK 129 10 3 40.98 b3b6b8 1050.54 98.529 5061 1 1050.54 -2.56

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8 NALESYTYNIK 542 11 6 23.63 b5*b5b9y8°y8*y8 1315.65 37.665 4689 2 658.33 0.09

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9
QTQTFTTYSDNQSSVLVQVYEGE

R
426 24 3 12.37 b10y5y10 2780.32 110.454 2173 3 927.45 8.52

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10 NQVAMNPTNTIFDAK 57 15 6 35.97 b7b13*b13y3y11y14 1663.83 79.595 1990 3 555.28 11.52

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 MVQEAERYK 520 9 4 29.76 b7°b7y3y6 1153.56 22.750 11121 3 385.19 -4.55

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12 VQVEYKGETK 103 10 4 38.36 b5b8y4y8 1180.62 45.367 10386 2 590.81 -3.83

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13 Carbamidomethyl+C(2)
VCNPIISKLYQGGPGGGSGGGGSG

ASGGPTIEEVD
604 35 6 25.25 y7°y7y11°y11y12y19 3231.48 82.203 7961 3 1077.83 -12.77

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14 ARFEELNADLFR 302 12 3 28.83 b7b9b10 1480.74 69.485 6615 3 494.25 -11.13

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15 NALESYTYNIKQTVEDEK 542 18 3 15.09 b4b8y10 2145.03 95.348 6574 3 715.68 -1.25

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16 TTPSYVAFTDTERLIGDAAK 37 20 6 31.21 b3b5b6b11°b11y11 2156.08 90.698 5878 3 719.37 -2.72

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17 NQMAEKDEYEHK 586 12 5 28.83 y5°y5y8y9°y9 1521.68 45.181 5201 2 761.34 10.19

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18
RTLSSSTQASIEIDSLYEGVDFYTSI

TR
274 28 7 14.39 b5°b5b8°b8*b8y6y11 3139.52 110.503 4809 3 1047.18 -5.75

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19 NQVAMNPTNTIFDAKR 57 16 7 36.55
b12°b12*b12b13b14°b1

4y15
1819.90 90.784 4749 2 910.46 -4.09

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20 LIGDAAKNQVAMNPTNTIFDAK 50 22 3 13.05 b12y3y9 2332.18 119.287 4166 3 778.06 -7.85

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 KFEDATVQSDMK 77 12 9 39.34
b7°b7y6y7°y7*y7y8°y8*

y8
1398.66 40.092 3766 2 699.84 4.36



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22
Carbamidomethyl+C(14)

;Phosphoryl STY(10)
GPAIGIDLGTTYSCVGVFQHGK 4 22 6 26.25 b11°b11b12y7y12°y12 2357.10 102.189 6568 3 786.37 3.21

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

23 Oxidation+M(1) MVSHLAEEFKR 239 11 6 54.74 b5°b5b6b7b8y5 1362.70 71.176 3116 1 1362.70 12.90

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

1 FDMIVPILEK 438 10 6 56.07 b2b3b4y5y6y7 1204.66 87.987 462322 602.83 -1.93

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

2
Carbamidomethyl+C(18)
;Carbamidomethyl+C(39

)

ADINAVNEHGNVPLHYACFWGQ
DQVAEDLVANGALVSICNK

90 41 4 36.38 b6y4y5y6 4509.15 89.887 10728 4 1128.04 3.57

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

3 YGEMPVDK 131 8 3 32.34 b4y4y5 938.43 33.878 41200 2 469.72 1.76

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

4 EVPFADLSNMEIGMK 388 15 4 25.65 y5y6°y6y13 1680.81 83.961 31632 2 840.91 8.72

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

5 Carbamidomethyl+C(14)
IFSHPNVLPVLGACQSPPAPHPTLI
THWMPYGSLYNVLHEGTNFVVD

QSQAVK
243 53 5 25.36 b4b5y7°y7y13 5863.89 100.782 17064 6 978.15 -10.41

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

6 Carbamidomethyl+C(19) VALEGLRPTIPPGISPHVCK 403 20 3 23.35 y6y9y10 2141.18 131.991 16495 2 1071.10 -2.74

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

7 GDDTPLHLAASHGHR 65 15 5 28.59 b7b9b10y7°y7 1583.76 34.568 16128 3 528.59 -5.86

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

8 Carbamidomethyl+C(34)
EVPFADLSNMEIGMKVALEGLRP

TIPPGISPHVCK
388 35 4 14.75 b3y4y10y17 3802.95 116.135 13596 4 951.49 -5.46

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

9 Carbamidomethyl+C(8) SRDFNEECPR 231 10 6 39.15 b4b6°b6b7°b7y9 1309.56 24.779 3543 2 655.28 1.96

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

10 KPEDTNRR 363 8 3 35.35 b5b7y7 1015.54 41.691 2873 2 508.27 7.33

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

11 Carbamidomethyl+C(6) DFNEECPRLR 233 10 4 40.98 y3y7y9°y9 1335.60 42.215 2263 2 668.31 -5.21

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

12 HALNSRSVMIDEDMTAR 317 17 3 23.2 y5y11y13 1945.93 89.037 2135 2 973.47 4.83

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

13 FDMIVPILEKMQDK 438 14 3 24.13 b5b6y4 1706.87 90.818 1910 3 569.63 -7.58

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 158 12 9 93.61
b2y3y4y5y6y8y10y11y1

2
1248.60 35.211 54515 2 624.80 0.39

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

2 IVADKDYSVTANSK 77 14 4 26.47 b2y8y9y12 1510.77 31.633 51492 3 504.26 -2.59

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

3 LIAPVAEEEATVPNNK 7 16 3 16.61 b12y4y14 1694.90 52.475 26325 2 847.95 3.31

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

4 GLTSVINQK 299 9 3 29.76 b7y5y7 959.55 44.092 18296 2 480.28 -3.63

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

5 SADTLWDIQK 319 10 3 26.21 b4b6y8 1176.58 62.262 4590 1 1176.58 -7.57

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

6 ADKDYSVTANSK 79 12 2 7.27 b4°b4 1298.64 31.616 3998 2 649.82 11.84

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

2 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

3 MSVTFTGNNTAVQELK 362 16 3 23.15 b5y3y4 1739.84 83.846 12795 3 580.62 -11.58

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

4 INVHHHEASGGR 46 12 5 31.26 b5*b5b10y4y8 1313.65 37.619 8116 3 438.56 3.53

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

5 SGPFAEVFRPDNFISR 77 16 3 16.61 b3b13y11 1838.95 65.295 4690 2 919.98 15.20

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

6 LHFFMPGFAPLTSQGSQQYR 262 20 6 19.04 b7b10y12°y12*y12y152312.09 72.373 3745 2 1156.55 -16.05

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

7 Carbamidomethyl+C(3) HGCYLTAAAIFR 306 12 4 43.99 b6b8b9b10 1379.70 36.869 2276 2 690.35 5.13



|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

8 ALTVAELTQQMFDAKNMMAAR 282 21 7 37.62
b13y6y9y10y11°y11*y1

1
2340.12 73.438 25017 3 780.71 -12.31

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

9 Carbamidomethyl+C(18)
SGPFAEVFRPDNFISRQCGAGNN

WAK
77 26 8 30.01

b5°b5b9b12°b12b13y8y
19

2925.37 83.526 16441 4 732.10 -5.84

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

10 GRYTEGAELMESVMDVVR 103 18 7 48.09 b5b6b11b15b16y11°y112041.99 80.626 4532 2 1021.50 8.43

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

11 RVSEQFTATFR 378 11 5 30.62 b4°b4b5*b5b8 1341.68 58.239 2834 2 671.34 -6.46

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

12 Phosphoryl STY(10) MSVTFTGNNTAVQELK 362 16 6 34.34 b6b7b9y8°y8y10 1819.80 104.446 1611 2 910.40 -12.14

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

13 Oxidation+M(5) LHFFMPGFAPLTSQGSQQYR 262 20 3 22.06 b5y7y8 2328.12 34.594 2667 3 776.71 -3.25

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 10 85.76
b2b5*b5y4y5y6y7y8y9y

10
1143.63 72.182 134998 2 572.32 -5.34

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2 IREEYPDR 154 8 8 48.29 b2b3b4b7°b7y1y4y8 1077.53 24.134 32991 2 539.27 1.02

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 6 20.39 b3b8y8*y8y10y13 3112.39 93.702 44901 4 778.85 -14.98

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 MSATFIGNNTAIQELFK 362 17 7 47.62 b5b7b8°b8b12b13°b13 1884.97 96.806 3438 2 942.99 11.01

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5 AVLVDLEPGTMDSVR 62 15 5 51.23 y6y7y9y12y13 1601.79 94.041 2557 2 801.40 -18.75

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6 MSATFIGNNTAIQELFKR 362 18 3 22.25 b3b10b16 2041.04 71.267 52119 3 681.02 -7.78

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7
EVDEQMFNIQDKNSSYFADWLPN

NVK
324 26 6 25.01 b12b13°b13y8*y8y11 3131.46 110.506 18585 4 783.62 5.15

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

8 RVSEQFTAMFR 379 11 3 23.63 b7y5y8 1371.70 93.375 5468 2 686.36 14.59

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

9 Carbamidomethyl+C(6) NMMAACDPRHGR 297 12 6 53.25 b9y8y9y10°y10y11 1415.61 30.863 1541 2 708.31 -2.41

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

10 Oxidation+M() ALTVAELTQQMFDAK 282 15 6 35.97 b5b10b14y3°y3y6 1681.87 85.378 36575 3 561.30 14.15

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

11 Oxidation+M(1) MPMREVDEQMFNIQDK 320 16 3 16.61 b4b10y8 2026.93 45.101 1963 2 1013.97 13.97

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

1 VEIIANDQGNR 49 11 9 69.44 b2b3y4*y4y6y7y8y9y11 1228.62 35.756 62859 2 614.82 -2.68

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

2 LYGSAGPPPTGEEDTAEKDEL 633 21 3 13.46 b3b15y6 2175.99 88.629 4218 3 726.00 0.67

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

3 AVEEK 596 5 3 25.88 b4y4°y4 575.31 24.542 14767 1 575.31 6.68

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

4 IEWLESHQDADIEDFK 601 16 9 65.12
b9b10*b10b12*b12b14

b15y4y5
1974.93 82.127 13648 2 987.97 12.24

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

5 SQIFSTASDNQPTVTIK 447 17 4 25.35 b3b5b9y14 1836.94 57.648 12840 2 918.97 4.25

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

6 SDIDEIVLVGGSTR 353 14 3 18.69 b6b12y7 1460.74 109.713 9547 2 730.87 -13.62

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

7 EFFNGK 376 6 1 13.37 b4 741.36 64.166 8779 1 741.36 9.96

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

8 Carbamidomethyl+C(17) EDVGTVVGIDLGTTYSCVGVFK 24 22 4 29.08 b3b5b10b18 2316.09 76.755 2985 3 772.70 -21.82

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

9 NQLTSNPENTVFDAK 81 15 4 28.59 b3y3y5y13 1677.82 62.339 2857 4 420.21 8.44

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

10
ALSSQHQARIEIESFYEGEDFSETL

TR
297 27 4 11.65 b6°b6y6y10 3143.52 107.269 38748 4 786.64 8.93

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

11
ELEEIVQPIISKLYGSAGPPPTGEED

TAEK
621 30 3 22.54 y12y13y16 3197.57 79.613 25534 3 1066.53 -12.75

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

12 ITPSYVAFTPEGERLIGDAAK 60 21 4 13.46 b4b8°b8y13 2235.14 68.844 19641 4 559.54 -9.50



|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

13 AVEEKIEWLESHQDADIEDFK 596 21 6 25.77 b4b10y3°y3y5y19 2531.16 87.887 10649 3 844.39 -11.57

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

14 IEWLESHQDADIEDFKAK 601 18 14 70.05
b9°b9*b9b10b11°b11b1
4°b14y7y12y13°y13*y1

3y14
2174.07 62.980 9844 4 544.27 14.37

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

15 LTPEEIERMVNDAEK 532 15 4 36.99 b8b9y11y12 1773.89 78.028 6309 3 591.97 12.80

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

16 AKFEELNMDLFR 324 12 6 31.84 b4°b4b8°b8b10*b10 1512.73 54.937 4388 2 756.87 -11.06

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

17 IEIESFYEGEDFSETLTRAK 306 20 3 13.93 b3b12y13 2364.09 72.838 3200 2 1182.55 -14.15

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

18 NQIGDKEK 573 8 5 35.35 b4b7°b7*b7y4 931.48 42.248 1819 2 466.24 -5.83

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

19
Carbamidomethyl+C(18)

;Phosphoryl STY(6)
KEDVGTVVGIDLGTTYSCVGVFK 23 23 7 32.71 b3b5b8°b8b11y8y18 2524.19 82.174 2122 3 842.07 -1.84

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

20 Phosphoryl STY(10) LYGSAGPPPTGEEDTAEKDEL 633 21 4 26.68 b4b11y9y10 2255.97 42.270 1623 2 1128.49 9.52

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

21 LYGSAGPPPTGEEDTAE 633 17 0 6.88 1690.76 88.670 5155 2 845.88 6.64

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

1 Carbamidomethyl+C(18) DNMAQEGVILDDVDSSVCR 166 19 5 22.25 b13b19y4y5y12° 2122.92 63.011 14972 2 1061.96 -8.63

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

2 TYLGEEGK 101 8 4 48.29 b3y4y5y6 896.44 29.436 7417 2 448.72 4.49

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

3 EVDMVDITEDFLVQAK 85 16 6 36.5 b8b9y9°y9*y9y10 1851.94 98.538 22645 3 617.98 17.27

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

4 TSEVIEDEK 1 9 4 29.76 b6y5°y5y6 1049.51 59.527 12941 2 525.26 14.31

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

5 MTSEVIEDEK 0 10 5 50.91 y6°y6y7y8y9 1180.52 45.132 6541 3 394.18 -20.47

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

6 TSEVIEDEKQFYSK 1 14 6 43.32 b3b4b9y3y4°y4 1702.81 43.560 176512 3 568.28 -1.72

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

7
EVDMVDITEDFLVQAKTYLGEEG

K
85 24 6 26.69 b7°b7b9y3y9y10 2729.31 107.234 9260 4 683.08 -3.13

|Q9BV86|ME11A_HUMAN 
Methyltransferase-like protein 11A

8 Phosphoryl STY(13) QIPPTVDGMLGGYGHISSIDINSSR 21 25 4 21.64
b11b12°b12y15_HPO3 

y15
2694.22 104.403 1780 3 898.75 -9.61

|Q9HBI1|PARVB_HUMAN Beta-parvin 1 VLLDWINDVLVEER 91 14 9 49.27
b3b8y1y2y3y8y10y11y1

4
1712.92 104.436 31421 2 856.97 1.50

|Q9HBI1|PARVB_HUMAN Beta-parvin 2 EGLLHSSHISEELTTTTEMMMGR 213 23 5 19.48 b6b8b11y4y23 2590.16 90.832 10498 4 648.29 -14.52

|Q9HBI1|PARVB_HUMAN Beta-parvin 3 TMIDPTSKEDPK 73 12 4 21.63 b4°b4y6y8 1361.65 32.014 8477 3 454.56 -6.37

|Q9HBI1|PARVB_HUMAN Beta-parvin 4 EVSDLQEEGK 36 10 3 26.21 b3b5y7 1133.53 21.065 4312 2 567.27 2.05

|Q9HBI1|PARVB_HUMAN Beta-parvin 5 QLEEDLYDGQVLQK 109 14 3 27.26 b3b6b9 1677.81 64.061 20585 2 839.41 -12.44

|Q9HBI1|PARVB_HUMAN Beta-parvin 6
NAINSPMSPALVDVHPEDTQLEEN

EER
46 27 4 11.65 b6b14°b14y11 3034.42 96.485 6617 4 759.36 6.03

|Q9HBI1|PARVB_HUMAN Beta-parvin 7 DAFDTLFDHAPDK 239 13 3 20.02 b8y3y12 1491.65 101.778 5454 3 497.89 -18.09

|Q9HBI1|PARVB_HUMAN Beta-parvin 8 VHNVSFAFELMLDGGLK 315 17 4 25.35 b3b5b8y12 1877.00 114.841 3714 3 626.34 19.51

|Q9HBI1|PARVB_HUMAN Beta-parvin 9 REGLLHSSHISEELTTTTEMMMGR 212 24 3 22.66 y3y4y11 2746.33 96.680 4532 3 916.11 12.18

|Q9HBI1|PARVB_HUMAN Beta-parvin 10 Phosphoryl STY(6) LPEHVTVQVVVVRK 198 14 4 18.69 b4°b4b9y9 1682.94 62.304 1712131 2 841.97 6.96

|Q9HBI1|PARVB_HUMAN Beta-parvin 11 Oxidation+M(11) VHNVSFAFELMLDGGLK 315 17 5 23.2 b5*b5b9°b9b13 1892.93 71.226 21436 3 631.65 -12.45



|Q9HBI1|PARVB_HUMAN Beta-parvin 12 Oxidation+M(7)
NAINSPMSPALVDVHPEDTQLEEN

EER
46 27 11 42.95

b5b6*b6b7b9°b9b11°b1
1*b11y7y16

3050.39 103.168 10987 3 1017.47 -4.80

|Q9HBI1|PARVB_HUMAN Beta-parvin 13 Oxidation+M() EGLLHSSHISEELTTTTEMMMGR 213 23 6 23.64 b3b7b18y5y12°y12 2606.16 124.752 5434 2 1303.59 -9.65

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

1 VQIYHNPTANSFR 35 13 7 57.36 y1y5y6y7y8y11y13 1546.76 45.105 45923 3 516.26 -8.76

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

2 QQPGPSEHIER 143 11 4 49.58 y4y5y8y9 1277.61 23.642 20026 3 426.54 -7.74

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

3 SGGGGLMEEMNAMLARR 257 17 5 33.99 b4°b4b5°b5b6 1779.84 73.762 8809 4 445.71 3.36

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

4 YNQATPNFHQWR 71 12 3 21.63 b8y4y8 1561.75 54.342 6467 2 781.38 13.21

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

5 SGGGGLMEEMNAMLAR 257 16 9 58.59
b7b15y6y7y9*y9y14*y1

4y15
1623.74 87.839 13965 2 812.37 7.67

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

6 WLPAGTGPQAFSR 22 13 4 20.02 b9y6°y6y12 1387.70 36.831 134842 694.35 -6.95

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

7 VPAQSESVR 298 9 6 44.46 b8°b8y5y6°y6y7 972.49 41.058 7221 1 972.49 -21.15

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

8 Carbamidomethyl+C(13) SSSSVTTSETQPCTPSSSDYSDLQR 321 25 14 59.23
b4b6°b6b12°b12*b12y4
y8y9°y9y10*y10y11°y1

1
2707.15 44.557 3354 3 903.06 -3.61

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

9 Carbamidomethyl+C(7) MSETVICSSR 0 10 5 26.21 b5°b5b9°b9y9 1169.52 43.523 1675 2 585.26 -7.41

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

10 YNQATPNFHQWRDAR 71 15 4 24.95 b3b8y9y12 1903.91 70.525 31339 3 635.31 9.55

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

11 Carbamidomethyl+C(7) MSETVICSSRATVMLYDDGNK 0 21 8 39.53
b10y4y7°y7y9y10°y10y

13
2377.05 101.914 24661 4 595.02 -13.97

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

12 ATVMLYDDGNKR 10 12 8 53.25 b11y5°y5*y5y6y7y8°y8 1382.68 40.080 23638 2 691.84 6.09

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

13 AESGRSGGGGLMEEMNAMLAR 252 21 5 30.22 b3b6b11b12y9 2123.97 58.278 2055 2 1062.49 5.40

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

14 Oxidation+M(7) SGGGGLMEEMNAMLARR 257 17 4 15.8 b15y10y16°y16 1795.82 91.806 1932 2 898.41 -2.92

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

15 PGPSEHIER 145 9 0 2.58 1021.50 23.645 3916 2 511.25 -3.70

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

16 QQPGPSEHIER 143 11 1 7.74 y6 1259.60 23.639 4971 3 420.54 -3.39

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

17 VQIYHNPTANSFR 35 13 1 7.35 y9 1529.74 45.117 2034 3 510.59 -1.12

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 16 88.24

b9b10b11°b11*b11y2y3
y5y7y9y10y13°y13y14y

17y28
3176.59 75.610 97255 4 794.90 -3.15



|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

2 GILAADESVGSMAKR 28 15 6 17.57 b2b11°b11b13°b13y10 1504.79 65.251 22430 3 502.27 6.73

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

3 DNAGAATEEFIK 318 12 4 25.61 b10b11°b11y11 1265.59 43.531 3493 2 633.30 -10.90

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

4 IVAPGK 22 6 1 13.37 b5 584.38 42.193 18307 1 584.38 9.50

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

5 MPHSYPALSAEQK 0 13 10 70.02
b4b6b8°b8b9b10°b10y6

y11°y11
1458.69 108.696 4441 2 729.85 -12.89

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

6 GVVPLAGTDGETTTQGLDGLSER 111 23 7 32.71 b4b11y3y6y9y12*y12 2273.09 121.944 2371 3 758.37 -16.43

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

7 Carbamidomethyl+C(1) CIGGVIFFHETLYQK 72 15 4 23.59 b3b4y9*y9 1811.88 95.520 2208 3 604.63 -17.52

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

8 PHSYPALSAEQK 1 12 3 25.61 b10b11y3 1327.67 86.448 1736 2 664.34 4.97

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

9 DNAGAATEEFIKR 318 13 3 24.79 b11y7y8 1421.68 136.402 2338 1 1421.68 -12.71

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

10 GQRDNAGAATEEFIK 315 15 3 23.59 b9y13y14 1606.78 80.699 1603 2 803.89 -1.44

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

11 PIVEPEILPDGDHDLKR 184 17 2 22.36 b3b4 1943.03 75.604 5436 2 972.02 5.91

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

12 PEILPDGDHDLKR 188 13 2 12.15 b4b9 1504.78 75.565 1629 3 502.26 0.65

|P35580|MYH10_HUMAN Myosin-10 1 LDPHLVLDQLR 689 11 8 80.24 y3y4*y4y5y6y7y9y11 1318.75 70.756 123603 2 659.88 -1.57

|P35580|MYH10_HUMAN Myosin-10 2 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 14 67.23
b2b3b20y2y4*y4y5y11y
13*y13y15y16y18y20

2286.10 79.248 111332 3 762.71 -2.78

|P35580|MYH10_HUMAN Myosin-10 3 TQLEELEDELQATEDAK 1545 17 7 52.39 y2y4y5y6y13y14y17 1961.93 78.396 85898 2 981.47 4.79

|P35580|MYH10_HUMAN Myosin-10 4 Carbamidomethyl+C(4) ADFCIIHYAGK 572 11 9 92.32 b3b7b8y3y4y5y7y8y11 1294.62 58.484 76860 2 647.81 -2.73

|P35580|MYH10_HUMAN Myosin-10 5 AGVLAHLEEER 771 11 5 40.55 b3y4y5y6y11 1223.63 49.421 44555 2 612.32 -5.59

|P35580|MYH10_HUMAN Myosin-10 6 Carbamidomethyl+C(1) CNGVLEGIR 700 9 6 53.49 b2*b2y3y4y5y7 1017.51 48.410 37209 2 509.26 -3.60

|P35580|MYH10_HUMAN Myosin-10 7 ADEWLMK 587 7 4 39.69 y3y4y5y7 892.42 55.442 21939 2 446.72 0.21

|P35580|MYH10_HUMAN Myosin-10 8 QVRELEAELEDER 1596 13 6 44.35 b10*b10y3y9y10y12 1615.78 61.360 16521 3 539.26 -7.40

|P35580|MYH10_HUMAN Myosin-10 9 TTLQVDTLNAELAAER 1761 16 3 16.61 b7y7y13 1744.92 101.364 12990 2 872.96 4.48

|P35580|MYH10_HUMAN Myosin-10 10 Carbamidomethyl+C(2) LCHLLGMNVMEFTR 380 14 8 37.88 b7b8*b8b12b14y3y5°y5 1720.82 70.512 11187 3 574.28 -5.18

|P35580|MYH10_HUMAN Myosin-10 11 NHEAQIQDMR 1188 10 7 39.15 b5b7°b7*b7b8°b8y9 1241.57 30.920 9384 3 414.53 -0.79

|P35580|MYH10_HUMAN Myosin-10 12 SLEAEILQLQEELASSER 1683 18 6 15.09 b1b12°b12y7°y7y11 2045.02 79.815 6039 3 682.35 -9.01

|P35580|MYH10_HUMAN Myosin-10 13 FAKDAASLESQLQDTQELLQEETR 1305 24 7 18.83 b1b2b10°b10b14b16y3 2750.36 90.691 2502 3 917.46 5.86

|P35580|MYH10_HUMAN Myosin-10 14 IAQLEEELEEEQSNMELLNDR 1737 21 8 25.77
b7°b7b11*b11y4y8*y8y

10
2532.19 123.406 2469 3 844.73 3.18

|P35580|MYH10_HUMAN Myosin-10 15 LQAQMKDYQRELEEAR 1649 16 6 40.2 b4*b4b5y4y6y12 2007.98 101.236 2057 2 1004.50 -3.47

|P35580|MYH10_HUMAN Myosin-10 16 QLHLEGASLELSDDDTESK 1944 19 3 14.47 b10y11y14 2086.98 65.235 1692 3 696.33 -1.17

|P35580|MYH10_HUMAN Myosin-10 17 EVSTLK 1919 6 4 26.31 b3°b3y3°y3 676.38 37.908 112617 1 676.38 -5.14

|P35580|MYH10_HUMAN Myosin-10 18 NSLQEQQEEEEEAR 1345 14 4 18.69 b4b13°b13y12 1718.72 61.667 89374 2 859.86 -17.68



|P35580|MYH10_HUMAN Myosin-10 19 ESLTK 658 5 4 38.83 b3b4°b4y3 577.32 70.297 30397 1 577.32 -1.48

|P35580|MYH10_HUMAN Myosin-10 20 DELADEITNSASGK 1710 14 5 32.14 b6b12y9y10°y10 1449.70 52.201 12845 2 725.35 17.85

|P35580|MYH10_HUMAN Myosin-10 21 DLEAQIEAANK 1627 11 3 23.63 b7b10y6 1201.62 29.970 11694 3 401.21 13.41

|P35580|MYH10_HUMAN Myosin-10 22 SDLLLEGFNNYR 296 12 6 45.96 b4b8b10y4y11°y11 1440.70 98.373 9671 2 720.85 -8.22

|P35580|MYH10_HUMAN Myosin-10 23 ALAYDK 1411 6 3 26.31 b3y4°y4 680.36 54.919 9176 1 680.36 1.61

|P35580|MYH10_HUMAN Myosin-10 24 DAASLESQLQDTQELLQEETR 1308 21 9 33.32
b3b14*b14b16°b16y4y9

y11°y11
2404.20 104.566 8354 2 1202.60 21.83

|P35580|MYH10_HUMAN Myosin-10 25 TELEDTLDTTAAQQELR 1152 17 3 24.45 b8b12b13 1933.93 70.556 7216 2 967.47 -0.44

|P35580|MYH10_HUMAN Myosin-10 26 LLIK 1592 4 1 12.51 y3 486.37 53.939 6098 1 486.37 10.73

|P35580|MYH10_HUMAN Myosin-10 27 Carbamidomethyl+C(26)
QGASFIGILDIAGFEIFELNSFEQLCI

NYTNEK
449 33 5 17.16 b10b29y3y10y28 3780.88 106.011 4979 3 1260.97 9.94

|P35580|MYH10_HUMAN Myosin-10 28 NMDPLNDNVATLLHQSSDR 594 19 7 42.97 b5b10°b10b11b13b16y3 2140.00 107.929 4247 2 1070.50 -5.70

|P35580|MYH10_HUMAN Myosin-10 29 QGLETDNK 1226 8 4 47.9 y3°y3y5y7 904.43 88.993 3889 1 904.43 -12.15

|P35580|MYH10_HUMAN Myosin-10 30 NLPIYSENIIEMYR 129 14 8 37.88
b8*b8b12°b12b13*b13y

6y9
1754.90 89.986 3096 2 877.96 14.40

|P35580|MYH10_HUMAN Myosin-10 31 ELEAELEDER 1599 10 5 40.12 b8b9y6°y6y9 1232.55 30.934 3003 3 411.52 -8.02

|P35580|MYH10_HUMAN Myosin-10 32 ALEQQVEEMR 1535 10 3 40.98 b4b6b9 1232.62 36.206 2641 3 411.54 21.19

|P35580|MYH10_HUMAN Myosin-10 33 IVGLDQVTGMTETAFGSAYK 624 20 9 37.61
b3b15°b15*b15b16y3y6

y11°y11
2088.02 92.751 2555 3 696.68 -4.56

|P35580|MYH10_HUMAN Myosin-10 34 LNLSSR 1331 6 2 26.31 b5y5 689.39 26.009 2425 1 689.39 -9.65

|P35580|MYH10_HUMAN Myosin-10 35 HATALEELSEQLEQAK 1200 16 4 29.97 b4b12y10y11 1796.89 61.443 2117 3 599.63 -8.90

|P35580|MYH10_HUMAN Myosin-10 36 IGQLEEQLEQEAK 1822 13 3 20.02 b3b9y6 1514.74 40.130 1981 3 505.59 -18.37

|P35580|MYH10_HUMAN Myosin-10 37 LQQELDDLTVDLDHQR 1424 16 9 43.6
b3*b3b4°b4b7b12°b12y

4y6
1937.99 101.798 1920 2 969.50 15.31

|P35580|MYH10_HUMAN Myosin-10 38 MQAHIQDLEEQLDEEEGAR 947 19 7 37.81 b3b4b7b11y3y10*y10 2240.99 42.236 1876 2 1121.00 -6.65

|P35580|MYH10_HUMAN Myosin-10 39 HADQYK 1863 6 1 13.37 y3 761.35 26.904 1821 1 761.35 -9.94

|P35580|MYH10_HUMAN Myosin-10 40 Carbamidomethyl+C(9)VEDMAELTCLNEASVLHNLKDR 86 22 5 22.92 b7°b7b8b14*b14 2557.25 121.171 591032 3 853.09 3.82

|P35580|MYH10_HUMAN Myosin-10 41
DVDRIVGLDQVTGMTETAFGSAY

K
620 24 9 63.38

b4°b4y5y6y7°y7y8y9y1
2

2573.23 121.161 213413 3 858.41 -10.15

|P35580|MYH10_HUMAN Myosin-10 42 QTKVEGELEEMER 867 13 3 20.02 b12y8y11 1577.74 63.024 48354 3 526.58 -5.11

|P35580|MYH10_HUMAN Myosin-10 43 ALEEETKNHEAQIQDMR 1181 17 6 38.08 b5b9b11b13y11*y11 2041.95 53.904 39114 2 1021.48 -3.05

|P35580|MYH10_HUMAN Myosin-10 44 NHEAQIQDMRQR 1188 12 7 36.33 b3b8°b8*b8b10*b10y5 1525.72 40.185 25656 3 509.25 -4.80

|P35580|MYH10_HUMAN Myosin-10 45 MAQRTGLEDPER 0 12 3 21.63 b7y6y10 1402.68 88.200 17045 2 701.84 0.61

|P35580|MYH10_HUMAN Myosin-10 46 KALEEETK 1180 8 4 48.29 b3y3y4y6 947.50 29.451 15897 2 474.25 -9.40

|P35580|MYH10_HUMAN Myosin-10 47 LQRELDDATEANEGLSR 1902 17 7 42.48 b7b10b11°b11y8y12y14 1916.94 78.978 11534 3 639.65 5.73



|P35580|MYH10_HUMAN Myosin-10 48 NSLQEQQEEEEEARK 1345 15 5 17.57 b4b6°b6*b6y7 1846.87 87.903 9429 2 923.94 14.48

|P35580|MYH10_HUMAN Myosin-10 49 QLRADMEDLMSSK 1507 13 4 20.02 b9°b9y5y7 1523.72 87.767 8324 2 762.37 2.96

|P35580|MYH10_HUMAN Myosin-10 50 ELEEARASR 1659 9 5 44.46 b4b5°b5b8y7 1060.53 98.522 8124 1 1060.53 -9.90

|P35580|MYH10_HUMAN Myosin-10 51 ALEEALEAKEEFER 1490 14 3 18.69 b6y6y8 1663.82 48.865 7932 2 832.41 -0.59

|P35580|MYH10_HUMAN Myosin-10 52 QELEEILHDLESRVEEEEER 917 20 3 13.93 b11y9y11 2511.16 73.352 7486 3 837.73 -8.56

|P35580|MYH10_HUMAN Myosin-10 53 DELADEITNSASGKSALLDEK 1710 21 4 21 b5b7b15y12 2206.10 107.732 7311 2 1103.55 12.17

|P35580|MYH10_HUMAN Myosin-10 54 LEVNMQAMKAQFER 1564 14 4 18.69 b5b12y8*y8 1694.86 54.978 6754 3 565.62 13.68

|P35580|MYH10_HUMAN Myosin-10 55 MEIDLKDLEAQIEAANK 162 1 17 3 15.8 b5y9y12 1930.97 74.430 6056 2 965.99 -3.16

|P35580|MYH10_HUMAN Myosin-10 56 VVRELQAQIAELQEDFESEK 1111 20 7 24.53
b3y9*y9y10°y10y13°y1

3
2361.17 81.500 5977 2 1181.09 -10.75

|P35580|MYH10_HUMAN Myosin-10 57
ALEQQVEEMRTQLEELEDELQAT

EDAK
1535 27 10 26.12

b6°b6*b6b8°b8*b8b9b1
4y4°y4

3175.46 92.760 5558 3 1059.16 -11.38

|P35580|MYH10_HUMAN Myosin-10 58
SDLLLEGFNNYRFLSNGYIPIPGQQ

DK
296 27 7 35.41 b3y4y5y6°y6y12*y12 3098.52 90.756 4306 3 1033.51 -11.03

|P35580|MYH10_HUMAN Myosin-10 59 DEIFAQSKESEK 1668 12 8 80.6 b3b5b7b9y5y6y8*y8 1410.66 136.428 4083 1 1410.66 -8.31

|P35580|MYH10_HUMAN Myosin-10 60
QLHLEGASLELSDDDTESKTSDV

NETQPPQSE
1944 32 4 15.46 b8y6y10y16 3499.61 89.932 3350 3 1167.21 8.86

|P35580|MYH10_HUMAN Myosin-10 61 RDLSEELEALK 1141 11 5 49.58 b3°b3b4b6b7 1302.71 89.098 3291 1 1302.71 13.59

|P35580|MYH10_HUMAN Myosin-10 62 EEELQGALARGDDETLHK 1088 18 5 28.38 b12b15y7°y7y8 2011.00 92.799 2479 2 1006.00 13.42

|P35580|MYH10_HUMAN Myosin-10 63 ERNTDQASMPENTVAQK 363 17 3 15.8 b7b13y8 1918.87 83.566 2345 2 959.94 -11.51

|P35580|MYH10_HUMAN Myosin-10 64 ADMEDLMSSKDDVGK 1510 15 3 17.57 b7y3y7 1640.70 45.373 2294 4 410.93 -7.89

|P35580|MYH10_HUMAN Myosin-10 65 LQNELDNVSTLLEEAEKK 1284 18 3 15.09 b4b10y12 2073.05 48.745 1842 3 691.69 -11.89

|P35580|MYH10_HUMAN Myosin-10 66 AQRTGLEDPER 1 11 4 26.64 b9b10*b10y8 1271.63 34.490 1817 3 424.55 -5.47

|P35580|MYH10_HUMAN Myosin-10 67
Carbamidomethyl+C(1);
Carbamidomethyl+C(13)

CMLQDREDQSILCTGESGAGK 163 21 3 20.1 y8y12y14 2355.06 88.590 1681 3 785.69 8.40

|P35580|MYH10_HUMAN Myosin-10 68 Phosphoryl STY(13) IAQLEEELEEEQSNMELLNDR 1737 21 8 18.23
b7*b7b12°b12*b12y9_

HPO3 y9y20°y20
2612.17 43.621 30625 3 871.39 13.37

|P35580|MYH10_HUMAN Myosin-10 69 Phosphoryl STY(7) HGFEAASIKEER 42 12 4 21.63 b5°b5y3y7 1453.64 54.843 14690 2 727.33 4.03

|P35580|MYH10_HUMAN Myosin-10 70
Carbamidomethyl+C(2);

Phosphoryl STY(13)
LCHLLGMNVMEFTR 380 14 3 18.69 b9b11y3 1800.77 64.214 8432 2 900.89 -13.42

|P35580|MYH10_HUMAN Myosin-10 71 Phosphoryl STY(4) QVASNLEKK 1440 9 3 29.76 b3b8y6 1096.53 43.571 8398 1 1096.53 -0.89

|P35580|MYH10_HUMAN Myosin-10 72 Phosphoryl STY(9) HATALEELSEQLEQAK 1200 16 3 24.99 b6b8b9_H3PO4 b9 1876.85 66.127 3619 3 626.29 -7.35

|P35580|MYH10_HUMAN Myosin-10 73 Phosphoryl STY(12) QVLALQSQLADTKK 1364 14 4 24.13 b11b12°b12y11 1622.85 93.447 2541 2 811.93 5.94

|P35580|MYH10_HUMAN Myosin-10 74 Oxidation+M(5) LQAQMKDYQRELEEAR 1649 16 7 57.64 b3b9b11y4y7y10y15 2024.01 77.244 42121 3 675.34 10.80

|P35580|MYH10_HUMAN Myosin-10 75 Oxidation+M(9) HADQYKEQMEK 1863 11 4 23.63 b4°b4b9y4 1422.63 105.491 33067 3 474.88 -3.60



|P35580|MYH10_HUMAN Myosin-10 76 Oxidation+M(3) HEMPPHIYAISESAYR 147 16 4 29.97 b13b14y3y10 1916.91 74.585 6409 3 639.64 6.30

|P35580|MYH10_HUMAN Myosin-10 77 Oxidation+M(4) EIFMQVEDERR 1852 11 4 23.63 b8y6°y6y8 1467.69 38.916 2438 2 734.35 -1.00

|P35580|MYH10_HUMAN Myosin-10 78 Oxidation+M(7) NTDQASMPENTVAQK 365 15 3 17.57 b12y4y11 1649.76 48.873 2111 2 825.38 7.10

|P35580|MYH10_HUMAN Myosin-10 79 Oxidation+M(1) MQAHIQDLEEQLDEEEGAR 947 19 3 14.47 b8b10y16 2257.03 77.255 1991 2 1129.02 13.85

|P35580|MYH10_HUMAN Myosin-10 80 AGVLAHLEEER 771 11 0 2.58 1205.62 49.374 1701 3 402.54 -2.03

|P35580|MYH10_HUMAN Myosin-10 81 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 0 6.45 2269.07 79.238 1686 4 568.02 -4.30

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

1 AALDGTPGMIGYGMAK 138 16 8 43.6 b7°b7b8b10b12y6y9y16 1552.76 61.239 39992 3 518.26 7.86

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

2
NSGMPPGAAAIAVLPVTLDTPMN

R
167 24 4 22.66 y5y7y8*y8 2393.26 136.364 2116 3 798.42 11.43

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

3 MTDSFTEQADQVTAEVGK 55 18 7 48.45 b9b11b15y8y9y13y17 1956.85 85.902 12802 3 652.95 -19.15

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

4 Carbamidomethyl+C(1) CVQAFR 25 6 1 13.37 b3 780.37 32.320 7369 1 780.37 -14.31

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

5 NWWVASVDVVENEEASASIIVK 33 22 5 17.5 b4b12*b12y10y12 2445.19 67.613 2629 3 815.73 -16.37

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

6 MAAAAAAGEAR 0 11 5 49.51 b4b5y7y9y10 989.50 41.664 1848 2 495.25 12.58

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

7 Carbamidomethyl+C(23)
AALDGTPGMIGYGMAKGAVHQL

CQSLAGK
138 29 5 16.42 b3y7*y7y10y18 2902.47 109.715 43600 4 726.37 10.60

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

8
ARNWWVASVDVVENEEASASIIV

K
31 24 8 40.18

b4*b4b5b6b12*b12y16y
19

2672.39 90.683 41167 3 891.47 7.03

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

9 Carbamidomethyl+C(6) SLFKNCDLMWK 98 11 3 23.63 b9y3y9 1441.68 98.429 1796 3 481.23 -12.87

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

10 Phosphoryl STY(20)
NSGMPPGAAAIAVLPVTLDTPMN

RK
167 25 6 21.87 b9b13y4y6y10*y10 2601.32 87.964 94889 3 867.78 14.27

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

11 Oxidation+M(14) AALDGTPGMIGYGMAK 138 16 5 16.61 b8°b8y3y13°y13 1568.75 49.825 7194 3 523.59 6.07

|P09417|DHPR_HUMAN Dihydropteridine 
reductase

12 Oxidation+M(22)
NSGMPPGAAAIAVLPVTLDTPMN

RK
167 25 3 22.58 b10b12b13 2537.29 79.746 5221 3 846.43 -13.76

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

1 Carbamidomethyl+C(30)
QPFAIGGSGSTFIYGYVDAAYKPG

MSPEECRR
141 32 16 63.64

b2b3b4b5b9°b9*b9b11b
13b19y1y3y7y11y14y32

3511.66 73.080 556455 4 878.67 5.35

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

2 DGSSGGVIYLVTITAAGVDHR 185 21 5 13.46 b9b21y1y5y19 2088.09 78.957 28428 3 696.70 6.20

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

3
AGEVHTGTTIMAVEFDGGVVMG

SDSR
13 26 8 35.88 b6°b6b7b12b23y6y9y20 2623.20 66.797 9154 3 875.07 -3.54

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

4 Carbamidomethyl+C(30)
QPFAIGGSGSTFIYGYVDAAYKPG

MSPEECR
141 31 4 13.41 b4b10y11y14 3355.51 91.768 6575 3 1119.17 -9.60

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

5 EGGQVYGTLGGMLTR 126 15 7 28.59 b8b9°b9b12*b12y10y15 1538.76 47.862 5225 2 769.89 1.03

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

6 AGAPTGDLPR 3 10 5 54.31 b3b4b5y5y8 954.50 60.713 25634 2 477.75 -0.77

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

7 VSAGEAVVNR 39 10 5 54.31 b5b7y6y7y8 1001.52 28.656 3236 2 501.26 -15.48

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

8 EDLSAHLMVAGWDQR 111 15 3 25.65 b3b4b8 1727.81 76.235 2755 2 864.41 -2.47

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

9 MLRAGAPTGDLPR 0 13 6 52.13 b4b8b10°b10b12y12 1354.74 54.921 10691 2 677.87 10.72

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

10
Carbamidomethyl+C(30)

;Phosphoryl STY()
QPFAIGGSGSTFIYGYVDAAYKPG

MSPEECRR
141 32 7 21.29

b12*b12b13°b13b17y15
°y15

3591.64 81.492 226888 4 898.66 10.81



|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

11 Oxidation+M(11)
AGEVHTGTTIMAVEFDGGVVMG

SDSR
13 26 10 42.93

b10b14°b14b19y4y12y1
8y24y25°y25

2639.18 121.161 40255 3 880.40 -9.81

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

1
Carbamidomethyl+C(14)
;Carbamidomethyl+C(16

)

WLMINIQNVQDFACQCLNRDVWS
NEAVK

166 28 10 43.46
b3b5b13°b13y5y6y7*y7

y13y28
3451.67 126.239 22614 4 863.67 11.03

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

2 SIFDGFR 105 7 3 36.68 b5y5y6 841.42 42.186 4158 2 421.21 -3.41

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

3 ADGVVEGIDVNGPK 398 14 5 29.87 b3b6°b6b7y9 1369.71 71.933 25267 2 685.36 8.29

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

4
Carbamidomethyl+C(14)
;Carbamidomethyl+C(16

)
WLMINIQNVQDFACQCLNR 166 19 5 25.13 b8*b8y6y7y9 2423.17 37.606 6037 3 808.39 10.18

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

5 ASLQETHFDSTQTK 295 14 12 41.26
b4°b4*b4b5°b5*b5b8°b

8*b8b12y5°y5
1592.76 54.910 4913 3 531.59 1.38

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

6 AAHGGSAASSALK 1 13 3 20.02 b12y6y10 1127.60 36.032 2645 2 564.30 14.40

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

7 MAAHGGSAASSALK 0 14 5 38.67 b6b12y8y10y12 1258.63 37.622 1802 2 629.82 5.33

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

8
SESLIDASEDSQLEAAIRASLQETH

FDSTQTK
277 32 6 21.75 b17y8°y8y10y12y16 3507.69 86.060 113519 4 877.68 6.40

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

9
MAAHGGSAASSALKGLIQQFTTIT

GASESVGK
0 32 5 17.59 b9b12b14y6y15 3076.53 90.736 36364 4 769.89 -14.44

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

10 Carbamidomethyl+C(16)
LSHLDYDITLQEAGLCPQETVFVQ

ERN
462 27 3 11.65 b12y7y12 3175.49 76.809 3768 3 1059.17 -13.53

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

11 Carbamidomethyl+C(20)
SDEESESELFSGSEEFISVCGSDEEE

EVENLAKSR
313 35 4 22.95 y11°y11y13y14 3939.73 81.530 2020 3 1313.91 13.63

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

12
Carbamidomethyl+C(16)

;Phosphoryl STY(20)
LSHLDYDITLQEAGLCPQETVFVQ

ER
462 26 4 15.23 b6b8y5y7 3141.49 93.586 6355 3 1047.84 13.13

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

13
Carbamidomethyl+C(9);

Oxidation+M(12)
GSFETAKECGQMQNK 151 15 9 79.18 b3°b3b5b7b8y4y5y6y7 1730.74 25.589 32735 3 577.58 -5.78

|O94888|UBXN7_HUMAN UBX domain-
containing protein 7

14
Carbamidomethyl+C(14)
;Carbamidomethyl+C(16

);Oxidation+M(3)
WLMINIQNVQDFACQCLNR 166 19 9 46.25

b3b8b11°b11*b11y4y8y
10y11

2439.11 102.225 1627 3 813.71 -11.81



Cystic fibrosis PLT LC-MS run 1: PLT_CF_290709_01

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|P63261|ACTG_HUMAN Actin 1 AGFAGDDAPR 18 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|P63261|ACTG_HUMAN Actin 2 EITALAPSTMK 315 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P63261|ACTG_HUMAN Actin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 48 323.33

b2b3b4°b4b5b6b7*b7b8
*b8b10b11*b11b12°b12
b13°b13*b13b14°b14b2
8y1y2y3y4y5*y5y6y8y9
y10y12y14*y14y15°y15
y17°y17y18°y18y20y21
*y21y22*y22y23y24y28

3231.47 92.612 1596836 3 1077.83 1.59

|P63261|ACTG_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYAL

PHAILR
147 30 37 265.32

b2°b2b3°b3b4°b4b6°b6
b18°b18b20b26°b26b30
y2y3y5y6y7y8y9y10y11
°y11y12y14y15y16y17y
20y23y24y25°y25y26y2

8y30

3183.58 80.366 1231109 4 796.65 -9.28

|P63261|ACTG_HUMAN Actin 5 AVFPSIVGRPR 28 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P63261|ACTG_HUMAN Actin 6 DSYVGDEAQSKR 50 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P63261|ACTG_HUMAN Actin 7 DLYANTVLSGGTTMYPGIADR 291 21 33 256.16

b2b3b4b6*b6b7°b7b8°b
8b10b11b13b14°b14b15
°b15y1y2y3°y3y4y5y6y
7y8y9y12y13°y13y14y1

6y17y21

2215.08 77.559 850144 2 1108.04 5.62

|P63261|ACTG_HUMAN Actin 8 GYSFTTTAER 196 10 18 99.95
b2b3°b3b5°b5b10y1y2y
3y4°y4y5y6°y6y7y8°y8y

10
1132.52 43.174 711678 2 566.77 -1.94

|P63261|ACTG_HUMAN Actin 9 HQGVMVGMGQK 39 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P63261|ACTG_HUMAN Actin 10 DSYVGDEAQSK 50 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P63261|ACTG_HUMAN Actin 11 QEYDESGPSIVHRK 359 14 19 139.44
b3°b3*b3b14y2y3y4y5y
6°y6y7y8y9y10°y10y11

y12y14*y14
1644.78 32.265 409068 3 548.93 -12.62



|P63261|ACTG_HUMAN Actin 12 KDLYANTVLSGGTTMYPGIADR 290 22 40 273.76

b3°b3b4b6b7°b7b8°b8*
b8b10*b10b12*b12b13
*b13b14°b14*b14b15*b
15b16b22°b22y1y2y3y4
y5y6y7y8y9y10y11y12y

13°y13y14°y14y22

2343.16 69.035 313777 3 781.72 -2.92

|P63261|ACTG_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 19 118.82
b2b3b6b12°b12y1y4y6y
7y8°y8y9°y9y10y11°y11

y12y13y23
2550.17 93.253 208186 3 850.73 -0.67

|P63261|ACTG_HUMAN Actin 14 QEYDESGPSIVHR 359 13 14 111.95
y1y2y3y4y5y6y8y9°y9y

10y11°y11y13*y13
1516.68 38.036 189555 3 506.23 -13.60

|P63261|ACTG_HUMAN Actin 15 Carbamidomethyl+C(1) CDVDIRK 284 7 15 93.3
b1b2°b2b3b4b6°b6y2y3

y4°y4y5y6°y6y7
905.44 22.962 144435 2 453.22 -11.39

|P63261|ACTG_HUMAN Actin 16 IIAPPERK 328 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P63261|ACTG_HUMAN Actin 17 IIAPPER 328 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P63261|ACTG_HUMAN Actin 18
HQGVMVGMGQKDSYVGDEAQS

K
39 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P63261|ACTG_HUMAN Actin 19 SYELPDGQVITIGNER 238 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P63261|ACTG_HUMAN Actin 20 YSVWIGGSILASLSTFQQMWISK 336 23 13 78.42
b2b3b5b7b9°b9b10y2y4

y5y6y7*y7
2602.34 136.474 22774 3 868.12 -0.75

|P63261|ACTG_HUMAN Actin 21 IWHHTFYNELR 84 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|P63261|ACTG_HUMAN Actin 22 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 5 27.38 b13b14°b14b16y10 1835.87 65.001 2704 2 918.44 8.91

|P63261|ACTG_HUMAN Actin 23 VAPEEHPVLLTEAPLNPK 95 18 33 261.94

b4b5b6b8b9°b9b10°b10
b12b13b16y3*y3y4y5*y
5y6*y6y7°y7y9°y9y10°y
10y11y12°y12y13y14*y

14y16°y16*y16

1954.07 61.321 604520 2 977.54 3.50

|P63261|ACTG_HUMAN Actin 24 Phosphoryl STY() DLYANTVLSGGTTMYPGIADR 291 21 3 13.86 b7b12y9 2295.06 105.012 1698 4 574.52 12.45

|P63261|ACTG_HUMAN Actin 25 Oxidation+M() DLYANTVLSGGTTMYPGIADR 291 21 3 13.86 b3y7y14 2231.08 70.861 35643 2 1116.04 7.88

|P63261|ACTG_HUMAN Actin 26 Oxidation+M() KDLYANTVLSGGTTMYPGIADR 290 22 3 13.43 b8y7y14 2359.14 62.964 6536 3 787.05 -9.83

|P63261|ACTG_HUMAN Actin 27 VGDEAQSKR 53 9 3 29.46 b3b6b7 989.50 24.160 107517 2 495.25 -2.47
|P63261|ACTG_HUMAN Actin 28 AGDDAPR 21 7 4 36.89 b3b4b5°b5 701.32 31.399 67450 1 701.32 1.04
|P63261|ACTG_HUMAN Actin 29 GPSIVHRK 365 8 3 15.6 b3°b3b6 893.52 32.260 66266 2 447.27 -8.54
|P63261|ACTG_HUMAN Actin 30 PSIVHRK 366 7 2 7.31 b3°b3 836.50 32.278 40911 2 418.75 -10.00
|P63261|ACTG_HUMAN Actin 31 IAPPERK 329 7 0 1.21 810.47 27.082 36370 2 405.74 -11.75
|P63261|ACTG_HUMAN Actin 32 SFTTTAER 198 8 1 8.25 b3 912.44 43.141 17425 1 912.44 1.81
|P63261|ACTG_HUMAN Actin 33 SIVGRPR 32 7 4 31.28 b3b5b6°b6 784.47 56.151 17298 2 392.74 -9.10
|P63261|ACTG_HUMAN Actin 34 GFAGDDAPR 19 9 2 22.43 b4b5 905.41 31.341 5411 1 905.41 -4.38
|P63261|ACTG_HUMAN Actin 35 DEAQSKR 55 7 2 7.6 b3°b3 833.41 24.194 4130 2 417.21 -5.27
|P63261|ACTG_HUMAN Actin 36 QEYDESGPSIVHR 359 13 0 3.24 1499.67 38.039 13207 3 500.56 1.63

|P60709|ACTB_HUMAN Actin 1 AGFAGDDAPR 18 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13



|P60709|ACTB_HUMAN Actin 2 EITALAPSTMK 315 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P60709|ACTB_HUMAN Actin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 48 323.33

b2b3b4°b4b5b6b7*b7b8
*b8b10b11*b11b12°b12
b13°b13*b13b14°b14b2
8y1y2y3y4y5*y5y6y8y9
y10y12y14*y14y15°y15
y17°y17y18°y18y20y21
*y21y22*y22y23y24y28

3231.47 92.612 1596836 3 1077.83 1.59

|P60709|ACTB_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYAL

PHAILR
147 30 37 265.32

b2°b2b3°b3b4°b4b6°b6
b18°b18b20b26°b26b30
y2y3y5y6y7y8y9y10y11
°y11y12y14y15y16y17y
20y23y24y25°y25y26y2

8y30

3183.58 80.366 1231109 4 796.65 -9.28

|P60709|ACTB_HUMAN Actin 5 AVFPSIVGRPR 28 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P60709|ACTB_HUMAN Actin 6 DSYVGDEAQSKR 50 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P60709|ACTB_HUMAN Actin 7 DLYANTVLSGGTTMYPGIADR 291 21 33 256.16

b2b3b4b6*b6b7°b7b8°b
8b10b11b13b14°b14b15
°b15y1y2y3°y3y4y5y6y
7y8y9y12y13°y13y14y1

6y17y21

2215.08 77.559 850144 2 1108.04 5.62

|P60709|ACTB_HUMAN Actin 8 GYSFTTTAER 196 10 18 99.95
b2b3°b3b5°b5b10y1y2y
3y4°y4y5y6°y6y7y8°y8y

10
1132.52 43.174 711678 2 566.77 -1.94

|P60709|ACTB_HUMAN Actin 9 HQGVMVGMGQK 39 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P60709|ACTB_HUMAN Actin 10 DSYVGDEAQSK 50 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P60709|ACTB_HUMAN Actin 11 QEYDESGPSIVHRK 359 14 19 139.44
b3°b3*b3b14y2y3y4y5y
6°y6y7y8y9y10°y10y11

y12y14*y14
1644.78 32.265 409068 3 548.93 -12.62

|P60709|ACTB_HUMAN Actin 12 KDLYANTVLSGGTTMYPGIADR 290 22 40 273.76

b3°b3b4b6b7°b7b8°b8*
b8b10*b10b12*b12b13
*b13b14°b14*b14b15*b
15b16b22°b22y1y2y3y4
y5y6y7y8y9y10y11y12y

13°y13y14°y14y22

2343.16 69.035 313777 3 781.72 -2.92



|P60709|ACTB_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 19 118.82
b2b3b6b12°b12y1y4y6y
7y8°y8y9°y9y10y11°y11

y12y13y23
2550.17 93.253 208186 3 850.73 -0.67

|P60709|ACTB_HUMAN Actin 14 QEYDESGPSIVHR 359 13 14 111.95
y1y2y3y4y5y6y8y9°y9y

10y11°y11y13*y13
1516.68 38.036 189555 3 506.23 -13.60

|P60709|ACTB_HUMAN Actin 15 Carbamidomethyl+C(1) CDVDIRK 284 7 15 93.3
b1b2°b2b3b4b6°b6y2y3

y4°y4y5y6°y6y7
905.44 22.962 144435 2 453.22 -11.39

|P60709|ACTB_HUMAN Actin 16 IIAPPERK 328 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P60709|ACTB_HUMAN Actin 17 IIAPPER 328 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P60709|ACTB_HUMAN Actin 18
HQGVMVGMGQKDSYVGDEAQS

K
39 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P60709|ACTB_HUMAN Actin 19 SYELPDGQVITIGNER 238 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P60709|ACTB_HUMAN Actin 20 YSVWIGGSILASLSTFQQMWISK 336 23 13 78.42
b2b3b5b7b9°b9b10y2y4

y5y6y7*y7
2602.34 136.474 22774 3 868.12 -0.75

|P60709|ACTB_HUMAN Actin 21 IWHHTFYNELR 84 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|P60709|ACTB_HUMAN Actin 22 Carbamidomethyl+C(17) MDDDIAALVVDNGSGMCK 0 18 6 22.97 b14b18°b18y16y17*y17 1910.80 82.052 1758 3 637.61 -13.42

|P60709|ACTB_HUMAN Actin 23 GILTLK 62 6 6 53.26 b4°b4y3y4°y4y5 644.43 53.290 245835 1 644.43 -0.66

|P60709|ACTB_HUMAN Actin 24 Carbamidomethyl+C(1) CDVDIR 284 6 6 53.26 b3y3°y3y4°y4y5 777.35 28.988 89994 2 389.18 -11.46

|P60709|ACTB_HUMAN Actin 25
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 45 313.19

b3b5b6b7b8b9°b9b11°b
11*b11b12*b12b14b28
y4°y4y5y6°y6*y6y7y9°y
9y10°y10*y10y11y12y1
3y14°y14*y14y15°y15y
16y17°y17y18y19y20y2

1°y21y22°y22*y22

3534.61 90.624 2245620 4 884.41 -6.70

|P60709|ACTB_HUMAN Actin 26 Carbamidomethyl+C(17)
MDDDIAALVVDNGSGMCKAGFA

GDDAPR
0 28 5 17.31 b15°b15y8y10y16 2868.27 94.611 29425 4 717.82 3.06

|P60709|ACTB_HUMAN Actin 27
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 5 28.29 y5y6y12*y12y14 2602.29 71.066 19234 4 651.33 8.91

|P60709|ACTB_HUMAN Actin 28 QEYDESGPSIVHRK 359 14 10 126.23
b3y3y4y5y6y7y8y9y10y

11
1644.78 37.848 6840 3 548.93 -9.87

|P60709|ACTB_HUMAN Actin 29 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
213 25 3 21.94 b5b6y21 2807.31 68.293 1598 3 936.44 0.96

|P60709|ACTB_HUMAN Actin 30 Phosphoryl STY() IWHHTFYNELR 84 11 3 27.3 b6b7y6 1595.72 43.054 3288 2 798.36 5.89

|P60709|ACTB_HUMAN Actin 31 Phosphoryl STY() KDLYANTVLSGGTTMYPGIADR 290 22 5 20.85 b3b8*b8b15y11 2423.15 87.874 2189 2 1212.08 11.99

|P60709|ACTB_HUMAN Actin 32 Oxidation+M()
TTGIVMDSGDGVTHTVPIYEGYAL

PHAILR
147 30 7 35.32 b12°b12b13b16y5y6y14 3199.58 77.245 98583 4 800.65 -7.63

|P60709|ACTB_HUMAN Actin 33
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

;Oxidation+M()

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 5 14.89 b6b14y5*y5y9 3247.45 105.232 3486 3 1083.16 -0.68

|P60709|ACTB_HUMAN Actin 34 FPSIVGRPR 30 9 7 50.51 b3°b3b4b7°b7b8°b8 1028.59 56.144 1878084 2 514.80 -6.29
|P60709|ACTB_HUMAN Actin 35 PSIVGRPR 31 8 4 18.86 b3°b3b6°b6 881.52 56.138 813566 2 441.26 -12.74
|P60709|ACTB_HUMAN Actin 36 YVGDEAQSKR 52 10 1 7.6 b9 1152.56 24.169 119467 2 576.78 -3.50
|P60709|ACTB_HUMAN Actin 37 VFPSIVGRPR 29 10 0 2.43 1127.66 56.135 87758 2 564.34 -4.22
|P60709|ACTB_HUMAN Actin 38 SGPSIVHRK 364 9 2 7.31 b3°b3 980.56 32.272 57493 2 490.78 -4.17
|P60709|ACTB_HUMAN Actin 39 FAGDDAPR 20 8 0 2.02 848.38 31.375 54675 2 424.70 -7.05
|P60709|ACTB_HUMAN Actin 40 TALAPSTMK 317 9 0 2.43 919.49 50.865 24076 1 919.49 1.66



|P60709|ACTB_HUMAN Actin 41 MVGMGQK 43 7 0 2.43 750.36 33.561 13853 1 750.36 -1.38
|P60709|ACTB_HUMAN Actin 42 LAPSTMK 319 7 1 7.86 b4 747.41 50.894 12767 1 747.41 1.06

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 18 116.17
b2b3b4b5y1y2*y2y3*y3
y4y5°y5*y5y6°y6y7y8y1

0
1274.72 79.048 653049 2 637.86 -4.88

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 EFTPPVQAAYQK 121 12 20 121.95
b2b3°b3b4b10°b10y1y2
*y2y3*y3y4y6*y6y7y8y

9y10*y10y12
1378.70 50.780 391111 2 689.85 1.51

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VNVDEVGGEALGR 18 13 26 177.43

b2*b2b3b4b5*b5b6*b6
b11*b11y2y3y4y6y7y8y
9°y9y10°y10y11°y11y12

*y12y13*y13

1314.67 51.336 350446 2 657.84 0.93

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 17 166.68
b2b3b4b5*b5y2y3y4y5y
6y8y9y10y11y14y15y16

1776.98 92.437 345163 3 593.00 -10.30

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 FFESFGDLSTPDAVMGNPK 41 19 11 85.14
b2y2y4y5y9y10y11y12y

14y16y19
2058.96 82.465 324875 2 1029.98 3.91

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 SAVTALWGK 9 9 8 67.68 y1y2y3y4y6y7y8y9 932.51 61.365 240552 2 466.76 -8.18

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 VVAGVANALAHK 133 12 12 95.33
b1b2y2y3y4y5y6*y6y7y

9y10y12
1149.67 42.683 111240 2 575.34 -4.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 16 133.81
b3°b3b4b8b12y1y3y4y5

°y5y7°y7y8y9y11y13
1478.70 54.319 82014 2 739.85 1.90

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 LHVDPENFR 96 9 7 67.68 b3b8y3*y3y5y7y9 1126.57 47.479 51881 2 563.79 0.98

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 Carbamidomethyl+C(11) GTFATLSELHCDKLHVDPENFR 83 22 5 20.85 b11y3*y3y5y17 2586.22 67.990 230095 4 647.31 -9.72

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 SAVTALWGKVNVDEVGGEALGR 9 22 3 13.43 b14y12y14 2228.17 86.008 13780 4 557.80 0.77

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 AGVANALAHK 135 10 2 17.5 b4b7 951.53 42.683 77604 2 476.27 -10.65

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 0 4.45 1167.59 92.464 42302 2 584.30 -12.75

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14 VTALWGK 11 7 1 8.81 b5 774.45 61.362 20438 1 774.45 -6.38

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 VAGVANALAHK 134 11 1 7.6 b5 1050.60 42.689 16849 2 525.81 -1.16

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 1 7.25 b3 1280.68 92.372 12437 2 640.84 -11.53

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 Carbamidomethyl+C(7) LGNVLVCVLAHHFGK 106 15 0 4.45 1663.89 92.421 8045 3 555.30 -14.75

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 Carbamidomethyl+C(9) FATLSELHCDK 85 11 3 28.11 b5b6b8 1320.63 54.325 5275 3 440.88 1.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 Carbamidomethyl+C(4) VLVCVLAHHFGK 109 12 0 4.45 1379.75 92.405 1866 2 690.38 -10.79

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 EFTPPVQAAYQK 121 12 0 2.83 1360.69 50.775 3520 2 680.85 0.81

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 0 4.45 1759.95 92.432 3249 4 440.74 -9.57

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 LHVDPENFR 96 9 0 1.62 1109.52 47.477 1804 3 370.51 -11.55

|P07737|PROF1_HUMAN Profilin-1 1 TFVNITPAEVGVLVGK 38 16 24 129

b1b2°b2b3b4°b4*b4b5°
b5*b5b6°b6*b6b14y1y2
y3y6y7y10y11y12y13y1

6

1643.94 86.027 364483 2 822.47 1.34



|P07737|PROF1_HUMAN Profilin-1 2 SSFYVNGLTLGGQK 56 14 20 173.85
b3°b3b4b5°b5b8b13y3y
4*y4y5y6y7y8y9y10*y1

0y11*y11y14
1470.76 67.638 349978 2 735.88 0.50

|P07737|PROF1_HUMAN Profilin-1 3 STGGAPTFNVTVTK 91 14 8 42.39 b2b5°b5y4y9y10y12y14 1379.72 52.277 266148 2 690.36 0.71

|P07737|PROF1_HUMAN Profilin-1 4 TFVNITPAEVGVLVGKDR 38 18 17 109.6
b2°b2b3°b3b4b5*b5b13
y2y5y6y8y9y13y15y16y

18
1915.04 80.290 194461 3 639.02 -14.79

|P07737|PROF1_HUMAN Profilin-1 5 DSPSVWAAVPGK 26 12 9 49.66 b2b8y1y2y3y4y7y10y12 1213.62 59.104 97737 2 607.31 -1.61

|P07737|PROF1_HUMAN Profilin-1 6 TLVLLMGK 108 8 6 77.48 b3b4y3y4y5y6 874.53 69.334 192814 2 437.77 -16.96

|P07737|PROF1_HUMAN Profilin-1 7 DSLLQDGEFSMDLR 75 14 3 19.27 b3y6y10 1625.77 54.598 9735 2 813.39 16.22

|P07737|PROF1_HUMAN Profilin-1 8
Carbamidomethyl+C(16)

;Phosphoryl STY(6)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 13 85.52

b4b6y3y5y7y11y12y15y
23y24y25y27y30

3991.79 105.112 309600 4 998.70 -1.59

|P68032|ACTC_HUMAN Actin 1 AGFAGDDAPR 20 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|P68032|ACTC_HUMAN Actin 2 EITALAPSTMK 317 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P68032|ACTC_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 34 214.3

b2b8°b8b9°b9b12°b12*
b12b13*b13b14b15b16
y1y2°y2y3y4y5°y5y6y7y
8*y8y9y12*y12y13°y13

y14y15*y15y16*y16

1960.92 66.930 1517031 2 980.96 4.05

|P68032|ACTC_HUMAN Actin 4 AVFPSIVGRPR 30 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P68032|ACTC_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P68032|ACTC_HUMAN Actin 6 HQGVMVGMGQK 41 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P68032|ACTC_HUMAN Actin 7 DSYVGDEAQSK 52 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P68032|ACTC_HUMAN Actin 8 IIAPPERK 330 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P68032|ACTC_HUMAN Actin 9 IIAPPER 330 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P68032|ACTC_HUMAN Actin 10
HQGVMVGMGQKDSYVGDEAQS

K
41 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P68032|ACTC_HUMAN Actin 11 SYELPDGQVITIGNER 240 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P68032|ACTC_HUMAN Actin 12 YSVWIGGSILASLSTFQQMWISK 338 23 13 78.42
b2b3b5b7b9°b9b10y2y4

y5y6y7*y7
2602.34 136.474 22774 3 868.12 -0.75

|P68032|ACTC_HUMAN Actin 13 IWHHTFYNELR 86 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72



|P68032|ACTC_HUMAN Actin 14 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 8 42.01 b1b8b12y6y7y8°y8y15 2536.18 101.262 6203 2 1268.59 7.70

|P68032|ACTC_HUMAN Actin 15
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNSI

MK
258 28 3 11.7 b14y4y7 3268.41 105.263 5309 3 1090.14 -6.20

|P68032|ACTC_HUMAN Actin 16 Oxidation+M() EITALAPSTMK 317 11 5 36.71 b4°b4y5y6y9 1177.62 41.944 35008 2 589.31 1.45

|P68032|ACTC_HUMAN Actin 17 Oxidation+M() DLYANNVLSGGTTMYPGIADR 293 21 6 21.68 b3b6b8°b8*b8y14 2244.03 97.296 4287 2 1122.52 -14.90

|P68032|ACTC_HUMAN Actin 18 Oxidation+M() KDLYANNVLSGGTTMYPGIADR 292 22 3 13.43 b3b14y7 2372.15 92.400 2387 3 791.39 -0.82

|P68032|ACTC_HUMAN Actin 19 DSYVGDEAQSKR 52 12 0 2.83 1337.60 24.186 21725 3 446.54 3.47

|P68133|ACTS_HUMAN Actin 1 AGFAGDDAPR 20 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|P68133|ACTS_HUMAN Actin 2 EITALAPSTMK 317 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P68133|ACTS_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 34 214.3

b2b8°b8b9°b9b12°b12*
b12b13*b13b14b15b16
y1y2°y2y3y4y5°y5y6y7y
8*y8y9y12*y12y13°y13

y14y15*y15y16*y16

1960.92 66.930 1517031 2 980.96 4.05

|P68133|ACTS_HUMAN Actin 4 AVFPSIVGRPR 30 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P68133|ACTS_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P68133|ACTS_HUMAN Actin 6 HQGVMVGMGQK 41 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P68133|ACTS_HUMAN Actin 7 DSYVGDEAQSK 52 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P68133|ACTS_HUMAN Actin 8 IIAPPERK 330 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P68133|ACTS_HUMAN Actin 9 IIAPPER 330 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P68133|ACTS_HUMAN Actin 10
HQGVMVGMGQKDSYVGDEAQS

K
41 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P68133|ACTS_HUMAN Actin 11 SYELPDGQVITIGNER 240 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P68133|ACTS_HUMAN Actin 12 IWHHTFYNELR 86 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|P68133|ACTS_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 8 42.01 b1b8b12y6y7y8°y8y15 2536.18 101.262 6203 2 1268.59 7.70

|P68133|ACTS_HUMAN Actin 14 KDLYANNVMSGGTTMYPGIADR 292 22 3 23.3 y6y7y12 2374.12 83.277 2577 3 792.04 0.21

|P68133|ACTS_HUMAN Actin 15 GILTLKYPIEHGIITNWDDMEK 64 22 11 102.69
b3y3y4y5y6y7y12y13y1

5y16*y16
2586.29 83.146 476965 4 647.33 -12.46

|P68133|ACTS_HUMAN Actin 16
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNSI
MKCDIDIR

258 34 8 27.83
b6b8b12b18y12°y12y17

y20
3960.84 96.097 186929 4 990.97 4.19



|P68133|ACTS_HUMAN Actin 17 IKIIAPPER 328 9 7 74.88 b4y3°y3y4y5y6y7 1036.65 44.157 35765 2 518.83 -3.77

|P68133|ACTS_HUMAN Actin 18
DLYANNVMSGGTTMYPGIADRM

QK
293 24 9 48.06

b3b8b14y5y9y10°y10*y
10y11

2633.25 101.244 22106 3 878.42 12.15

|P68133|ACTS_HUMAN Actin 19
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 8 47.3 b6b8b9b11b17y8y9*y9 3457.65 100.742 6073 3 1153.22 2.33

|P68133|ACTS_HUMAN Actin 20 Carbamidomethyl+C(4)
EKLCYVALDFENEMATAASSSSLE

K
215 25 6 16.29 b7b12°b12y4y14°y14 2793.31 89.850 2572 3 931.78 5.24

|P68133|ACTS_HUMAN Actin 21 Oxidation+M() YPIEHGIITNWDDMEK 70 16 3 23.68 b13y4y5 1976.89 59.910 54506 3 659.63 -7.90

|P68133|ACTS_HUMAN Actin 22
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 217 23 7 29.45 b3y6°y6y8y10y15*y15 2552.18 99.185 19965 3 851.40 10.52

|P62736|ACTA_HUMAN Actin 1 AGFAGDDAPR 20 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|P62736|ACTA_HUMAN Actin 2 EITALAPSTMK 317 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P62736|ACTA_HUMAN Actin 3 YPIEHGIITNWDDMEK 70 16 34 214.3

b2b8°b8b9°b9b12°b12*
b12b13*b13b14b15b16
y1y2°y2y3y4y5°y5y6y7y
8*y8y9y12*y12y13°y13

y14y15*y15y16*y16

1960.92 66.930 1517031 2 980.96 4.05

|P62736|ACTA_HUMAN Actin 4 AVFPSIVGRPR 30 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P62736|ACTA_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P62736|ACTA_HUMAN Actin 6 HQGVMVGMGQK 41 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P62736|ACTA_HUMAN Actin 7 DSYVGDEAQSK 52 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P62736|ACTA_HUMAN Actin 8 IIAPPERK 330 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P62736|ACTA_HUMAN Actin 9 IIAPPER 330 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P62736|ACTA_HUMAN Actin 10
HQGVMVGMGQKDSYVGDEAQS

K
41 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P62736|ACTA_HUMAN Actin 11 SYELPDGQVITIGNER 240 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P62736|ACTA_HUMAN Actin 12 YSVWIGGSILASLSTFQQMWISK 338 23 13 78.42
b2b3b5b7b9°b9b10y2y4

y5y6y7*y7
2602.34 136.474 22774 3 868.12 -0.75

|P62736|ACTA_HUMAN Actin 13 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 8 42.01 b1b8b12y6y7y8°y8y15 2536.18 101.262 6203 2 1268.59 7.70

|P62736|ACTA_HUMAN Actin 14
Carbamidomethyl+C(1);

Oxidation+M()
CPETLFQPSFIGMESAGIHETTYNSI

MK
258 28 6 26.11 b9b11b16y5y14y20 3204.46 81.375 2856 3 1068.83 -1.30

|P63267|ACTH_HUMAN Actin 1 AGFAGDDAPR 19 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13



|P63267|ACTH_HUMAN Actin 2 EITALAPSTMK 316 11 27 174.2

b1b2°b2b3°b3b5°b5b6b
8b9b10b11y1y2y3°y3y4
°y4y5°y5y6°y6y7y8y9°y

9y11

1161.62 50.848 1793835 2 581.31 -0.95

|P63267|ACTH_HUMAN Actin 3 YPIEHGIITNWDDMEK 69 16 34 214.3

b2b8°b8b9°b9b12°b12*
b12b13*b13b14b15b16
y1y2°y2y3y4y5°y5y6y7y
8*y8y9y12*y12y13°y13

y14y15*y15y16*y16

1960.92 66.930 1517031 2 980.96 4.05

|P63267|ACTH_HUMAN Actin 4 AVFPSIVGRPR 29 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|P63267|ACTH_HUMAN Actin 5 DSYVGDEAQSKR 51 12 38 214.24

b2°b2b3°b3b4b6°b6b7b
8b9°b9b10y1y2y3°y3y4
*y4y5°y5*y5y6°y6*y6y
7°y7*y7y8°y8*y8y9°y9*
y9y10°y10y11y12*y12

1354.62 24.153 921265 2 677.81 -1.35

|P63267|ACTH_HUMAN Actin 6 HQGVMVGMGQK 40 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|P63267|ACTH_HUMAN Actin 7 DSYVGDEAQSK 51 11 9 55.94
b2°b2b8y3y4y7°y7y8y1

1
1198.52 26.497 440655 2 599.76 -3.16

|P63267|ACTH_HUMAN Actin 8 IIAPPERK 329 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|P63267|ACTH_HUMAN Actin 9 IIAPPER 329 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|P63267|ACTH_HUMAN Actin 10
HQGVMVGMGQKDSYVGDEAQS

K
40 22 6 25.58 b3b8b13y7y13y22 2351.05 58.985 27301 3 784.35 -12.25

|P63267|ACTH_HUMAN Actin 11 SYELPDGQVITIGNER 239 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|P63267|ACTH_HUMAN Actin 12 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 216 23 8 42.01 b1b8b12y6y7y8°y8y15 2536.18 101.262 6203 2 1268.59 7.70

|P63267|ACTH_HUMAN Actin 13 DLYANNVLSGGTTMYPGIADR 292 21 5 31.17 b3b4b6b15y15 2228.02 88.724 2130 2 1114.51 -22.13

|P63267|ACTH_HUMAN Actin 14 IWHHSFYNELR 85 11 5 24.29 b3b9*b9y4°y4 1501.72 80.211 1876 2 751.36 -7.88
|P63267|ACTH_HUMAN Actin 15 Oxidation+M() LDLAGRDLTDYL MK 178 14 3 19.27 b4y8y10 1639.83 89.953 29750 2 820.42 -1.79
|P63267|ACTH_HUMAN Actin 16 EITALAPSTMK 316 11 0 2.43 1143.61 50.871 94085 2 572.31 2.88

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1 VIHDNFGIVEGLMTTVHAITATQK 162 24 31 256.24

b3b4b5°b5b6b7*b7b8°b
8*b8b9y2*y2y3y4°y4y5
*y5y6y7y8y9y10y11y12
y15°y15y16y21y22y24

2595.36 103.566 285775 3 865.79 0.47

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 30 210.24

b2b10b11b12°b12b13°b
13*b13b15b16*b16y2y3
y4y5y6y8y9y11*y11y12
°y12y13°y13*y13y14y1

5*y15y17*y17

1833.92 54.879 174643 2 917.46 1.46

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 LISWYDNEFGYSNR 309 14 16 159.97
b3b7°b7b13y3y4y5y6*y
6y7y8y9y10y11y12y14

1763.81 76.533 163775 2 882.41 3.25

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4 GALQNIIPASTGAAK 200 15 13 106.94
b3b4b5*b5b7y4y7y8°y8

y9y10y11y15
1411.79 60.249 148097 2 706.40 -0.52



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 9 73.38
b7*b7y4y6y8y10y12*y1

2y14
1530.80 61.793 127736 2 765.90 2.79

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 LVINGNPITIFQERDPSK 66 18 7 40.65 b2b3y3y14y15y16y18 2041.09 77.927 103653 3 681.03 -9.15

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 VIISAPSADAPMFVMGVNHEK 118 21 15 102.37
b2b3b5°b5y3y6°y6y10y
11y12y14y16y18y19y21

2213.10 75.861 87892 3 738.37 -4.63

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 LVINGNPITIFQER 66 14 8 50.67 b2b3b6y3y4y6y8y14 1613.90 84.588 86121 2 807.45 -1.21

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9 VGVNGFGR 5 8 10 54.07
b2y1y2y4y5*y5y6y7*y7

y8
805.42 40.005 86105 2 403.21 -11.67

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 19 148.77

b2b3b4b5b6b8y2y5y6y7
y8*y8y9y11y12y22y23y

24y28
3308.57 125.684 28641 3 1103.53 2.07

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11 VVDLMAHMASK 323 11 10 36.71
b5°b5b11y2y3y5°y7°y7y

8y11
1201.59 52.819 28541 3 401.20 -13.31

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 WGDAGAEYVVESTGVFTTMEK 86 21 3 13.86 b14y4y7 2277.04 93.369 1641 2 1139.03 2.89

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13 VIPELNGK 219 8 4 40.85 y3y5y6*y6 869.49 43.122 57964 2 435.25 -19.44

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 17 123.27

b3b5°b5b20b21y6y8°y8
y10y11y12y14y19y21y2

2y24y25
2933.42 74.880 130630 4 734.11 -10.24

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15 Carbamidomethyl+C(20) LTGMAFRVPTANVSVVDLTCR 227 21 7 31.17 b3°b3y5y6°y6y8y13 2307.19 80.315 45170 3 769.73 -3.70

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16
Carbamidomethyl+C(13)
;Carbamidomethyl+C(17

)
YDNSLKIISNASCTTNCLAPLAK 139 23 3 22.07 b14b15y13 2554.27 83.618 18527 4 639.32 1.62

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 9 34.52

b3b10b20y3y5°y5y10y1
2y20

3983.89 119.398 16313 4 996.73 -2.76

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18 AENGKLVINGNPITIFQER 61 19 4 25.85 b4b5b9y5 2113.12 123.497 5118 3 705.04 -10.17

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19 FHGTVKAENGK 55 11 4 24.29 b7b10*b10y3 1187.61 61.034 4529 3 396.54 -3.80

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20 IKWGDAGAEYVVESTGVFTTMEK 84 23 3 23.13 y6y8y9 2518.20 114.476 2502 3 840.07 -5.72

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 VGVNGFGRIGR 5 11 3 36.05 b5b6b7 1131.62 115.727 2471 2 566.32 -12.51

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

22 Oxidation+M(5) VVDLMAHMASKE 323 12 5 34.22 b5b6b9y4°y4 1346.64 54.319 4878 3 449.55 -0.27

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

23 DLMAHMASK 325 9 1 7.86 b8 1003.47 52.820 17281 2 502.24 3.04



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

24 VDLMAHMASK 324 10 1 7.86 b8 1102.53 52.810 10441 2 551.77 -6.09

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

25 GVNGFGR 6 7 0 1.21 706.36 40.029 7630 1 706.36 -10.71

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

26 GLMTTVHAITATQK 172 14 1 8.12 b4 1471.78 103.549 3638 2 736.39 -10.37

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

27 LVINGNPITIFQERDPSK 66 18 0 5.26 2024.06 77.995 6499 2 1012.53 -10.80

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

28 VIHDNFGIVEGLMTTVHAITATQK 162 24 0 7.69 2577.32 103.582 3148 4 645.08 -10.42

|P37802|TAGL2_HUMAN Transgelin-2 1 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 23 138.14

b3°b3b4°b4b5°b5b6b11
°b11*b11b22y2y4y5y7y
8y9y10y13*y13y17y18y

22

2415.25 105.905 314626 3 805.75 -4.45

|P37802|TAGL2_HUMAN Transgelin-2 2 YGINTTDIFQTVDLWEGK 102 18 22 180.62
b2b3b4b7b12b13°b13b1
4y2y3°y3y4y5y6y9y10y
12y13y14y15*y15y18

2100.03 100.937 209091 2 1050.52 1.40

|P37802|TAGL2_HUMAN Transgelin-2 3 TLMNLGGLAVAR 127 12 11 97.75
b2b4b5y2y4y6y7y8y9y1

0y12
1215.69 73.224 207349 2 608.35 -0.30

|P37802|TAGL2_HUMAN Transgelin-2 4 DDGLFSGDPNWFPKK 139 15 9 39.9 b2b3°b3y1y2y3y4y7y14 1722.79 76.990 132001 3 574.94 -10.27

|P37802|TAGL2_HUMAN Transgelin-2 5 IQASTMAFK 79 9 11 74.88
b7°b7y1y2y3y5y6y7y8°

y8y9
996.51 46.244 128572 2 498.76 -3.37

|P37802|TAGL2_HUMAN Transgelin-2 6 DDGLFSGDPNWFPK 139 14 9 50.67
b2b3b13y2y6y9y10y12y

14
1594.73 87.576 126611 2 797.87 5.43

|P37802|TAGL2_HUMAN Transgelin-2 7 QMEQISQFLQAAER 88 14 21 153.75
b3°b3*b3b4°b4*b4b5*b
5b14y3y4y5*y5y6y7y9y

10y11y12y14*y14
1678.83 80.901 119549 2 839.92 3.27

|P37802|TAGL2_HUMAN Transgelin-2 8 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 16 123.43
b2*b2b20y3y4y6°y6y8*
y8y9y10y11y14y16y18y

20
2522.26 108.550 107237 3 841.42 -4.26

|P37802|TAGL2_HUMAN Transgelin-2 9 NFSDNQLQEGK 160 11 7 36.71 b4y2y7y9°y9y10y11 1279.59 36.694 103431 2 640.30 0.95

|P37802|TAGL2_HUMAN Transgelin-2 10 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 27 143.42

b2*b2b6°b6*b6b8b9°b9
*b9b10b12y1y2y3*y3y4
°y4*y4y5y6*y6y7y8*y8

y9y10y19

2394.17 115.999 78550 3 798.73 -1.63

|P37802|TAGL2_HUMAN Transgelin-2 11 GASQAGMTGYGMPR 182 14 10 86.13
b3°b3b4b5*b5y6y7y9y1

0y12
1383.62 45.207 28465 2 692.31 1.76

|P37802|TAGL2_HUMAN Transgelin-2 12 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVK 57 21 6 26.72 b3b12b14y7*y7y9 2287.17 112.286 6385 2 1144.09 2.56

|P37802|TAGL2_HUMAN Transgelin-2 13 KDVGRPQPGR 39 10 4 54.88 y3y5y8y9 1109.61 14.324 3699 3 370.54 -10.67

|P37802|TAGL2_HUMAN Transgelin-2 14 ENFQNWLK 49 8 4 51.06 b4b7y3y4 1078.53 66.951 72148 2 539.77 -2.83

|P37802|TAGL2_HUMAN Transgelin-2 15 GPAYGLSR 4 8 3 40.85 y4y6y7 820.42 33.575 41447 2 410.72 -7.96

|P37802|TAGL2_HUMAN Transgelin-2 16 MANR 0 4 1 12.81 y3 491.25 44.803 7969 1 491.25 13.48

|P37802|TAGL2_HUMAN Transgelin-2 17 Carbamidomethyl+C(22)
YGINTTDIFQTVDLWEGKNMACV

QR
102 25 4 21.94 b10y5*y5y6 2959.40 129.642 29406 3 987.14 -1.48



|P37802|TAGL2_HUMAN Transgelin-2 18 ENPRNFSDNQLQEGK 156 15 4 29.42 b3b5b13y3 1775.83 73.832 21392 2 888.42 -2.27

|P37802|TAGL2_HUMAN Transgelin-2 19 Carbamidomethyl+C(21) IEKQYDADLEQILIQWITTQCR 17 22 7 65.4 b10b11y4y5y6y8y9 2764.39 109.827 13373 3 922.13 -4.33

|P37802|TAGL2_HUMAN Transgelin-2 20
NVIGLQMGTNRGASQAGMTGYG

MPR
171 25 5 23.08 b16y8°y8y9y14 2567.20 101.894 4449 3 856.40 -10.94

|P37802|TAGL2_HUMAN Transgelin-2 21 DVGRPQPGRENFQNWLK 40 17 3 16.3 b11y8y12 2041.03 65.820 1594 2 1021.02 -1.08

|P37802|TAGL2_HUMAN Transgelin-2 22 Oxidation+M(2) QMEQISQFLQAAER 88 14 3 24.71 b9b10y7 1694.83 97.472 150244 2 847.92 7.49

|P37802|TAGL2_HUMAN Transgelin-2 23 Oxidation+M(3)
TLMNLGGLAVARDDGLFSGDPN

WFPK
127 26 3 12.13 b12b15y9 2807.39 98.052 8060 3 936.47 4.35

|P37802|TAGL2_HUMAN Transgelin-2 24 PEGQAPVKK 70 9 5 40.14 b3b4b7°b7b8 953.53 105.928 6624 2 477.27 -7.30

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 HQGVMVGMGQK 40 11 31 200.62

b1b2*b2b3b4*b4b5b6*
b6b7*b7b8*b8b9b10b1
1y1y2*y2y3*y3y4*y4y5
y6y7y9*y9y10*y10y11

1171.57 33.593 456338 2 586.29 -2.19

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 Carbamidomethyl+C(1) CDVDIRK 285 7 15 93.3
b1b2°b2b3b4b6°b6y2y3

y4°y4y5y6°y6y7
905.44 22.962 144435 2 453.22 -11.39

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 IIAPPERK 329 8 12 75.72
b2b3y2y3°y3y4°y4y5°y5

y6y7y8
923.56 27.078 125675 2 462.28 -12.49

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 IIAPPER 329 7 9 53.66 y1y2y3°y3y4°y4y5y6y7 795.46 33.657 55338 2 398.24 -10.67

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 SYELPDGQVITIGNER 239 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6 YSVWIGGSILASLSTFQQMWISK 337 23 13 78.42
b2b3b5b7b9°b9b10y2y4

y5y6y7*y7
2602.34 136.474 22774 3 868.12 -0.75

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 Carbamidomethyl+C(13)
HQGVMVGMGQKDCYVGDEAQS

K
40 22 3 19.94 b9b12b14 2424.08 52.193 1610 3 808.70 0.40

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8
MTQIMFEAFNTPAMYVAIQAVLSL

YASGR
119 29 5 24.21 b5b14b16b19y22 3223.59 77.252 13768 3 1075.20 -2.27

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9 GYNFTTTAER 197 10 3 33.88 y3y5y6 1159.54 65.305 1647 2 580.27 2.11

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 GVLTLKYPIEHGVVTNWDDMEK 63 22 3 22.18 b3b4y12 2544.25 69.511 241592 3 848.76 -11.71

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 10 41.32

b4b12*b12b13°b13b14y
10*y10y12*y12

2588.22 121.691 16299 3 863.41 -11.60

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12
YPIEHGVVTNWDDMEKIWYHTFY

NELR
69 27 4 15.32 b5b11y8y12 3455.62 84.390 12490 3 1152.55 2.05

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 AVFPSMIGRPRHQGVMVGMGQK 29 22 5 49.15 b7b8y11y12y13 2383.20 97.464 5482 2 1192.10 -14.03

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14
Carbamidomethyl+C(18)

;Oxidation+M(17)
MTDNELSALVVDNGSGMCK 0 19 3 14.93 b4b10y11 2056.92 102.617 4202 3 686.31 10.33

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15
Carbamidomethyl+C(2);

Oxidation+M(12)
LCYVALDFEQEMVR 216 14 4 30.72 b5y4y5y11 1788.81 99.884 3292 3 596.94 -9.21

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 IQYQLVDISQDNALR 32 15 16 138.59
b2*b2b3b4b5b12y4*y4y
5y6*y6y7y9y10y11y13

1775.92 70.518 109699 2 888.46 -5.77

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 VYSTSVTGSR 5 10 11 91.51
b2b3b4y3y4y6y8°y8y9°

y9y10
1056.53 28.343 65892 2 528.77 0.58



|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAVE

QNTLQEFLK
58 33 33 250.03

b2°b2b5b6b7b8*b8b9b1
0b11°b11b12b13y1y2y3
y4y5°y5*y5y6y7y8y9*y
9y10*y10y11°y11y12*y

12y13y33

3815.84 117.705 39179 3 1272.62 8.06

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 SGLR 1 4 1 12.81 b3 432.26 62.316 10428 1 432.26 11.37

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

1 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 5 29.46 b12y5y6y10y12 1418.72 98.958 130594 2 709.87 3.10

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 FLIPNASQAESK 103 12 15 101.55
b2b3b6*b6y2y3°y3y4y6

y7y9°y9*y9y10y12
1304.68 55.612 119509 2 652.85 -0.47

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 SVTEQGAELSNEER 27 14 18 112.55
b5°b5b10b12*b12y2y4°
y4y5y7y9y10°y10*y10y

11°y11y12y14
1548.72 35.250 110090 2 774.86 1.50

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4 GIVDQSQQAYQEAFEISKK 139 19 7 39.08 b3b12y3y4y14y16y19 2169.07 68.565 102595 3 723.70 -4.39

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 25 186.87

b2b3b4b5b6b7°b7b8°b8
b15b26y2y3y4*y4y5y6y
7y10y21y22y23y24y26y

29

3302.61 136.652 78828 4 826.41 -7.76

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6 Carbamidomethyl+C(7) YDDMAACMK 18 9 8 74.88 b2b3y3y4y5y7y8y9 1104.42 39.504 57377 2 552.71 2.98

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 YLAEVAAGDDKK 127 12 6 68.9 y3y5y7y8y10y12 1279.64 33.403 44840 3 427.22 -9.25

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 GIVDQSQQAYQEAFEISK 139 18 6 29.13 b13b14°b14y9y11y18 2041.01 72.665 43137 2 1021.01 11.42

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 TAFDEAIAELDTLSEESYK 193 19 9 42.54
b2°b2b9b12b13y9°y9y1

0y12
2132.00 101.763 19956 2 1066.50 4.81

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10 IETELR 85 6 1 13.62 y5 760.41 31.435 17693 2 380.71 -10.03

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 DSTLIMQLLR 212 10 3 26.89 b3y3y5 1189.64 92.763 3603 1 1189.64 -16.52

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12 VFYLK 115 5 1 13.21 y4 669.39 29.846 2241 2 335.20 -11.85

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 GIVDQSQQAYQEAFEISKK 139 19 4 21.88 b9°b9b11b15 2169.05 87.272 5776 2 1085.03 -14.86

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

14 GDYYRYLAEVAAGDDK 122 16 4 23.68 b11y5y6°y6 1805.82 82.093 3243 2 903.41 -7.91

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

15 YLAEVAAGDDKK 127 12 4 22.26 b3b9y9°y9 1279.65 64.871 2682 2 640.33 -5.34

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

16 Carbamidomethyl+C(3) DICNDVLSLLEKFLIPNASQAESK 91 24 7 16.85 b9b12*b12y5y8°y8*y8 2704.40 115.853 1814 2 1352.70 5.42

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 18 116.17
b2b3b4b5y1y2*y2y3*y3
y4y5°y5*y5y6°y6y7y8y1

0
1274.72 79.048 653049 2 637.86 -4.88

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VVAGVANALAHK 133 12 12 95.33
b1b2y2y3y4y5y6*y6y7y

9y10y12
1149.67 42.683 111240 2 575.34 -4.57

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 LHVDPENFR 96 9 7 67.68 b3b8y3*y3y5y7y9 1126.57 47.479 51881 2 563.79 0.98

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 EFTPQMQAAYQK 121 12 5 34.22 b4b10b11y9y12 1441.68 47.790 8324 2 721.34 -1.27

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 VLGAFSDGLAHLDNLK 67 16 10 106.94
b3y3y4y5y6y7y9y12°y1

2y14
1669.86 76.920 356514 3 557.29 -16.23

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 VHLTPEEK 1 8 3 36.08 b6y4y6 952.50 26.737 85823 2 476.76 -6.09



|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 VVAGVANALAHKYH 133 14 11 118.29
b3b5y3y4y5y6y7y9*y9y

11y12
1449.80 46.131 41440 2 725.40 0.42

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 ATSNVFAMFDQSQIQEFK 16 18 7 24.8 b5*b5y2y4y10y14y18 2091.00 90.205 78805 2 1046.00 7.12

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 LNGTDPEDVIR 92 11 13 87.14
b5°b5y1y3y4y5°y5y6y7

y8y9°y11*y11
1228.62 49.031 76391 2 614.81 0.70

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 GNFNYIEFTR 150 10 13 120.94
b2*b2b3b5b6b9y4°y4y5

y6y7y8y10
1260.60 67.247 67920 2 630.80 -2.03

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 ELLTTMGDR 123 9 6 54.47 b9y3y5y6y7y9 1035.51 49.154 23517 2 518.26 -1.53

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 EAFNMIDQNRDGFIDK 34 16 5 35.05 b3°b3b9b14b15 1912.87 54.323 254332 4 478.97 -10.21

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6 RPQRATSNVFAMFDQSQIQEFK 12 22 4 23.3 y12y14*y14y15 2628.31 80.237 2578 3 876.77 3.16

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7 ELLTTMGDRFTDEEVDELYR 123 20 4 19.74 b9b14y5y14 2432.10 88.638 1773 2 1216.55 -10.94

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

8 Oxidation+M()
ATSNVFAMFDQSQIQEFKEAFNMI

DQNR
16 28 5 22.31 b13y7y8y10*y10 3325.51 98.874 4904 4 832.13 -4.85

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

9 Oxidation+M()
ATSNVFAMFDQSQIQEFKEAFNMI

DQNRDGFIDK
16 34 6 40.13 b4b5b8b9y5y10 4000.83 48.176 4801 5 800.97 -3.42

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 ATSNVFAMFDQSQIQEFK 17 18 7 24.8 b5*b5y2y4y10y14y18 2091.00 90.205 78805 2 1046.00 7.12

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 LNGTDPEDVIR 93 11 13 87.14
b5°b5y1y3y4y5°y5y6y7

y8y9°y11*y11
1228.62 49.031 76391 2 614.81 0.70

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 GNFNYIEFTR 151 10 13 120.94
b2*b2b3b5b6b9y4°y4y5

y6y7y8y10
1260.60 67.247 67920 2 630.80 -2.03

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 ELLTTMGDR 124 9 6 54.47 b9y3y5y6y7y9 1035.51 49.154 23517 2 518.26 -1.53

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 MSSK 0 4 2 12.81 b3°b3 452.22 22.027 4111 1 452.22 5.20

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 AVFVDLEPTVIDEIR 64 15 25 217.88

b2b4b5°b5b6b7b10°b10
b11b12y2y3°y3y4°y4y5
y7y8y9°y9y10y11y12y1

3y15

1715.92 89.164 169421 2 858.47 1.28

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 18 183.45
b2b3b4b5b6*b6b10°b10
b12y3y4y6y7y8y9y10y1

2y13
1584.75 82.921 137137 2 792.88 1.93

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 EIIDPVLDR 112 9 5 38.25 b2y5y6y7y9 1069.58 59.959 94250 2 535.29 -5.93

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 LISQIVSSITASLR 229 14 9 86.51 b4°b4b5y3y4y5y8y9y12 1487.88 100.837 88935 2 744.44 2.05

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 39.61 b3b7b9b10y7y9y11 2750.30 73.543 69795 3 917.44 4.70

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 EDMAALEK 422 8 7 49.3 b2b4°b4y3y4y5y8 906.42 36.781 55448 2 453.71 -4.85

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10 LSVDYGKK 156 8 8 67.28 b2y3y4y5y6°y6y7y8 909.50 29.926 30988 2 455.25 -5.50

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 QLFHPEQLITGK 84 12 4 29.46 b4*b4b8b9 1410.77 65.072 93393 2 705.89 -3.81



|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12 Carbamidomethyl+C(14) TIGGGDDSFTTFFCETGAGK 40 20 13 71.4
b5b11b14°b14b18y3y6°

y6y9°y9y11°y11y13
2067.92 81.420 49183 2 1034.46 9.80

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13 Carbamidomethyl+C(5)
LSDQCTGLQGFLVFHSFGGGTGS

GFTSLLMER
124 32 14 70.85

b4*b4b6b10b11b13b14
*b14b16b24y4°y4y5y10

3406.63 105.193 9987 3 1136.22 4.30

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14 NGPYRQLFHPEQLITGK 79 17 6 39.13 b5b10b12°b12b14y8 1998.03 61.388 95538 2 999.52 -11.61

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

15 Carbamidomethyl+C(9) RSIQFVDWCPTGFK 338 14 5 27.05 y5°y5y8y9°y9 1740.86 52.847 3362 3 580.96 5.68

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

16 EDAANNYARGHYTIGK 96 16 3 24.85 b9b11b15 1779.86 62.815 1890 2 890.43 7.96

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

17 SVDYGKK 157 7 0 1.21 796.41 29.862 13417 2 398.71 -9.35

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

18 DMAALEK 423 7 1 9.66 b4 777.37 36.816 3336 1 777.37 -10.68

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

19 EIIDPVLDR 112 9 0 1.62 1051.57 59.971 4661 2 526.29 -4.53

|P18206|VINC_HUMAN Vinculin 1
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 38 242.77

b1°b1b2°b2b3°b3b4°b4
b5°b5b6°b6y1y2y3°y3y4
y6°y6y7y8y9y10y11y12
°y12y13y15y19y21*y21
y22*y22y23y25y26°y26

y28

3101.55 110.910 273986 4 776.14 -10.47

|P18206|VINC_HUMAN Vinculin 2
LTDELAPPKPPLPEGEVPPPRPPPP

EEK
853 28 4 26.82 y6y11y12y22 3023.58 60.901 200657 4 756.65 -10.42

|P18206|VINC_HUMAN Vinculin 3 AVAGNISDPGLQK 802 13 13 135.57
b2b6b9b12y3y5y6y7y8y

9y10y11y13
1269.67 40.691 143830 2 635.34 -4.52

|P18206|VINC_HUMAN Vinculin 4 AQQVSQGLDVLTAK 352 14 18 107.2
b2*b2b3*b3b4*b4b5°b5
b9y2y3y4y8y10y11y12*

y12y14
1457.79 58.265 132977 2 729.40 -0.84

|P18206|VINC_HUMAN Vinculin 5 AIPDLTAPVAAVQAAVSNLVR 35 21 23 160.25
b2b4°b4b5b6b7°b7b16y
2y3y4*y4y5*y5y6y7y8*

y8y14y15y16y19y21
2076.19 118.304 130389 2 1038.60 5.76

|P18206|VINC_HUMAN Vinculin 6
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 18 76.62

b1b2°b2*b2b3b5*b5b6y
1y4*y4y5y15y21y22y24

y25y27
3046.42 96.494 105452 3 1016.15 4.17

|P18206|VINC_HUMAN Vinculin 7 VMLVNSMNTVK 188 11 9 36.71
b2b6°b6y2y7y9y10y11*

y11
1235.65 55.099 97558 2 618.33 -2.96

|P18206|VINC_HUMAN Vinculin 8 QVATALQNLQTK 464 12 19 86.87
b2*b2b3*b3b12y1y2y3°
y3*y3y4y5y6*y9y10°y1

0*y10y11y12
1314.74 48.893 96553 2 657.87 -1.11

|P18206|VINC_HUMAN Vinculin 9 VAMANIQPQMLVAGATSIAR 738 20 21 161.5
b1b3b4b5*b5b8b9*b9b
10y1y2y3y4y5y7y8y11y

13y14y15y20
2042.10 84.267 95843 2 1021.55 5.62

|P18206|VINC_HUMAN Vinculin 10 ELLPVLISAMK 199 11 9 52.93
b2°b2b3y4y5°y5y6y8y1

1
1213.72 91.501 90501 2 607.36 -4.32

|P18206|VINC_HUMAN Vinculin 11 ELTPQVVSAAR 669 11 10 87.14
b2b10y4y5y6y7y8*y8y9

y11
1170.65 46.178 87700 2 585.83 -0.42

|P18206|VINC_HUMAN Vinculin 12 LVQAAQMLQSDPYSVPAR 87 18 22 160.29
b1b2b7*b7b11b15°b15y
1y3y4y5y6y7y9°y9y10y
11*y11y12y13y14y18

1974.02 66.065 77265 2 987.51 3.71

|P18206|VINC_HUMAN Vinculin 13 MTGLVDEAIDTK 708 12 12 83.56
b2°b2b4b11y2y3y5y7°y

7y10y11y12
1292.64 57.823 77105 2 646.82 -1.23



|P18206|VINC_HUMAN Vinculin 14 LLAVAATAPPDAPNR 607 15 9 52.33
b2y2y4y7y8y10y11°y11

y15
1476.82 51.303 76833 2 738.92 4.71

|P18206|VINC_HUMAN Vinculin 15 STVEGIQASVK 655 11 11 68.49
b2°b2y1y3y4y5*y5y7°y

7y9y11
1118.60 40.305 75802 2 559.80 -7.20

|P18206|VINC_HUMAN Vinculin 16 WIDNPTVDDR 502 10 7 39.31 b3b8y2y6°y6y8y10 1230.58 48.410 74122 2 615.79 0.89
|P18206|VINC_HUMAN Vinculin 17 ALASQLQDSLK 570 11 5 36.05 b2y3y6y9y11 1173.65 54.857 73275 2 587.33 -1.98

|P18206|VINC_HUMAN Vinculin 18 VLQLTSWDEDAWASK 246 15 9 55.55
b5*b5y5y6y8y11°y11y1

2y15
1748.85 79.728 70135 2 874.93 1.26

|P18206|VINC_HUMAN Vinculin 19 GWLRDPSASPGDAGEQAIR 281 19 10 50.01
b2b5b8b9°b9y1y3y6y9y

10
1982.96 53.916 69486 3 661.66 -5.60

|P18206|VINC_HUMAN Vinculin 20 MALLMAEMSR 993 10 6 41.07 b2b3b5y6y7y10 1152.56 72.797 63376 2 576.78 0.32
|P18206|VINC_HUMAN Vinculin 21 ALASQLQDSLKDLK 570 14 5 27.84 y2y3y6y12y14 1529.83 67.244 61060 3 510.62 -13.25

|P18206|VINC_HUMAN Vinculin 22 MQEAMTQEVSDVFSDTTTPIK 586 21 5 13.86 b13y2y3y9y21 2358.09 80.724 60120 2 1179.55 3.83

|P18206|VINC_HUMAN Vinculin 23 AGEVINQPMMMAAR 889 14 21 194.06
b3b4°b4b5b6b7°b7*b7b
10*b10b13*b13y3y4y5y

6y7y9y10y11y14
1518.73 58.893 58886 2 759.87 2.49

|P18206|VINC_HUMAN Vinculin 24 ETVQTTEDQILKR 59 13 14 92.72
b2°b2y1y2y3y4y5y7y8y

9*y9y10*y10y13
1560.81 47.240 52374 3 520.94 -9.54

|P18206|VINC_HUMAN Vinculin 25 LLAVAATAPPDAPNREEVFDER 607 22 9 42.76
b2b3y1y2y3y7y11y14y1

6
2381.20 62.142 47687 3 794.40 -4.72

|P18206|VINC_HUMAN Vinculin 26 NPGNQAAYEHFETMK 684 15 4 25.77 b3b6y8y14 1736.76 47.329 42019 3 579.59 -7.87

|P18206|VINC_HUMAN Vinculin 27 NQWIDNVEK 699 9 8 30.47 b1b4y5y7°y7*y7y9*y9 1145.56 50.189 39485 2 573.28 -1.81

|P18206|VINC_HUMAN Vinculin 28 DYLIDGSR 105 8 6 49.3 b3b6°b6b7y6y8 938.45 46.084 36652 2 469.73 -3.38

|P18206|VINC_HUMAN Vinculin 29 GQGSSPVAMQK 341 11 17 101.14
b2*b2b7°b7*b7b8*b8y1
y3y4y6*y6y7y8y9*y9y1

1
1089.53 26.903 34044 2 545.27 -5.49

|P18206|VINC_HUMAN Vinculin 30 Carbamidomethyl+C(7) TNLLQVCER 1046 9 5 30.47 b5y1y6y7y9 1132.58 51.190 30230 2 566.80 5.71

|P18206|VINC_HUMAN Vinculin 31 DPSASPGDAGEQAIR 285 15 11 88.96
b10y2y3y7*y7y10y11y1

2y13y14y15
1470.68 35.586 19412 2 735.85 1.58

|P18206|VINC_HUMAN Vinculin 32 GILEYLTVAEVVETMEDLVTYT K 139 23 6 28.79 b3b6b12b17y2y23 2616.33 136.894 6836 3 872.78 -1.87

|P18206|VINC_HUMAN Vinculin 33 QQELTHQEHR 178 10 7 51.87 y2y3°y3y4°y4y5y6 1305.61 14.556 6675 3 435.88 -11.87
|P18206|VINC_HUMAN Vinculin 34 NQGIEEALK 219 9 4 30.47 b7b8y5y9 1001.53 42.125 6288 1 1001.53 0.49
|P18206|VINC_HUMAN Vinculin 35 GNDIIAAAK 983 9 7 53.22 b2b4b6°b6*b6b8y4 872.48 26.972 4557 2 436.74 -8.11
|P18206|VINC_HUMAN Vinculin 36 GVGQAAIR 512 8 4 54.07 b3b5y4y6 771.45 26.205 4260 2 386.23 0.32
|P18206|VINC_HUMAN Vinculin 37 IPTISTQLK 1055 9 3 38.25 y5y7y8 1000.60 52.802 63520 2 500.80 -5.37
|P18206|VINC_HUMAN Vinculin 38 GILSGTSDLLLTFDEAEVR 113 19 5 46.17 y6y7y11y12y15 2036.06 100.666 22534 2 1018.53 2.16
|P18206|VINC_HUMAN Vinculin 39 EAFQPQEPDFPPPPPDLEQLR 832 21 3 13.86 b4b13y8 2447.22 78.654 17741 3 816.41 11.37
|P18206|VINC_HUMAN Vinculin 40 SFLDSGYR 815 8 4 40.85 y3y4y6°y6 944.47 52.206 15188 1 944.47 20.55
|P18206|VINC_HUMAN Vinculin 41 DDILR 428 5 1 13.21 y4 631.34 59.538 9909 1 631.34 -3.87
|P18206|VINC_HUMAN Vinculin 42 LNQAK 276 5 1 13.21 b3 573.34 89.809 8504 1 573.34 4.47

|P18206|VINC_HUMAN Vinculin 43 Carbamidomethyl+C(6) EILGTCK 319 7 3 40.45 b6y3y5 820.42 31.109 6333 2 410.72 0.67

|P18206|VINC_HUMAN Vinculin 44 LEAMTNSK 373 8 3 40.85 y3y6y7 893.43 123.987 3161 1 893.43 -12.50

|P18206|VINC_HUMAN Vinculin 45 IDAAQNWLADPNGGPEGEEQIR 387 22 5 24.21 b9b10b13*b13y12 2380.10 100.716 1820 3 794.04 -6.56

|P18206|VINC_HUMAN Vinculin 46 LANVMMGPYRQDLLAK 528 16 8 81.96
b3b4b7b9b10b11b12y1

1
1819.98 116.614 416352 3 607.33 12.48

|P18206|VINC_HUMAN Vinculin 47 DIAKASDEVTR 1020 11 6 55.94 b3y5y6y7°y7y8 1204.62 68.160 314478 2 602.81 4.05
|P18206|VINC_HUMAN Vinculin 48 AQQVSQGLDVLTAKVENAAR 352 20 4 19.74 b4b6y5y14 2098.14 118.298 148338 3 700.05 9.43

|P18206|VINC_HUMAN Vinculin 49 Carbamidomethyl+C(13) DMPPAFIKVENACTK 72 15 6 41.46 y4°y4y7y10*y10y12 1720.86 63.031 111304 4 430.97 9.72



|P18206|VINC_HUMAN Vinculin 50 KIDAAQNWLADPNGGPEGEEQIR 386 23 12 61.84
b7b11b14b15*b15y4y6*

y6y10y12*y12y14
2508.20 62.315 87342 3 836.74 -4.87

|P18206|VINC_HUMAN Vinculin 51 GWLRDPSASPGDAGEQAIR 281 19 3 14.93 b10b12y13 1982.99 55.639 21124 3 661.67 11.08
|P18206|VINC_HUMAN Vinculin 52 EVENSEDPKFR 769 11 6 70.92 b3y3y4y5y8y9 1349.62 29.782 13535 3 450.54 -13.11

|P18206|VINC_HUMAN Vinculin 53 MTGLVDEAIDTKSLLDASEEAIK 708 23 4 20.11 b10y3y5y20 2449.22 70.471 8086 3 817.08 -7.68

|P18206|VINC_HUMAN Vinculin 54 RMALLMAEMSR 992 11 3 31.28 b7b9b10 1308.67 83.024 7965 2 654.84 9.33

|P18206|VINC_HUMAN Vinculin 55
ATMLGRTNISDEESEQATEMLVH

NAQNLMQSVK
1070 33 4 22.85 b11b12°b12b26 3675.77 85.416 7214 4 919.70 7.77

|P18206|VINC_HUMAN Vinculin 56 EAVKAASDELSK 780 12 6 49.66 b3b4b9b11y7°y7 1247.64 58.951 5896 3 416.55 -6.46
|P18206|VINC_HUMAN Vinculin 57 REVENSEDPK 768 10 4 26.89 b4b6y6°y6 1202.55 69.022 3382 2 601.78 -12.99

|P18206|VINC_HUMAN Vinculin 58 WIDNPTVDDRGVGQAAIR 502 18 8 40.65
b7b14*b14b15°b15*b15

b16y16
1983.00 99.930 3348 3 661.67 0.25

|P18206|VINC_HUMAN Vinculin 59 AGEVINQPMMMAARQLHDEAR 889 21 3 13.86 b13y8y14 2368.11 106.443 1870 3 790.04 -11.03

|P18206|VINC_HUMAN Vinculin 60 Carbamidomethyl+C(6) EILGTCKMLGQMTDQVADLR 319 20 4 36.03 b16y9y10y11 2279.15 106.439 1818 3 760.39 13.71

|P18206|VINC_HUMAN Vinculin 61 Carbamidomethyl+C(2)
VCKGILEYLTVAEVVETMEDLVT

YTK
136 26 5 22.79 b8°b8y4y7y8 3003.54 137.599 1785 3 1001.85 3.50

|P18206|VINC_HUMAN Vinculin 62 GEGESPQARALASQLQDSLK 561 20 3 23.78 b10b11b14 2085.04 97.360 1521 3 695.68 -10.42
|P18206|VINC_HUMAN Vinculin 63 QGKGDSPEAR 450 10 4 26.89 b5*b5b9y9 1044.51 101.936 1502 1 1044.51 -0.35

|P18206|VINC_HUMAN Vinculin 64 Oxidation+M(19)
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 3 17.71 y4y12y22 3117.53 107.622 20776 4 780.14 -14.49

|P18206|VINC_HUMAN Vinculin 65 Oxidation+M(20) VLQLTSWDEDAWASKDTEAMK 246 21 3 22.32 b11b12y12 2440.16 62.347 3345 4 610.80 11.91

|P18206|VINC_HUMAN Vinculin 66 Oxidation+M(9) GQGSSPVAMQK 341 11 4 27.3 b7b8y5*y5 1105.52 66.781 3335 1 1105.52 -13.03
|P18206|VINC_HUMAN Vinculin 67 NQAAYEHFETMK 687 12 1 7.26 b5 1468.67 47.294 5120 2 734.84 14.38
|P18206|VINC_HUMAN Vinculin 68 PPDAPNR 615 7 0 4.05 766.38 51.329 4500 2 383.70 0.80
|P18206|VINC_HUMAN Vinculin 69 PSASPGDAGEQAIR 286 14 2 7.26 b13*b13 1355.64 35.534 2857 3 452.55 -12.25

|P18206|VINC_HUMAN Vinculin 70
ESILEPVAQQISHLVIMHEEGEVDG

K
9 26 7 33.47 b4b5°b5b7°b7b10b13 2887.47 110.908 1659 3 963.16 4.99

|P18206|VINC_HUMAN Vinculin 71 ETVQTTEDQILKR 59 13 0 3.24 1543.81 47.213 22130 3 515.27 11.70
|P18206|VINC_HUMAN Vinculin 72 ELLPVLISAMK 199 11 0 2.43 1195.71 91.528 3702 2 598.36 0.51

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 28 187.58

b2°b2b4°b4b5°b5b7°b7
b8b10°b10b11°b11b15b
16y1y2y3y5y6y7y8y9y1

0y12y14y22y24

2683.24 79.661 494433 4 671.57 -13.56

|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 44 321.92

b1b2°b2b3°b3b4°b4b5*
b5b6°b6*b6b7*b7b9b10
b11y2y3°y3y4°y4y5y7y
8y10y11*y11y12y13°y1
3y14y15*y15y16y18°y1
8y19°y19y20y21y22y23

y25

2894.41 122.269 302338 3 965.47 -0.84

|P08567|PLEK_HUMAN Pleckstrin 3
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 7 34.99 b5b13y4y6y7y10y22 2666.29 92.296 138534 3 889.44 11.90

|P08567|PLEK_HUMAN Pleckstrin 4 QQDHFFQAAFLEER 75 14 13 68.65
b3°b3b7°b7b14y2y3°y3

y6y9y10y12y14
1765.82 72.033 96309 3 589.28 -6.77

|P08567|PLEK_HUMAN Pleckstrin 5
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 20 71.1

b4°b4b5°b5*b5b6°b6b1
3b15°b15*b15y1y2y7y1

0*y10y11y13y17y24
2552.23 91.479 78138 3 851.41 -3.64

|P08567|PLEK_HUMAN Pleckstrin 6 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 9 72.13
y2y3y4y7°y7y8y9y10y1

4
1553.75 41.941 32867 2 777.38 4.79



|P08567|PLEK_HUMAN Pleckstrin 7 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 11 68.76
b2b3y3y4y8*y8y10*y10

y11y12y15
1593.74 29.992 19677 3 531.92 -13.25

|P08567|PLEK_HUMAN Pleckstrin 8 LPETIDLGALYLSMKDTEK 119 19 6 28.46 b13b14y1y5y8°y8 2137.09 88.629 18291 3 713.04 -8.23

|P08567|PLEK_HUMAN Pleckstrin 9 GSVFNTWKPMWVVLLEDGIEFYK 14 23 9 28.22 b2b3°b3b7y1y2y3y4y8 2758.39 125.306 9798 3 920.14 -1.42

|P08567|PLEK_HUMAN Pleckstrin 10 Carbamidomethyl+C(2) GCVVTSVESNSNGR 293 14 6 39.8 b3b6b13b14y8y10 1465.69 50.847 3430 2 733.35 10.74

|P08567|PLEK_HUMAN Pleckstrin 11 QQDHFFQAAFLEERDAWVR 75 19 3 14.93 b9y5y7 2393.12 102.558 2014 3 798.38 -7.96

|P08567|PLEK_HUMAN Pleckstrin 12 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 3 20.63 b12y9y12 1397.66 62.440 67165 3 466.56 16.86

|P08567|PLEK_HUMAN Pleckstrin 13 LPETIDLGALYLSMK 119 15 5 52.33 y3y4y10y11y13 1663.90 95.493 50045 2 832.45 -0.07

|P08567|PLEK_HUMAN Pleckstrin 14
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 7 45.11 b7b19y3y11y12y13y21 2822.39 86.436 69105 3 941.47 1.82

|P08567|PLEK_HUMAN Pleckstrin 15
KSEEENLFEIITADEVHYFLQAATP

K
307 26 3 12.13 b7y6y13 3022.50 116.435 62830 3 1008.17 -1.29

|P08567|PLEK_HUMAN Pleckstrin 16
SEEENLFEIITADEVHYFLQAATPK

ER
308 27 4 17.77 b3b11b13y12 3179.51 94.363 4877 3 1060.51 -13.97

|P08567|PLEK_HUMAN Pleckstrin 17 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 3 18.12 b3b5y6 1593.78 78.590 2494 3 531.93 11.80

|P08567|PLEK_HUMAN Pleckstrin 18 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 3 19.27 b7y10y12 1553.72 78.732 1824 2 777.36 -13.36

|P08567|PLEK_HUMAN Pleckstrin 19 Phosphoryl STY(13) LPETIDLGALYLSMKDTEK 119 19 4 14.93 b14°b14y3y5 2217.09 94.317 1728 2 1109.05 11.45

|P08567|PLEK_HUMAN Pleckstrin 20 Oxidation+M(22)
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 7 28.37

b4b7b10°b10b14y14*y1
4

2568.23 88.565 13567 3 856.75 0.10

|P08567|PLEK_HUMAN Pleckstrin 21 Carbamidomethyl+C(6) TLTSPCQDFGKR 53 12 1 7.31 b7 1409.69 42.021 4610 3 470.57 5.80

|P08567|PLEK_HUMAN Pleckstrin 22 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 0 3.64 1195.56 41.914 4529 2 598.29 9.60

|P08567|PLEK_HUMAN Pleckstrin 23 QQDHFFQAAFLEER 75 14 0 3.64 1747.80 72.018 1533 3 583.27 -7.96

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

1 AVFVDLEPTVIDEVR 64 15 21 201.65
b3b4b5b6b7b13b14y2y3
y4°y4y5°y5y8y9°y9y10y

11y12y13y15
1701.91 84.492 273928 2 851.46 3.37

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 18 183.45
b2b3b4b5b6*b6b10°b10
b12y3y4y6y7y8y9y10y1

2y13
1584.75 82.921 137137 2 792.88 1.93

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 LISQIVSSITASLR 229 14 9 86.51 b4°b4b5y3y4y5y8y9y12 1487.88 100.837 88935 2 744.44 2.05

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 EIIDLVLDR 112 9 8 61.66 b2b3y1y3y4y5y6y9 1085.62 79.694 76890 2 543.31 -4.39

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 39.61 b3b7b9b10y7y9y11 2750.30 73.543 69795 3 917.44 4.70

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 EDMAALEK 422 8 7 49.3 b2b4°b4y3y4y5y8 906.42 36.781 55448 2 453.71 -4.85

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 LSVDYGKK 156 8 8 67.28 b2y3y4y5y6°y6y7y8 909.50 29.926 30988 2 455.25 -5.50

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 ATSNVFAMFDQSQIQEFK 17 18 7 24.8 b5*b5y2y4y10y14y18 2091.00 90.205 78805 2 1046.00 7.12

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 LNGTDPEDVIR 93 11 13 87.14
b5°b5y1y3y4y5°y5y6y7

y8y9°y11*y11
1228.62 49.031 76391 2 614.81 0.70



|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 ELLTTMGDR 124 9 6 54.47 b9y3y5y6y7y9 1035.51 49.154 23517 2 518.26 -1.53

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 EAFNMIDQNRDGFIDK 35 16 3 17.15 b11b13y6 1912.89 60.283 9663 3 638.30 4.08

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5 Carbamidomethyl+C(5) NAFACFDEEASGFIHEDHLR 104 20 6 39.17 b14y4y5y6y9°y9 2364.99 81.374 21555 4 592.00 -17.55

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 FTDEEVDEMYR 133 11 4 47.5 y3y4y5y8 1433.62 54.242 16954 2 717.31 19.93

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7 Phosphoryl STY(10) FTDEEVDEMYR 133 11 7 69.95
b8b9y3_H3PO4 
y3y4_H3PO4 

y4y5_H3PO4 y5y6°y6
1513.55 18.187 4240 2 757.28 4.52

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 Oxidation+M()
EAFNMIDQNRDGFIDKEDLHDML

ASLGK
35 28 6 50.04 y8°y8y9y11y12y13 3238.52 100.136 8150 3 1080.18 2.04

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

9 Oxidation+M(9) FTDEEVDEMYR 133 11 4 24.29 b6y4°y4y8 1449.58 26.014 2339 2 725.29 -1.60

|P35579|MYH9_HUMAN Myosin-9 1 LQQELDDLLVDLDHQR 1417 16 23 153.97

b2*b2b6*b6b12b14*b1
4y1y3*y3y4y5y6y7*y7y
8y10*y10y11y12y14*y1

4y16

1949.98 85.973 324902 3 650.66 -8.01

|P35579|MYH9_HUMAN Myosin-9 2 IAEFTTNLTEEEEK 1000 14 15 118.29
b2b10b13b14y4°y4y6y7
y8y10y11y12*y12y13y1

4
1653.78 57.538 301736 2 827.40 -0.37

|P35579|MYH9_HUMAN Myosin-9 3 IMGIPEEEQMGLLR 327 14 7 45.24 b2b3b4y6y10y12y14 1615.82 78.218 259808 2 808.41 2.12

|P35579|MYH9_HUMAN Myosin-9 4 IIGLDQVAGMSETALPGAFK 617 20 16 115.43
b2b3b5b7b15b20y2y3y4

y5y6y7y8y13y16y20
2018.07 90.189 256314 2 1009.54 2.90

|P35579|MYH9_HUMAN Myosin-9 5 QLLQANPILEAFGNAK 209 16 32 198.08

b2*b2b3*b3b4*b4b5*b
5b6*b6b12b15b16y1y2y
4*y4y5y6y7°y7*y7y8y1
0*y10y11y12y13*y13y1

4*y14y16

1726.95 91.473 248530 2 863.98 -1.63

|P35579|MYH9_HUMAN Myosin-9 6 IAQLEEELEEEQGNTELINDR 1730 21 21 134.02
b3b11°b11*b11b12*b12
b15b18*b18y2y3*y3y4y
5y6y7y8y10y12y16y21

2472.17 71.015 206213 3 824.73 -0.40

|P35579|MYH9_HUMAN Myosin-9 7 IAQLEEQLDNETK 1815 13 17 167.23
b3b4b5b6b9b11*b11b1
2y5*y5y6y7y9y10*y10y

11y13
1530.77 51.894 193818 2 765.89 3.99

|P35579|MYH9_HUMAN Myosin-9 8 DFSALESQLQDTQELLQEENR 1301 21 17 84.39
b2b3°b3b4°b4y3°y3y4°y
4y5°y5*y5y6y8y11y15y

21
2493.17 91.884 183408 3 831.73 -2.84

|P35579|MYH9_HUMAN Myosin-9 9 LDPHLVLDQLR 682 11 8 81.71 b1y3y4y5y6y7y9y11 1318.74 71.455 181095 2 659.88 -2.68

|P35579|MYH9_HUMAN Myosin-9 10 LTEMETLQSQLMAEK 867 15 16 123.16
b3b7b12b14°b14y1y3y4
y7y9y11*y11y12°y12y1

3y15
1751.86 73.704 156726 2 876.43 3.07

|P35579|MYH9_HUMAN Myosin-9 11 LQVELDNVTGLLSQSDSK 1277 18 18 96.77
b2*b2b3b4b6y2°y2y4°y
4y6°y6y12y13y14y15y1

6°y16y18
1946.02 81.328 154550 2 973.51 5.27

|P35579|MYH9_HUMAN Myosin-9 12 DELADEIANSSGK 1703 13 21 172
b2°b2b3b4b7b9b12y1y2
y3y4y5*y5y6y8°y8y9y1

0*y10y11y13
1348.63 49.981 144663 2 674.82 2.53



|P35579|MYH9_HUMAN Myosin-9 13 ANLQIDQINTDLNLER 1754 16 21 123.77
b2*b2b3*b3b4*b4b7°b7
b12b15y3y4y5y6*y6y8y

11°y11y12*y12y16
1869.97 72.495 138864 2 935.49 3.85

|P35579|MYH9_HUMAN Myosin-9 14 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 8 33.43 b2b3y1y4y10y13y18y20 2286.10 80.061 131555 3 762.70 -5.55

|P35579|MYH9_HUMAN Myosin-9 15 EEILAQAK 1661 8 10 62.51
b6°b6y1y2y3*y3y4y5y6

y8
901.49 35.442 128940 2 451.25 -6.91

|P35579|MYH9_HUMAN Myosin-9 16 TQLEELEDELQATEDAK 1538 17 24 172.26

b2*b2b5b6b9b10b11*b
11b12°b12*b12b13*b13
b14y2y4y5y6y9y13*y13

y14y15y17

1961.93 79.205 128856 2 981.47 5.60

|P35579|MYH9_HUMAN Myosin-9 17 VEAQLQELQVK 1249 11 12 63.93
b1b2b4b9y2y3*y3y7y8y

9*y9y11
1284.71 53.533 128451 2 642.86 -6.65

|P35579|MYH9_HUMAN Myosin-9 18 LQEMEGTVK 1793 9 10 80.9
y2y3y4y5y6y7y8°y8*y8

y9
1034.52 33.023 127448 2 517.76 -1.18

|P35579|MYH9_HUMAN Myosin-9 19 ALEQQVEEMK 1528 10 19 70.51
b1b2b3b8°b8b10y1y2y4
°y4y6°y6*y6y7°y7*y7y8

*y8y10
1204.59 46.164 127026 2 602.80 -0.71

|P35579|MYH9_HUMAN Myosin-9 20 ELESQISELQEDLESER 1107 17 18 121.62
b2b3b5°b5b6°b6*b6b12
y3y4y5y6y8*y8y10y11y

14y17
2033.96 79.792 126224 2 1017.49 6.48

|P35579|MYH9_HUMAN Myosin-9 21 ASITALEAK 1806 9 6 38.25 b1y2y5y6y8y9 903.51 42.629 116549 2 452.26 -9.39

|P35579|MYH9_HUMAN Myosin-9 22 EEVGEEAIVELVENGKK 47 17 11 81.99
b2°b2b8y4y5y8y9y10y1

4y15y17
1871.94 75.934 116060 3 624.65 -10.56

|P35579|MYH9_HUMAN Myosin-9 23 YEILTPNSIPK 720 11 6 35.28 b2b3b9y6y9y11 1274.70 62.781 113232 2 637.85 1.15
|P35579|MYH9_HUMAN Myosin-9 24 LEVNLQAMK 1557 9 7 54.47 b2y3y6y7*y7y8y9 1045.57 58.360 103742 2 523.29 -5.37

|P35579|MYH9_HUMAN Myosin-9 25 MQQNIQELEEQLEEEESAR 940 19 21 148.56
b2*b2b5*b5b6b7b8b12
y2y3y4°y4y5y7y8y12*y

12y14y15y17y19
2333.07 75.390 98076 2 1167.04 5.34

|P35579|MYH9_HUMAN Myosin-9 26 QLEEAEEEAQR 1877 11 14 100.35
b7b11y3y4y5*y5y6*y6y

7y8*y8y9°y9y11
1331.60 30.119 98046 2 666.31 -2.29

|P35579|MYH9_HUMAN Myosin-9 27 VVFQEFR 711 7 10 63.86
b6y1y2y3y4°y4*y4y5y6

y7
924.48 56.082 92448 2 462.75 -9.57

|P35579|MYH9_HUMAN Myosin-9 28 ELEDATETADAMNR 1898 14 10 109.35
y2y3y4y6y7y9y10y11y1

2y14
1565.68 43.639 90356 2 783.34 3.20

|P35579|MYH9_HUMAN Myosin-9 29 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 12 122.17
b3b6b7b8b9y4y5y7y8y9

y12y14
1760.84 55.312 88853 2 880.92 2.63

|P35579|MYH9_HUMAN Myosin-9 30
FLSNGHVTIPGQQDKDMFQETME

AMR
301 26 11 63.97

b6°b6y2y3y4y5y6°y6y7
y13y26

3010.39 77.319 87508 4 753.35 2.03

|P35579|MYH9_HUMAN Myosin-9 31 DLEGLSQR 1392 8 8 51.06 b4b5°b5y1y3y5y8*y8 917.46 39.868 87342 2 459.24 -5.52

|P35579|MYH9_HUMAN Myosin-9 32 ALEEAMEQK 1483 9 6 61.66 b7y2y5y6y7y8 1048.50 34.083 87060 2 524.75 -1.51

|P35579|MYH9_HUMAN Myosin-9 33 TEMEDLMSSKDDVGK 1503 15 10 87.7
b3b10b13y3y8y9y11y12

y13y15
1684.73 51.595 82546 3 562.25 -4.78

|P35579|MYH9_HUMAN Myosin-9 34 NFINNPLAQADWAAK 14 15 7 29.42 b2b3y6y8y10*y10y15 1672.85 78.595 79415 2 836.93 3.58

|P35579|MYH9_HUMAN Myosin-9 35 ALELDSNLYR 745 10 9 54.29 b2b8b9y2y4y5°y5y8y10 1193.61 60.236 78184 2 597.31 -2.35

|P35579|MYH9_HUMAN Myosin-9 36 QIATLHAQVADMK 1357 13 11 95.73
y1y2y3y4y6*y6y7y8y10

y11y13
1425.74 47.076 74059 3 475.92 -5.91

|P35579|MYH9_HUMAN Myosin-9 37 KEEELQAALAR 1080 11 19 129.79
b2°b2b3°b3b4b6°b6b8y
1y4y5y7y8y9°y9y10°y1

0y11*y11
1257.67 43.025 73666 2 629.34 -4.66

|P35579|MYH9_HUMAN Myosin-9 38 DLGEELEALK 1135 10 5 47.89 b3b7°b7b9y3 1116.58 72.867 630392 558.79 -0.77
|P35579|MYH9_HUMAN Myosin-9 39 AGVLAHLEEER 764 11 6 50.51 y2y3y4y5y6y11 1223.63 50.165 59868 2 612.32 -5.79



|P35579|MYH9_HUMAN Myosin-9 40 SMEAEMIQLQEELAAAER 1676 18 23 188.4
b2b3b5b12b13°b13b14b
15y1y2y3y4y5°y5y6y7y
8y9*y9y10y11*y11y12

2048.95 94.257 55509 3 683.66 -5.24

|P35579|MYH9_HUMAN Myosin-9 41 Carbamidomethyl+C(7) MEDSVGCLETAEEVKR 1372 16 10 81.96
b2b3y3y4y6°y6y7y8y9y

11
1852.83 48.911 52454 3 618.28 -7.18

|P35579|MYH9_HUMAN Myosin-9 42 NTDQASMPDNTAAQK 358 15 9 55.34
b2b15y3y8*y8y9y10y11

y15
1591.70 27.066 51228 2 796.35 0.08

|P35579|MYH9_HUMAN Myosin-9 43 Carbamidomethyl+C(1) CNGVLEGIR 693 9 7 54.47 b2*b2y3y4y5y7y9 1017.51 49.140 45436 2 509.26 -2.88

|P35579|MYH9_HUMAN Myosin-9 44 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 4 26.21 y8y10y13y15 1696.75 54.056 39528 2 848.88 6.48

|P35579|MYH9_HUMAN Myosin-9 45 EEELQAALAR 1081 10 6 40.11 b6y3y5y6y10*y10 1129.58 49.841 39172 2 565.30 -0.32
|P35579|MYH9_HUMAN Myosin-9 46 NLPIYSEEIVEMYK 125 14 6 39 b3b4b7y9y12y14 1727.86 82.298 33581 2 864.44 4.24

|P35579|MYH9_HUMAN Myosin-9 47 THEAQIQEMR 1181 10 16 88.49
b2°b2b3°b3b4y2y4*y4y
5y6*y6y7*y7y8*y8y10

1242.59 29.527 32992 2 621.80 -0.69

|P35579|MYH9_HUMAN Myosin-9 48 IRELESQISELQEDLESER 1105 19 5 31.57 b4b5b7b14y19 2303.15 80.070 30977 2 1152.08 6.89

|P35579|MYH9_HUMAN Myosin-9 49 LEGDSTDLSDQIAELQAQIAELK 1052 23 9 53.47 b4b14y1y2y3°y3y4y5y6 2487.26 101.791 30443 2 1244.13 5.20

|P35579|MYH9_HUMAN Myosin-9 50 VKPLLQVSR 833 9 5 38.25 y2y4y5y7y9 1039.66 43.884 26075 2 520.33 -0.94

|P35579|MYH9_HUMAN Myosin-9 51 Carbamidomethyl+C(13) SMMQDREDQSILCTGESGAGK 159 21 6 22.32 b11*b11y8y9°y9y21 2299.99 50.217 18751 3 767.34 -0.42

|P35579|MYH9_HUMAN Myosin-9 52 GALALEEK 1716 8 4 33.07 b3y3y4y8 830.45 35.110 11934 1 830.45 -14.77
|P35579|MYH9_HUMAN Myosin-9 53 IAQLEEQLDNETKER 1815 15 4 18.12 b9y6y8y15 1815.90 50.621 11680 3 605.97 -2.49

|P35579|MYH9_HUMAN Myosin-9 54
SGFEPASLKEEVGEEAIVELVENG

K
38 25 3 35.18 y3y4y5 2660.30 89.145 6361 3 887.44 -11.20

|P35579|MYH9_HUMAN Myosin-9 55 FLSNGHVTIPGQQDK 301 15 4 18.12 b8°b8y4y6 1640.82 83.617 2011 3 547.61 -12.35

|P35579|MYH9_HUMAN Myosin-9 56 VSHLLGINVTDFTR 373 14 14 123.42
b3°b3b5b6b8y3y4y5y6y

7°y7*y7y9y10
1571.83 75.321 188221 3 524.62 -14.99

|P35579|MYH9_HUMAN Myosin-9 57 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 9 113.56 b3b7b8y3y4y5y7y8y9 1294.60 59.094 61157 3 432.21 -18.20

|P35579|MYH9_HUMAN Myosin-9 58 VIQYLAYVASSHK 186 13 8 74.74
y5°y5y6y8y9y10y11*y1

1
1478.77 61.211 58406 3 493.60 -17.17

|P35579|MYH9_HUMAN Myosin-9 59 LQQLFNHTMFILEQEEYQR 475 19 4 22.71 b7y4y5*y5 2467.23 102.138 56961 3 823.08 7.22

|P35579|MYH9_HUMAN Myosin-9 60 Carbamidomethyl+C(14) LQLQEQLQAETELCAEAEELR 882 21 3 13.86 b3b11y16 2501.21 81.596 46169 2 1251.11 -2.83

|P35579|MYH9_HUMAN Myosin-9 61 ADEWLMK 580 7 3 40.45 y3y4y5 892.42 56.084 32041 2 446.71 -2.39

|P35579|MYH9_HUMAN Myosin-9 62 EEVGEEAIVELVENGK 47 16 7 17.15
b14°b14y5°y5*y5y12°y1

2
1743.88 91.366 25743 2 872.44 9.59

|P35579|MYH9_HUMAN Myosin-9 63 Carbamidomethyl+C(7) EDQSILCTGESGAGK 165 15 3 26.21 y8y10y11 1551.71 42.759 19491 2 776.36 8.42

|P35579|MYH9_HUMAN Myosin-9 64 DYVQK 398 5 2 13.21 b4*b4 652.33 33.571 13465 1 652.33 -5.15
|P35579|MYH9_HUMAN Myosin-9 65 ALSLAR 1477 6 1 13.62 y5 630.39 35.369 7529 1 630.39 1.55
|P35579|MYH9_HUMAN Myosin-9 66 QTLENER 1219 7 6 37.44 b4°b4*b4b5°b5y4 889.43 48.934 7126 2 445.22 -6.73
|P35579|MYH9_HUMAN Myosin-9 67 DMFQETMEAMR 316 11 7 47.5 b3°b3b4°b4*b4b5b7 1388.56 18.191 7054 3 463.52 -5.54
|P35579|MYH9_HUMAN Myosin-9 68 AEAEAR 1466 6 2 13.62 y5°y5 646.31 54.256 6732 1 646.31 -5.67
|P35579|MYH9_HUMAN Myosin-9 69 QAQQER 1697 6 3 13.62 y4°y4*y4 759.38 34.978 5936 2 380.19 10.05
|P35579|MYH9_HUMAN Myosin-9 70 LQLEK 961 5 2 13.21 b4*b4 630.38 22.953 5166 2 315.70 3.97
|P35579|MYH9_HUMAN Myosin-9 71 AQFER 1566 5 1 13.21 b3 650.32 39.797 4782 1 650.32 -8.17
|P35579|MYH9_HUMAN Myosin-9 72 NWQWWR 823 6 2 26.83 b3b4 975.45 23.918 3218 2 488.23 -7.13
|P35579|MYH9_HUMAN Myosin-9 73 NDNSSR 228 6 1 13.62 y3 692.30 96.977 3204 1 692.30 10.40
|P35579|MYH9_HUMAN Myosin-9 74 HEMPPHIYAITDTAYR 143 16 5 28.32 b14°b14y3y4y6 1914.93 88.719 2334 2 957.97 4.65
|P35579|MYH9_HUMAN Myosin-9 75 DLEAHIDSANK 1620 11 5 24.29 b3b9°b9y8*y8 1212.58 136.355 2319 1 1212.58 -4.53

|P35579|MYH9_HUMAN Myosin-9 76 INFDVNGYIVGANIETYLLEK 2 40 21 6 13.86 b6°b6b10°b10y12°y12 2385.20 106.513 2283 3 795.74 -15.35

|P35579|MYH9_HUMAN Myosin-9 77 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 7 45.5 b3b4°b4b10b12*b12y9 1641.74 81.419 1996 2 821.37 -6.84

|P35579|MYH9_HUMAN Myosin-9 78 VTTEAK 966 6 1 13.62 y4 648.36 38.543 1763 2 324.68 7.34



|P35579|MYH9_HUMAN Myosin-9 79 ADGAEAKPAE 1950 10 5 28.65 b8b9°b9y4°y4 958.46 116.603 1522 1 958.46 12.99

|P35579|MYH9_HUMAN Myosin-9 80
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 37 267.06

b3b4b5b7b8°b8b9°b9b1
2°b12b14b16b20b21°b2
1b24°b24b25b26y5°y5*
y5y6*y6y7*y7y8y9°y9*
y9y10°y10*y10y11y12y

14y15

3017.48 118.586 182212 3 1006.50 0.40

|P35579|MYH9_HUMAN Myosin-9 81 Carbamidomethyl+C(27)
RQGASFIGILDIAGFEIFDLNSFEQL

CINYTNEK
441 34 6 23.57 b3b33y10y11*y11y28 3922.90 96.089 124010 4 981.48 -9.40

|P35579|MYH9_HUMAN Myosin-9 82 EQLEEEEEAKHNLEK 1342 15 11 73.53
b13y7y8y9°y9*y9y10*y

10y12y13°y13
1854.86 35.534 103424 3 618.96 -8.95

|P35579|MYH9_HUMAN Myosin-9 83 KLEGDSTDLSDQIAELQAQIAELK 1051 24 24 218.96

b5b7°b7b8b9°b9b10b11
b12°b12*b12b13b14°b1
4b15b16y3y4y5y6y7y8y

9y11

2615.34 97.245 102749 3 872.45 -0.37

|P35579|MYH9_HUMAN Myosin-9 84
NMDPLNDNIATLLHQSSDKFVSEL

WK
587 26 4 15.78 b3b5y5y10 3015.47 104.920 95186 4 754.62 -7.21

|P35579|MYH9_HUMAN Myosin-9 85 HSQAVEELAEQLEQTKR 1193 17 5 16.3 b5°b5*b5b9y8 1995.98 66.071 78694 3 666.00 -13.58
|P35579|MYH9_HUMAN Myosin-9 86 AGKLDPHLVLDQLR 679 14 5 52.23 b3b4b5y6y7 1574.88 66.596 69116 3 525.63 -11.24

|P35579|MYH9_HUMAN Myosin-9 87 RGDLPFVVPR 1922 10 9 104.72 b3°b3b4b6b7y4y5y6y7 1155.66 61.055 63931 2 578.33 -6.97

|P35579|MYH9_HUMAN Myosin-9 88 YLYVDKNFINNPLAQADWAAK 8 21 3 13.86 b3y5y8 2454.25 83.263 58373 3 818.75 0.70

|P35579|MYH9_HUMAN Myosin-9 89 RQAQQER 1696 7 3 40.45 b4y4y6 915.49 33.601 54061 2 458.25 13.73
|P35579|MYH9_HUMAN Myosin-9 90 KLVWVPSDK 29 9 3 30.47 b5y3y4 1071.62 51.380 47135 2 536.31 1.48

|P35579|MYH9_HUMAN Myosin-9 91
ALEQQVEEMKTQLEELEDELQAT

EDAK
1528 27 6 40.87 b12y3y4y5y10y13 3147.50 104.959 41144 3 1049.84 4.50

|P35579|MYH9_HUMAN Myosin-9 92 DLEAHIDSANKNR 1620 13 9 78.92 b4y3y5y6*y6y7y8*y8y9 1482.72 32.071 39203 3 494.91 -8.23

|P35579|MYH9_HUMAN Myosin-9 93 TELADKVTK 1268 9 4 45.44 b3y3y6y7 1004.55 26.594 39191 2 502.78 -10.03

|P35579|MYH9_HUMAN Myosin-9 94 EEELQAALARVEEEAAQK 1081 18 6 24.8 b9°b9b11b16y14°y14 2014.00 61.363 36550 2 1007.50 -5.88

|P35579|MYH9_HUMAN Myosin-9 95 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 7 57.55 b7*b7b8y3y6y7y8 1888.91 51.351 33411 3 630.31 -11.44

|P35579|MYH9_HUMAN Myosin-9 96 RHEMPPHIYAITDTAYR 142 17 8 32.73
b7°b7b13°b13y5°y5y7y

11
2071.03 108.427 28355 3 691.01 4.72

|P35579|MYH9_HUMAN Myosin-9 97 LKSMEAEMIQLQEELAAAER 1674 20 4 36 b8b9y12y13 2290.12 100.703 23750 3 764.05 -8.21
|P35579|MYH9_HUMAN Myosin-9 98 QLEEAEEEAQRANASR 1877 16 3 23.68 b4y4y5 1830.87 105.216 23239 2 915.94 9.33

|P35579|MYH9_HUMAN Myosin-9 99
LEGDSTDLSDQIAELQAQIAELKM

QLAK
1052 28 4 22.72 b12b14°b14b15 3058.58 90.145 21137 4 765.40 7.66

|P35579|MYH9_HUMAN Myosin-9 100 IAQLEEELEEEQGNTELINDRLK 1730 23 4 19.45 b7b9b12°b12 2713.35 107.726 12107 4 679.09 -1.89

|P35579|MYH9_HUMAN Myosin-9 101 KANLQIDQINTDLNLER 1753 17 7 32.73 b3*b3b8b12y6°y6y8 1998.05 66.018 11478 2 999.53 -3.67

|P35579|MYH9_HUMAN Myosin-9 102 KMQQNIQELEEQLEEEESAR 939 20 5 25.23 b11b12*b12b14y14 2461.16 69.617 10699 3 821.06 2.28
|P35579|MYH9_HUMAN Myosin-9 103 QFRTEMEDLMSSK 1500 13 6 41.32 b4*b4b6b7b10*b10 1601.73 79.597 9007 2 801.37 -0.46
|P35579|MYH9_HUMAN Myosin-9 104 YEILTPNSIPKGFMDGK 720 17 5 26.13 b5y3y8°y8y14 1909.96 97.513 8060 2 955.49 -4.35

|P35579|MYH9_HUMAN Myosin-9 105 QVEDEKNSFR 1332 10 9 91.51 b3b6°b6b8y4°y4y7y8y9 1251.59 68.237 7932 2 626.30 -3.12

|P35579|MYH9_HUMAN Myosin-9 106 TQLEELEDELQATEDAKLR 1538 19 4 14.93 b3*b3b9y3 2231.09 80.162 7895 3 744.37 -7.44
|P35579|MYH9_HUMAN Myosin-9 107 IAEFTTNLTEEEEKSK 1000 16 3 17.15 b6b12y10 1868.94 65.868 7613 2 934.97 13.85

|P35579|MYH9_HUMAN Myosin-9 108 Carbamidomethyl+C(12)FSKVEDMAELTCLNEASVLHNLK 79 23 5 20.11 b17°b17y11y17y20 2648.30 136.808 7544 2 1324.65 -3.87

|P35579|MYH9_HUMAN Myosin-9 109 ATDKSFVEK 536 9 4 30.47 b3b4°b4y7 1024.52 61.291 6883 2 512.76 -13.34

|P35579|MYH9_HUMAN Myosin-9 110 ELESQISELQEDLESERASR 1107 20 7 27.98 b9°b9*b9b11b16y12y14 2348.11 77.271 6565 2 1174.56 -4.89

|P35579|MYH9_HUMAN Myosin-9 111 AGVLAHLEEERDLK 764 14 4 30.72 b3b4b6y3 1579.83 85.919 6373 2 790.42 -6.88



|P35579|MYH9_HUMAN Myosin-9 112 LLEDRIAEFTTNLTEEEEK 995 19 7 38.1 b4°b4b9b14y4y8y12 2280.11 47.227 5134 3 760.71 -4.71

|P35579|MYH9_HUMAN Myosin-9 113 THEAQIQEMRQK 1181 12 4 32.16 b4b9y9y11 1498.74 84.259 4993 2 749.88 0.00
|P35579|MYH9_HUMAN Myosin-9 114 KGAGDGSDEEVDGK 1936 14 5 38.5 b5b6b7°b7y12 1363.61 46.126 3959 2 682.31 12.09
|P35579|MYH9_HUMAN Myosin-9 115 ERNTDQASMPDNTAAQK 356 17 4 16.3 b8b12°b12y11 1876.84 50.250 3586 2 938.93 -0.46
|P35579|MYH9_HUMAN Myosin-9 116 RALEQQVEEMK 1527 11 3 27.3 b9y4y5 1360.70 76.866 2847 3 454.24 6.55
|P35579|MYH9_HUMAN Myosin-9 117 DLQGRDEQSEEK 1571 12 4 36.14 b4b9y4y5 1433.66 77.358 2733 2 717.33 4.77
|P35579|MYH9_HUMAN Myosin-9 118 TEMEDLMSSKDDVGK 1503 15 4 26.21 y5°y5y6y10 1684.77 76.345 2630 3 562.26 14.71

|P35579|MYH9_HUMAN Myosin-9 119 MQQNIQELEEQLEEEESARQK 940 21 4 13.86 b9°b9y8y11 2589.18 103.752 2052 3 863.73 -10.94

|P35579|MYH9_HUMAN Myosin-9 120 Carbamidomethyl+C(7) EDQSILCTGESGAGKTENTK 165 20 6 38.75 b10*b10b11b13y12y13 2124.98 54.696 2030 2 1062.99 2.30

|P35579|MYH9_HUMAN Myosin-9 121 LEMDLKDLEAHIDSANK 1614 17 9 42.72
b8°b8b12°b12y4y5y10y

12°y12
1941.95 109.999 1901 2 971.48 -2.07

|P35579|MYH9_HUMAN Myosin-9 122 QTLENERGELANEVK 1219 15 3 26.21 b5b8b14 1729.88 75.364 1709 3 577.30 7.27

|P35579|MYH9_HUMAN Myosin-9 123 Phosphoryl STY(17) INFDVNGYIVGANIETYLLEK 240 21 7 37
b6b9b11b15_H3PO4 

b15°b15y3y9
2465.20 92.663 236315 3 822.40 3.27

|P35579|MYH9_HUMAN Myosin-9 124 Phosphoryl STY(6) LTEMETLQSQLMAEK 867 15 3 26.21 b4b5b11 1831.84 87.336 13885 3 611.28 14.19
|P35579|MYH9_HUMAN Myosin-9 125 Phosphoryl STY(4) QIATLHAQVADMK 1357 13 4 32.29 b5y3y8y9 1505.73 23.932 4038 3 502.58 11.51

|P35579|MYH9_HUMAN Myosin-9 126 Phosphoryl STY(13) IIGLDQVAGMSETALPGAFK 617 20 4 14.36 b11b13°b13y6 2098.00 59.042 3277 3 700.00 -10.01

|P35579|MYH9_HUMAN Myosin-9 127 Oxidation+M(12) LTEMETLQSQLMAEK 867 15 4 18.12 b7y6*y6y13 1767.85 70.996 124517 2 884.43 -1.52

|P35579|MYH9_HUMAN Myosin-9 128
Carbamidomethyl+C(13)

;Oxidation+M()
SMMQDREDQSILCTGESGAGK 159 21 4 13.86 b14y10y12°y12 2315.96 70.990 2984 2 1158.48 -12.02

|P35579|MYH9_HUMAN Myosin-9 129
Carbamidomethyl+C(8);

Oxidation+M(9)
LQAQMKDCMRELDDTR 1642 16 6 28.32 b7*b7b8°b8b10y11 2025.92 48.255 1851 2 1013.46 1.33

|P35579|MYH9_HUMAN Myosin-9 130 Carbamidomethyl+C(7) MEDSVGCLETAEEV 1372 14 0 4.45 1568.64 48.990 16170 2 784.82 -5.53

|P35579|MYH9_HUMAN Myosin-9 131 PHLVLDQLR 684 9 1 7.86 b3 1090.63 71.463 14366 2 545.82 -2.01
|P35579|MYH9_HUMAN Myosin-9 132 EQLDNETKER 1820 10 0 4.05 1261.62 50.548 9938 2 631.31 10.64
|P35579|MYH9_HUMAN Myosin-9 133 DPHLVLDQLR 683 10 0 2.43 1205.66 71.480 3787 2 603.33 -3.54
|P35579|MYH9_HUMAN Myosin-9 134 ELDSNLYR 747 8 0 2.02 1009.49 60.272 2822 2 505.25 -9.55
|P35579|MYH9_HUMAN Myosin-9 135 GEEAIVELVENGK 50 13 0 8.1 1386.70 89.130 2711 2 693.85 -9.95
|P35579|MYH9_HUMAN Myosin-9 136 DNVTGLLSQSDSK 1282 13 0 5.26 1363.67 81.270 2030 2 682.34 2.95
|P35579|MYH9_HUMAN Myosin-9 137 ATLHAQVADMK 1359 11 2 16.44 b4b9 1184.61 47.098 1866 2 592.81 -2.37

|P35579|MYH9_HUMAN Myosin-9 138 FLSNGHVTIPGQQDKDMFQET 301 21 4 18.28 y4y13*y13y15 2392.12 77.294 1724 2 1196.56 -2.45

|P35579|MYH9_HUMAN Myosin-9 139 EEILAQAK 1661 8 2 9.66 b3°b3 883.48 35.483 13488 2 442.24 -7.60
|P35579|MYH9_HUMAN Myosin-9 140 EEVGEEAIVELVENGKK 47 17 0 4.86 1853.94 75.941 12903 3 618.65 -4.81
|P35579|MYH9_HUMAN Myosin-9 141 QIATLHAQVADMK 1357 13 0 3.24 1408.72 47.071 8255 3 470.25 1.65
|P35579|MYH9_HUMAN Myosin-9 142 DLEGLSQR 1392 8 0 1.21 899.45 39.919 2620 2 450.23 -2.71
|P35579|MYH9_HUMAN Myosin-9 143 THEAQIQEMR 1181 10 0 2.02 1225.55 29.507 1713 3 409.19 -6.37
|P35579|MYH9_HUMAN Myosin-9 144 VKPLLQVSR 833 9 0 1.62 1022.62 43.875 1654 3 341.54 -13.31

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FVFGTTPEDILR 216 12 15 113.3
b2b6b12y1y2y3y4y5y6y

7y8y9y10°y10y12
1394.72 82.898 343715 2 697.86 -7.96

|P07996|TSP1_HUMAN Thrombospondin-
1

2 TIVTTLQDSIR 288 11 16 111.35
b1°b1b2°b2b3°b3b5y3y

4°y4y5y6y7y8y9y11
1246.70 68.239 227489 2 623.85 -3.52

|P07996|TSP1_HUMAN Thrombospondin-
1

3 FTGSQPFGQGVEHATANK 623 18 27 181.41

b2°b2b3b4°b4b5°b5b8b
11b13y1y2y3y4y5y6y7°
y7y9*y9y11y12y13°y13

*y13y16y18

1875.89 45.225 214552 3 625.97 -3.84

|P07996|TSP1_HUMAN Thrombospondin-
1

4 GGVNDNFQGVLQNVR 201 15 24 184.46

b2b3b5b7°b7b11b12y2y
3*y3y4*y4y5*y5y6y7y8
*y8y9y10y11y12y15*y1

5

1616.82 66.552 190658 2 808.91 3.02



|P07996|TSP1_HUMAN Thrombospondin-
1

5 GTSQNDPNWVVR 968 12 14 108.74
b6b9b11*b11y2y3y4y6y

7y8y10°y10y12*y12
1372.66 47.953 189979 2 686.84 1.87

|P07996|TSP1_HUMAN Thrombospondin-
1

6 MENAELDVPIQSVFTR 173 16 19 138.9
b2b3b4b6b7b8*b8b9b1
3b16y1y3y5y6*y6y8y10

y11y16
1848.91 82.054 181233 2 924.96 -2.91

|P07996|TSP1_HUMAN Thrombospondin-
1

7 FQMIPLDPK 959 9 6 30.47 b2*b2b3y5y7y9 1088.58 70.137 1520502 544.79 -3.81

|P07996|TSP1_HUMAN Thrombospondin-
1

8 GPDPSSPAFR 50 10 8 58.09 b2b3°b3y4y6y7y8y10 1030.49 36.659 147380 2 515.75 -2.84

|P07996|TSP1_HUMAN Thrombospondin-
1

9 NALWHTGNTPGQVR 1077 14 5 44.74 y4y5y9y10y14 1550.76 45.790 147095 3 517.59 -12.12

|P07996|TSP1_HUMAN Thrombospondin-
1

10 AQGYSGLSVK 1054 10 9 74.31 b2*b2b3y3y4y5y6y8y10 1009.52 39.530 144068 2 505.27 -7.86

|P07996|TSP1_HUMAN Thrombospondin-
1

11 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 7 64.13 y2y5y6y7y8y9y12 1573.67 44.558 128096 2 787.34 1.09

|P07996|TSP1_HUMAN Thrombospondin-
1

12
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 24 206.86

b2b4b8b11y2y4y5y6y7y
8y9y10°y10*y10y11*y1
1y12y13*y13y15y16y17

y18y19

2131.92 31.955 91953 3 711.31 -6.18

|P07996|TSP1_HUMAN Thrombospondin-
1

13
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 11 66.71
y2y3y4°y4y5y8y10y12y

19y22y29
3320.28 52.774 84798 3 1107.43 3.24

|P07996|TSP1_HUMAN Thrombospondin-
1

14 GFLLLASLR 86 9 7 61.66 b2b3y4y5y6y7y9 989.61 90.544 66728 2 495.31 -7.96

|P07996|TSP1_HUMAN Thrombospondin-
1

15
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 10 68.38
b3b4b7y2y3y4y5y7y8y2

1
2409.14 102.511 60799 3 803.72 -1.01

|P07996|TSP1_HUMAN Thrombospondin-
1

16 GTLLALER 101 8 7 54.07 y2y3°y3y4y5y6y8 872.51 57.032 56809 2 436.76 -6.65

|P07996|TSP1_HUMAN Thrombospondin-
1

17 LVPNPDQK 911 8 8 40.85 y2y4°y4*y4y5y6°y6y8 910.49 28.471 54801 2 455.75 -7.31

|P07996|TSP1_HUMAN Thrombospondin-
1

18 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 9 73.66 b2b3y1y3y4y6y8y10y12 1332.64 40.256 53907 2 666.82 4.49

|P07996|TSP1_HUMAN Thrombospondin-
1

19 Carbamidomethyl+C(1) CTSYPDGSWK 561 10 5 36.89 b2y6y7y8y10 1200.50 41.555 53112 2 600.75 2.64

|P07996|TSP1_HUMAN Thrombospondin-
1

20 IPESGGDNSVFDIFELTGAAR 20 21 8 45.52 b3y1y3y4y6y7y13y21 2195.09 99.858 48202 2 1098.05 11.79

|P07996|TSP1_HUMAN Thrombospondin-
1

21
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 19 116.17
b1b2°b2b3°b3b4°b4b5y
1y2y3y4y5°y5y6°y6*y6y

7y8
1346.58 14.991 33360 3 449.53 -10.24

|P07996|TSP1_HUMAN Thrombospondin-
1

22 DLASIAR 189 7 5 37.44 b2b3y4y5y7 745.42 43.024 32056 1 745.42 -1.31

|P07996|TSP1_HUMAN Thrombospondin-
1

23 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 5 19.27 b10y2y4y7y14 1681.70 30.760 28441 3 561.24 -7.33

|P07996|TSP1_HUMAN Thrombospondin-
1

24 QVTQSYWDTNPTR 1041 13 7 74.74 y4y5y6y7y10y11y13 1595.75 49.775 25406 2 798.38 3.75

|P07996|TSP1_HUMAN Thrombospondin-
1

25 DHSGQVFSVVSNGK 110 14 7 42.39 b9y4*y4y5y7y12y14 1460.72 47.545 21338 2 730.86 5.52

|P07996|TSP1_HUMAN Thrombospondin-
1

26
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

TKDLQAICGISCDELSSMVLELR 262 23 3 13.04 b11y4y13 2638.30 83.443 14331 3 880.11 5.74

|P07996|TSP1_HUMAN Thrombospondin-
1

27
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

DCVGDVTENQICNK 529 14 4 31.51 b5y4y7y10 1651.71 42.011 13891 2 826.36 4.80

|P07996|TSP1_HUMAN Thrombospondin-
1

28 IEDANLIPPVPDDK 60 14 5 30.72 b2b6b12b13y7 1535.78 62.860 11991 2 768.39 -9.46



|P07996|TSP1_HUMAN Thrombospondin-
1

29 IMADSGPIYDK 1130 11 3 24.29 b5y7y9 1209.58 50.849 2002 1 1209.58 -5.65

|P07996|TSP1_HUMAN Thrombospondin-
1

30 Carbamidomethyl+C(3) DNCPNLPNSGQEDYDK 715 16 4 39.82 y4y11y12y13 1865.78 82.096 121624 2 933.40 11.84

|P07996|TSP1_HUMAN Thrombospondin-
1

31 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 7 46.08 b4b5y3*y3y5y6*y6 1659.80 37.022 109536 3 553.94 -12.36

|P07996|TSP1_HUMAN Thrombospondin-
1

32

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 4 34.55 y11y12y13*y13 1949.81 50.584 39845 2 975.41 7.39

|P07996|TSP1_HUMAN Thrombospondin-
1

33 TLWHDPR 1091 7 4 40.45 b6y4y6°y6 924.48 25.369 38450 2 462.75 17.03

|P07996|TSP1_HUMAN Thrombospondin-
1

34
Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(24)

CDNCPYNHNPDQADTDNNGEGD
ACAADIDGDGILNER

773 37 4 22.05 y4y6y11y13 4092.60 57.856 16811 3 1364.87 1.97

|P07996|TSP1_HUMAN Thrombospondin-
1

35 QHVVSVEEALLATGQWK 137 17 5 16.3 b8*b8y5*y5y13 1894.97 79.606 16107 3 632.33 -17.52

|P07996|TSP1_HUMAN Thrombospondin-
1

36
Carbamidomethyl+C(3);
Carbamidomethyl+C(8);
Carbamidomethyl+C(13)

QDCPIDGCLSNPCFAGVK 543 18 6 36.97 b14y4y9y11y15°y15 2037.89 82.976 7129 2 1019.45 1.68

|P07996|TSP1_HUMAN Thrombospondin-
1

37 TYAGGR 1141 6 2 26.83 b3b4 624.31 89.912 6036 1 624.31 -4.30

|P07996|TSP1_HUMAN Thrombospondin-
1

38 Carbamidomethyl+C(8)
ELVQTVNCDPGLAVGYDEFNAVD

FSGTFFINTER
984 34 5 35.05 b9b10b11b30y9 3824.82 106.524 3487 4 956.96 12.77

|P07996|TSP1_HUMAN Thrombospondin-
1

39
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

NPCTDGTHDCNK 647 12 12 68.31
b5°b5*b5b6°b6b7°b7b8

y3*y3y4*y4
1418.54 18.183 2566 2 709.78 1.12

|P07996|TSP1_HUMAN Thrombospondin-
1

40 IEDANLIPPVPDDKFQDLVDAVR 60 23 24 186.09

b3b5°b5*b5b6*b6b7*b7
b10*b10y3y4y5y6y9*y9
y10y11y12°y12y14y15y

16y17

2579.33 88.718 361639 3 860.45 -2.08

|P07996|TSP1_HUMAN Thrombospondin-
1

41 Carbamidomethyl+C(21)
FTGSQPFGQGVEHATANKQVCKP

R
623 24 7 46.97 y6*y6y8y11y12y15y19 2644.28 41.656 107629 5 529.66 -10.06

|P07996|TSP1_HUMAN Thrombospondin-
1

42
Carbamidomethyl+C(4);
Carbamidomethyl+C(16)

IRLCNSPSPQMNGKPCEGEAR 458 21 13 124.33
b4b5b6*b6y4y5y6y7y9y

10y11y13y15
2401.09 38.609 81703 4 601.03 -12.40

|P07996|TSP1_HUMAN Thrombospondin-
1

43

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 6 33.95 b3b4y4y8y10y12 4107.63 49.931 32295 5 822.33 -6.30

|P07996|TSP1_HUMAN Thrombospondin-
1

44

Carbamidomethyl+C(1);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(16

)

CEGSSVQTRTCHIQECDK 412 18 5 24.8 b9y3°y3y7y13 2194.90 62.851 26768 3 732.30 -14.57

|P07996|TSP1_HUMAN Thrombospondin-
1

45

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 3 12.13 b4b12y3 2965.33 52.978 18258 3 989.11 2.06

|P07996|TSP1_HUMAN Thrombospondin-
1

46 IMADSGPIYDKTYAGGR 1130 17 3 24.96 y8y9y15 1814.86 47.761 17991 3 605.63 -5.99

|P07996|TSP1_HUMAN Thrombospondin-
1

47 Carbamidomethyl+C(7)
AQLYIDCEKMENAELDVPIQSVFT

R
164 25 4 18.62 b7b11°b11b22 2969.42 105.871 16610 4 743.11 -4.93



|P07996|TSP1_HUMAN Thrombospondin-
1

48 VTEENKELANELR 300 13 5 29.87 b3b6°b6*b6b8 1544.81 63.011 7588 3 515.61 13.28

|P07996|TSP1_HUMAN Thrombospondin-
1

49 FQMIPLDPKGTSQNDPNWVVR 959 21 8 26.72
b3*b3b15y3y8*y8y13*y

13
2442.19 108.490 5150 3 814.74 -12.70

|P07996|TSP1_HUMAN Thrombospondin-
1

50
Carbamidomethyl+C(2);
Carbamidomethyl+C(9)

SCDSLNNRCEGSSVQTR 404 17 4 24.96 y8°y8y9y12 1969.86 89.808 4139 3 657.29 5.52

|P07996|TSP1_HUMAN Thrombospondin-
1

51 FYVVMWKQVTQSYWDTNPTR 1034 20 7 27.98
b5b9b13y10°y10y12°y1

2
2549.22 86.006 4043 3 850.41 -4.21

|P07996|TSP1_HUMAN Thrombospondin-
1

52

Carbamidomethyl+C(4);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23
);Phosphoryl STY(14)

KDACPINGGWGPWSPWDICSVTC
GGGVQK

485 29 5 16.89
b13°b13y7y16_HPO3 

y16y20
3269.39 92.616 412155 4 818.10 1.05

|P07996|TSP1_HUMAN Thrombospondin-
1

53
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

;Oxidation+M(16)
DLQAICGISCDELSSMVLELR 264 21 3 13.86 b4b14y15 2425.15 105.151 3019 2 1213.08 3.02

|P07996|TSP1_HUMAN Thrombospondin-
1

54 Carbamidomethyl+C(4) PDACFNHNGEHR 595 12 0 3.64 1453.59 30.801 41734 3 485.20 -6.97

|P07996|TSP1_HUMAN Thrombospondin-
1

55 NLIPPVPDDK 64 10 0 3.64 1107.59 62.931 24442 2 554.30 -8.93

|P07996|TSP1_HUMAN Thrombospondin-
1

56 LWHTGNTPGQVR 1079 12 0 3.64 1365.70 45.821 6781 2 683.35 -3.66

|P07996|TSP1_HUMAN Thrombospondin-
1

57
Carbamidomethyl+C(1);
Carbamidomethyl+C(6)

CHIQECDKR 422 9 1 8.25 b3 1245.53 14.988 5812 3 415.85 -11.56

|P07996|TSP1_HUMAN Thrombospondin-
1

58 GPDPSSPA 50 8 0 2.02 727.32 36.579 3554 2 364.16 -12.59

|P07996|TSP1_HUMAN Thrombospondin-
1

59 SGPIYDK 1134 7 0 2.43 779.39 50.910 3355 2 390.20 1.33

|P07996|TSP1_HUMAN Thrombospondin-
1

60 GTLLALER 101 8 0 1.21 854.50 57.037 7530 2 427.76 -0.71

|P07996|TSP1_HUMAN Thrombospondin-
1

61 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 0 3.64 1663.69 30.762 6901 3 555.23 -5.58

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1 VGAHAGEYGAEALER 17 15 19 164.44
b1b4b5b7b8b9°b9b10b1
2y1y2y3y4y5y6y7y10y1

1y15
1529.72 40.704 376499 3 510.58 -12.29

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2
VADALTNAVAHVDDMPNALSALS

DLHAHK
62 29 33 188.99

b2b3b4°b4b5b6°b6b7°b
7*b7b11b13b14°b14*b1
4b15°y2y3y4y5y7°y7y8
y9°y9y10°y10y11y14y2

4y25y27y29

2996.46 88.542 323851 4 749.87 -9.61

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 MFLSFPTTK 32 9 16 102.55
b2b3b8y1y2°y2y3°y3y4°

y4y5°y5y6y7y8y9
1071.55 74.506 275381 2 536.28 -6.04

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 VDPVNFK 93 7 4 37.44 b3y2y5y6 818.43 43.183 54882 2 409.72 -9.47

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 TYFPHFDLSHGSAQVK 41 16 3 23.68 b4y11y12 1833.89 106.825 3861 3 611.97 -2.93

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 TYFPHFDLSHGSAQVKGHGK 41 20 3 14.36 b4b8y11 2213.06 98.342 9692 2 1107.03 -14.34

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 12 114.03

b5b6b14y3y4y5y6y7y8y
9y10y21

4258.29 135.904 5920 4 1065.33 -10.09

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

1 LLVVYPWTQR 31 10 18 116.17
b2b3b4b5y1y2*y2y3*y3
y4y5°y5*y5y6°y6y7y8y1

0
1274.72 79.048 653049 2 637.86 -4.88



|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

2 Carbamidomethyl+C(11) GTFAQLSELHCDK 83 13 6 29.87 b4b7b10°b10*b10y13 1505.72 55.531 6690 2 753.36 8.76

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

3 MGHFTEEDKATITSLWGK 0 18 4 15.57 b13°b13b16y13 2050.98 121.637 38556 2 1026.00 -3.57

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

4 VNVEDAGGETLGRLLVVYPWTQR 18 23 5 13.04 b13*b13b18°b18y15 2572.33 136.856 5893 2 1286.67 -9.59

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

5 MVTAVASALSSRYH 133 14 9 72.33
b3b4°b4b6°b6b10b11y3

y4
1492.77 66.014 5524 3 498.26 6.13

|P69891|HBG1_HUMAN Hemoglobin 
subunit gamma-1

6 Carbamidomethyl+C(11) GTFAQLSELHCDK 83 13 0 3.24 1487.69 55.549 2230 3 496.57 1.97

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

1 LLVVYPWTQR 31 10 18 116.17
b2b3b4b5y1y2*y2y3*y3
y4y5°y5*y5y6°y6y7y8y1

0
1274.72 79.048 653049 2 637.86 -4.88

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

2 Carbamidomethyl+C(11) GTFAQLSELHCDK 83 13 6 29.87 b4b7b10°b10*b10y13 1505.72 55.531 6690 2 753.36 8.76

|P69892|HBG2_HUMAN Hemoglobin 
subunit gamma-2

3 Phosphoryl STY() FFDSFGNLSSASAIMGNPK 41 19 5 20.68 b4b8°b8y7y9 2069.92 43.076 3942 2 1035.46 12.03

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 AVFVDLEPTVIDEVR 64 15 21 201.65
b3b4b5b6b7b13b14y2y3
y4°y4y5°y5y8y9°y9y10y

11y12y13y15
1701.91 84.492 273928 2 851.46 3.37

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 LISQIVSSITASLR 229 14 9 86.51 b4°b4b5y3y4y5y8y9y12 1487.88 100.837 88935 2 744.44 2.05

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 EIIDLVLDR 112 9 8 61.66 b2b3y1y3y4y5y6y9 1085.62 79.694 76890 2 543.31 -4.39

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6 EDMAALEK 422 8 7 49.3 b2b4°b4y3y4y5y8 906.42 36.781 55448 2 453.71 -4.85

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 LSVDYGKK 156 8 8 67.28 b2y3y4y5y6°y6y7y8 909.50 29.926 30988 2 455.25 -5.50

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 4 32.29 b3b4b7y11 1598.77 83.487 59224 2 799.89 4.81

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10 Carbamidomethyl+C(15)
AYHEQLTVAEITNACFEPANQMV

K
280 24 6 28.72 b3b4b6b12y11*y11 2764.25 77.761 19885 4 691.82 -20.05

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11 Phosphoryl STY()
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 17.31 b8y7y11y13 3297.41 82.979 2027 4 825.11 8.96

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12

Carbamidomethyl+C(4);
Carbamidomethyl+C(20)
;Carbamidomethyl+C(25

);Oxidation+M()

MRECISIHVGQAGVQIGNACWELY
CLEHGIQPDGQMPSDK

0 40 4 14.21 b3b6b22y11 4600.06 89.815 1828 3 1534.02 -8.28

|P02776|PLF4_HUMAN Platelet factor 4 1 HITSLEVIK 53 9 14 91.1
b1b2b4°b4b5°b5b6b7y1

y2y4y7y8y9
1039.61 48.427 363159 2 520.31 -6.22

|P02776|PLF4_HUMAN Platelet factor 4 2 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 10 88.95
b4b5b8b9b14y3y4y5y11

y15
1577.82 61.194 283295 3 526.61 -14.70

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 8 52.93 b2b4y2y4y8y9y10y11 1333.72 73.898 135734 2 667.36 -1.19

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 4 40.12 b5b6y4y5 1461.82 67.543 61920 2 731.41 3.34

|P02776|PLF4_HUMAN Platelet factor 4 5
Carbamidomethyl+C(2);

Phosphoryl STY(10)
ICLDLQAPLYK 81 11 4 38.29 b8b10_H3PO4 b10y6y7 1413.68 54.633 5268 2 707.34 3.37



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1
LGALFQPDSFVHGNSGAGNNWA

K
80 23 16 112.04

b2b3b4b5b6*b6b10b11
b14y2y11y12y15y16y17

y23
2387.15 74.818 336194 3 796.39 -0.31

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 AVLVDLEPGTMDSIR 62 15 14 153.06
b3b4y2y3y4y5y7y8y9y1

0y11y12y13y15
1615.84 74.958 233801 2 808.42 1.06

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 IMNSFSVMPSPK 162 12 10 98.34
b2y3y5y7y8y9y10°y10y

11y12
1337.66 63.770 139967 2 669.33 1.73

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 LHFFMPGFAPLTAQGSQQYR 262 20 22 154.77
b2b4b5b6b9b12y2y3*y3
y5*y5y6y7°y7*y7y8y9y

11y13y14y15y20
2296.12 88.646 128913 3 766.05 -4.47

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 ALSVAELTQQMFDAR 282 15 15 107.91
b5°b5b11b14y2y3y4y5y

6*y6y7y8*y8y10y15
1679.85 92.356 114422 2 840.43 2.54

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 9 43.86
b31y2y3y9y11y12y13y1

5y33
3507.56 82.868 104239 4 877.65 -4.52

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 10 58.61
b1b9y4y5*y5y7y8°y8y1

3y14
1693.81 75.628 80199 2 847.41 4.47

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9 GASALQLER 37 9 6 45.44 b6y3y4*y4y7y9 944.51 41.362 60039 2 472.76 -2.71

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 12 82.59

y2y3y4y5y7y8y10°y10y
12y14y22y25

2691.40 107.731 50656 3 897.80 -1.45

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11 GHYTEGAELIENVLEVVR 103 18 7 32.72 b2b3b10y2y3y4y8 2028.03 99.686 47701 3 676.68 -4.15

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12 EVDQQLLSVQTR 324 12 6 44.89 y3y5*y5y6y10y12 1415.75 52.951 40541 2 708.38 3.02

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 VSEHFSAMFK 380 10 6 26.89 b1b5b8y5°y5y10 1182.54 54.411 9084 3 394.85 -14.45

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15 GLSMAATFIGNNTAIQEIFNR 359 21 5 29.73 b9b14y6y7y12 2268.14 100.687 26078 3 756.72 -3.77

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16 Carbamidomethyl+C(10) EIVHIQIGQCGNQIGAK 2 17 3 23.29 b13y7y8 1864.98 56.302 12924 2 932.99 5.37

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17 FPGQLNADLR 241 10 4 40.11 b6b8b9y3 1130.58 25.380 5470 2 565.79 -12.63

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 9 47.95

b12y3y4°y4y7y8y9y12*
y12

4361.95 88.612 5340 3 1454.65 3.36

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 MSTK 320 4 2 26.02 b3y3 466.24 37.064 2339 1 466.24 14.14

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 Carbamidomethyl+C(4)
VAVCDIPPRGLSMAATFIGNNTAI

QEIFNR
350 30 9 28.34

b6b15°b15y3*y3y6*y6y
7y12

3275.68 103.696 45364 3 1092.56 3.43

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21 EEYPDRIMNSFSVMPSPK 156 18 4 15.57 b10b12y11*y11 2126.98 62.136 3463 3 709.66 -4.36

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

22

Carbamidomethyl+C(25)
;Carbamidomethyl+C(27
);Carbamidomethyl+C(3
7);Phosphoryl STY(9)

VSDTVVEPYNAVLSIHQLIENADA
CFCIDNEALYDICFR

174 39 7 33.11 b4b7b8y7y10y11°y11 4654.07 89.803 6756 4 1164.27 -3.99

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

23 SEHFSAMFK 381 9 0 2.02 1083.50 54.401 4967 2 542.25 8.00

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

24 VNMVPFPR 254 8 0 2.02 959.52 72.983 3488 2 480.26 3.44

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

25 NSFSVMPSPK 164 10 2 7.6 b4°b4 1093.54 63.801 2547 2 547.27 4.91



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

26 SALQLER 39 7 1 8.81 b5 816.47 41.381 2521 1 816.47 9.79

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 AVFVDLEPTVIDEVR 64 15 21 201.65
b3b4b5b6b7b13b14y2y3
y4°y4y5°y5y8y9°y9y10y

11y12y13y15
1701.91 84.492 273928 2 851.46 3.37

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 EIIDLVLDR 112 9 8 61.66 b2b3y1y3y4y5y6y9 1085.62 79.694 76890 2 543.31 -4.39

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 39.61 b3b7b9b10y7y9y11 2750.30 73.543 69795 3 917.44 4.70

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 EDMAALEK 422 8 7 49.3 b2b4°b4y3y4y5y8 906.42 36.781 55448 2 453.71 -4.85

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 LSVDYGKK 156 8 8 67.28 b2y3y4y5y6°y6y7y8 909.50 29.926 30988 2 455.25 -5.50

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9
Carbamidomethyl+C(8);

Phosphoryl STY()
TIQFVDWCPTGFK 339 13 5 29.65 b7°b7b9y4y10 1678.73 32.092 1787 2 839.87 5.02

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 27 157.82

b1b2b3b4b5*b5b11°b11
b15y2y3y4y6y10°y10*y
10y14*y14y16y17y18°y
18y19y20y21y23*y23

2520.26 66.664 479864 3 840.76 -0.97

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2 EGFGHLSPTGTTEFWLGNEK 238 20 18 100.46
b2b4b6b7b8b12°b12b13
°b13b14°b14y4y6y8°y8y

13°y13y20
2207.03 77.312 279385 3 736.35 -4.42

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3 YEASILTHDSSIR 121 13 13 126.92
b1b2b3b4y3y4y5y6y7y8

y9y10y13
1491.72 49.568 183918 3 497.91 -12.68

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4 VELEDWNGR 273 9 8 57.48 b1y1y3y5y7y8°y8y9 1117.53 52.230 168656 2 559.27 1.09

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITGK
DCQDIANK

153 32 12 45.09
b2b3b5*b5y2y3y4y8y11

y13y14y32
3712.70 50.246 166214 5 743.35 -10.00

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6 ASTPNGYDNGIIWATWK 382 17 5 36.92 b4y4y5y6y17 1893.92 81.187 121574 2 947.46 4.32

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 17 118.59
b2b3°b3b5y2y3y4y5y6y
7y8y10y12y13y16°y16y

21
2417.10 88.804 119907 2 1209.05 6.77

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITGK 153 24 9 42.83
b2b10°b10y3y6y19y20y

21y24
2768.31 50.984 112912 4 692.83 -7.41

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9 YLQEIYNSNNQK 134 12 18 121.16
b2b3b4°b4b5b10y3y6y7
°y7*y7y8*y8y9y10*y10

y12*y12
1513.73 44.826 105163 2 757.37 3.15

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10 IHLISTQSAIPYALR 258 15 9 72.23
b2b3b4y4y5y11y12y13y

15
1682.94 70.803 103131 3 561.65 -10.73

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 10 67.68
y2°y2y3°y3y4y5y6y7y9*

y9
1194.49 44.901 102071 2 597.75 0.20

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 LTIGEGQQHHLGGAK 417 15 7 58.56 b10y5y6y7y12y13y15 1545.79 33.059 49922 4 387.20 -14.21



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 QVRPEHPAETEYDSLYPEDDL 432 21 9 35.17
b2*b2b5b9*b9b13*b13

y15y16
2503.13 92.664 32487 4 626.54 0.98

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 Carbamidomethyl+C(13) DTVQIHDITGKDCQDIANK 166 19 4 14.93 b12*b12y7y9 2171.05 59.977 3931 4 543.52 6.41

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15 MSWSLHPR 0 8 3 36.08 b4b7y7 1013.51 37.081 1827 2 507.26 14.57

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16 QSGLYFIKPLK 188 11 3 36.05 y3y4y5 1293.73 65.480 99573 3 431.92 -19.63

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17 NWIQYK 232 6 4 40.04 b3y3*y3y4 851.43 49.842 77637 2 426.22 -8.96

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18 DLQSLEDILHQVENK 64 15 5 39.9 b9y3y8y9y12 1780.90 106.643 23617 2 890.95 -4.46

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCK 153 13 3 20.63 b3y5y8 1560.72 32.907 8371 2 780.86 4.77

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20 Carbamidomethyl+C(9) ANQQFLVYCEIDGSGNGWTVFQK 199 23 6 20.11 b6*b6b11°b11b18y9 2661.24 101.255 2625 3 887.75 -0.83

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21 TSTADYAMFK 282 10 4 43.12 b6y4y5y6 1134.54 22.884 2193 2 567.77 19.04

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 WYSMK 401 5 1 13.21 y3 714.34 38.929 1596 2 357.67 12.22

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 8 47.4 b4*b4b6b7b9°b9b10b12 3039.46 118.564 146681 31013.83 0.00

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 VGPEADKYR 292 9 11 102.55
b3b8°b8y3y4y5°y5y6y7°

y7y8
1034.53 24.049 42637 2 517.77 0.59

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 Carbamidomethyl+C(9)
ANQQFLVYCEIDGSGNGWTVFQK

R
199 24 5 23.41 b5*b5b6b13y14 2817.37 80.314 18502 3 939.80 11.53

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

26 VELEDWNGRTSTADYAMFK 273 19 4 28.46 b10b13y12y13 2233.04 86.058 2529 4 559.01 6.67

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

27 TRWYSMK 399 7 3 37.44 b4y3y4 971.47 100.646 2214 1 971.47 -6.72

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

28 MLEEIMKYEASILTHDSSIR 114 20 3 21.15 b6b10b13 2366.16 99.029 1621 2 1183.58 -5.06

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

29 Oxidation+M(16) AIQLTYNPDESSKPNMIDAATLK 88 23 3 13.04 b7b13y8 2536.23 100.107 105499 3 846.08 -12.51

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

30 GEGQQHHLGGAK 420 12 0 4.05 1218.60 33.114 20050 2 609.80 3.91

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

31 IGEGQQHHLGGAK 419 13 0 4.05 1331.67 33.056 14965 3 444.56 -10.27

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

32 TIGEGQQHHLGGAK 418 14 0 4.05 1432.72 33.030 14418 3 478.25 -4.94

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

33 ASILTHDSSIR 123 11 2 7.42 b3°b3 1199.62 49.630 4726 2 600.31 -12.92

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

34 DTVQIHDIT 166 9 0 5.67 1041.51 59.944 4437 2 521.26 -13.01

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

35 QVRPEHPAETEYDSL 432 15 1 7.65 y9 1770.82 92.650 3662 2 885.91 -7.86

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

36
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

SYCPTTCGIADFLSTYQTK 42 19 0 6.48 2212.97 88.760 2257 2 1106.99 -8.61

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

37 PTGTTEFWLGNEK 245 13 2 21.04 b11b12 1479.70 77.287 1896 1 1479.70 -6.27

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

38 LTIGEGQQHHLGGAK 417 15 0 4.05 1527.78 33.078 3244 4 382.70 -10.63

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 9 62.32

b1b14°b14y3y4y5y6y7y
25

2602.30 75.331 121112 3 868.10 -4.60

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2 LIASMSSDSLR 705 11 13 110.55
b2b3b9b10y1y3y6°y6y7

y8y9y10y11
1179.61 50.510 117460 2 590.31 1.35



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3 GTYIPVPIVSELQSGK 114 16 9 51.48
b3°b3b4y3y4°y4y8y12y

16
1687.93 84.388 107271 2 844.47 4.27

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4 STVLTIPEIIIK 624 12 13 97.75
b2°b2b5°b5b6y2y4y6y7

y8y9y10y12
1326.82 89.060 89281 2 663.91 -3.22

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5 MYVAVWTPYGVLR 159 13 8 53.07 b3b4b5y1y2y6y7y13 1554.82 91.215 79947 2 777.91 1.41

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 KPLNTEGVMK 504 10 5 41.66 y4y7y9*y9y10 1116.60 32.570 54270 2 558.81 -3.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 Carbamidomethyl+C(1) CGPASVQAIK 409 10 7 43.12 b2b3y1y6y7y8y10 1030.53 35.384 49739 2 515.77 -0.12

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 AQMDLSGR 245 8 8 33.07 b1b2*b2b4°b4y3y4y8 877.41 31.302 44612 2 439.21 -5.36

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDNE

KER
175 27 5 11.9 b2b7b12y6y27 3346.49 90.994 42636 3 1116.17 2.77

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 LSIQSSPK 144 8 8 75.72 b5y2y3y4y5y6y7y8 859.48 31.652 415902 430.24 -8.10

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11
EAVLIQAGEYMGQLLEQASLHFFV

TAR
585 27 16 81.62

b2°b2b3°b3b4°b4b5y6y
7y10y13y15y16*y16y20

y27
3021.56 136.690 32387 3 1007.86 2.34

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 DGTHVVENVDATHIGK 447 16 10 63.9
b4b5°b5b7b8y3y4y7°y7

y16
1691.82 40.632 32042 3 564.61 -6.06

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 VGSAMVNAK 261 9 9 74.88 b2b8y2y3y4y6y7y8y9 876.45 25.904 25509 2 438.73 -8.08

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14 FQEGQEEER 483 9 7 45.44 b2b3y1y5y6y7y9 1151.50 21.398 18393 2 576.25 0.21

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHR 682 22 5 24.21 b8*b8y4y5y12 2722.34 61.259 8695 3 908.12 3.68

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 EEYVLNDIGVIFYGEVNDIK 202 20 4 19.74 b9b16y4y15 2329.13 80.314 5183 4 583.04 -13.73

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 Carbamidomethyl+C(4) YGQCWVFAGVFNTFLR 311 16 4 39.82 y3y7y8y9 1964.96 114.548 19226 2 982.98 7.45

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 QIGGDGMMDITDTYK 468 15 3 24.15 b6y7y8 1644.71 30.207 14841 2 822.86 -10.39

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 HVYGELDVQIQR 716 12 4 22.26 b5y9y11*y11 1456.74 55.535 14439 2 728.87 -8.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 GQSFYVQIDFSRPYDPR 79 17 4 16.3 b5°b5b12y6 2075.01 77.232 12233 2 1038.01 7.88

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 SNVDMDFEVENAVLGK 516 16 5 27.65 b9y8*y8y10y15 1766.86 99.893 11706 2 883.93 19.48

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 GVNLQEFLNVTSVHLFK 38 17 6 27.38 b10y3y4y13°y13*y13 1945.07 99.972 10186 2 973.04 8.16

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPVG

FGGWQAVDSTPQENSDGMYR
367 42 21 159.96

b3°b3b4b7b12b19*b19b
21b22b23b24y4y5y6y10
*y10y11y12y13y14y15

4959.18 97.407 8326 3 1653.73 8.37

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 DVLAK 617 5 1 13.21 b3 545.33 44.853 5836 1 545.33 1.01

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25
DDEGVLVGSWDNIYAYGVPPSAW

TGSVDILLEYR
270 34 5 24.35 b8b10°b10y13y14 3756.77 60.178 3540 3 1252.93 -10.20

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

26 GNPIKVSR 253 8 4 54.07 y3y4y5y6 870.51 24.877 19742 2 435.76 -7.78

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

27 Carbamidomethyl+C(1) CIVGKFR 152 7 3 40.45 b3b4b6 879.49 37.873 15946 2 440.25 5.97

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

28
RAVPPNNSNAAEDDLPTVELQGV

VPR
12 26 3 22.8 b3b14b15 2758.43 70.822 7987 3 920.15 5.84

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

29 LSITFRNNSHNR 535 12 3 32.47 y4y7y9 1458.75 88.733 7158 2 729.88 -3.93

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

30 RGQSFYVQIDFSRPYDPR 78 18 3 15.57 b10b12y10 2231.10 81.254 5236 3 744.37 1.53



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

31 SETSRTAFGGR 1 11 3 24.29 b5b8y4 1168.56 53.562 1991 2 584.78 -7.73

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

32 Phosphoryl STY(16) GTQVVGSDMTVTVQFTNPLK 638 20 4 22.6 b15y5y8y17 2202.03 58.825 5020 2 1101.52 -5.43

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

33 Phosphoryl STY(11) GVNLQEFLNVTSVHLFK 38 17 5 29.89 b7°b7b11y4y5 2025.00 33.573 4461 3 675.67 -7.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

34 VGSAMVNAK 261 9 0 1.62 859.44 25.892 1676 2 430.22 13.64

|P06733|ENOA_HUMAN Alpha-enolase 1 YISPDQLADLYK 269 12 6 34.22 b2b3y5y9y10y12 1425.73 73.485 79529 2 713.37 1.97

|P06733|ENOA_HUMAN Alpha-enolase 2
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 18 125.61

b4b5b6b7b8b11b12*b1
2b13y7°y7y8°y8y10y15

*y15y17y18
3011.55 84.826 74236 4 753.64 -7.54

|P06733|ENOA_HUMAN Alpha-enolase 3
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 13 70.42

b5b6b8b9b13y1y2*y2y6
y7y8y12y25

2985.40 95.527 50669 3 995.80 1.88

|P06733|ENOA_HUMAN Alpha-enolase 4 AAVPSGASTGIYEALELR 32 18 6 21.72 b7b12°b12y7y15y18 1804.96 78.747 50224 2 902.98 6.09

|P06733|ENOA_HUMAN Alpha-enolase 5 LAMQEFMILPVGAANFR 162 17 10 91.7
b5b6y2y4y5y6y7y8y9y1

7
1908.00 100.410 48881 2 954.50 4.22

|P06733|ENOA_HUMAN Alpha-enolase 6 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 9 58.56
b14b15y3y4y9*y9y10y1

1y15
1633.82 54.587 45579 2 817.41 -0.90

|P06733|ENOA_HUMAN Alpha-enolase 7
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 7 15.78 b2b5b14y2y14y21y26 2743.38 84.842 36579 3 915.13 -0.09

|P06733|ENOA_HUMAN Alpha-enolase 8 IGAEVYHNLK 183 10 4 41.66 y3y5y7y10 1143.62 39.723 22343 2 572.31 2.78

|P06733|ENOA_HUMAN Alpha-enolase 9 DATNVGDEGGFAPNILENK 202 19 5 28.46 b14b16y13*y13y14 1960.90 54.694 3965 2 980.95 -11.70

|P06733|ENOA_HUMAN Alpha-enolase 10 DYPVVSIEDPFDQDDWGAWQK 285 21 5 38.18 b5b6b12y12y13 2510.13 75.486 2680 3 837.38 7.10

|P06733|ENOA_HUMAN Alpha-enolase 11 LAQANGWGVMVSHR 358 14 12 129.74
b5*b5b9b10y3y4y5y6y7

y9y10y11
1525.74 55.418 45279 3 509.25 -20.40

|P06733|ENOA_HUMAN Alpha-enolase 12 TIAPALVSK 71 9 3 38.25 y4y6y7 899.55 44.767 37564 2 450.28 -9.16

|P06733|ENOA_HUMAN Alpha-enolase 13 IEEELGSK 412 8 3 33.07 b3y5y6 904.46 28.604 22682 2 452.73 -3.91

|P06733|ENOA_HUMAN Alpha-enolase 14 FTASAGIQVVGDDLTVTNPK 306 20 10 37.57
b5°b5b6b13°b13b15*b1

5y7y9°y9
2033.09 93.351 10375 2 1017.05 19.03

|P06733|ENOA_HUMAN Alpha-enolase 15 EIFDSR 9 6 1 13.62 y3 766.38 30.591 5283 1 766.38 7.73

|P06733|ENOA_HUMAN Alpha-enolase 16 GNPTVEVDLFTSK 15 13 7 53.28 b9*b9y6y8°y8y10y12 1406.73 57.071 4122 2 703.87 12.67

|P06733|ENOA_HUMAN Alpha-enolase 17 Carbamidomethyl+C(5) TGAPCR 394 6 1 13.62 y4 661.32 101.292 3211 1 661.32 14.86

|P06733|ENOA_HUMAN Alpha-enolase 18 VVIGMDVAASEFFR 239 14 9 59.12 b7°b7b8°b8y3y5°y5y6y7 1540.76 136.491 2992 1 1540.76 -17.19

|P06733|ENOA_HUMAN Alpha-enolase 19 YDLDFKSPDDPSR 256 13 4 32.29 b5b6b11y9 1554.71 59.911 45388 2 777.86 0.08

|P06733|ENOA_HUMAN Alpha-enolase 20 SPDDPSRYISPDQLADLYK 262 19 3 14.93 b9y8y17 2180.06 66.070 7600 3 727.36 3.14

|P06733|ENOA_HUMAN Alpha-enolase 21 SGKYDLDFK 253 9 4 44.93 b7b8y5y7 1072.53 47.177 3957 2 536.77 -2.73

|P06733|ENOA_HUMAN Alpha-enolase 22 Phosphoryl STY(15) FTASAGIQVVGDDLTVTNPKR 306 21 5 27.36 b5b13y7y8°y8 2269.11 47.190 3295 3 757.04 0.22

|P06733|ENOA_HUMAN Alpha-enolase 23 NSEVILPVPAFNVINGGSHAGNK 139 23 1 9.36 b4 2334.21 84.773 6185 3 778.74 -6.07

|P06733|ENOA_HUMAN Alpha-enolase 24
HIADLAGNSEVILPVPAFNVINGGS

HAGN
132 29 1 9.36 y15 2883.49 84.878 3898 4 721.63 5.42



|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 16 86.95

b2b4*b4b7*b7y3y4°y4y
5y6y8y10y18y19y22y26

3030.52 113.436 53863 3 1010.85 3.87

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2 LTVLPPELGNLDLTGQK 191 17 6 23.29 b2°b2b3°b3b4y13 1808.03 86.798 47727 2 904.52 6.08

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3
GFGSLPALEVLDLTYNNLSENSLP

GNFFYLTTLR
103 34 16 72.41

b2b3b4°b4b5°b5b8b12y
1y2y3y5y6y7y11y13

3775.94 134.439 26751 3 1259.32 4.46

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4 NLEVLNFFNNQIEELPTQISSLQK 63 24 12 64.41
b2*b2b3b4y2y3y4y5*y5

y6y9y24
2818.46 108.995 24204 3 940.16 -0.78

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 6 22.79 b4°b4y3*y3y4y12 2851.50 113.313 56657 4 713.63 -6.25

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 HMQANPEPPK 248 10 4 26.89 b9y6°y6y9 1148.55 105.113 4191 1 1148.55 -0.96

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 HITSLEVIK 56 9 14 91.1
b1b2b4°b4b5°b5b6b7y1

y2y4y7y8y9
1039.61 48.427 363159 2 520.31 -6.22

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 10 88.95
b4b5b8b9b14y3y4y5y11

y15
1577.82 61.194 283295 3 526.61 -14.70

|P10720|PF4V_HUMAN Platelet factor 4 
variant

3 SSAAR 1 5 2 13.21 y4°y4 491.26 28.248 14868 1 491.26 7.64

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 14 52.78

b2b5b7°b7*b7b13b15y1
y3y6y8y9y12y26

2798.35 89.960 186213 3 933.45 1.40

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 IMNTFSVVPSPK 162 12 8 68.89 b10y4°y4y7y8y9y11y12 1319.70 63.948 105530 2 660.36 1.57

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 74.47

y3y5y6y7y8y12y13y22y
25

2708.34 95.649 85886 3 903.45 0.18

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5 AVLVDLEPGTMDSVR 62 15 8 29.42 b1b2b3y2y8y9y11y15 1601.82 71.150 50258 2 801.41 -2.97

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 ALTVPELTQQMFDAK 282 15 8 62.33 y1y3y5°y5y7y9y11y15 1691.87 86.070 31987 2 846.44 3.25

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

8 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

9 MSATFIGNSTAIQELFK 362 17 6 46.45 b7b9°b9b13b14b16 1857.95 93.357 5352 2 929.48 4.07

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

10 MSATFIGNSTAIQELFKR 362 18 4 22.73 b7b12*b12b16 2014.04 71.913 3284 2 1007.52 -3.52

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

11 GSQQYRALTVPELTQQMFDAK 276 21 3 13.86 b9b19y4 2411.17 59.540 73475 3 804.40 -12.56

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

12
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHLQAGQCGNQIGAK 0 19 4 38.11 y9y10y11y14 2126.07 66.100 22540 3 709.36 5.05

|P23528|COF1_HUMAN Cofilin-1 1 KEDLVFIFWAPESAPLK 95 17 10 83.08
b5b6b7y3y6y7°y7y8y9y

17
1990.06 97.812 244321 3 664.02 -6.56

|P23528|COF1_HUMAN Cofilin-1 2 EILVGDVGQTVDDPYATFVK 53 20 29 219.3

b2°b2b3°b3b4°b4b6°b6
b7b13b14b16°b16y1y2y
3y4y5y7y8y10y11y12y1

4y15y16*y16y17y20

2166.11 81.405 149877 2 1083.56 6.76

|P23528|COF1_HUMAN Cofilin-1 3 YALYDATYETK 81 11 12 110.55
b2b3b4b6y2y5y6y7y8y9

y10y11
1337.62 52.883 117205 2 669.32 -1.19

|P23528|COF1_HUMAN Cofilin-1 4 NIILEEGK 45 8 8 40.85 b1*b1y2y3°y3y5y6y8 915.51 44.768 73842 2 458.26 -6.67

|P23528|COF1_HUMAN Cofilin-1 5 Carbamidomethyl+C(7) MLPDKDCR 73 8 6 54.07 b2y2y3y4y5y6 1034.47 22.110 18365 2 517.74 -2.01



|P23528|COF1_HUMAN Cofilin-1 6 MIYASSKDAIK 114 11 5 24.29 b5°b5b8y2y3 1226.64 32.069 2869 3 409.55 -1.69

|P23528|COF1_HUMAN Cofilin-1 7 Carbamidomethyl+C(1) CTLAEK 146 6 2 13.62 y4°y4 721.36 57.069 3100 1 721.36 8.29

|P23528|COF1_HUMAN Cofilin-1 8 MIYASSKDAIK 114 11 4 47.5 b4b5b6b10 1226.65 59.541 185190 2 613.83 5.47

|P23528|COF1_HUMAN Cofilin-1 9 Carbamidomethyl+C(2) DCRYALYDATYETK 78 14 3 19.27 b3y7y9 1768.78 92.642 12683 3 590.26 -3.24

|P23528|COF1_HUMAN Cofilin-1 10 ASGVAVSDGVIKVFNDMK 1 18 3 15.57 b3y3y6 1836.94 84.234 2376 2 918.98 -4.12
|P23528|COF1_HUMAN Cofilin-1 11 EILVGDVGQTVDD 53 13 0 6.07 1359.65 81.389 3025 2 680.33 -9.61

|P07437|TBB5_HUMAN Tubulin beta 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|P07437|TBB5_HUMAN Tubulin beta 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 14 52.78

b2b5b7°b7*b7b13b15y1
y3y6y8y9y12y26

2798.35 89.960 186213 3 933.45 1.40

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 ALTVPELTQQVFDAK 282 15 5 36.69 y4y7y11y12y15 1659.90 84.421 127520 2 830.45 3.60

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 IMNTFSVVPSPK 162 12 8 68.89 b10y4°y4y7y8y9y11y12 1319.70 63.948 105530 2 660.36 1.57

|P07437|TBB5_HUMAN Tubulin beta 
chain

5 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 74.47

y3y5y6y7y8y12y13y22y
25

2708.34 95.649 85886 3 903.45 0.18

|P07437|TBB5_HUMAN Tubulin beta 
chain

6 MAVTFIGNSTAIQELFKR 362 18 8 15.57
b1b3y1y2y12*y12y15y1

8
2026.06 91.251 54750 3 676.03 -8.07

|P07437|TBB5_HUMAN Tubulin beta 
chain

7 ISVYYNEATGGK 46 12 11 65.88
b6°b6*b6y1y3y7*y7y8y

9y10y12
1301.64 45.225 44103 2 651.32 1.50

|P07437|TBB5_HUMAN Tubulin beta 
chain

8 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|P07437|TBB5_HUMAN Tubulin beta 
chain

10 MAVTFIGNSTAIQELFK 362 17 4 16.3 b5b8y5y17 1869.99 98.614 7711 2 935.50 8.62

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 15 125.48
b2b6b8y2y3y4y5y6y8y9

y10y14y15y16*y16
1887.98 102.209 265014 3 630.00 -10.02

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 14 98.35
b2b3b4b5*b5b11*b11y

1y5y7y8y9y11y13
1354.73 45.357 139460 2 677.87 -1.89

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 EAFQLFDR 13 8 10 54.07
y1y2y3°y3y4y5y6°y6*y6

y8
1025.50 69.004 98712 2 513.25 -6.31

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 12 65.48
b2y2y3y6y7*y7y8°y8y9

*y9y11*y11
1341.63 48.940 94219 2 671.32 2.46

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 EGNGTVMGAEIR 98 12 6 32.47 y5y7°y7y11°y11*y11 1233.59 43.839 21132 2 617.30 3.17

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 Carbamidomethyl+C(28)
HVLVTLGEKMTEEEVEMLVAGHE

DSNGCINYEAFVR
110 36 4 10.89 b14y7*y7y12 4105.97 79.148 101239 5 822.00 8.68

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 VFDKEGNGTVMGAEIR 94 16 3 23.68 b3y5y6 1722.84 50.055 59552 3 574.95 -4.61

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 VLGNPKSDEMNVK 50 13 3 20.63 b9b11y8 1430.75 76.125 24054 2 715.88 14.33

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 EAFQLFDRTGDGK 13 13 7 61.73 b3b6b9y6y7°y7y8 1483.71 55.423 8226 3 495.24 -6.99

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 PMLQTVAK 71 8 2 20.88 b3b4 887.49 102.221 2520 2 444.25 -11.69

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 EAFQLFDR 13 8 0 1.21 1007.50 68.969 8900 2 504.25 5.63

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 VGWEQLLTTIAR 714 12 20 166.82
b3b4b5°b5b6*b6b8y1y2
y3y4y5y6y7y8y9°y9*y9

y11y12
1386.78 98.077 257871 2 693.89 1.32



|P12814|ACTN1_HUMAN Alpha-actinin-1 2 AIMTYVSSFYHAFSGAQK 236 18 28 205.87

b2b3b5°b5b8°b8b13b15
y1y2*y2y4y5y6y7y8y9y
10°y10y11y12*y12y13y

14°y14y16y18*y18

2007.95 90.556 170967 3 669.99 -7.11

|P12814|ACTN1_HUMAN Alpha-actinin-1 3 MLDAEDIVGTARPDEK 220 16 7 28.32
b2b11°b11y10y11y14y1

6
1759.83 60.452 158187 3 587.28 -10.96

|P12814|ACTN1_HUMAN Alpha-actinin-1 4
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 24 162.65

b2b3b4b5b6b7b13y3*y3
y4*y4y5y6*y6y7y8y10y
12*y12y14*y14y22*y22

y25

2808.40 94.625 136499 3 936.80 10.43

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 VLAVNQENEQLMEDYEK 264 17 13 90.26
b2b3b4b11b12b14°b14y

6y8y9y11y14y17
2051.97 61.903 124382 2 1026.49 5.71

|P12814|ACTN1_HUMAN Alpha-actinin-1 6 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 11 78.81
b2b3y2y3y4y6y7y9y12°

y12y14
1661.79 70.163 122037 2 831.40 -2.72

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 TINEVENQILTR 726 12 7 49.66 b3y1y3y4y6y10y12 1429.76 60.151 107053 2 715.39 -0.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 8 LASDLLEWIR 281 10 5 33.88 y2y3y4y8y10 1215.66 92.134 1046662 608.34 -7.93

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 LLETIDQLYLEYAK 502 14 13 88.35
b2y1y2y3y4y5y6y9y10y

11*y11y12°y14
1711.92 91.434 92009 2 856.46 2.35

|P12814|ACTN1_HUMAN Alpha-actinin-1 10 QFGAQANVIGPWIQTK 633 16 5 24.24 b4b7y7y14y16 1757.94 76.263 87135 2 879.47 1.25

|P12814|ACTN1_HUMAN Alpha-actinin-1 11 LSNRPAFMPSEGR 346 13 10 81.26
b4b5b6b7b8*b8y2y4y5y

13
1461.71 45.639 86835 3 487.91 -9.77

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 14 111.63
b5b9b15y4y5y7y8y9y10

°y10*y10y11y15y17
1992.93 76.531 86450 2 996.97 5.15

|P12814|ACTN1_HUMAN Alpha-actinin-1 13 LLETIDQLYLEYAKR 502 15 11 65.55
b2y1y5°y5y6y7y9y10°y

10y13y15
1868.00 85.960 86282 3 623.34 -9.48

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 IDQLEGDHQLIQEALIFDNK 684 20 5 41.41 b3b11y3y4y5 2339.18 82.319 84356 3 780.40 -3.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 15
AAPFNNWMEGAMEDLQDTFIVHT

IEEIQGLTTAHEQFK
517 38 20 124.34

b2b3b5b6*b6b7*b7y3y4
y5°y5y6y7y8y10y17y21

y23y36y38
4362.03 136.213 70682 4 1091.26 -3.69

|P12814|ACTN1_HUMAN Alpha-actinin-1 16 ALDFIASK 95 8 5 33.07 b3b4y2y5y8 864.48 55.593 64485 2 432.74 -6.50

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 Carbamidomethyl+C(1) CQLEINFNTLQTK 331 13 6 25.4 b2*b2b3y9y10y13 1608.81 70.416 48869 2 804.91 3.72

|P12814|ACTN1_HUMAN Alpha-actinin-1 18
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 6 25.56 b13b19y7y8*y8y26 2890.43 64.451 38468 3 964.15 -1.94

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 ATLPDADKER 555 10 7 51.87 y1y2y3y4y5y7y10 1115.57 26.352 29438 2 558.29 -2.74

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 DQALTEEHAR 614 10 13 99.95
b2*b2b3*b3b5y2y3y4y5

°y5y6y7y8
1169.55 21.347 6847 2 585.28 -1.98

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 ASIHEAWTDGK 402 11 5 24.29 b5°b5b8°b8y5 1214.58 27.787 5674 2 607.79 -0.90

|P12814|ACTN1_HUMAN Alpha-actinin-1 22 VPENTMHAMQQK 300 12 4 22.26 b9*b9y7y9 1413.65 26.018 2014 4 354.17 -8.12

|P12814|ACTN1_HUMAN Alpha-actinin-1 23 DDPLTNLNTAFDVAEK 198 16 5 24.24 b7°b7b12y8y12 1762.84 52.852 1924 2 881.92 -4.99

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 LAILGIHNEVSK 565 12 6 52.67 b3y5y6y8*y8y9 1293.73 58.550 120639 3 431.92 -16.70

|P12814|ACTN1_HUMAN Alpha-actinin-1 25
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 3 11.52 b11b23y14 3055.40 118.571 80752 4 764.61 14.54



|P12814|ACTN1_HUMAN Alpha-actinin-1 26 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 3 13.43 b6b17y7 2396.16 81.689 13542 3 799.39 16.61

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 AGTQIENIEEDFR 47 13 8 59.29
b4b5b9b10y9y11°y11*y

11
1521.74 54.268 10588 3 507.92 17.01

|P12814|ACTN1_HUMAN Alpha-actinin-1 28 TIPWLENR 292 8 5 49.3 b7°b7y3y4y7 1028.56 31.036 3384 3 343.52 3.32

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 QQHNER 624 6 1 13.62 b5 811.38 35.562 2236 2 406.20 3.91

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 DDPLTNLNTAFDVAEKYLDIPK 198 22 6 30.26 b8b13b14°b14b21y3 2492.26 100.056 1183922 3 831.42 0.98

|P12814|ACTN1_HUMAN Alpha-actinin-1 31
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 10 57.11

b3b9b13y3y4y5y9°y9*y
9y10

3621.73 76.404 137052 5 725.15 -11.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 32
VLAVNQENEQLMEDYEKLASDLL

EWIR
264 27 4 35.32 b8b9y3y4 3248.58 85.981 118869 4 812.90 -9.62

|P12814|ACTN1_HUMAN Alpha-actinin-1 33
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 15 115.21

b8b9°b9*b9b10b11b12y
3y4y5y7y12y13y16y18

3583.73 68.051 112361 5 717.55 -12.06

|P12814|ACTN1_HUMAN Alpha-actinin-1 34 TIPWLENRVPENTMHAMQQK 292 20 4 19.74 b7b19y9y18 2423.16 68.282 105593 4 606.55 -12.90

|P12814|ACTN1_HUMAN Alpha-actinin-1 35 ILAGDKNYITMDELR 834 15 4 25.77 b4b8y6y8 1751.88 63.092 66569 3 584.63 -10.10

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 RDQALTEEHAR 613 11 5 52.93 b3b4b5b7y6 1325.64 17.714 37279 3442.55 -12.62

|P12814|ACTN1_HUMAN Alpha-actinin-1 37 Carbamidomethyl+C(24)
LSNRPAFMPSEGRMVSDINNAWG

CLEQVEK
346 30 7 24.74

b10b13*b13y9°y9y10y1
2

3435.63 87.336 10099 3 1145.88 1.21

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 DQALTEEHARQQHNER 614 16 4 17.15 b9y4y6*y6 1961.90 54.464 8912 4 491.23 -8.90

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 KHEAFESDLAAHQDR 435 15 5 43.09 b4b5y4y11y12 1753.84 57.002 4193 3 585.28 6.82

|P12814|ACTN1_HUMAN Alpha-actinin-1 40 Carbamidomethyl+C(11)
MVSDINNAWGCLEQVEKGYEEW

LLNEIR
359 28 4 11.7 b3b5°b5y11 3395.62 122.346 4025 3 1132.54 4.03

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 IMSIVDPNRLGVVTFQAFIDFMSR 794 24 3 19.01 y5y10y13 2756.43 128.534 2854 3 919.48 1.42

|P12814|ACTN1_HUMAN Alpha-actinin-1 42 TAPYKNVNIQNFHISWK 157 17 3 23.29 b13y8y9 2060.05 68.150 2742 2 1030.53 -9.60

|P12814|ACTN1_HUMAN Alpha-actinin-1 43 ASFNHFDRDHSGTLGPEEFK 752 20 6 27.98 b3b5b8y9y12°y12 2291.06 115.812 2363 3764.36 6.07

|P12814|ACTN1_HUMAN Alpha-actinin-1 44
Carbamidomethyl+C(1);

Phosphoryl STY()
CQLEINFNTLQTK 331 13 3 28.11 y4y5y8_HPO3 y8 1688.78 32.161 7609 2 844.89 8.96

|P12814|ACTN1_HUMAN Alpha-actinin-1 45 Phosphoryl STY(6) RDQALTEEHAR 613 11 3 27.3 b5b6y4 1405.60 45.197 3923 2 703.31 -5.38

|P12814|ACTN1_HUMAN Alpha-actinin-1 46 Oxidation+M(7) GISQEQMNEFR 741 11 5 35.28 b3°b3b6y4y9 1354.61 40.293 14667 3 452.21 2.79

|P12814|ACTN1_HUMAN Alpha-actinin-1 47 Oxidation+M() AIMTYVSSFYHAFSGAQK 236 18 4 24.8 b3b12b17y12 2023.94 53.418 6631 3 675.32 -9.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 48 Oxidation+M(13)
LGVVTFQAFIDFMSRETADTDTAD

QVMASFK
803 31 4 11.25 b13y5y8*y8 3457.68 126.687 4295 3 1153.23 13.91

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 Oxidation+M(1)
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 4 14.51 b3b13y4y12 3071.38 69.022 2971 3 1024.47 10.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 Oxidation+M(2) IMSIVDPNR 794 9 4 53.22 b3b6b8y4 1060.53 99.180 2303 1 1060.53 -10.01

|P12814|ACTN1_HUMAN Alpha-actinin-1 51 LPDADKER 557 8 1 8.25 b3 943.48 26.353 16629 2 472.24 -3.49

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 PDADKER 558 7 2 20.67 b4b6 830.40 26.356 14690 2 415.70 -5.00

|P12814|ACTN1_HUMAN Alpha-actinin-1 53 TLPDADKER 556 9 0 2.02 1044.53 26.357 8627 2 522.77 -3.39



|P12814|ACTN1_HUMAN Alpha-actinin-1 54 IDQLEGDHQ 684 9 0 6.07 1054.48 82.382 1572 1 1054.48 3.01

|P12814|ACTN1_HUMAN Alpha-actinin-1 55 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 0 3.64 1643.78 70.174 17436 3 548.60 1.93

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

1 DNENVVNEYSSELEK 163 15 8 37.07
b5b13y2°y2y7y10y11y1

5
1768.79 60.410 171742 2 884.90 2.00

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

2
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

TPCTVSCNIPVVSGK 224 15 18 131.02
b2°b2b3b9b11*b11b12b
14*b14y3y4y6y10y11y1

2y13*y13y15
1618.80 51.705 143384 2 809.90 4.75

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

3 IRPFFPQQ 483 8 7 67.28 b2b4b6y3*y3y4y6 1032.55 61.056 123029 2 516.78 -9.46

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

4 Carbamidomethyl+C(3) VYCDMNTENGGWTVIQNR 267 18 21 114.63
b1b2b3b14°b14y2y3*y3
y4*y4y5y6y9y10y12y13
*y13y14°y14y18*y18

2156.96 62.892 109142 2 1078.98 4.64

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

5 HGTDDGVVWMNWK 458 13 13 77.95
b1b2b6b7°b7b8°b8y2y4

y5y11y12y13
1544.71 71.275 63458 2 772.86 10.75

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

6
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 9 21.92

b1b2b7°b7b19y2y7y9y2
0

3077.33 77.324 50203 4 770.09 -6.35

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

7 REEAPSLRPAPPPISGGGYR 52 20 9 66.8 b2b4b7b10y3y4y5y6y8 2107.08 48.369 49029 4 527.52 -13.44

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

8 AHYGGFTVQNEANK 353 14 8 48.41 b2b8y5y6*y6y11y12y14 1535.72 39.269 43516 3 512.58 -5.56

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

9 TMTIHNGMFFSTYDR 395 15 7 29.42 b6y1y4y9y12*y12y15 1820.82 63.855 35617 2 910.91 6.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

10 SILENLR 199 7 5 40.45 b2y3y4y5y7 844.49 55.720 25386 1 844.49 3.40

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

11
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 5 29.73 y3y10y13y17y22 2548.23 61.561 21460 3 850.08 3.54

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

12
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 13 59.36

b2b3b4b9y2y3y4y6y10*
y10y11y15y28

3167.50 89.525 15260 2 1584.25 4.32

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

13 QGFGNVATNTDGK 300 13 3 25.4 b3y9y10 1308.61 30.438 3183 2 654.81 -5.32

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

14 HQLYIDETVNSNIPTNLR 178 18 3 22.73 y3y5y14 2127.07 63.314 82410 3 709.69 -8.26

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

15 Carbamidomethyl+C(12) LESDVSAQMEYCR 211 13 4 34.05 b4b8b10y3 1587.71 77.226 63692 2 794.36 22.07

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

16 EEAPSLRPAPPPISGGGYR 53 19 6 31.61 b3b9°b9y5y8y9 1951.02 52.039 23811 2 976.01 7.01

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

17 YQISVNK 367 7 5 40.45 b4b6y4°y4*y4 851.45 42.173 22853 1 851.45 -13.19

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

18 GGETSEMYLIQPDSSVKPYR 247 20 4 21.15 b3°b3b9b12 2257.12 122.375 11519 3 753.05 19.25

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

19 GTAGNALMDGASQLMGENR 376 19 7 29.39 b7*b7b13y3°y3y12y15 1892.82 50.786 7401 2 946.91 -21.35

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

20 Carbamidomethyl+C(3) NYCGLPGEYWLGNDK 313 15 5 25.77 b6b13y6y8°y8 1785.78 60.244 4514 2 893.39 -5.06

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

21

Carbamidomethyl+C(8);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KAPDAGGCLHADPDLGVLCPTGC
QLQEALLQQERPIR

87 37 23 168.81

b4b10b12b14b15b16b1
7b18b19y3y4y10y12*y1
2y14y18°y18y19y20y22

y23y25y35

4083.97 79.146 331662 5 817.60 -10.46

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

22 KGGETSEMYLIQPDSSVKPYR 246 21 16 128.75
b5b7b8°b8b10°b10b11b
12y3y4y7y8y9y10*y10y

11
2385.14 57.431 208001 4 597.04 -13.20



|P02675|FIBB_HUMAN Fibrinogen beta 
chain

23 MGPTELLIEMEDWKGDK 334 17 13 85.58
b7b10y3°y3y4°y4y5°y5y

6°y6y11y12y14
1991.93 90.608 152586 3 664.65 -8.15

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

24 Carbamidomethyl+C(16)
QGFGNVATNTDGKNYCGLPGEY

WLGNDK
300 28 7 20.5 b9b14y4°y4y10y13°y13 3075.39 74.412 29481 3 1025.80 1.43

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

25 VKAHYGGFTVQNEANK 351 16 4 28.32 b7b8b13y11 1762.88 81.305 21221 3 588.30 -1.80

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

26
GTAGNALMDGASQLMGENRTMT

IHNGMFFSTYDR
376 34 5 15.31 b5b10b19y15°y15 3694.66 82.048 3854 3 1232.22 1.65

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

27
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 3 19.94 b4b6b9 2548.20 92.636 3341 3 850.07 -8.24

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

28

Carbamidomethyl+C(12)
;Carbamidomethyl+C(16
);Carbamidomethyl+C(2

0)

LESDVSAQMEYCRTPCTVSCNIPV
VSGK

211 28 3 11.7 b12y9y13 3187.44 104.941 2055 4 797.62 -3.14

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

29 REEAPSLRPAPPPISGGGYR 52 20 3 14.36 b3y5y10 2107.10 115.168 1773 2 1054.05 -1.62

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

30 Phosphoryl STY(15) REEAPSLRPAPPPISGGGYR 52 20 5 27.87 b4°b4b6y4y5 2187.04 58.919 5708 3 729.69 -7.70

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

31 Phosphoryl STY(12) GTAGNALMDGASQLMGENR 376 19 4 14.93 b11°b11y7y18 1972.84 46.222 5094 3 658.29 13.06

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

32 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 7 40.34

b3b10*b10b11b13b14y
15

3183.49 81.433 16082 4 796.63 3.68

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

33 Oxidation+M(15) GTAGNALMDGASQLMGENR 376 19 3 14.93 b14y11y18 1908.87 82.085 6700 2 954.94 9.40

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

34 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLKDLWQK
124 33 3 22.85 b10b11b15 3853.78 108.287 1719 4 964.20 -11.91

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

35 Carbamidomethyl+C(3) VSCNIPVVSGK 228 11 2 7.26 b10*b10 1159.61 51.716 3385 2 580.31 -4.11

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

36 TMTIHNGMFFSTY 395 13 2 12.14 y3y10 1549.67 77.285 1586 2 775.34 -6.46

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

37 AHYGGFTVQNEANK 353 14 1 7.31 b9 1518.72 39.289 4459 3 506.91 14.79

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 LISQIVSSITASLR 229 14 9 86.51 b4°b4b5y3y4y5y8y9y12 1487.88 100.837 88935 2 744.44 2.05

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 EDLAALEK 422 8 8 33.07 b3b4b8y2°y2y3°y3y8 888.47 35.470 33015 2 444.74 4.95

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 ESIDLVLDR 112 9 3 30.47 b4b8y3 1059.56 63.668 9495 2 530.28 -5.99

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

AYHEQLSVAEITSSCFEPNSQMVK
CDPR

280 28 9 29.61
b7b9°b9y4y6y11y12°y1

2*y12
3283.46 81.409 17286 4 821.62 -6.02

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8
Carbamidomethyl+C(15)

;Oxidation+M(22)
AYHEQLSVAEITSSCFEPNSQMVK 280 24 11 28.37

b6b8°b8*b8b11°b11*b1
1b15°b15*b15y9

2771.28 89.800 11647 3 924.43 6.08



|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

9

Carbamidomethyl+C(4);
Carbamidomethyl+C(20)
;Carbamidomethyl+C(25

);Oxidation+M(1)

MRECISVHVGQAGVQIGNACWEL
FCLEHGIQADGTFDAQASK

0 42 11 36.18
b8°b8b9°b9b12y4*y4y7

y9y11y15
4706.23 116.612 7045 5 942.05 13.38

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

10
Carbamidomethyl+C(5);

Oxidation+M(30)
LTDACSGLQGFLIFHSFGGGTGSG

FTSLLMER
124 32 5 13.55 b12b16°b16y6y16 3379.62 91.405 6153 3 1127.21 2.67

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

11 DIERPTYTNLNR 217 12 4 27.05 b3°b3b4b9 1491.75 52.823 10855 2 746.38 -3.19

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

12 PGGDLAK 363 7 2 13.49 b3b5 657.35 65.879 2848 2 329.18 -12.81

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 39.61 b3b7b9b10y7y9y11 2750.30 73.543 69795 3 917.44 4.70

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 EDLAALEK 422 8 8 33.07 b3b4b8y2°y2y3°y3y8 888.47 35.470 33015 2 444.74 4.95

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 LSVDYGKK 156 8 8 67.28 b2y3y4y5y6°y6y7y8 909.50 29.926 30988 2 455.25 -5.50

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 6 13.55 b7b12y13°y13y15°y15 3359.64 120.648 52224 4 840.66 -5.96

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 32 198.08

b2*b2b3*b3b4*b4b5*b
5b6*b6b12b15b16y1y2y
4*y4y5y6y7°y7*y7y8y1
0*y10y11y12y13*y13y1

4*y14y16

1726.95 91.473 248530 2 863.98 -1.63

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 24 172.26

b2*b2b5b6b9b10b11*b
11b12°b12*b12b13*b13
b14y2y4y5y6y9y13*y13

y14y15y17

1961.93 79.205 128856 2 981.47 5.60

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 19 129.79
b2°b2b3°b3b4b6°b6b8y
1y4y5y7y8y9°y9y10°y1

0y11*y11
1257.67 43.025 73666 2 629.34 -4.66

|P35749|MYH11_HUMAN Myosin-11 4 DLGEELEALK 1142 10 5 47.89 b3b7°b7b9y3 1116.58 72.867 630392 558.79 -0.77

|P35749|MYH11_HUMAN Myosin-11 5 NTDQASMPDNTAAQK 365 15 9 55.34
b2b15y3y8*y8y9y10y11

y15
1591.70 27.066 51228 2 796.35 0.08

|P35749|MYH11_HUMAN Myosin-11 6 Carbamidomethyl+C(1) CNGVLEGIR 700 9 7 54.47 b2*b2y3y4y5y7y9 1017.51 49.140 45436 2 509.26 -2.88

|P35749|MYH11_HUMAN Myosin-11 7 EEELQAALAR 1088 10 6 40.11 b6y3y5y6y10*y10 1129.58 49.841 39172 2 565.30 -0.32

|P35749|MYH11_HUMAN Myosin-11 8 DEIFATAKENEK 1668 12 8 36.14 b2b7°b7b9y6*y6y7°y7 1394.70 69.612 11651 2 697.85 11.47

|P35749|MYH11_HUMAN Myosin-11 9 LQAQMKDFQRELEDAR 1649 16 5 17.15 b5b8°b8y12y16 1978.00 58.183 8602 2 989.51 11.97

|P35749|MYH11_HUMAN Myosin-11 10 Carbamidomethyl+C(12) ITDVIMAFQAMCR 785 13 4 20.63 b5°b5y5y10 1555.74 77.821 5807 2 778.37 -1.10

|P35749|MYH11_HUMAN Myosin-11 11 EILLQVEDER 1852 10 4 26.89 b3b9*b9y7 1243.64 88.611 5277 2 622.33 -7.85



|P35749|MYH11_HUMAN Myosin-11 12 SLEADLMQLQEDLAAAER 1683 18 3 15.57 b6b14y9 2002.98 87.820 4673 2 1001.99 2.74

|P35749|MYH11_HUMAN Myosin-11 13 NLLQEQLQAETELYAEAEEMR 889 21 7 24.69 b1b2b14*b14y11y12y15 2508.18 99.953 3391 4 627.80 -4.77

|P35749|MYH11_HUMAN Myosin-11 14 LQRELDEATESNEAMGREVNALK 1902 23 5 19.45 y5y13°y13y15°y15 2603.27 79.085 2097 4 651.57 0.38

|P35749|MYH11_HUMAN Myosin-11 15 LEVNMQALK 1564 9 4 44.93 b6b8y5y8 1045.56 36.158 116786 2 523.28 -10.04

|P35749|MYH11_HUMAN Myosin-11 16 LEGDASDFHEQIADLQAQIAELK 1059 23 4 23.13 b3b12*b12b13 2541.30 118.545 65163 3 847.77 21.62

|P35749|MYH11_HUMAN Myosin-11 17 QLHEYETELEDER 1596 13 3 20.63 b4b7y4 1690.79 42.929 34925 3 564.27 19.42

|P35749|MYH11_HUMAN Myosin-11 18 TFHIFYYMIAGAK 279 13 4 20.63 b6°b6y3y9 1561.80 43.972 17516 3 521.27 8.60

|P35749|MYH11_HUMAN Myosin-11 19 LEAQVQELQSK 1256 11 3 36.05 y3y6y9 1272.66 75.397 15654 2 636.83 -14.68

|P35749|MYH11_HUMAN Myosin-11 20 Carbamidomethyl+C(2) LCTEQGSHPK 552 10 6 43.12 b7y4°y4y5y6*y6 1156.53 37.928 11506 3 386.18 -12.45

|P35749|MYH11_HUMAN Myosin-11 21 ALETQMEEMK 1535 10 3 26.89 b3b8y8 1209.55 30.349 9931 3 403.85 -1.51

|P35749|MYH11_HUMAN Myosin-11 22 LEDEILVMDDQNNK 982 14 4 30.72 b5b6b13y8 1675.77 82.009 8600 2 838.39 -9.11

|P35749|MYH11_HUMAN Myosin-11 23 EIENLTQQYEEK 1399 12 4 22.26 b6y8*y8y10 1523.70 33.552 7267 2 762.35 -13.70

|P35749|MYH11_HUMAN Myosin-11 24 MAQQMLDLEEQLEEEEAAR 947 19 5 24.1 y11*y11y13y14*y14 2263.06 77.384 7136 3 755.02 16.29

|P35749|MYH11_HUMAN Myosin-11 25 ISDLTTNLAEEEEK 1007 14 6 39 b5b12b13y11y13°y13 1591.76 136.643 4061 1 1591.76 -3.53

|P35749|MYH11_HUMAN Myosin-11 26 ATQQAEQLSNELATER 1761 16 6 59.26 b4b5b7b8y8y9 1788.84 98.412 3315 2 894.92 -19.99

|P35749|MYH11_HUMAN Myosin-11 27 SHEAQVQEMR 1188 10 4 40.11 b9y3y8y9 1214.54 32.024 2678 3 405.52 -16.99

|P35749|MYH11_HUMAN Myosin-11 28 LQNEVESVTGMLNEAEGK 1284 18 5 15.57 b4°b4b6y11°y11 1947.93 102.263 2328 3 649.98 -0.31

|P35749|MYH11_HUMAN Myosin-11 29 MTESSLPSASK 633 11 3 24.29 b8b10y9 1137.52 33.654 2199 1 1137.52 -20.28

|P35749|MYH11_HUMAN Myosin-11 30 LHEMEGAVK 1800 9 3 30.47 b6y7y8 1013.50 109.920 2006 1 1013.50 -5.06

|P35749|MYH11_HUMAN Myosin-11 31 HAQAVEELTEQLEQFK 1200 16 6 41.28 b12*b12b13y4y7y9 1899.98 102.726 1941 3 634.00 16.00

|P35749|MYH11_HUMAN Myosin-11 32 NFINSPVAQADWAAK 18 15 6 29.42 b4*b4y5y7y11*y11 1631.83 37.112 1779 3 544.61 6.66

|P35749|MYH11_HUMAN Myosin-11 33 ALDEETR 1181 7 5 37.44 b3y3°y3y4°y4 833.41 84.483 1723 1 833.41 16.99

|P35749|MYH11_HUMAN Myosin-11 34 DVASLSSQLQDTQELLQEETR 1308 21 3 22.32 b11b12y9 2390.16 136.793 1604 2 1195.58 -3.27

|P35749|MYH11_HUMAN Myosin-11 35 HEMPPHIYAIADTAYR 147 16 3 17.15 b3b9y7 1884.87 48.940 1566 2 942.94 -18.33

|P35749|MYH11_HUMAN Myosin-11 36 TEFSIIHYAGKVDYNASAWL TK 572 22 7 44.52 b8b9b10b16b19y13*y13 2514.24 100.050 535758 3 838.75 -10.88

|P35749|MYH11_HUMAN Myosin-11 37 SKLHEMEGAVK 1798 11 4 47.5 b5b6b7b10 1228.62 99.217 167261 2614.81 -14.80

|P35749|MYH11_HUMAN Myosin-11 38 DLELQADSAIKGR 1627 13 6 28.11 b4b5°b5b9°b9*b9 1415.75 64.917 137396 2 708.38 0.17

|P35749|MYH11_HUMAN Myosin-11 39 ALDEETRSHEAQVQEMR 1181 17 3 16.3 b4b12y13 2028.96 83.406 122422 3 676.99 9.51

|P35749|MYH11_HUMAN Myosin-11 40 NISSKYADER 1461 10 4 26.89 b8*b8y3y7 1182.59 71.980 24393 2 591.80 11.66



|P35749|MYH11_HUMAN Myosin-11 41 LEEEEDRGQQLQAER 930 15 4 26.21 b3°b3b7b8 1829.87 82.053 22800 2 915.44 5.34

|P35749|MYH11_HUMAN Myosin-11 42 ISDLTTNLAEEEEKAK 1007 16 3 24.85 b7b9b11 1790.90 83.604 18816 3 597.64 -2.79

|P35749|MYH11_HUMAN Myosin-11 43 SHEAQVQEMRQK 1188 12 4 22.26 b5°b5b11y3 1470.71 43.126 17078 3 490.91 -4.23

|P35749|MYH11_HUMAN Myosin-11 44 MLKAEMEDLVSSK 1507 13 4 20.63 b8y8°y8y12 1480.75 88.711 15193 2 740.88 4.70

|P35749|MYH11_HUMAN Myosin-11 45 IAQLEEELEEEQGNMEAMSDRVR 1737 23 5 28.79 b7°b7b9b10b14 2706.20 65.074 14468 2 1353.60 -14.61

|P35749|MYH11_HUMAN Myosin-11 46 DEIFATAKENEK 1668 12 4 26.24 b9y3°y3y4 1394.70 50.756 9150 2 697.85 13.22

|P35749|MYH11_HUMAN Myosin-11 47 SLEADLMQLQEDLAAAERAR 1683 20 3 14.36 b6b16y13 2230.11 86.042 9031 3 744.04 -1.75

|P35749|MYH11_HUMAN Myosin-11 48 LEVNMQALKGQFER 1564 14 3 19.27 b3b13y6 1662.85 48.316 7984 3 554.95 -9.54

|P35749|MYH11_HUMAN Myosin-11 49 MAQKGQLSDDEK 0 12 4 36.14 b4b6y5y6 1349.63 48.960 4582 3 450.55 -2.26

|P35749|MYH11_HUMAN Myosin-11 50 EEKGDEVVVELVENGK 51 16 3 23.68 b11y4y5 1772.88 63.712 3650 2 886.94 -8.26

|P35749|MYH11_HUMAN Myosin-11 51 Carbamidomethyl+C(16) ERYFSGLIYTYSGLFCVVVNPYK 106 23 6 33.88 b5b7b8b12y3y13 2775.35 109.985 3630 3 925.79 -12.05

|P35749|MYH11_HUMAN Myosin-11 52 NKHESMISELEVR 1029 13 3 29.87 b4b8b11 1571.81 59.764 3480 2 786.41 13.13

|P35749|MYH11_HUMAN Myosin-11 53 VIENADGSEEETDTRDADFNGTK 1946 23 4 17.47 b4b6y6y11 2513.12 31.033 2745 6 419.69 11.85

|P35749|MYH11_HUMAN Myosin-11 54 YEILAANAIPKGFMDGK 727 17 12 59.23
b6°b6b7*b7b8*b8b10*b

10y4y7y8°y8
1837.93 116.563 2744 3 613.31 -12.75

|P35749|MYH11_HUMAN Myosin-11 55 EELAEELASSLSGRNALQDEK 1710 21 4 18.91 b4b7y7y20 2289.09 47.206 1821 3 763.70 -12.59

|P35749|MYH11_HUMAN Myosin-11 56 Phosphoryl STY(6) LQDFASTVEALEEGK 1379 15 4 29.42 b4b5b11y12 1716.79 97.476 97378 3 572.93 13.65

|P35749|MYH11_HUMAN Myosin-11 57 Phosphoryl STY(14) NLLQEQLQAETELYAEAEEMR 889 21 4 34.66 y5y6y7°y7 2588.16 92.599 16773 2 1294.58 4.24

|P35749|MYH11_HUMAN Myosin-11 58 Oxidation+M(5) LQAQMKDFQRELEDAR 1649 16 5 27.65 b11y3y8y14*y14 1993.96 82.035 5412 2 997.49 -6.67

|P35749|MYH11_HUMAN Myosin-11 59 QMKDFQRELEDAR 1652 13 1 7.25 b4 1665.80 58.187 1892 2 833.40 0.07

|P35749|MYH11_HUMAN Myosin-11 60 EILLQVEDER 1852 10 1 8.25 y3 1226.63 88.676 4895 2 613.82 9.75

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 14 52.78

b2b5b7°b7*b7b13b15y1
y3y6y8y9y12y26

2798.35 89.960 186213 3 933.45 1.40

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 IMNTFSVVPSPK 162 12 8 68.89 b10y4°y4y7y8y9y11y12 1319.70 63.948 105530 2 660.36 1.57

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 74.47

y3y5y6y7y8y12y13y22y
25

2708.34 95.649 85886 3 903.45 0.18

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5 AVLVDLEPGTMDSVR 62 15 8 29.42 b1b2b3y2y8y9y11y15 1601.82 71.150 50258 2 801.41 -2.97

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 ALTVPELTQQMFDAK 282 15 8 62.33 y1y3y5°y5y7y9y11y15 1691.87 86.070 31987 2 846.44 3.25

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 MAATFIGNSTAIQELFK 362 17 11 76.93
b3b4b5°b5b6b9°b9b10y

3y12°y12
1841.97 116.608 41874 3 614.66 12.46

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

9 INVYYNEATGGNYVPR 46 16 5 24.24 b7b12°b12y12y14 1829.87 76.466 4469 2 915.44 -5.07



|P04350|TBB4_HUMAN Tubulin beta-4 
chain

10 EEFPDRIMNTFSVVPSPK 156 18 6 34.63 b4b7b8°b8b13y16 2093.01 108.409 49857 3 698.34 -13.41

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

11 Phosphoryl STY() IMNTFSVVPSPK 162 12 4 37.24 b3b8b10y11 1399.68 58.951 18124 2 700.34 11.16

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

12 Phosphoryl STY(10) MAATFIGNSTAIQELFK 362 17 7 43.8 b4b7b9y9y10y12*y12 1921.93 102.621 1741 3 641.32 14.55

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

13 LTQQMFDAK 288 9 0 4.05 1081.54 86.109 2469 1 1081.54 5.64

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 14 117.59
b1b2b3b4b6y2y5y6y7y8

y9y10y11y13
1269.76 77.787 217248 2 635.38 -4.23

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 LLVPSPEGMSEIYLR 423 15 12 68.76
b2b3y1y2y3y6y7y10y11

y12°y12y15
1703.91 85.860 200721 2 852.46 6.59

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3 Carbamidomethyl+C(15)
GMPAHFSDSAQTEACYHMLSRPQ

PPPDPLLLQR
179 33 8 53.36 b2y3y4y5y6y19y22y33 3747.75 70.079 154591 5 750.36 -7.82

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4 ILEAHQNVAQLSLAEAQLR 523 19 14 90.58
b1b7b8°b8b9y1y4y5°y5

y6*y6y7y8y19
2104.13 66.117 106257 3 702.05 -10.33

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 13 115.79
b4°b4b5y2y3y4y5y6y7y

8y9y11y16
1765.91 91.855 103475 2 883.46 2.35

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 18 136.47

b5b9b11°b11b12b14b21
y2y3y4y5y6y7y8y9y11y

12y29
2782.31 59.685 86143 4 696.33 -8.51

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 AGDALWLR 242 8 6 49.3 b7y2y3y4y6y8 901.48 61.946 39984 2 451.24 -9.34

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 14 86.51
b2b3b4y3*y3y4*y4y8y9

°y9y10*y10y12y14
1487.72 48.265 37809 2 744.37 5.01

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9 TMADSSYTSEVQAILAFLSLQR 459 22 12 78.23
b2b3b13b14y1y2y4y5y6

y7y8y22
2431.23 120.327 31832 2 1216.12 3.82

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 3 17.28 y3y6y14 3025.53 95.663 27353 3 1009.18 14.93

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11 FIQAWQSLPDFGISYVMVR 542 19 6 33.33 b6y1y5y6y8y11 2257.13 105.005 10436 3 753.05 -7.57

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12 VFVGEEDPEAESVTLR 19 16 3 17.15 b7y7y11 1776.87 60.393 34674 2 888.94 3.30

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 4 24.21 b13y4y9y10 2539.15 81.585 26326 3 847.06 -7.40

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14 TASGDYIDSSWELR 5 14 6 50.67 b7b11y3y5y10y11 1599.74 68.164 22382 2 800.37 8.78

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 FSNMR 593 5 1 13.21 b4 654.30 31.950 11034 1 654.30 -11.29

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 Carbamidomethyl+C(5) WMAGCR 447 6 2 26.83 y4y5 780.33 31.219 9810 2 390.67 1.02

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17 TQLHSR 222 6 1 13.62 y5 741.41 97.777 7267 1 741.41 10.37

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 WLDSSR 228 6 1 13.62 y3 763.37 35.679 4902 2 382.19 -5.60

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 DEILGIANNR 567 10 5 28.65 b4°b4b5y4*y4 1114.58 100.020 4454 1 1114.58 -3.61

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 EPEEELYDLSK 155 11 3 27.3 b8b9y7 1351.64 54.317 3503 2 676.32 9.57

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 ARGEELDEDLFLQLTGGHEAF 646 21 4 24.69 b7b9b10y18 2347.12 95.049 39539 3 783.04 -0.73

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 Carbamidomethyl+C(1) CLMQQGIKAGDALWLR 234 16 6 35.05
b10b12*b12b13*b13b1

5
1859.96 80.280 20435 2 930.49 0.53

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 AGMKTASGDYIDSSWELR 1 18 5 21.72 b7b11y8°y8y10 1986.92 114.539 10969 3 662.98 -0.61

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24 EKEPEEELYDLSK 153 13 4 28.11 b4b10b11°b11 1608.77 64.987 3675 2 804.89 5.54



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 YYSFFDLDPKTDPVR 252 15 4 37.87 b11b12b13y14 1862.92 86.742 2863 3 621.65 13.17

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26 FKYYSFFDLDPK 250 12 7 32.16 b5°b5b11y7°y7y10°y10 1569.75 102.715 1554 2 785.38 -7.78

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27 Phosphoryl STY(25)
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 10 33.48

b5*b5b7b14_H3PO4 
b14_HPO3 

b14°b14b15y5y7*y7y29
3105.40 122.404 7191 4 777.10 -14.07

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 14 52.78

b2b5b7°b7*b7b13b15y1
y3y6y8y9y12y26

2798.35 89.960 186213 3 933.45 1.40

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 74.47

y3y5y6y7y8y12y13y22y
25

2708.34 95.649 85886 3 903.45 0.18

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 MSATFIGNSTAIQELFK 362 17 6 46.45 b7b9°b9b13b14b16 1857.95 93.357 5352 2 929.48 4.07

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 INVYYNEAAGNK 46 12 5 32.16 b5b7y8°y8y11 1355.67 62.828 3817 2 678.34 8.82

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 MSATFIGNSTAIQELFKR 362 18 4 22.73 b7b12*b12b16 2014.04 71.913 3284 2 1007.52 -3.52

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LRFPGQLNADLR
216 35 6 34.8 b6b9°b9b10y6y7 3819.90 134.427 5777 3 1273.97 -4.41

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

10 Oxidation+M() ISEQFTAMFRR 380 11 4 27.3 b7°b7y7y8 1401.70 52.306 28087 2 701.35 4.09

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 11 44.59
b3b12b13b15b21b31y3y

7y9y11y13
5228.34 87.453 75417 4 1307.84 6.16

|Q15942|ZYX_HUMAN Zyxin 2
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 13 57.52

b3b7b11b13b15y5y8°y8
y11°y11*y11y12y25

2597.27 57.033 70764 3 866.43 -0.56

|Q15942|ZYX_HUMAN Zyxin 3 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 8 55.48 b3*b3b4*b4y4y6y8y11 1259.62 42.755 38825 2 630.31 1.94

|Q15942|ZYX_HUMAN Zyxin 4 SPGAPGPLTLK 343 11 4 27.3 b3b4y2y7 1037.60 50.365 27545 2 519.30 -2.35
|Q15942|ZYX_HUMAN Zyxin 5 VNPFRPGDSEPPPAPGAQR 35 19 5 21.88 b2y5y8y17y19 1988.98 45.756 26806 3 663.67 -5.28
|Q15942|ZYX_HUMAN Zyxin 6 GPPASSPAPAPK 253 12 6 44.89 y1y4y8y9y10y12 1076.57 23.900 14991 2 538.79 -4.76

|Q15942|ZYX_HUMAN Zyxin 7 FSPGAPGGSGSQPNQK 279 16 15 79.66
b5b9b11b12b16y4y7y9*
y9y10°y10*y10y11°y14

*y14
1515.72 29.523 11558 2 758.36 1.85

|Q15942|ZYX_HUMAN Zyxin 8 EVEELEQLTQQLMQDMEHPQR 354 21 7 21.68
b11*b11y6°y6y11y13°y

13
2611.24 69.551 3206 2 1306.12 9.26

|Q15942|ZYX_HUMAN Zyxin 9 VSSIDLEIDSLSSLLDDMTKNDPFK 140 25 5 12.4 b7y3y5°y5*y5 2782.36 124.396 7561 3 928.12 -4.30

|Q15942|ZYX_HUMAN Zyxin 10 Carbamidomethyl+C(30)
EVEELEQLTQQLMQDMEHPQRQN

VAVNELCGR
354 32 7 37.9

b8b10y10*y10y11*y11y
12

3851.79 134.440 6533 4 963.70 -4.50

|Q15942|ZYX_HUMAN Zyxin 11 VQEKQHPVPPPAQNQNQVR 324 19 4 14.93 b6*b6y3y7 2194.13 59.521 2509 2 1097.57 -9.79

|Q15942|ZYX_HUMAN Zyxin 12 Phosphoryl STY(13) MAAPRPSPAISVSVSAPAFYAPQK 0 24 8 30.32
b3b13°b13b15°b15y10y

12y14
2523.25 99.986 5050 2 1262.13 6.39

|Q15942|ZYX_HUMAN Zyxin 13 Oxidation+M() EVEELEQLTQQLMQDMEHPQR 354 21 3 13.86 b3b8y6 2627.21 101.266 9963 4 657.56 1.12

|Q15942|ZYX_HUMAN Zyxin 14 GTGSPQPPSFTYAQQR 304 16 0 8.1 1721.82 57.045 1766 3 574.61 -1.84



|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 17 114.92
b2*b2b3b4y1y2y3y4°y4
y5y6y7y8y9°y9*y9y10

1243.65 59.447 345185 2 622.33 -1.47

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 AADAEAEVASLNRR 77 14 4 34.83 y9*y9y10y11 1472.73 38.852 60156 3 491.58 -9.37

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 LATALQK 105 7 10 80.09
b3°b3b4°b4y1y3y4y5y6

y7
744.45 29.010 24253 2 372.73 -12.30

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 AADAEAEVASLNR 77 13 5 32.29 b4y5y6y8y13 1316.64 41.650 12619 2 658.83 -0.37

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 AISEELDHALNDMTSI 268 16 9 59.92
b4b7°b7b9b13y7°y7y13

y14
1758.81 69.565 11615 3 586.94 -8.54

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 YEEEIK 220 6 4 43.05 b3b5°b5y4 810.38 26.190 17409 2 405.69 -8.66

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 MEAIK 0 5 1 13.21 y4 591.32 40.571 16712 1 591.32 -0.93

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 VIENR 128 5 2 13.21 b4°b4 630.36 28.145 13735 1 630.36 -1.94

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 AEQAEAEQK 21 9 4 44.93 b4b8y5y6 1003.45 58.398 10768 2 502.23 -21.78

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 ENALDR 15 6 1 13.62 y5 717.35 79.668 10320 1 717.35 -1.96

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 QLEDELAAMQK 37 11 5 36.71 b3°b3y4y5y10 1275.64 50.810 9809 2 638.33 14.74

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

12 LELAEK 70 6 1 13.62 b5 702.40 40.396 1956 1 702.40 -10.60

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

13 TIDDLEDELYAQKLK 251 15 4 26.21 b3b4b11°b11 1793.90 87.336 81197 2 897.45 -10.75

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

14 KLVIIEGDLER 167 11 4 27.3 b4y5°y5y6 1284.74 57.733 20284 2 642.88 -6.84

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

15 AADAEAEVASLNRR 77 14 3 19.27 b6b9y6 1472.76 33.480 11879 3 491.59 8.12

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

16 Carbamidomethyl+C(8) AELAESKCSELEEELK 182 16 3 17.15 b11y10y15 1864.91 79.632 9635 2 932.96 11.65

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

17 AADAEAEVASLNRR 77 14 0 3.64 1454.72 38.848 8380 3 485.58 -4.95

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 17 114.92
b2*b2b3b4y1y2y3y4°y4
y5y6y7y8y9°y9*y9y10

1243.65 59.447 345185 2 622.33 -1.47

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 IQALQQQADEAEDR 13 14 21 123.73
b2*b2b3*b3b4y1y2y3y4
y5°y5y8y9°y9*y9y10*y

10y11*y11y12y14
1614.78 39.964 104719 2 807.89 3.78

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 LATALQK 69 7 10 80.09
b3°b3b4°b4y1y3y4y5y6

y7
744.45 29.010 24253 2 372.73 -12.30

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 LVILEGELER 132 10 4 28.65 b3y7°y7y8 1170.66 67.258 26235 2 585.84 -7.09

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 AEGDVAALNR 44 10 4 26.89 b7°b7y4y8 1015.51 33.611 25832 2 508.26 -4.87

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 Carbamidomethyl+C(19) EENVGLHQTLDQTLNELNCI 228 20 4 22.6 b10y4y10y13 2340.07 87.971 4447 2 1170.54 -18.15

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 NVTNNLKSLEAASEK 162 15 5 18.12 b3°b3*b3b8y12 1617.85 89.946 192002 2 809.43 4.30

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 KIQALQQQADEAEDR 12 15 4 31.8 b3b5y6y7 1742.86 37.221 48169 3 581.62 -5.32

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 EKAEGDVAALNR 42 12 5 36.14 b3b8y8y9°y9 1272.64 31.089 4559 2 636.83 -7.48

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 Carbamidomethyl+C(24)
LAQAKEENVGLHQTLDQTLNELN

CI
223 25 6 23.08 b3*b3y4y7°y7y8 2851.38 94.613 2655 2 1426.20 -14.38



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 SLEAASEKYSEK 169 12 3 22.26 b9y3y9 1341.66 114.432 1755 2 671.33 4.37

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 ELDGERER 33 8 3 36.08 b3b6y6 1003.47 100.637 1606 1 1003.47 -5.47

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 LATALQK 69 7 0 0.81 726.44 29.012 4080 2 363.72 -7.73

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 15 94.35
b5*b5b6b7b8b10b11°b1

1y1y2y3y7y8y12y18
1824.99 65.865 221198 2 913.00 1.54

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 18 81.07
b2*b2b3b5°b5*b5b11*y
2y3y4*y4y6y7y8*y8y12

y14*y14
1718.86 52.848 136360 3 573.63 -11.29

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 39.61 b3b7b9b10y7y9y11 2750.30 73.543 69795 3 917.44 4.70

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 FDGALNVDLTEFQTNLVPYPR 243 21 10 44.02
b2b3b5b17y2y4y5y12y1

4y21
2409.23 94.898 47635 2 1205.12 8.92

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 EDLAALEK 422 8 8 33.07 b3b4b8y2°y2y3°y3y8 888.47 35.470 33015 2 444.74 4.95

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 Phosphoryl STY() AVFVDLEPTVVDEVR 64 15 11 85.44
b13b14_H3PO4 

b14°b14y6y8y10°y10y1
1y12y13°y13

1767.85 105.125 99092 2 884.43 1.04

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

7 Oxidation+M(12) WAFVHWYVGEGMEEGEFSEAR 401 21 4 21.68 b3b8b10y6 2532.10 96.336 6192 3 844.71 3.76

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 14 52.78

b2b5b7°b7*b7b13b15y1
y3y6y8y9y12y26

2798.35 89.960 186213 3 933.45 1.40

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 9 74.47

y3y5y6y7y8y12y13y22y
25

2708.34 95.649 85886 3 903.45 0.18

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

6 MSATFIGNSTAIQELFK 362 17 6 46.45 b7b9°b9b13b14b16 1857.95 93.357 5352 2 929.48 4.07

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

7 MSATFIGNSTAIQELFKR 362 18 4 22.73 b7b12*b12b16 2014.04 71.913 3284 2 1007.52 -3.52

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

8 NSSYFVEWIPNNVK 336 14 4 19.27 b9y6y13*y13 1696.84 81.360 69241 2 848.93 5.83

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

9 EVDEQMLNVQNK 324 12 5 49.66 b11y4y5y6y10 1446.69 47.295 33093 2 723.85 0.42

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

10 IMNTFSVMPSPK 162 12 4 26.24 b5*b5y10y11 1351.65 66.220 18246 2 676.33 -19.42

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

11 INVYYNEATGNK 46 12 3 22.26 b4y5y10 1385.70 84.527 2963 2 693.35 21.50

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

12 IREEYPDR 154 8 3 33.07 b5b6y7 1077.53 37.023 29722 2 539.27 -1.25

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

13
EVDEQMLNVQNKNSSYFVEWIPN

NVK
324 26 4 12.13 b12y4y13°y13 3124.49 110.913 2093 5 625.70 -3.20

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

14 Phosphoryl STY()
FWEVISDEHGIDPTGSYHGDSDLQ

LER
19 27 5 21.9

b13_HPO3 
b13°b13b14°b14y11_H3

PO4 y11
3182.39 98.019 5637 3 1061.47 9.44

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 19 89.96
b2b3b8*b8b9°b9*b9b11
y2°y2y3y4y9°y9*y9y10°

y10*y10y12
1443.64 33.855 924935 2 722.33 1.10

|P02768|ALBU_HUMAN Serum albumin 2 YLYEIAR 161 7 13 63.86
b1b2b5°b5b7y1y2y3y4°

y4y5y6y7
927.49 52.144 774725 2 464.25 -8.69



|P02768|ALBU_HUMAN Serum albumin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 15 88.09
b2b7b9y2*y2y3*y3y4y5

y6°y6y7°y7y8y9
1138.49 32.694 115049 2 569.75 -2.90

|P02768|ALBU_HUMAN Serum albumin 4 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 19 112.82
b2b3b4b5b6b18*b18y2y
3y4y5°y5y7°y7y10y15y

18*y18y21
2490.27 108.498 106448 3 830.76 -4.61

|P02768|ALBU_HUMAN Serum albumin 5 VPQVSTPTLVEVSR 438 14 8 72.13 b1y3y8y9y10y11y12y14 1511.84 60.375 69761 2 756.42 -4.60

|P02768|ALBU_HUMAN Serum albumin 6 FQNALLVR 426 8 5 40.85 b2y3y4y6y8 960.55 55.666 53509 2 480.78 -9.28

|P02768|ALBU_HUMAN Serum albumin 7 LVNEVTEFAK 65 10 6 54.88 y3y5y6y8*y8y10 1149.61 54.798 46632 2 575.31 -3.40

|P02768|ALBU_HUMAN Serum albumin 8 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 6 24.85 y4*y4y6y9°y9*y9 1996.90 43.872 45562 4 499.98 -14.55

|P02768|ALBU_HUMAN Serum albumin 9
Carbamidomethyl+C(6);
Carbamidomethyl+C(7)

AAFTECCQAADK 186 12 10 44.89
b1y1y2y6y8y9°y9y10°y

10y12
1371.57 32.059 38758 2 686.29 0.45

|P02768|ALBU_HUMAN Serum albumin 10
Carbamidomethyl+C(9);
Carbamidomethyl+C(10)

ETYGEMADCCAK 105 12 4 29.46 y6y8y9y12 1434.54 36.437 38012 2 717.77 1.70

|P02768|ALBU_HUMAN Serum albumin 11 AEFAEVSK 249 8 9 51.06 b2b3b4b8°b8y4°y4y6y8 880.44 33.568 35787 2 440.72 -4.78

|P02768|ALBU_HUMAN Serum albumin 12 Carbamidomethyl+C(2) LCTVATLR 97 8 4 40.85 y3y4°y4y6 933.52 43.884 16541 2 467.26 -3.92

|P02768|ALBU_HUMAN Serum albumin 13
Carbamidomethyl+C(2);
Carbamidomethyl+C(11)

TCVADESAENCDK 75 13 13 105.92
b1°b1b2b4b6y5y6*y6y7

y8y9y10y11
1498.58 22.609 14670 2 749.79 0.08

|P02768|ALBU_HUMAN Serum albumin 14 FKDLGEENFK 34 10 4 54.88 y3y4y7y9 1226.59 79.606 5807 2 613.80 -14.03

|P02768|ALBU_HUMAN Serum albumin 15 LVTDLTK 257 7 9 66.87
b4°b4b5y4°y4y5°y5y6°y

6
789.45 38.985 612867 2 395.23 -21.57

|P02768|ALBU_HUMAN Serum albumin 16 DVFLGMFLYEYAR 347 13 4 32.29 b7y4y5y12 1623.82 67.403 39583 3 541.94 17.89

|P02768|ALBU_HUMAN Serum albumin 17 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 3 22.71 b13b14y6 2260.06 100.617 7890 3 754.02 14.69

|P02768|ALBU_HUMAN Serum albumin 18 SEVAHR 28 6 2 29.84 y3y5 698.35 30.891 7388 2 349.68 -13.81

|P02768|ALBU_HUMAN Serum albumin 19 Carbamidomethyl+C(3)
SHCIAEVENDEMPADLPSLAADFV

ESK
310 27 4 22.54 b15y10y11y15 2974.38 92.256 2324 2 1487.69 10.59

|P02768|ALBU_HUMAN Serum albumin 20 KVPQVSTPTLVEVSR 437 15 31 244.3

b4*b4b5*b5b7°b7b9°b9
b10*b10b11b13y3y4°y4
y5°y5y6y7y8°y8y9y10°y
10y11°y11y12*y12y13°

y13y14

1639.92 55.556 950776 3 547.31 -9.75

|P02768|ALBU_HUMAN Serum albumin 21
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)

RMPCAEDYLSVVLNQLCVLHEK 468 22 4 13.43 b5b13y8*y8 2674.32 103.728 77696 3 892.11 3.47

|P02768|ALBU_HUMAN Serum albumin 22
Carbamidomethyl+C(13)
;Carbamidomethyl+C(14

)
AVMDDFAAFVEKCCK 569 15 3 18.12 b13y7y13 1790.78 60.391 49556 2 895.89 -5.18

|P02768|ALBU_HUMAN Serum albumin 23
Carbamidomethyl+C(3);
Carbamidomethyl+C(16)

MPCAEDYLSVVLNQLCVLHEKTP
VSDR

469 27 3 11.9 b13b15y22 3173.53 72.841 15976 5 635.51 -5.31

|P02768|ALBU_HUMAN Serum albumin 24
Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

CCTESLVNRRPCFSALEVDETYVP
K

499 25 4 12.4 b12y7y9°y9 3030.41 68.254 15478 4 758.36 -0.56



|P02768|ALBU_HUMAN Serum albumin 25
Carbamidomethyl+C(2);
Carbamidomethyl+C(3);
Carbamidomethyl+C(13)

ECCEKPLLEKSHCIAEVENDEMPA
DLPSLAADFVESK

300 37 4 10.87 b11°b11y8y22 4260.92 115.312 13684 4 1065.98 -6.42

|P02768|ALBU_HUMAN Serum albumin 26 EQLKAVMDDFAAFVEK 565 16 4 34.55 b8b9b10°b10 1840.92 86.716 12803 2 920.96 1.13

|P02768|ALBU_HUMAN Serum albumin 27 NYAEAKDVFLGMFLYEYAR 341 19 8 42.02
b10b11°b11b12*b12y4y

10°y10
2300.09 68.184 10451 2 1150.55 -5.31

|P02768|ALBU_HUMAN Serum albumin 28
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDRADLAK 264 22 4 26.9 b3b14y10y11 2585.12 44.193 9736 3 862.38 -0.19

|P02768|ALBU_HUMAN Serum albumin 29 Carbamidomethyl+C(3) DVCKNYAEAK 337 10 3 26.89 b6b9y3 1197.55 37.411 9592 3 399.85 -6.22

|P02768|ALBU_HUMAN Serum albumin 30 YLYEIARR 161 8 3 40.85 b3b4b5 1083.58 62.940 8537 2 542.29 -13.52

|P02768|ALBU_HUMAN Serum albumin 31
Carbamidomethyl+C(6);
Carbamidomethyl+C(7);
Carbamidomethyl+C(15)

AAFTECCQAADKAACLLPK 186 19 3 14.93 b12y7y13 2124.97 63.618 8389 3 708.99 -10.57

|P02768|ALBU_HUMAN Serum albumin 32 FKDLGEENFK 34 10 3 28.65 b5b6y8 1226.62 48.178 3764 2 613.81 8.96

|P02768|ALBU_HUMAN Serum albumin 33 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 4 38.85 y7y10y12y14 1996.90 100.024 3724 3 666.30 -14.92

|P02768|ALBU_HUMAN Serum albumin 34 Oxidation+M(6) DVFLGMFLYEYAR 347 13 5 34.05 b6y4y7y10°y10 1639.77 77.394 4101 2 820.39 -9.53

|P02768|ALBU_HUMAN Serum albumin 35
Carbamidomethyl+C(10)

;Oxidation+M(9)
LVRPEVDVMCTAFHDNEETFLK 138 22 3 22.18 b11y7y8 2666.27 78.439 3640 5 534.06 3.66

|P02768|ALBU_HUMAN Serum albumin 36 Oxidation+M(12) NYAEAKDVFLGMFLYEYAR 341 19 5 25.85 b7y5y9°y9y10 2316.07 83.009 3591 2 1158.54 -14.13

|P02768|ALBU_HUMAN Serum albumin 37 LVNEVTEF 65 8 1 8.25 y4 950.48 54.734 59727 2 475.74 -7.71

|P02768|ALBU_HUMAN Serum albumin 38 AEFAEVSK 249 8 0 1.21 862.43 33.606 7316 1 862.43 1.98

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 32 198.08

b2*b2b3*b3b4*b4b5*b
5b6*b6b12b15b16y1y2y
4*y4y5y6y7°y7*y7y8y1
0*y10y11y12y13*y13y1

4*y14y16

1726.95 91.473 248530 2 863.98 -1.63

|Q7Z406|MYH14_HUMAN Myosin-14 2 KEEELQAALAR 1104 11 19 129.79
b2°b2b3°b3b4b6°b6b8y
1y4y5y7y8y9°y9y10°y1

0y11*y11
1257.67 43.025 73666 2 629.34 -4.66

|Q7Z406|MYH14_HUMAN Myosin-14 3 LQQLFNHTMFVLEQEEYQR 501 19 7 37.17 b8b11°b11b14y5y6y19 2453.17 105.900 60829 4 614.05 -10.45

|Q7Z406|MYH14_HUMAN Myosin-14 4 LAQAEEQLEQETR 1839 13 5 34.05 b4b6b9y8y13 1544.76 51.351 47142 2 772.88 1.50

|Q7Z406|MYH14_HUMAN Myosin-14 5 Carbamidomethyl+C(1) CNGVLEGIR 717 9 7 54.47 b2*b2y3y4y5y7y9 1017.51 49.140 45436 2 509.26 -2.88

|Q7Z406|MYH14_HUMAN Myosin-14 6 FEEDLLLLEDQNSK 999 14 6 27.55 b11b13y5y12°y12*y12 1692.81 100.587 44195 2 846.91 -10.74

|Q7Z406|MYH14_HUMAN Myosin-14 7 EEELQAALAR 1105 10 6 40.11 b6y3y5y6y10*y10 1129.58 49.841 39172 2 565.30 -0.32

|Q7Z406|MYH14_HUMAN Myosin-14 8 LQQHIQELEAHLEAEEGAR 964 19 3 14.93 b3y3y6 2201.11 103.326 4725 3 734.37 5.55

|Q7Z406|MYH14_HUMAN Myosin-14 9 LQQELDDATMDLEQQR 1441 16 9 34.74
b1b2b3b10*b10y5y7y13

*y13
1932.91 87.411 4279 2 966.96 7.45



|Q7Z406|MYH14_HUMAN Myosin-14 10 ELQTAQAQLSEWRR 1381 14 5 24.71 b7b8°b8*b8y11 1715.87 47.296 3611 2 858.44 -8.96

|Q7Z406|MYH14_HUMAN Myosin-14 11 GPSAGGGPGSGTSPQVEWTAR 32 21 5 27.36 b4b18°b18y11y12 1955.90 69.554 135268 3 652.64 -10.92

|Q7Z406|MYH14_HUMAN Myosin-14 12 QEEEAGALEAGEEAR 1396 15 4 18.12 b10*b10y5y13 1588.72 52.286 102002 3 530.25 9.84

|Q7Z406|MYH14_HUMAN Myosin-14 13 QLPIYTEAIVEMYR 149 14 3 19.27 b3b9y10 1725.87 85.860 36817 3 575.96 -9.76

|Q7Z406|MYH14_HUMAN Myosin-14 14 ELQTAQAQLSEWR 1381 13 4 32.29 b10y3y4y8 1559.78 66.025 29296 2 780.39 0.23

|Q7Z406|MYH14_HUMAN Myosin-14 15 LMATLSNTNPSFVR 680 14 14 74.67
b5b11°b11*b11y7°y7y8
*y8y9°y9*y9y10y11*y1

1
1550.83 116.609 14048 2 775.92 18.26

|Q7Z406|MYH14_HUMAN Myosin-14 16 LQEELAASDR 1708 10 6 54.29 b6b7y4y7°y7y8 1131.58 28.802 8255 3 377.87 17.48

|Q7Z406|MYH14_HUMAN Myosin-14 17 GAWEK 1236 5 1 13.21 y4 590.30 30.875 7075 1 590.30 9.51

|Q7Z406|MYH14_HUMAN Myosin-14 18 FLTNGPSSSPGQER 328 14 4 24.71 b13y4y5*y5 1476.73 55.453 6318 2 738.87 12.15

|Q7Z406|MYH14_HUMAN Myosin-14 19 ASISYGSNMRPQSQTWR 1040 17 6 26.13 b14y4°y4y7y9°y9 1968.95 119.206 5623 3 656.99 8.00

|Q7Z406|MYH14_HUMAN Myosin-14 20 QMQTEK 956 6 1 13.62 b4 764.36 26.868 5047 1 764.36 -2.16

|Q7Z406|MYH14_HUMAN Myosin-14 21 HEVPPHVYAVTEGAYR 167 16 6 27.65 b4°b4b10b14y11°y11 1824.90 61.256 4946 3 608.97 1.07

|Q7Z406|MYH14_HUMAN Myosin-14 22 VADQLR 1880 6 1 13.62 y5 701.39 42.022 4897 2 351.20 -3.05

|Q7Z406|MYH14_HUMAN Myosin-14 23 VAEQAANDLR 1552 10 6 26.89 b7*b7y6°y6y9°y9 1086.54 71.981 4735 2 543.77 -13.03

|Q7Z406|MYH14_HUMAN Myosin-14 24 HGQALGELAEQLEQAR 1217 16 3 17.15 b5b14y11 1749.86 91.450 4267 4 438.22 -16.39

|Q7Z406|MYH14_HUMAN Myosin-14 25 NTDQATMPDNTAAQK 384 15 3 18.12 b8y6y11 1605.72 51.681 3868 2 803.36 -0.08

|Q7Z406|MYH14_HUMAN Myosin-14 26 VLGFSHEEIISMLR 353 14 4 30.72 b8b9b11y4 1630.83 37.080 3865 4 408.46 -20.81

|Q7Z406|MYH14_HUMAN Myosin-14 27 QEGEQR 1264 6 1 13.62 b4 746.34 39.881 3718 1 746.34 -4.01

|Q7Z406|MYH14_HUMAN Myosin-14 28 AQVTELEDELTAAEDAK 1562 17 6 22.9 b7°b7*b7b12y6y10 1832.89 66.612 3701 3 611.64 8.99

|Q7Z406|MYH14_HUMAN Myosin-14 29 AQELQK 874 6 1 13.62 b3 716.39 40.763 3468 1 716.39 -9.54

|Q7Z406|MYH14_HUMAN Myosin-14 30 DQLEK 1886 5 1 13.21 y3 632.32 23.859 2961 1 632.32 -11.29

|Q7Z406|MYH14_HUMAN Myosin-14 31 QAQQDR 1721 6 1 13.62 y4 745.35 58.876 2931 1 745.35 -11.05

|Q7Z406|MYH14_HUMAN Myosin-14 32 ELEDVTESAESMNR 1922 14 3 27.84 y4y6y12 1609.72 77.318 2852 2 805.36 12.74

|Q7Z406|MYH14_HUMAN Myosin-14 33 AAVTMSVPGR 1 10 3 26.89 b3b9y4 988.53 16.265 2377 2 494.77 6.54

|Q7Z406|MYH14_HUMAN Myosin-14 34 LGQLEEELEEEQSNSELLNDR 1754 21 5 21.68 b4b7b9*b9y8 2474.18 99.963 2142 4 619.30 12.33

|Q7Z406|MYH14_HUMAN Myosin-14 35 DVEGIVGLEQVSSLGDGPPGGRPR 639 24 5 16.85 b9b14*b14y10y16 2391.19 97.168 1899 2 1196.10 -17.15

|Q7Z406|MYH14_HUMAN Myosin-14 36 ALSLTRALEEEQEAR 1501 15 3 18.12 b3b14y13 1715.88 87.686 29488 2 858.44 -5.69

|Q7Z406|MYH14_HUMAN Myosin-14 37 LQRAQAELENVSGALNEAESK 1298 21 6 40.87 b8b14y9y10y11*y11 2257.13 47.222 24915 3 753.05 -3.46

|Q7Z406|MYH14_HUMAN Myosin-14 38 AVEERER 1483 7 3 37.44 b4y5y6 888.46 43.736 18287 2 444.73 2.20



|Q7Z406|MYH14_HUMAN Myosin-14 39 RQEEEAGALEAGEEAR 1395 16 4 37.35 b8y5y6y7 1744.81 82.268 15925 2 872.91 2.80

|Q7Z406|MYH14_HUMAN Myosin-14 40 RLQQELDDATMDLEQQR 1440 17 7 27.38
b10*b10y7y8*y8y10°y1

0
2089.01 72.759 15113 3 697.01 8.18

|Q7Z406|MYH14_HUMAN Myosin-14 41 QEEEAGALEAGEEARR 1396 16 3 24.85 y5y11y13 1744.82 66.810 11948 2 872.92 8.19

|Q7Z406|MYH14_HUMAN Myosin-14 42 LGEEDAGARAR 1817 11 5 41.48 b3°b3b5b10y7 1144.56 33.519 9449 2 572.78 -7.89

|Q7Z406|MYH14_HUMAN Myosin-14 43 AQTKEQADFALEALAK 429 16 4 39.82 b4b5b6b10 1733.89 91.451 8259 2 867.45 -11.26

|Q7Z406|MYH14_HUMAN Myosin-14 44 AQAELENVSGALNEAESKTIR 1301 21 4 20.51 b4b6°b6b9 2230.10 32.061 7443 4 558.28 -13.68

|Q7Z406|MYH14_HUMAN Myosin-14 45 LGQLEEELEEEQSNSELLNDRYR 1754 23 6 29.45 b3b5b6°b6b12y13 2793.30 80.273 6681 2 1397.15 -6.82

|Q7Z406|MYH14_HUMAN Myosin-14 46 QLEEAEEEASRAQAGR 1901 16 6 37.85 b3b4°b4b10b12y10 1773.84 55.445 6158 2 887.43 4.68

|Q7Z406|MYH14_HUMAN Myosin-14 47
QLEGRLGQLEEELEEEQSNSELLN

DR
1749 26 3 21.91 b25y10y11 3057.44 101.849 5994 3 1019.82 -8.06

|Q7Z406|MYH14_HUMAN Myosin-14 48 RHEVPPHVYAVTEGAYR 166 17 3 16.3 b10y10y12 1980.99 58.305 5747 4 496.00 -8.75

|Q7Z406|MYH14_HUMAN Myosin-14 49 KFEEDLLLLEDQNSK 998 15 5 43.09 b5b13b14y7y8 1820.92 105.122 5481 3 607.64 -4.02

|Q7Z406|MYH14_HUMAN Myosin-14 50 ELQTAQAQLSEWRR 1381 14 3 27.84 y5y8y13 1715.90 67.549 5147 3572.64 10.53

|Q7Z406|MYH14_HUMAN Myosin-14 51 MAAVTMSVPGRK 0 12 6 34.22 b5b6°b6b8°b8y7 1247.67 109.958 4810 2 624.34 6.85

|Q7Z406|MYH14_HUMAN Myosin-14 52 SRASISYGSNMRPQSQTWR 1038 19 8 40.84
b9b13°b13y4y6°y6y13y

17
2212.07 81.388 4448 3 738.03 2.32

|Q7Z406|MYH14_HUMAN Myosin-14 53 LAEKTETVDR 1424 10 4 26.89 b3°b3b6y8 1161.63 35.735 3964 2 581.32 12.30

|Q7Z406|MYH14_HUMAN Myosin-14 54 ELWREVEETR 1672 10 5 55.54 b5b8y7y8y9 1346.67 76.369 3749 2 673.84 -2.54

|Q7Z406|MYH14_HUMAN Myosin-14 55 EEELQAALARAEDEGGAR 1105 18 4 22.97 b13*b13y14y15 1914.89 88.656 3467 4 479.48 -14.79

|Q7Z406|MYH14_HUMAN Myosin-14 56 VDYKANEWLMK 602 11 6 41.48 b3°b3b6b10y5°y5 1396.71 102.580 3441 2 698.86 12.94

|Q7Z406|MYH14_HUMAN Myosin-14 57 EQLEEEAAARER 1366 12 5 34.22 b3b4°b4b10y11 1430.70 55.396 2855 3 477.57 9.21

|Q7Z406|MYH14_HUMAN Myosin-14 58 DQIQRMNPPK 93 10 5 42.84 b7b8*b8y4y5 1226.62 36.917 2816 3 409.55 -6.17

|Q7Z406|MYH14_HUMAN Myosin-14 59 EVEETRTSR 1676 9 5 38.25 b3°b3b4b8°b8 1106.55 26.842 2778 2 553.78 5.74

|Q7Z406|MYH14_HUMAN Myosin-14 60 EEIFSQNRESEK 1685 12 3 22.26 b3b11y4 1495.72 16.278 2263 3 499.25 14.69

|Q7Z406|MYH14_HUMAN Myosin-14 61 VAQEQGGHPKFQRPR 571 15 8 41.46
b6°b6*b6b8°b8b10*b10

b13
1734.89 104.951 2063 2 867.95 -12.88

|Q7Z406|MYH14_HUMAN Myosin-14 62 HLRDQADFSVLHYAGK 586 16 4 24.85 b8°b8b10b12 1856.97 69.623 1738 3 619.66 14.79

|Q7Z406|MYH14_HUMAN Myosin-14 63 FLTNGPSSSPGQERELFQETLESLR 328 25 7 33.4 b6°b6b10b14y8y9y14 2822.39 110.075 16814 706.35 -2.94

|Q7Z406|MYH14_HUMAN Myosin-14 64 Phosphoryl STY(9) ELFQETLESLR 342 11 5 36.71 b4b7b8y5°y5 1444.67 68.252 5703 3 482.23 3.72

|Q7Z406|MYH14_HUMAN Myosin-14 65 Phosphoryl STY(12) DVEGIVGLEQVSSLGDGPPGGRPR 639 24 5 12.7 b10°b10*b10y8y13 2471.18 136.383 2325 2 1236.09 -0.79

|Q7Z406|MYH14_HUMAN Myosin-14 66
Carbamidomethyl+C(13)

;Oxidation+M()
SMLQDREDQSILCTGESGAGK 183 21 3 13.86 b3b17y17 2298.02 89.765 24415 3 766.68 -7.12

|Q7Z406|MYH14_HUMAN Myosin-14 67 Oxidation+M(5) MQAQMKELWREVEETR 1666 16 4 24.24 b4b8y4y6 2080.03 72.021 3565 2 1040.52 14.79



|Q9BYX7|ACTK_HUMAN Kappa-actin 1 QEYDESGPSIVHRK 359 14 19 139.44
b3°b3*b3b14y2y3y4y5y
6°y6y7y8y9y10°y10y11

y12y14*y14
1644.78 32.265 409068 3 548.93 -12.62

|Q9BYX7|ACTK_HUMAN Kappa-actin 2 QEYDESGPSIVHR 359 13 14 111.95
y1y2y3y4y5y6y8y9°y9y

10y11°y11y13*y13
1516.68 38.036 189555 3 506.23 -13.60

|Q9BYX7|ACTK_HUMAN Kappa-actin 3 SYELPDGQVITIGNER 238 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|Q9BYX7|ACTK_HUMAN Kappa-actin 4 IWHHTFYNELR 84 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|Q9BYX7|ACTK_HUMAN Kappa-actin 5 HQGMMEGMHQK 39 11 6 69.95 b3b4b9b10y8y9 1313.58 32.068 12206 2 657.29 15.80

|Q9BYX7|ACTK_HUMAN Kappa-actin 6 DLYTNTVLSGGTTMYPGIAHR 291 21 6 21.68 b4b6°b6b14y12°y12 2267.09 94.445 2122 2 1134.05 -11.20

|Q9BYX7|ACTK_HUMAN Kappa-actin 7 GYRFTTTAEQEIVR 196 14 3 27.05 b5b7b8 1670.83 66.687 15641 3 557.61 -12.93

|Q9BYX7|ACTK_HUMAN Kappa-actin 8 GMLTLKYPMEHGIITNWDDMEK 62 22 8 36.36
b11°b11b14b19y10*y10

y11y13
2622.25 100.022 7051 3 874.76 5.49

|Q9BYX7|ACTK_HUMAN Kappa-actin 9 Carbamidomethyl+C(4)
EKLCYVALDSEQEMAMAASSSSV

EK
213 25 4 18.82 b5y6y8y15 2763.24 87.263 2271 3 921.75 -4.77

|Q9BYX7|ACTK_HUMAN Kappa-actin 10 Phosphoryl STY(13) KDLYTNTVLSGGTTMYPGIAHR 290 22 3 23.3 b5b11b12 2475.14 123.895 4923 3 825.72 -8.38

|Q9BYX7|ACTK_HUMAN Kappa-actin 11 Oxidation+M(15) KDLYTNTVLSGGTTMYPGIAHR 290 22 3 13.43 b13y9y17 2411.21 43.688 161604 4 603.56 2.73

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

1 IQLVEEELDR 91 10 17 114.92
b2*b2b3b4y1y2y3y4°y4
y5y6y7y8y9°y9*y9y10

1243.65 59.447 345185 2 622.33 -1.47

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

2 LATALQK 105 7 10 80.09
b3°b3b4°b4y1y3y4y5y6

y7
744.45 29.010 24253 2 372.73 -12.30

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

3 AISEELDHALNDMTSI 268 16 9 59.92
b4b7°b7b9b13y7°y7y13

y14
1758.81 69.565 11615 3 586.94 -8.54

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

4 AEERAELSEGK 178 11 6 52.47 b7b10y3°y3y5y9 1218.58 69.026 42745 2 609.79 -13.62

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

5 ENALDRAEQAEADK 15 14 6 38.5
b11b12*b12b13*b13y1

2
1559.72 44.174 33838 2 780.36 -8.53

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

6 YKAISEELDHALNDMTSI 266 18 6 32.55 y4y8y11°y11y12°y12 2050.01 100.694 9736 3 684.01 12.62

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

7 Oxidation+M() AISEELDHALNDMTSI 268 16 6 35.41 b10b13*b13y4y9y10 1774.83 65.059 2197 2 887.92 7.36

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

1 WLPAGTGPQAFSR 22 13 7 41.31 b4b8°b8y3y7y8°y8 1387.72 62.333 61263 2 694.36 6.16

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

2 VQIYHNPTANSFR 35 13 6 43.08 y7*y7y8y9y11y13 1546.76 45.796 44452 3 516.26 -9.94

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

3 QQPGPSEHIER 143 11 5 68.49 y3y4y6y7y9 1277.61 24.930 16694 3 426.54 -9.36

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

4 SGGGGLMEEMNAMLAR 257 16 12 56.25
b1b5b6b16°b16y7y8y9°

y9y12*y12y16
1623.74 88.633 14370 2 812.37 4.59

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

5 DESANQEEPEAR 286 12 7 54.43 b2b3y2y3y4y5y6 1374.57 19.661 9930 2 687.79 -2.13

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

6
EDAAQFAAGMASALEALEGGGPP
PPPALPTWSVPNGPSPEEVEQQKR

96 47 7 16.7 b2°b2y2y11*y11y14y26 4781.30 112.196 5866 4 1196.08 -2.45



|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

7 VPAQSESVR 298 9 3 38.25 y5y6y8 972.51 20.229 5729 2 486.76 -3.89

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

8 QEEASGGPTAPK 240 12 5 44.89 y2y3y6y7y8 1171.56 19.170 4254 2 586.28 -0.73

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

9 Carbamidomethyl+C(7) MSETVICSSR 0 10 4 33.88 y6°y6y8y9 1169.54 33.587 5946 2 585.28 13.46

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

10 ATVMLYDDGNK 10 11 4 24.29 b7b10°b10y4 1226.58 47.172 2887 2 613.80 8.96

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

11 QQPGPSEHIERR 143 12 4 44.89 b3b7b8b9 1433.71 50.946 145907 2717.36 -7.92

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

12 VKEEIIEAFVQELR 361 14 3 27.84 y3y8y12 1702.91 91.327 8319 3 568.31 -14.77

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

13
WLPAGTGPQAFSRVQIYHNPTANS

FR
22 26 5 27.47 b4b5b9b21°b21 2915.47 91.631 6669 3 972.49 -0.34

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

14 AESGRSGGGGLMEEMNAMLAR 252 21 5 18.91 b9b16°b16y8y15 2123.98 108.426 5893 2 1062.49 8.28

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

15 Oxidation+M() SGGGGLMEEMNAMLAR 257 16 7 37.85 b3b5b6°b6b15y15*y15 1639.74 136.626 4388 1 1639.74 7.89

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

16 PGPSEHIER 145 9 0 2.43 1021.50 24.932 3508 2 511.25 -8.31

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

17
PPPPPALPTWSVPNGPSPEEVEQQ

KR
117 26 0 17.01 2834.49 112.213 3305 3 945.50 13.52

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

18 PNGPSPEEVEQQKR 129 14 1 13.99 b12 1594.77 112.131 2144 2 797.89 -5.05

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

19 VQIYHNPTANSFR 35 13 1 7.42 y5 1529.76 45.872 2945 3 510.59 7.90

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

20 QQPGPSEHIER 143 11 0 2.43 1260.59 24.914 1789 3 420.87 1.84

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

1 LAALNPESNTAGLDIFAK 95 18 10 60.99
b2b3b5y2y3y4y12y13y1

4y18
1844.98 80.660 60328 2 922.99 3.37

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

2
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 4 11.7 b6y4y21y28 3120.50 70.382 35754 3 1040.84 4.62

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

3 NSNPALNDNLEK 119 12 15 96.78
b2°b2b4b7y2°y2y4y5y6

y8°y8y9*y9y10y12
1328.65 37.868 33300 2 664.83 0.83

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

4 Carbamidomethyl+C(2) LCPGGQLPFLLYGTEVHTDTNK 57 22 4 19.94 y6y11°y11y20 2460.22 83.550 25075 3 820.74 -1.09

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

5 GVTFNVTTVDTK 37 12 7 48.11 b4b5*b5y3y8y9°y9 1281.66 65.967 22590 2 641.33 -6.67

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

6 Carbamidomethyl+C(4) IGNCPFSQR 20 9 4 30.47 b3y5y8°y8 1078.49 47.218 44693 2 539.75 -15.17

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

7 MAEEQPQVELFVK 0 13 5 41.32 b4b8*b8b9b12 1547.77 33.586 10015 3 516.60 -1.66

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

8 FSAYIKNSNPALNDNLEK 113 18 3 15.57 b8y6y15 2038.03 61.258 178714 2 1019.52 2.93



|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

9 MAEEQPQVELFVKAGSDGAK 0 20 5 14.36 b9y4°y4y7°y7 2134.04 58.877 70296 2 1067.52 -4.80

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

10 GVHRYLSNAYAR 204 12 6 60.45 b3b5b9b11y10°y10 1406.72 68.258 47535 2 703.86 -5.81

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

11
Carbamidomethyl+C(2);
Carbamidomethyl+C(32)

LCPGGQLPFLLYGTEVHTDTNKIE
EFLEAVLCPPR

57 35 5 23.34 b7b9y5y6y12 4013.97 120.649 2658 4 1004.25 -10.77

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

12 Carbamidomethyl+C(11) AGSDGAKIGNCPFSQR 13 16 6 35.41 b4b13y3y10°y10y11 1664.78 76.525 2467 3 555.60 0.73

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

13 Phosphoryl STY(7) GVTFNVTTVDTKR 37 13 7 34.05 b5b8°b8*b8b10y7°y7 1517.74 44.132 4251 2 759.37 8.77

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 MELERPGGNEITR 258 13 16 99.6
b2b4b8b9°b9*b9y3y8°y
8*y8y9y10*y10y11y12y

13
1501.73 42.201 260621 3 501.25 -10.40

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 GLIDEVNQDFTNR 71 13 14 122.15
b3b5y2y3y4y5y7y8*y8y

9y10y11y13*y13
1520.74 69.747 135855 2 760.87 2.25

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 QLEQVIAK 202 8 14 67.28
b3°b3*b3b5°b5*b5b8y1

y2y3y4y6°y6y8
928.54 38.989 125288 2 464.77 -4.86

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 ALTDMPQMR 249 9 5 38.25 y4*y4y5y7y9 1062.51 51.339 106587 2 531.76 0.80

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 NSLFEYQK 89 8 14 49.3
b1*b1b2°b2b3y1y2*y2y

4°y4*y4y5y6y8
1028.50 50.774 97327 2 514.75 -5.22

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 TFPGFFSPMLGEFVSETESR 527 20 15 116.84
b2b3b6b15y1y4y5y6y7y

8y13y14y15y18y20
2265.07 109.511 57893 2 1133.04 6.36

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 EVDLKDYEDQQK 190 12 16 91.73
b3b4b6°b6b9°b9y1y2*y
2y5°y5y6*y6y7y8y12

1509.71 41.161 53387 2 755.36 5.26

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 TVIGPDGHKEVTK 467 13 9 58.51
b2°b2y2y3y7y8y10y11y

13
1380.73 24.864 53159 3 460.92 -12.02

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 ESSSHHPGIAEFPSR 558 15 11 66.21
b6°b6b11°b11y2y3y4y5

y8y9y15
1637.76 39.308 51115 3 546.59 -6.56

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 GDFSSANNRDNTYNR 114 15 8 29.42
b4°b4y2y5°y6y12y13y1

5
1730.73 26.912 40543 3 577.58 -9.17

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 DSHSLTTNIMEILR 100 14 4 27.05 y3y4y11y14 1629.83 87.941 40052 2 815.42 0.60

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12 GGSTSYGTGSETESPR 271 16 10 81.96
b5y1y3y5y6y8y10y11y1

2y16
1572.68 26.238 28103 2 786.84 0.39

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 QFTSSTSYNR 581 10 5 51.87 y4y6y7y8y10 1190.54 29.897 6895 2 595.78 -0.62

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 MADEAGSEADHEGTHSTKR 602 19 6 46.17 b2y3y5y7y8y9 2028.85 16.236 3728 3 676.96 -7.82

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 8 60.85 b15b26y3y4y6y7y9y10 3128.45 91.502 69003 3 1043.49 15.45

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 VQHIQLLQK 148 9 7 76.13 b3*b3b8y3y4y5y6 1106.64 44.178 51761 3 369.55 -21.84

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 MKPVPDLVPGNFK 225 13 3 25.4 b3b4y5 1441.77 64.195 29321 3 481.26 -9.40

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 MADEAGSEADHEGTHSTK 602 18 3 22.73 y3y6y14 1872.73 17.422 19334 4 468.94 -17.60

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 TWQDYK 687 6 1 13.62 b3 840.40 76.195 9121 1 840.40 12.49

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20 IEVLK 137 5 1 13.21 y4 601.39 36.028 3559 1 601.39 -2.44

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 VSEDLR 129 6 1 13.62 y3 718.38 23.994 2505 2 359.69 2.80

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 VTSGSTTTTRR 448 11 3 31.28 b7b8b10 1166.60 55.287 115711 2 583.80 -11.41



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23 HRHPDEAAFFDTASTGK 510 17 3 16.3 b9b13y13 1886.87 84.259 34471 3 629.63 -2.78

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24 MKGLIDEVNQDFTNR 69 15 4 25.77 b8b10y4y9 1779.85 66.768 29262 3 593.95 -10.84

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25 GSVLRVELEDWAGNEAYAEYHFR 720 23 5 22.07 b17b18°b18y11°y11 2711.32 136.838 13413 2 1356.16 12.61

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26 EVDLKDYEDQQK 190 12 5 22.26 b6b11y4°y4*y4 1509.69 48.243 12985 2 755.35 -7.92

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27 DSHSLTTNIMEILRGDFSSANNR 100 23 7 35.55 b8b9*b9b10°b10y5*y5 2578.26 76.427 4593 4 645.32 9.94

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28
NNSPYEIENGVVWVSFRGADYSL

R
830 24 3 21.99 b12y8y9 2772.34 118.684 4514 3 924.79 1.23

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 ALTDMPQMRMELERPGGNEITR 249 22 3 22.18 b8y7y8 2545.24 69.557 3777 4 637.06 2.01

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30 ESSSHHPGIAEFPSRGK 558 17 4 27.38 b5b6b10y9 1822.87 30.537 3134 4 456.47 -9.17

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31 SSSYSKQFTSSTSYNR 575 16 7 28.32 b9*b9b10b12°b12y7*y7 1829.82 46.120 2591 2 915.41 -7.54

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32 QFTSSTSYNRGDSTFESK 581 18 8 40.78
b8b10y6y7y9°y9y13*y1

3
2041.93 65.063 2112 2 1021.47 12.02

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33
MELERPGGNEITRGGSTSYGTGSE

TESPR
258 29 5 25.97 b14y7y9y10y16 3055.44 73.759 1728 3 1019.15 13.74

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34
Carbamidomethyl+C(3);

Phosphoryl STY(7)
IVCLVLSVVGTAWTADSGEGDFL

AEGGGVR
5 30 6 23.57

b8°b8y3y6y13_H3PO4 
y13y23

3115.50 101.225 10922 4 779.63 8.54

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 Phosphoryl STY(10) NNKDSHSLTTNIMEILR 97 17 4 16.3 b3*b3b10y6 2065.97 49.886 9972 3 689.33 1.54

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 Oxidation+M(13) NNKDSHSLTTNIMEILR 97 17 5 27.38 b3*b3b4b14y7 2001.99 101.211 24655 2 1001.50 -4.82

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 Oxidation+M(10) DSHSLTTNIMEILR 100 14 4 27.84 b5°b5b8b12 1645.83 77.271 5509 2 823.42 5.49

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

38 IGPDGHKEVTK 469 11 0 3.24 1180.63 24.868 24814 2 590.82 -1.76

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

39 GPDGHKEVTK 470 10 1 7.42 b5 1067.54 24.871 13796 2 534.27 -5.72

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

40 EFVSETESR 538 9 1 7.53 b5 1083.51 109.524 6024 1 1083.51 12.17

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

41 LERPGGNEITR 260 11 1 7.42 b8 1241.66 42.224 5471 2 621.33 -2.36

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

42 GSEADHEGTHSTKR 607 14 0 5.67 1511.68 16.251 2032 3 504.56 -4.44

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

43 EVDLKDYEDQQK 190 12 0 2.83 1491.69 41.182 12881 3 497.90 -2.21

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

44 NSLFEYQK 89 8 0 1.21 1011.48 50.730 2105 2 506.25 9.90

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 AGAAPYVQAFDSLLAGPVAEYLK 37 23 18 110.27
b3b4b6b8*b8b10b11b1
3°b13*b13b15y2y3y5y7

y8y9y23
2351.21 115.628 95721 3 784.41 -5.71

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 9 65.48 b1b2y1y3y4y5y8y9y11 1235.60 47.024 70504 2 618.30 1.98

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 5 12.4 b7*b7y5y17y25 2811.34 91.897 39697 2 1406.17 8.16

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 11 84.59
b3b11b14y3y5y6*y6y8y

11y12y16
1757.88 43.970 38163 2 879.45 -0.90

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 VENQENVSNLVIEDTELK 330 18 8 77.54 y4y5y6y7y8y11y14y18 2073.05 70.371 34539 2 1037.03 7.30

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6
LFNHLSAVSESIQALGWVAMAPK

PGPYVK
126 29 8 37.61 b3b5b10b12y1y5y6y29 3110.65 98.170 26475 3 1037.56 0.78



|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7 EMNDAAMFYTNR 155 12 6 61.12 y4y5y6y7y9y12 1462.61 57.732 21424 2 731.81 0.92

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8 KEPAVLELEGK 316 11 8 50.51 b2°b2y2y3y5y6y9y11 1212.68 49.858 21083 2 606.84 -1.61

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9 LEAVSHTSDMHR 17 12 7 34.22 b2b5y1y3y4y7°y7 1382.63 25.559 19549 3 461.55 -10.68

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10 Carbamidomethyl+C(9) INSITVDNCKK 366 11 4 36.05 y5°y5y7y9 1291.65 29.683 16698 3 431.22 -13.42

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 SGPKPFSAPKPQTSPSPK 294 18 8 29.13 b2b7b8°b8y2y4y8y18 1837.96 34.694 13321 3 613.33 -11.03

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 Carbamidomethyl+C(4) TDGCHAYLSK 412 10 4 51.87 y6y7y8y9 1151.54 32.122 1853 2 576.27 20.35

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 Carbamidomethyl+C(9) INSITVDNCK 366 10 3 28.65 b9y5y6 1163.58 53.575 1671 2 582.29 6.92

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 EIGGDVQK 63 8 4 40.85 y4y6°y6y7 845.45 47.149 1598 2 423.23 16.97

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 7 35.7 b3b4b14y7y8y24°y24 3165.69 89.705 89413 3 1055.90 3.16

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 KEPAVLELEGK 316 11 3 27.3 b5b6y8 1212.68 56.085 29812 2 606.84 -4.73

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 Carbamidomethyl+C(12) VPTISINKTDGCHAYLSK 404 18 4 32.55 y6y10y16y17 2004.00 49.216 18992 4 501.76 -8.71

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

18 LEAVSHTSDMHRGYADSPSK 17 20 5 22.6 b3b9°b9b12y17 2188.03 63.664 13774 3 730.01 8.37

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

19 LGLVFDDVVGIVEIINSKDVK 377 21 5 21.68 b3b7°b7b14y6 2272.28 116.591 9597 3 758.10 -0.21

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

20 AVGRLEAVSHTSDMHR 13 16 4 28.32 b15y6y7y10 1765.87 74.383 1542 2 883.44 -2.07

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

21 Phosphoryl STY(12) SSLFAQINQGESITHALK 254 18 3 24.49 b8b10b11 2023.95 101.211 31458 3 675.32 -11.64

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

22 Phosphoryl STY(7) HAEMVHTGLK 71 10 5 57.3
b4b5_HPO3 

b5y5y6y7_HPO3 y7
1202.52 24.046 2878 2 601.77 -4.47

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

23 QENVSNLVIEDTELK 333 15 0 5.26 1730.88 70.297 27437 2 865.94 -1.62

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

24 Carbamidomethyl+C(9) INSITVDNCKK 366 11 0 2.43 1273.64 29.686 1933 3 425.22 -8.53

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

25 SGPKPFSAPKPQTSPSPK 294 18 0 5.26 1820.95 34.623 1858 4 455.99 -0.40

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

1 NSTIVFPLPIDMLQGIIGAK 263 20 17 73.69
b2b3°b3b4°b4*b4b5°b5
*b5b6*y2y3y4y6y14y15

y20
2127.20 125.074 36655 2 1064.11 7.69

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

2 EEIAHNMQSTLDDATDAWGIK 167 21 3 20.51 y3y9y15 2345.07 78.046 14839 3 782.36 1.15

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

3 AMAAEAEASR 205 10 4 36.89 y6y7y8y10 1006.46 23.455 11040 2 503.73 -1.33

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

4 Carbamidomethyl+C(10) GPGLFFILPCTDSFIK 77 16 3 17.15 b6b12y8 1811.92 97.076 4389 3 604.64 -12.87

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

5 EASMVITESPAALQLR 235 16 3 23.68 b9b10y11 1715.90 71.054 21960 2 858.46 1.92

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

6 VIAAEGEMNASR 220 12 6 32.16 b8b11*b11y5y10°y10 1247.60 40.042 2072 2 624.30 -1.86



|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

7 LPVQLQRAMAAEAEASR 198 17 5 44.57 b15y6y7y11y12 1840.97 90.577 34989 3 614.33 -0.60

|P27105|STOM_HUMAN Erythrocyte band 
7 integral membrane protein

8 LPDSFKDSPSK 14 11 3 24.29 b7y4y10 1220.61 69.733 9349 3 407.54 -5.00

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 NIQSLEVIGK 75 10 13 74.31
b2b3*b3y1y2y3y4y6y7y

8°y8*y8y10
1100.62 57.012 829730 2 550.81 -8.21

|P02775|CXCL7_HUMAN Platelet basic 
protein

2 Carbamidomethyl+C(2) ICLDPDAPR 103 9 16 89.34
b2b3b5b9y1y2y3y5°y5y

6°y6y7°y7y8°y8y9
1056.51 47.214 494457 2 528.76 -6.93

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 EESLDSDLYAELR 49 13 9 81.93
b12b13y3y4y5y8y9y10y

13
1539.73 71.237 65502 2 770.37 11.18

|P02775|CXCL7_HUMAN Platelet basic 
protein

4 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 15 157.63
b3b4b5b6b7°b7b9b10b1

2y3y4°y4y5y7y11
1569.78 51.879 183884 3 523.93 -16.95

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 GKEESLDSDLYAELR 47 15 4 29.42 b3b10b14y7 1724.83 92.627 1044600 2 862.92 -0.35

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 Carbamidomethyl+C(3) KICLDPDAPR 102 10 9 86.73 b5°b5b7b8y3y5°y5y8y9 1184.61 41.994 100855 2 592.81 -1.13

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 LDPDAPR 105 7 4 54.47 b3b4b5b6 783.39 47.206 8128 1 783.39 -7.17

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

1 ITLDNAYMEK 141 10 6 40.11 b6y2y3y8y9y10 1197.58 53.094 62456 2 599.29 0.10

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

2 GDLGIEIPAEK 294 11 11 64.89
b2°b2b3°b3b4b5y2y3y4

y6y11
1141.60 60.276 58261 2 571.31 -5.13

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

3 Carbamidomethyl+C(6) NTGIICTIGPASR 43 13 11 110.69
b2b3b4y4y5y6y8y9y10y

11y13
1359.70 53.974 56409 2 680.36 -0.81

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

4 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 5 23.08 b14y5y12y13y25 2494.17 90.150 37984 3 832.06 9.10

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

5 Carbamidomethyl+C(1) CDENILWLDYK 151 11 7 24.29 b2b3b10y2y10y11*y11 1468.68 79.554 27042 2 734.84 2.66

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

6 GVNLPGAAVDLPAVSEK 207 17 3 16.3 b3y3y13 1636.89 69.787 17734 2 818.95 1.86

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

7 GSGTAEVELKK 125 11 11 70.92
b2°b2b4y1y2y3y4y5y6y

7y11
1118.59 26.876 17688 2 559.80 -9.82

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

8 GADFLVTEVENGGSLGSK 188 18 7 29.13
b11b13*b13y11*y11y12

*y12
1779.86 71.018 14698 2 890.43 -11.38

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

9 SVETLK 56 6 5 43.05 b3b5°b5y3°y3 676.39 38.975 66539 1 676.39 2.26

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

10 TATESFASDPILYRPVAVALDTK 92 23 4 22.07 b4°b4b5y14 2465.32 82.755 44795 3 822.44 10.99

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

11 Carbamidomethyl+C(7) AGKPVICATQMLESMIK 319 17 12 102.51
b3b6b7b9b11b12y4y5y7

y10*y10y12
1876.96 88.665 43196 3 626.32 -7.48

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

12 EAEAAIYHLQLFEELR 383 16 7 37.85
b9b12b14°b14b15y10°y

10
1931.94 89.839 32009 2 966.48 -21.74

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

13 TGLIK 120 5 1 13.21 y3 531.35 49.154 10122 1 531.35 6.43

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

14 DPVQEAWAEDVDLR 475 14 3 19.27 b10y11y13 1642.80 70.912 6648 3 548.27 17.54

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

15 QAHLYR 461 6 1 13.62 y4 787.42 34.989 4597 1 787.42 1.86

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

16 FGVEQDVDMVFASFIR 230 16 8 60.22 b4b7b11°b11y4y5y6y8 1859.88 114.723 4391 3 620.63 -10.04

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

17 Carbamidomethyl+C(30)
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCR
1 31 5 39.35 y3y4y10°y10y11 3513.72 125.206 2542 5 703.55 21.26

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

18 LNFSHGTHEYHAETIK 73 16 3 23.68 b8y9y10 1883.93 40.334 2234 2 942.47 13.22



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

19 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AKGDYPLEAVR
342 34 15 103.78

b6b9b11b12y3y6y7y9y1
2y15y16y23y24y25y27

3494.66 94.843 76561 3 1165.56 4.19

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

20 KGDVVIVLTGWRPGSGFTNTMR 504 22 5 18.15 b5°b5b7y5y10 2391.25 79.040 58901 3 797.76 -2.76

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

21 KGVNLPGAAVDLPAVSEK 206 18 5 36.97 b5y3y6y8y12 1764.97 63.933 47267 3 588.99 -10.51

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

22 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 3 23.3 y5y6y8 2557.28 90.468 47057 3 853.10 0.10

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

23 QKGADFLVTEVENGGSLGSK 186 20 3 21.15 b4b11b15 2036.01 61.327 16005 2 1018.51 -10.31

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

24 EMIKSGMNVAR 62 11 3 24.29 b4b7y10 1235.61 60.520 14434 3 412.54 -14.72

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

25 RFDEILEASDGIMVAR 278 16 4 38.85 b5b7b10b12 1821.91 76.303 8778 3 607.98 -1.34

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

26 SGMNVARLNFSHGTHEYHAETIK 66 23 3 23.13 b5b12b13 2599.28 109.550 3253 3 867.10 13.06

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

27 Phosphoryl STY(7) EAEAAIYHLQLFEELR 383 16 3 17.15 b5y5y10 2011.96 66.085 13312 3 671.32 6.07

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

28 Phosphoryl STY(7) GADFLVTEVENGGSLGSK 188 18 4 15.57
b6b9°b9y12_H3PO4 

y12_HPO3 y12
1859.82 46.200 3421 2 930.41 -8.40

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

29
Carbamidomethyl+C(16)

;Oxidation+M(18)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 3 12.4 b10b12y4 2510.13 96.374 10279 2 1255.57 -2.33

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

30 Oxidation+M(8) ITLDNAYMEK 141 10 5 26.89 b5°b5*b5b7y6 1213.57 62.951 6889 2 607.29 -1.81

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

1 IQLVEEELDR 91 10 17 114.92
b2*b2b3b4y1y2y3y4°y4
y5y6y7y8y9°y9*y9y10

1243.65 59.447 345185 2 622.33 -1.47

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

2 LATALQK 105 7 10 80.09
b3°b3b4°b4y1y3y4y5y6

y7
744.45 29.010 24253 2 372.73 -12.30

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

3 QLEEEQQALQK 37 11 6 35.28 b7b9°b9*b9y8y10 1343.71 54.424 9296 2 672.36 19.71

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

4 AISEELDNALNDITSL 268 16 6 28.32 b8°b8b12b13y8*y8 1717.85 60.306 2757 3 573.29 0.92

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

5 AEFAERSVAK 238 10 3 41.66 b4b7b9 1107.59 53.404 7577 2 554.30 13.45

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

6 Carbamidomethyl+C(1) CKQLEEEQQALQK 35 13 4 29.87 b4b10°b10b12 1631.82 69.656 7317 2 816.41 6.06

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

7 SEERAEVAESK 178 11 4 41.48 b4y4y6y10 1234.59 76.422 5482 2 617.80 1.98

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

8 SLEAQADKYSTK 205 12 6 22.26 b6*b6y6y8°y8*y8 1340.66 37.037 3907 3 447.56 -4.28

|P08514|ITA2B_HUMAN Integrin alpha-IIb 1 GPHALGAPSLLLTGTQLYGR 366 20 7 27.87 b9b10b20*b20y4y7y20 2022.10 78.081 75302 3 674.70 -7.61

|P08514|ITA2B_HUMAN Integrin alpha-IIb 2 Carbamidomethyl+C(6) AEGGQCPSLLFDLR 90 14 10 39.8
b5b10*b10y2y4y8y11*y

11y14*y14
1562.77 79.584 72697 2 781.89 1.64

|P08514|ITA2B_HUMAN Integrin alpha-IIb 3 IVLLDVPVR 765 9 8 61.66 b2b3y3y4y5°y5y7y9 1023.65 73.614 70872 2 512.33 -6.50

|P08514|ITA2B_HUMAN Integrin alpha-IIb 4 ALSNVEGFER 692 10 15 99.95
b3b8y2°y2y3°y3y4°y4y5

°y5y6y7y8°y8y10
1121.56 48.335 64169 2 561.28 -0.22

|P08514|ITA2B_HUMAN Integrin alpha-IIb 5 VYLFLQPR 358 8 5 40.85 b2y4y5y6y8 1035.60 72.628 55321 2 518.30 -2.59

|P08514|ITA2B_HUMAN Integrin alpha-IIb 6 NVGSQTLQTFK 108 11 7 24.29 b2b3*b3b9y1y9y11 1222.64 48.414 48944 2 611.82 -0.90

|P08514|ITA2B_HUMAN Integrin alpha-IIb 7 Carbamidomethyl+C(15) TLGPSQEETGGVFLCPWR 72 18 7 52.76 b1y3y4y5y6y12y18 2033.99 80.866 48243 2 1017.50 7.02



|P08514|ITA2B_HUMAN Integrin alpha-IIb 8 SRPSQVLDSPFPTGSAFGFSLR 431 22 7 42.41 b5b8b9b11y3y8y10 2353.19 86.889 48102 3 785.07 0.21

|P08514|ITA2B_HUMAN Integrin alpha-IIb 9
FGSAIAPLGDLDRDGYNDIAVAAP

YGGPSGR
386 31 14 47.53

b2b4b6°b6b14b15y2y6y
8°y8y10y25y26y31

3092.52 80.225 41381 3 1031.51 5.68

|P08514|ITA2B_HUMAN Integrin alpha-IIb 10 VAIVVGAPR 63 9 9 89.34 b2b3b4y4y5y6y7y8y9 881.55 46.715 31335 2 441.28 -4.99

|P08514|ITA2B_HUMAN Integrin alpha-IIb 11 DGYNDIAVAAP YGGPSGR 399 18 4 22.97 b9°b9y7y8 1779.84 57.607 14431 2 890.42 3.91

|P08514|ITA2B_HUMAN Integrin alpha-IIb 12 IYVENDFSWDK 184 11 4 24.29 b8b10b11y10 1415.65 93.279 8411 2708.33 -0.26

|P08514|ITA2B_HUMAN Integrin alpha-IIb 13
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

TPVSCFNIQMCVGATGHNIPQK 510 22 5 34.33 b6b9b11y12y13 2459.15 68.459 18773 3 820.39 -3.67

|P08514|ITA2B_HUMAN Integrin alpha-IIb 14 Carbamidomethyl+C(3) LICNQK 702 6 1 13.62 b5 775.41 27.738 10242 2 388.21 0.47

|P08514|ITA2B_HUMAN Integrin alpha-IIb 15 NSQNPNSK 757 8 4 36.08 b3*b3y5y7 888.42 22.969 9525 2 444.71 5.15

|P08514|ITA2B_HUMAN Integrin alpha-IIb 16

Carbamidomethyl+C(9);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(19

)

LQDPVLVSCDSAPCTVVQCDLQE
MAR

902 26 4 12.13 b5*b5b14y5 2991.40 89.810 5560 5 599.09 11.02

|P08514|ITA2B_HUMAN Integrin alpha-IIb 17 HDLLVGAPLYMESR 334 14 4 27.05 y3y4°y4y7 1600.84 65.973 2900 2 800.92 14.64

|P08514|ITA2B_HUMAN Integrin alpha-IIb 18 Carbamidomethyl+C(17)
QGLGASVVSWSDVIVACAPWQH

WNVLEK
121 28 3 11.7 b5b10y8 3136.51 91.393 2245 3 1046.17 -19.38

|P08514|ITA2B_HUMAN Integrin alpha-IIb 19 Carbamidomethyl+C(9) ENETRVVLCELGNPMK 709 16 4 17.15 b9b13*b13y9 1888.93 81.531 12712 3 630.31 1.23

|P08514|ITA2B_HUMAN Integrin alpha-IIb 20
FGSAIAPLGDLDRDGYNDIAVAAP

YGGPSGR
386 31 3 11.25 b16y6y11 3092.49 91.348 5597 5 619.30 -5.84

|P08514|ITA2B_HUMAN Integrin alpha-IIb 21 Carbamidomethyl+C(12) TEEAEKTPVGSCFLAQPESGR 149 21 5 23.52 y5y6°y6y11°y11 2293.06 73.496 4675 2 1147.03 -8.52

|P08514|ITA2B_HUMAN Integrin alpha-IIb 22
LRAEQMASYFGHSVAVTDVNGD

GR
310 24 7 34.3 b6b7*b7b18y5y9y13 2580.24 136.375 3324 2 1290.62 3.50

|P08514|ITA2B_HUMAN Integrin alpha-IIb 23
AEAQVELRGNSFPASLVVAAEEGE

R
774 25 4 23.08 b9y4y6y7 2629.34 131.630 2003 3 877.12 5.39

|P08514|ITA2B_HUMAN Integrin alpha-IIb 24 Oxidation+M(8)
NAQIGIAMLVSVGNLEEAGESVSF

QLQIR
726 29 5 16.89 b4b9*b9b14y11 3089.59 113.256 31026 4 773.15 0.32

|P08514|ITA2B_HUMAN Integrin alpha-IIb 25
Carbamidomethyl+C(5);

Oxidation+M(9)
HSPICHTTMAFLR 571 13 4 34.42 b5b11y5y6 1586.77 48.319 8966 2793.89 8.54

|P08514|ITA2B_HUMAN Integrin alpha-IIb 26
Carbamidomethyl+C(5);

Oxidation+M(9)
HSPICHTTMAFLRDEADFRDK 571 21 5 29.73 b3b9y5y8y9 2563.17 44.199 3207 2 1282.09 -5.62

|P08514|ITA2B_HUMAN Integrin alpha-IIb 27 NVGSQTLQ 108 8 0 2.43 846.44 48.379 7140 1 846.44 8.44

|P08514|ITA2B_HUMAN Integrin alpha-IIb 28 Carbamidomethyl+C(2) QCPSLLFDLR 94 10 3 15.6 b5b9°b9 1248.63 79.602 5374 2 624.82 -6.75

|P08514|ITA2B_HUMAN Integrin alpha-IIb 29 IVVGAPR 65 7 0 1.62 711.46 46.719 2298 1 711.46 5.40

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 DAGTIAGLNVLR 159 12 8 44.13 b2b4°b4b7y3y7y8y12 1199.67 69.697 78476 2 600.34 -4.48

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 IINEPTAAAIAYGLDKK 171 17 7 33.7 b2y2y5y7y13y14y17 1787.97 65.144 62949 3 596.66 -10.45

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 VEIIANDQGNR 25 11 14 98.13
b2b3b10y3y4*y4y6*y6y

7y8y10°y10*y10y11
1228.62 36.699 60296 2 614.82 -2.68

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 Carbamidomethyl+C(2) VCNPIITK 601 8 4 40.85 b2y5y6y7 944.52 39.773 55408 2 472.76 -4.14

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 TTPSYVAFTDTER 36 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15



|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 LLQDFFNGK 348 9 7 44.93 b2b5b6*b8y3y4*y4 1081.56 71.308 41350 2 541.28 -7.79

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7 TVTNAVVTVPAYFNDSQR 137 18 7 52.76 y3y9*y9y10y11y12y18 1982.00 69.194 30115 2 991.51 2.89

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 NSLESYAFNMK 539 11 14 60.12
b1b2°b2*b2b3°b3b4°b4

b8y2y3y7y8y11
1303.61 64.884 26840 2 652.31 5.06

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9 STAGDTHLGGEDFDNR 220 16 6 34.55 b2°b2y8y9y10y16 1691.71 38.908 23637 3 564.58 -6.93

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10 NQVAMNPTNTVFDAK 56 15 4 18.12 b3*b3y11y13 1649.80 57.687 19039 2 825.40 2.22

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 NQVAMNPTNTVFDAKR 56 16 6 24.85 b3b10b13°b13b16y16 1805.87 69.524 6564 2 903.44 -13.25

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12
LYQSAGGMPGGMPGGFPGGGAPP

SGGASSGPTIEEVD
609 37 3 10.87 b3b29y16 3346.44 87.694 33258 4 837.37 -16.34

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 GTLDPVEK 311 8 7 54.07 b3°b3b7°b7y4°y4y6 858.45 33.570 13557 2 429.73 -13.30

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 SQIHDIVLVGGSTR 328 14 4 19.27 b3°b3y5y7 1481.78 46.101 7641 3 494.60 -17.71

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 GVPQIEVTFDIDANGILNVSAVDK 469 24 4 12.7 b3b8°b8y5 2514.27 113.087 4006 3 838.76 -14.95

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16 QTQTFTTYSDNQPGVLIQVYEGER 423 24 3 12.7 b5b11y15 2774.35 80.163 3330 4 694.34 7.74

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 LQGKINDEDK 557 10 4 43.12 b4y6y7y8 1159.60 50.866 18772 2 580.31 7.26

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18 NQVAMNPTNTVFDAKR 56 16 3 17.15 b11b15y11 1805.89 71.970 12683 3 602.63 -4.87

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19 Carbamidomethyl+C(14)
GPAVGIDLGTTYSCVGVFQHGKV

EIIANDQGNR
3 33 5 13.28 b5b12y7°y7y10 3472.72 80.235 11515 4 868.94 -1.69

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 NQTAEKEEFEHQQK 583 14 9 39
b4°b4b5°b5b13y8°y8y1

0°y10
1745.83 90.574 6172 2 873.42 9.16

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

21 GETKSFYPEEVSSMVLTK 108 18 4 29.13 b6b14y13y14 2031.99 84.418 3225 3 678.00 -0.90

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

22
EIAEAYLGKTVTNAVVTVPAYFN

DSQR
128 27 6 38.74 b6°b6b7b8y8y10 2956.54 136.283 3001 3 986.18 10.65

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

23 NSLESYAFNMKATVEDEK 539 18 5 30.96 b8b12y3y7y11 2075.97 99.910 2124 2 1038.49 7.06

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

24 Phosphoryl STY(8) TVTNAVVTVPAYFNDSQR 137 18 7 62.14
b8y5y8y10y12y14_H3P

O4 y13y14
2061.93 77.291 48898 3 687.98 -13.14

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

25 Phosphoryl STY(16) TLSSSTQASIEIDSLYEGIDFYTSITR 272 27 4 15.32 b15b19y9y13 3077.41 108.283 12953 4 770.11 0.16

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

26
Carbamidomethyl+C(14)

;Phosphoryl STY(11)
GPAVGIDLGTTYSCVGVFQHGK 3 22 6 28.93

b4b11°b11b12_HPO3 
b12y7y10

2343.06 35.564 4043 4 586.52 -6.98

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

27 Phosphoryl STY()
NVLIFDLGGGTFDVSILTIEDGIFEV

K
193 27 3 11.9 b4b16y8 2991.53 117.713 1848 3 997.85 11.83

|P06396|GELS_HUMAN Gelsolin 1
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 18 84.61

b4b8b10°b10b13y1y5°y
5*y5y6°y6y8y10y11y13

y14y19y28
2873.26 57.076 213226 4 719.07 -7.65

|P06396|GELS_HUMAN Gelsolin 2 AGALNSNDAFVLK 584 13 10 52.97
b3b11*b11b12b13°b13y

5y9y10y13
1319.69 60.942 195001 2 660.35 -1.57

|P06396|GELS_HUMAN Gelsolin 3
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 12 52.54

b2b3*b3b4b6y5y8y10y1
2y14*y14y25

2843.34 78.473 139122 4 711.59 -10.48

|P06396|GELS_HUMAN Gelsolin 4 QTQVSVLPEGGETPLFK 373 17 10 51.09
b3y2y4y10°y10y11y13y

14y17*y17
1829.97 73.319 122426 2 915.49 5.14

|P06396|GELS_HUMAN Gelsolin 5 AQPVQVAEGSEPDGFWEALGGK 626 22 10 56.5
b2*b2y3y5y8y9°y11y14

y16y22
2272.10 82.919 106124 2 1136.56 6.98

|P06396|GELS_HUMAN Gelsolin 6 TGAQELLR 615 8 5 57.08 y3y4y6y7y8 887.49 41.568 94123 2 444.25 -7.77
|P06396|GELS_HUMAN Gelsolin 7 TPSAAYLWVGTGASEAEK 597 18 6 34.63 b5b7b8b14°b14y13 1837.88 68.415 77421 2 919.44 -9.23



|P06396|GELS_HUMAN Gelsolin 8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGNN
IHQWCGSNSNR

199 35 17 43.45
b2°b2b3°b3b4b11b13°b
13y2*y2y6°y6y14y16y1

8y31y35
4037.83 99.982 72201 3 1346.61 7.92

|P06396|GELS_HUMAN Gelsolin 9 Carbamidomethyl+C(4) SEDCFILDHGKDGK 327 14 6 19.27 b2b3°b3b10y2y3 1620.72 43.202 44016 3 540.91 -9.79

|P06396|GELS_HUMAN Gelsolin 10 AVEVLPK 577 7 5 56.67 b3b4y3y5y7 755.46 40.213 39030 2 378.23 -9.37

|P06396|GELS_HUMAN Gelsolin 11 YIETDPANR 729 9 9 38.25
b1b2y4*y4y5°y5y7°y7y

9
1078.51 30.100 32194 2 539.76 -1.36

|P06396|GELS_HUMAN Gelsolin 12 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 5 36.05 b11y3y4y5y11 1320.57 48.732 30002 3 440.86 -10.82

|P06396|GELS_HUMAN Gelsolin 13
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 15 60.39

b4b6°b6b8b11b12b19y2
y6y11°y11y12*y12y25*

y25
2463.24 82.994 26709 2 1232.12 8.33

|P06396|GELS_HUMAN Gelsolin 14 HVVPNEVVVQR 177 11 6 36.71 b3y4y8y9°y9y11 1275.71 38.471 19545 2 638.36 -3.06

|P06396|GELS_HUMAN Gelsolin 15
VHVSEEGTEPEAMLQVLGPKPALP

AGTEDTAK
257 32 6 21.69 b6b7b14°b14y8°y8 3301.63 70.878 9202 3 1101.22 -9.32

|P06396|GELS_HUMAN Gelsolin 16 Carbamidomethyl+C(16)
NGNLQYDLHYWLGNECSQDESG

AAAIFTVQLDDYLNGR
104 38 3 10.86 b8b12y15 4346.95 77.139 7415 5 870.20 -3.93

|P06396|GELS_HUMAN Gelsolin 17
QGQIIYNWQGAQSTQDEVAASAIL

TAQLDEELGGTPVQSR
485 40 7 21.35 b2b6b7*b7b13*b13y8 4273.11 98.326 4937 3 1425.04 2.97

|P06396|GELS_HUMAN Gelsolin 18
QGFEPPSFVGWFLGWDDDYWSV

DPLDR
748 27 6 39.22 b3y1y4y5y7y8 3230.48 131.949 3575 3 1077.50 8.69

|P06396|GELS_HUMAN Gelsolin 19 VPVDPATYGQFYGGDSYIILYNYR 457 24 6 19.01 b1b9°b9b11°b11b15 2771.37 87.987 2066 4 693.60 13.39

|P06396|GELS_HUMAN Gelsolin 20 EVQGFESATFLGYFK 147 15 6 29.42 b4°b4y3y4y12°y12 1722.84 90.584 55162 2 861.93 4.18

|P06396|GELS_HUMAN Gelsolin 21 DPDQTDGLGLSYLSSHIANVER 397 22 5 28.93 b3b4b10y6y9 2387.15 79.616 37706 3 796.39 0.82

|P06396|GELS_HUMAN Gelsolin 22 GASQAGAPQGR 32 11 5 52.47 b5b6b7y4y7 999.49 74.853 8637 1 999.49 -8.73

|P06396|GELS_HUMAN Gelsolin 23 Carbamidomethyl+C(4) LFACSNKIGR 668 10 3 26.89 b4b8y8 1165.61 69.775 156720 2 583.31 -1.36

|P06396|GELS_HUMAN Gelsolin 24
IEGSNKVPVDPATYGQFYGGDSYII

LYNYR
451 30 18 124.14

b6b7*b7b10*b10b16b2
5y3y4y5*y5y6y11y12y1

3y14y20y23
3399.68 85.207 91056 3 1133.90 6.97

|P06396|GELS_HUMAN Gelsolin 25 Carbamidomethyl+C(11) MDAHPPRLFACSNK 661 14 4 19.27 b7°b7b11y8 1643.77 62.893 11851 2 822.39 -6.98

|P06396|GELS_HUMAN Gelsolin 26 TASDFITKMDYPK 360 13 4 25.4 b7y11°y11y12 1516.75 60.954 8545 2 758.88 9.90
|P06396|GELS_HUMAN Gelsolin 27 GGTSREGGQTAPASTR 548 16 5 37.31 b11b12°b12y13y14 1532.72 103.858 5041 3 511.58 -10.67

|P06396|GELS_HUMAN Gelsolin 28 Carbamidomethyl+C(4) SEDCFILDHGKDGK 327 14 3 27.84 y8y10y12 1620.75 112.190 2967 2 810.88 12.43

|P06396|GELS_HUMAN Gelsolin 29 AATASRGASQAGAPQGR 26 17 3 16.3 b10b13y7 1556.79 64.563 2641 2 778.90 -2.12

|P06396|GELS_HUMAN Gelsolin 30 Oxidation+M(13)
VHVSEEGTEPEAMLQVLGPKPALP

AGTEDTAK
257 32 4 11.14 b3b9°b9y25 3317.61 71.016 11211 3 1106.54 -13.10

|P06396|GELS_HUMAN Gelsolin 31 Oxidation+M(9) VPEARPNSMVVEHPEFLK 43 18 5 26.56 b4b8b9y7°y7 2095.07 103.701 8159 2 1048.04 5.13

|P06396|GELS_HUMAN Gelsolin 32 Carbamidomethyl+C(2) DCFILDHGK 329 9 0 2.43 1104.52 48.693 2139 2 552.76 2.54

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 10 83.08
b5b6b7y3y6y7°y7y8y9y

17
1990.06 97.812 244321 3 664.02 -6.56

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 12 110.55
b2b3b4b6y2y5y6y7y8y9

y10y11
1337.62 52.883 117205 2 669.32 -1.19

|Q9Y281|COF2_HUMAN Cofilin-2 3 MIYASSKDAIK 114 11 5 24.29 b5°b5b8y2y3 1226.64 32.069 2869 3 409.55 -1.69
|Q9Y281|COF2_HUMAN Cofilin-2 4 HEWQVNGLDDIK 132 12 5 34.22 b7b8°b8b11y3 1453.69 39.873 124916 3 485.23 -13.60
|Q9Y281|COF2_HUMAN Cofilin-2 5 SSTQEEIK 22 8 3 33.07 b3y5y6 921.46 56.204 2839 2 461.24 13.58

|Q9Y281|COF2_HUMAN Cofilin-2 6 Carbamidomethyl+C(6) KAVLFCLSDDK 33 11 4 24.29 b10y7y10°y10 1295.67 37.097 17373 2 648.34 -1.04

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 PYQYPALTPEQK 1 12 9 47.14
b3*b3b8°b8b10y8y10°y

11y12
1434.73 52.839 178590 2 717.87 -0.68

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 IGEHTPSALAIMENANVLAR 153 20 13 65.59
b5°b5b6b8°b8b10y1y3y

5y6y8y15y20
2107.09 81.011 163796 3 703.03 -5.10



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 21 120.29

b2b9b10°b10b11°b11b1
2y1y2y3y5y7y8y9y10y1

3°y13y14°y14y17y28
3176.58 76.432 113156 4 794.90 -6.76

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 GILAADESTGSIAK 28 14 7 60.67 b3b8y9y10y11y12y14 1332.70 48.739 42096 2 666.85 1.19

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 GVVPLAGTNGETTTQGLDGLSER 111 23 8 65.3 b3y5y6y7y8y14y15y23 2272.15 65.266 38608 2 1136.58 5.59

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 LQSIGTENTEENRR 43 14 13 51.25
b2*b2b3°b3b8b10*b10y
10*y10y12°y12y13*y13

1646.79 29.480 37598 3 549.60 -11.64

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 AAQEEYVKR 322 9 4 38.25 y2y3y4y6 1093.56 20.400 8588 2 547.28 -4.47

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 Carbamidomethyl+C(4) VNPCIGGVILFHETLYQK 69 18 3 15.57 b4b13y6 2088.07 79.735 47286 3 696.69 -12.39

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 AAQEEYVK 322 8 3 36.08 b4b7y5 937.48 49.391 24948 2 469.24 17.25

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10 Carbamidomethyl+C(1) CPLLKPWALTFSYGR 289 15 5 31.8 b3b7y9°y9y10 1808.94 85.937 22493 3 603.65 -4.32

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11 MPYQYPALTPEQK 0 13 4 34.05 b3b6b8y6 1565.76 33.518 2245 3 522.59 -4.29

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12
VDKGVVPLAGTNGETTTQGLDGL

SER
108 26 8 30.14

b5b15y5y10y12*y12y14
*y14

2614.32 61.014 46740 3 872.11 -3.18

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 Carbamidomethyl+C(1) CVLKIGEHTPSALAIMENANVLAR 149 24 4 23.41 b3y11y13y14 2607.40 103.650 4088 4 652.61 10.96

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14 Phosphoryl STY(9) LQSIGTENTEENR 43 13 4 20.63 b7b9y3°y3 1570.68 35.257 17936 3 524.23 9.09

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

15 Phosphoryl STY(12) GVVPLAGTNGETTTQGLDGLSER 111 23 4 13.04
b12_H3PO4 

b12y8y11*y11
2352.13 69.744 2519 2 1176.57 12.87

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

16 GETTTQGLDGLSER 120 14 1 7.95 b12 1463.70 65.190 14193 2 732.35 1.42

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

17 PIVEPEILPDGDHDLKR 184 17 2 22.31 b3b4 1943.02 76.434 3267 2 972.02 0.75

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

18 QEEYVKR 324 7 0 1.62 951.49 20.388 3182 2 476.25 3.53

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

19 PDGDHDLKR 192 9 2 22.31 b3b4 1052.51 76.458 2987 1 1052.51 -2.44

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

20 AQEEYVKR 323 8 0 1.62 1022.53 20.399 2777 2 511.77 -0.72

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

21 SIGTENTEENRR 45 12 0 3.64 1405.68 29.459 2148 2 703.34 5.99

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2 AVLVDLEPGTMDSVR 62 15 8 29.42 b1b2b3y2y8y9y11y15 1601.82 71.150 50258 2 801.41 -2.97

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5 MSATFIGNNTAIQELFK 362 17 6 34.5 b1b11*b11b12b13*b13 1884.98 97.376 3443 2 942.99 12.50

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6 VSEQFTAMFR 380 10 3 26.89 b4y4y8 1215.61 81.299 2044 3 405.87 21.99

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7 RVSEQFTAMFR 379 11 3 27.3 b5b6y5 1371.69 26.820 40699 3 457.90 3.56

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

8 INVYYNEASGGRYVPR 46 16 14 71.37
b3*b3b4b8°b8*b8b9°b9
b12°b12*b12y4y12y13

1857.93 116.599 15122 3 619.98 1.25



|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

9 Phosphoryl STY() VSEQFTAMFRR 380 11 5 36.71 b6y4y9y10*y10 1451.62 32.088 10762 2 726.31 -13.20

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 8 68.89 b10y4°y4y7y8y9y11y12 1319.70 63.948 105530 2 660.36 1.57

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3 ALTVPELTQQMFDAK 282 15 8 62.33 y1y3y5°y5y7y9y11y15 1691.87 86.070 31987 2 846.44 3.25

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 9 52.63

b5°b5b6y3°y3y4y8y9y2
7

3077.38 118.566 28888 4 770.10 -11.66

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5
SGAFGHLFRPDNFIFGQSGAGNN

WAK
77 26 5 27.46 b4b5b11b14y14 2795.34 81.405 1761 2 1398.18 -0.09

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6 VREEYPDR 154 8 5 49.3 b5°b5y4y6y7 1063.52 58.941 4361 2 532.26 5.39

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

7 Oxidation+M(1) MSSTFIGNSTAIQELFK 362 17 5 16.3 b14°b14*b14y11y13 1889.94 136.744 4677 1 1889.94 2.71

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

1 LIGNMALLPIR 14 11 7 65.48 b2y3y4y5y6y9y11 1210.72 83.062 27320 2 605.87 -8.47

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

2 ETKDTDIVDEAIYYFK 34 16 3 17.15 b12y9y11 1949.92 79.212 1749 3 650.64 -10.52

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

3 PAYHSSLMDPDTK 1 13 3 28.11 y3y9y10 1461.70 40.679 61877 3 487.90 20.04

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

4 VFDPQNDKPSK 147 11 6 36.71 b4°b4b6b7y7*y7 1274.63 48.245 3710 3 425.55 -7.37

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

5 Carbamidomethyl+C(4) WWTCFVK 158 7 5 50.65 b3°b3b5b6y6 1026.48 31.243 3623 2 513.75 -2.62

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

6 MPAYHSSLMDPDTK 0 14 5 30.72 b7°b7y3y4y10 1592.71 33.589 3459 2 796.86 0.54

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

7 DTDIVDEAIYYFK 37 13 7 56.28 b6b10y7°y7y8y9y12 1591.78 95.922 2248 2 796.39 14.57

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

8 SQGEK 88 5 1 13.21 y4 548.27 97.617 2217 1 548.27 12.69

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

9 QFMNKSLSGPGQ 166 12 3 22.26 b5b11y5 1293.63 76.407 3686 2 647.32 2.55

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

10
Carbamidomethyl+C(12)

;Phosphoryl STY(8)
TLIYITLYISECLK 66 14 4 19.27 b8°b8b10y6 1809.93 65.093 2649 2 905.47 13.42

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

1 LAVNMVPFPR 180 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

2 LHFFMPGFAPLTSR 190 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

3 IREEYPDR 82 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

4 Carbamidomethyl+C(18)
MSASFIGNNAAIQELFTCVSEQFTA

MFR
290 28 5 40.74 b8b11b13b14b15 3170.47 83.728 3504 3 1057.50 -0.92



|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

5 Carbamidomethyl+C(22)
DSVRSGPFGQVLRPDNFIFGQCGA

GNNWAK
1 30 3 11.37 b16y6y14 3294.62 86.699 6566 4 824.41 8.82

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

6 Carbamidomethyl+C(26)
TLKLPTPTYGDLNHLVSATMSGV

TTCLR
141 28 4 22.31 b27y10y11y15 3046.57 95.819 5301 5 610.12 -1.04

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

7 YTEGAELTESVMDVVRK 33 17 4 26.13 b5b11b14y12 1926.97 110.048 3623 2 963.99 13.49

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

8 GSQQYRALTVAELTQQMFDAK 204 21 19 92.21
b4°b4b6b8°b8*b8b13*b
13b17b20y3°y3y5y7y8°

y8y12°y12*y12
2385.19 116.624 2050 2 1193.10 0.61

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

9
Carbamidomethyl+C(18)

;Oxidation+M(1)
MSASFIGNNAAIQELFTCVSEQFTA

MFR
290 28 4 14.89 b11b15y6y10 3186.47 85.266 44772 3 1062.83 -0.46

|P31146|COR1A_HUMAN Coronin-1A 1 YFEITSEAPFLHYLSMFSSK 293 20 10 58.64
b2b3b4b7y4y6y8y9y12y

20
2397.14 108.301 35937 3 799.72 -3.26

|P31146|COR1A_HUMAN Coronin-1A 2 AAPEASGTPSSDAVSR 416 16 12 90.03
b2b5b6b13y8y9y10y11°

y11y12y14y16
1502.71 28.285 23158 2 751.86 0.16

|P31146|COR1A_HUMAN Coronin-1A 3 Carbamidomethyl+C(32)
HLEEPLSLQELDTSSGVLLPFFDPD

TNIVYLCGK
253 34 7 26.32 b11b19y4y5y12y15y34 3846.92 111.661 11702 3 1282.98 2.22

|P31146|COR1A_HUMAN Coronin-1A 4 Carbamidomethyl+C(11) VSQTTWDSGFCAVNPK 29 16 3 23.68 b13b14y14 1796.85 61.668 19570 2 898.93 13.32

|P31146|COR1A_HUMAN Coronin-1A 5 Carbamidomethyl+C(1) CEIAR 331 5 1 13.21 b4 648.31 84.892 3708 1 648.31 0.47

|P31146|COR1A_HUMAN Coronin-1A 6 Carbamidomethyl+C(12) HVFGQPAKADQCYEDVR 12 17 5 41.56 b14y8y11y12y13 2019.96 54.656 555159 3 673.99 10.94

|P31146|COR1A_HUMAN Coronin-1A 7
KSDLFQEDLYPPTAGPDPALTAEE

WLGGR
354 29 12 93.01

b4b8b10y3y4y5y7y8y9y
10y12y19

3173.55 95.465 69457 3 1058.52 2.92

|P31146|COR1A_HUMAN Coronin-1A 8 ESQRGMGYMPK 313 11 3 31.28 y3y4y10 1283.60 136.365 4661 1 1283.60 6.94

|P31146|COR1A_HUMAN Coronin-1A 9 RAAPEASGTPSSDAVSR 415 17 4 26.13 b12y5y7y16 1658.80 67.489 3164 3 553.60 -5.81

|P31146|COR1A_HUMAN Coronin-1A 10 ILTTGFSRMSER 233 12 4 35.48 y6y7°y7y8 1397.74 101.877 3151 2 699.37 13.80

|P31146|COR1A_HUMAN Coronin-1A 11
Carbamidomethyl+C(6);
Carbamidomethyl+C(9);

Phosphoryl STY(7)
DGGLICTSCRDK 186 12 6 34.22

b8_HPO3 
b8°b8y5y6_H3PO4 
y6°y6y8_HPO3 y8

1461.56 18.148 17738 3 487.86 -12.95

|P31146|COR1A_HUMAN Coronin-1A 12 Phosphoryl STY(8) AAPEASGTPSSDAVSR 416 16 6 17.15 b5°b5b7°b7y7°y7 1582.65 71.241 7788 3 528.22 -10.88

|P31146|COR1A_HUMAN Coronin-1A 13 Phosphoryl STY(5) EPVVTLEGHTKR 121 12 3 26.24 b4y8y9 1445.70 51.787 7188 2 723.36 -0.42

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 AGFAGDDAPR 718 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 AVFPSIVGRPR 728 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 QEYDESGPSIVHRK 1059 14 19 139.44
b3°b3*b3b14y2y3y4y5y
6°y6y7y8y9y10°y10y11

y12y14*y14
1644.78 32.265 409068 3 548.93 -12.62

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 19 118.82
b2b3b6b12°b12y1y4y6y
7y8°y8y9°y9y10y11°y11

y12y13y23
2550.17 93.253 208186 3 850.73 -0.67



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 QEYDESGPSIVHR 1059 13 14 111.95
y1y2y3y4y5y6y8y9°y9y

10y11°y11y13*y13
1516.68 38.036 189555 3 506.23 -13.60

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 SYELPDGQVITIGNER 938 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7 IWHHTFYNELR 784 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 DVLHENSTLR 642 10 3 33.88 b5b8b9 1183.60 50.877 240783 2 592.30 -8.97

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9 ISSENSNPEQELK 367 13 4 20.63 b4y8*y8y12 1474.72 72.002 18182 3 492.24 9.02

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10
HGSTHVGFPENLTNGATAGNGDD

GLIPPR
544 29 4 11.52 b7y11°y11y14 2901.41 106.514 2463 3 967.81 6.90

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11
KHGSTHVGFPENLTNGATAGNGD

DGLIPPR
543 30 3 17.28 b7b11b13 3029.46 112.804 26955 3 1010.49 -5.80

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12 ISSENSNPEQELKLTSEEESQR 367 22 3 13.43 b14y13y21 2534.18 80.186 5261 3 845.40 -1.83

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 Oxidation+M(1) MSQELEINKDGDR 400 13 3 20.63 b9b12y7 1550.72 58.868 9031 2 775.86 4.64

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 Oxidation+M() DLYTNTVLSGGTTMYPGMAHR 991 21 3 22.32 b9b10y15 2301.10 74.411 4185 3 767.70 14.01

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 Oxidation+M() EVEEEMKK 413 8 3 36.08 b3b7y5 1037.48 101.222 2796 2 519.24 0.35

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

1 FDMIVPILEK 438 10 9 57.3 b2b3°b3b4°b4y1y5y6y7 1204.66 88.698 87503 2 602.83 -3.55

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

2 Carbamidomethyl+C(14)
IFSHPNVLPVLGACQSPPAPHPTLI
THWMPYGSLYNVLHEGTNFVVD

QSQAVK
243 53 16 46.58

b1b4°b4b5b7*b7b8b10b
16*b16y6*y6y7°y7y14y

37
5863.86 101.265 75225 6 978.15 -14.91

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

3 LNENHSGELWK 198 11 5 36.05 y6y7y8°y8y11 1326.64 41.763 60129 3 442.88 -5.52

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

4 Carbamidomethyl+C(5) FSFQCPGR 341 8 7 36.08 b2b3°b3b8y3y7y8 998.45 50.810 52028 2 499.73 0.49

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

5 YGEMPVDK 131 8 6 33.07 b2b3b4y2y5y8 938.43 34.964 46454 2 469.72 2.28

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

6 EVPFADLSNMEIGMK 388 15 4 26.21 y1y3y6y13 1680.81 84.705 34744 2 840.91 8.93

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

7 SAVVEMLIMR 46 10 4 20.67 b1b3b6°b6 1148.61 79.745 30594 2 574.81 -3.08

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

8 Carbamidomethyl+C(25)
LWLDNTENDLNQGDDHGFSPLH

WACR
17 26 5 22.8 b2y4y5y18y26 3110.40 82.259 20861 3 1037.47 6.20

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

9
Carbamidomethyl+C(18)
;Carbamidomethyl+C(39

)

ADINAVNEHGNVPLHYACFWGQD
QVAEDLVANGALVSICNK

90 41 4 52.24 y3y4y5y6 4509.13 90.446 17382 4 1128.04 -0.11

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

10 GDDTPLHLAASHGHR 65 15 6 37.07 b7b11°b11y4y7y8 1583.76 35.577 14276 3 528.59 -6.24

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

11 SADMWSFAVLLWELVTR 371 17 3 16.3 b4y4y7 2024.04 137.484 3598 2 1012.52 1.99

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

12 FALDMAR 296 7 3 37.44 b4b5y3 823.40 50.748 2431 2 412.20 -17.72



|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

13 Carbamidomethyl+C(34)
EVPFADLSNMEIGMKVALEGLRPT

IPPGISPHVCK
388 35 12 43.86

b5b7°b7b10b12*b12b13
°b13y4y6y7y17

3802.96 116.613 43804 4 951.49 -3.60

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

14 QLNFLTKLNENHSGELWK 191 18 4 22.97 b3*b3y8y9 2171.13 100.601 14483 2 1086.07 1.69

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

15 Carbamidomethyl+C(5) LMKICMNEDPAK 423 12 5 22.26 b10y5°y5y10*y10 1449.70 50.913 7225 2 725.36 9.94

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

16 Carbamidomethyl+C(7) DDIFTQCREGNAVAVR 1 16 5 37.35 b5°b5y11y12y13 1850.91 78.600 6476 2 925.96 14.31

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

17 Oxidation+M(10) EVPFADLSNMEIGMK 388 15 3 18.12 b3b10y5 1696.80 71.048 15609 3 566.27 5.25

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

18 Oxidation+M()
SADMWSFAVLLWELVTREVPFAD

LSNMEIGMK
371 32 4 11.14 b12y6°y6y13 3701.79 126.324 3892 4 926.20 -3.36

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

19 Oxidation+M(8) SVMIDEDMTAR 323 11 3 24.29 b6y5y10 1283.57 67.215 1689 3 428.53 8.94

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

20 LNENHSGELWK 198 11 3 24.29 b9y5y10 1309.63 41.804 2176 3 437.21 10.16

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

2 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

3
SGPFGQLFRPDNFIFGQTGAGNN

WAK
77 26 6 21.91 b1b6°b6y2y4y5 2826.33 88.556 3607 4 707.34 -14.51

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

4 MASTFIGNSTAIQELFKR 362 18 4 29.13 b6b15y12y13 2014.03 86.915 26168 3 672.02 -4.24

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

5 RISEQFSAMFR 379 11 4 41.48 b10y5y6y7 1371.70 94.154 1570 2 686.35 12.73

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

6 Oxidation+M(11) ALTVPELTQQMFDAR 282 15 3 18.12 b5b10y10 1735.85 66.708 5219 3 579.29 -8.02

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

7 Oxidation+M() IMNTFSVMPSPK 162 12 5 22.26 b4°b4b7*b7y7 1367.68 87.369 3633 2 684.34 5.80

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

2 LHFFMPGFAPLTSR 262 14 9 79.14 b2b3b4b8b9b13y3y5y12 1620.81 89.791 44064 3 540.94 -14.46

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

3 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

4 Carbamidomethyl+C(18)
MSATFIGNNAAIQELFTCVSEQFT

AMFR
362 28 9 53.88

b4°b4b12b13b14y3y4y8
y12

3184.46 110.954 2175 3 1062.16 -9.74

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

5 YTEGAELTESVMDVVR 105 16 5 28.32 b5b6b8°b8y6 1798.85 39.879 1777 3 600.29 -2.10

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

6 Carbamidomethyl+C(3) HGCYLTVAAIFR 306 12 3 26.24 b5y10y11 1407.69 93.284 1683 2 704.35 -19.25

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

7 Phosphoryl STY() YTEGAELTESVMDVVR 105 16 4 30.77 b5b9y6y7 1878.83 35.561 4693 3 626.95 11.44

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 AGFAGDDAPR 718 10 19 144.36
b2b3b4b5b8°b8y1y2y3y
4°y4y5y6°y6y7°y7y8y9y

10
976.44 31.402 2485698 2 488.72 -6.13

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 AVFPSIVGRPR 728 11 15 136.98
b2b3b4b9y1y2y3y4y5y6

y7y8y9y10y11
1198.70 56.143 1059745 2 599.86 -2.24

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 QEYDESGPSIVHRK 1059 14 19 139.44
b3°b3*b3b14y2y3y4y5y
6°y6y7y8y9y10°y10y11

y12y14*y14
1644.78 32.265 409068 3 548.93 -12.62

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHR 1059 13 14 111.95
y1y2y3y4y5y6y8y9°y9y

10y11°y11y13*y13
1516.68 38.036 189555 3 506.23 -13.60



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 SYELPDGQVITIGNER 938 16 4 17.15 b6y2y9y14 1790.87 71.932 24055 3 597.63 -10.22

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 IWHHTFYNELR 784 11 10 81.91
b4b9y2y3y5*y5y6y7y8y

11
1515.75 56.173 16028 2 758.38 0.72

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 ISSENSNPEQDLK 367 13 7 32.29
b12*b12y4°y4y9y10°y1

0
1460.67 54.289 14347 3 487.56 -8.69

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 4 23.13 y5y6y8°y8 2578.25 117.551 13710 3 860.09 18.56

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 EIAALAPSMMK 1015 11 4 41.48 b4y3y5y7 1161.60 84.477 12565 2 581.31 3.15

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10
Carbamidomethyl+C(4);
Carbamidomethyl+C(9)

AVQCQEDECALMLLEHGTDPNIP
DEYGNTTLHYAIYNEDK

212 40 4 10.88 b6y4y9*y9 4667.12 114.749 10108 4 1167.54 11.82

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 DLYTNTVLSGGTTMYPGMAHR 991 21 3 13.86 b8b13y8 2285.11 84.032 5607 3 762.38 18.70

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12 Carbamidomethyl+C(3) QFCEEQNTGILHDEILIHEEK 601 21 3 13.86 b12b14y14 2582.17 87.386 5535 3 861.39 -19.48

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13
Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

CPEALFQPCFLGMESCGIHETTFNS
IMK

956 28 7 36.26 b5b6b8b13b24y10y19 3304.49 77.318 5057 4 826.88 9.68

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14 Carbamidomethyl+C(12) EYAVSSHHHVICQLLSDYK 342 19 12 80.16
b3b7°b7b9b11b13y3y9°

y9y10*y10y11
2286.05 115.796 3776 3 762.69 -21.15

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15 LTSEEESQR 380 9 3 30.47 b3b6y7 1078.48 22.749 2600 2 539.74 -21.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16
TTGIVMDSGDGVTHTVPIYEGNAL

PHATLR
847 30 3 11.37 b3b13y11 3122.60 112.077 2103 3 1041.54 13.06

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 AAWWGK 145 6 2 26.83 b4y5 718.37 80.222 2057 2 359.69 10.79

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 VGAWGDYDDSAFMEPRYHVR 116 20 4 22.6 b3b6b19y12 2371.03 75.403 49014 3 791.01 -13.08

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

19 EEIAMLRLELDTMK 652 14 3 34.83 y3y4y5 1691.86 76.977 13491 2 846.43 -5.70

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

20 ANLNALDRYGR 295 11 3 24.29 b3b8y3 1262.65 56.165 9463 2 631.83 -9.09

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

21 ELENFMAIEEMKK 531 13 4 29.65 b9b11y9y11 1611.77 77.271 6330 2 806.39 -4.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

22 SRTPENQQFPDNESEEYHR 451 19 4 14.93 b7*b7b9y3 2363.05 77.236 6330 3 788.35 8.58

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

23 SNVGASGDHDDSAMKTLR 77 18 6 32.55 y8°y8y10°y10y12y13 1860.84 76.433 5456 3 620.95 -7.94



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

24 SQEPEINKDGDR 519 12 4 26.24 b10*b10b11y11 1387.66 47.989 4941 2 694.33 11.88

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

25 QQGMMGGMHQKESYVGK 739 17 3 23.71 y3y6y13 1895.86 62.266 4406 2 948.44 3.67

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

26 Carbamidomethyl+C(19)
TPENQQFPDNESEEYHRICELLSDY

K
453 26 6 26.44 b5b6°b6b8y4y12 3241.44 77.303 4014 4 811.12 1.88

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

27 ESGKSNVGTSGDHDDSAMK 36 19 7 33.33
b7b8b12*b12b14°b14y1

5
1921.82 46.185 3521 2 961.41 0.13

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

28 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATVASSSSLE

K
913 25 6 41.49 b6b7y6y7y13y16 2835.31 76.513 3288 3 945.78 -11.11

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

29 RSQEPEINK 518 9 6 44.93 b5b7y7*y7y8°y8 1100.57 26.891 2003 3 367.53 2.66

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

30 Oxidation+M() EIAALAPSMMK 1015 11 3 24.29 b3y5y9 1177.61 50.776 70345 2 589.31 12.85

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

31 Oxidation+M() DGDRELENFMAIEEMK 527 16 5 27.65 b11y8°y8y10y12 1942.87 60.183 7343 2 971.94 11.37

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

32 Oxidation+M() QQGMMGGMHQKESYVGK 739 17 3 16.3 b3y6y12 1911.85 58.941 2386 2 956.43 -1.53

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

33 ISSENSNPE 367 9 0 3.24 976.43 54.325 7611 2 488.72 9.94

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

1 VEIIANDQGNR 25 11 14 98.13
b2b3b10y3y4*y4y6*y6y

7y8y10°y10*y10y11
1228.62 36.699 60296 2 614.82 -2.68

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

2 TTPSYVAFTDTER 36 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

3 SINPDEAVAYGAAVQAAILMGDK 361 23 10 37.25
b1b7b8*b8b13*b13y4y5

°y5y23
2304.14 77.234 43675 2 1152.57 -5.72

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

4 Carbamidomethyl+C(1) CQEVISWLDANTLAEK 573 16 7 27.65 b2b7°b7b10*b10b12y5 1876.92 121.595 5280 2 938.96 5.40

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

5 Carbamidomethyl+C(6)
ELEQVCNPIISGLYQGAGGPGPGG

FGAQGPK
597 31 4 16.17 b11y14y18y21 3055.50 83.558 4225 3 1019.17 0.72

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

6 ATAGDTHLGGEDFDNR 220 16 4 17.15 b6°b6b12y11 1675.71 41.886 2085 3 559.24 -11.36

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

7 Carbamidomethyl+C(1) CQEVISWLDANTLAEKDEFEHK 573 22 4 24.21 b6y8y9y12 2662.24 104.969 1764 3 888.08 -3.48

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

8
EIAEAYLGYPVTNAVITVPAYFND

SQR
128 27 6 25.95 b4b5b12°b12y6y14 3001.45 113.289 3664 4 751.12 -15.29

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

9 NALESYAFNMK 539 11 7 64.89 b3b6b7y3y4*y4y5 1287.58 99.181 2198 2 644.29 -19.43

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

10 ISEADK 561 6 1 13.62 y3 662.34 43.145 2166 1 662.34 11.33

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

11 HWPFQVINDGDKPK 88 14 3 24.71 b8y6y7 1680.85 63.765 1818 2 840.93 1.53

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

12 Carbamidomethyl+C(17)
MAKAAAIGIDLGTTYSCVGVFQH

GK
0 25 3 12.4 b5y10y13 2595.30 101.236 294084 3 865.77 -1.51

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

13 Carbamidomethyl+C(5) VLDKCQEVISWLDANTLAEK 569 20 3 14.36 b8b13y3 2332.16 81.993 243004 3 778.06 -12.77

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

14 Phosphoryl STY(12)
EIAEAYLGYPVTNAVITVPAYFND

SQR
128 27 4 17.77 b3b7b12y14 3081.44 84.605 4852 3 1027.82 -4.52



|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

15
Carbamidomethyl+C(7);

Phosphoryl STY(12)
KELEQVCNPIISGLYQGAGGPGPG

GFGAQGPK
596 32 5 24.52 b12b13y9y19*y19 3263.55 77.318 2202 4 816.64 0.37

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

16 Oxidation+M() NALESYAFNMK 539 11 7 64.89 b4*b4b6b9y3y4y7 1303.59 27.904 3580 2 652.30 -4.87

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

17 Oxidation+M(1)
MKEIAEAYLGYPVTNAVITVPAYF

NDSQR
126 29 5 25.97 b6b8b9b13y12 3276.63 133.676 2958 3 1092.88 0.97

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

18 ATAGDTHLG 220 9 1 7.25 y3 842.40 41.965 10693 1 842.40 3.48

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

19 Carbamidomethyl+C(6)
ELEQVCNPIISGLYQGAGGPGPGG

FGAQ
597 28 1 9.59 y17 2773.29 83.518 4034 3 925.10 -11.80

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

1 Carbamidomethyl+C(7) IIPGFMCQGGDFTR 55 14 6 27.84 b2y1y6y9y12y14 1598.75 71.282 96317 2 799.88 4.96

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

2 Carbamidomethyl+C(24)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 15 61.21

b2b6b15*b15y4y8y10°y
10*y10y11y12y14*y14y

16y27
2791.32 76.520 68705 3 931.11 -2.27

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

3 VNPTVFFDIAVDGEPLGR 1 18 5 24.8 b8°b8y4y7y11 1946.02 98.343 43389 2 973.51 10.66

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

4 EGMNIVEAMER 133 11 3 31.28 y6y7y10 1278.59 68.672 29707 2 639.80 3.82

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

5 VKEGMNIVEAMER 131 13 7 20.63
b10*b10y6°y6y11°y11y

13
1505.75 60.999 13199 2 753.38 3.16

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

6 FEDENFILK 82 9 3 30.47 b7y3y7 1154.57 65.957 77517 2 577.79 -2.85

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

7 Carbamidomethyl+C(7) IIPGFMCQGGDFTRHNGTGGK 55 21 3 13.86 b10b14y3 2250.06 84.964 52244 2 1125.53 2.50

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

8 TAENFRALSTGEK 31 13 5 29.87 y3°y3y6°y6y11 1423.71 56.152 6863 2 712.36 -5.83

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

9 VKEGMNIVEAMER 131 13 4 41.32 y3y4y6y8 1505.75 101.197 4916 2 753.38 3.40

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

10
MVNPTVFFDIAVDGEPLGRVSFEL

FADK
0 28 3 21.91 b6y6y7 3113.55 137.352 3948 3 1038.52 -4.78

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

11 ALSTGEKGFGYK 37 12 3 29.46 y5y7y8 1257.64 28.232 2225 2 629.32 -5.44

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

12 Phosphoryl STY(4) VNPTVFFDIAVDGEPLGR 1 18 3 15.57 b3y10y13 2025.95 117.339 4856 3 675.99 -3.19

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

13 HTGPGILSMANAGPNTNGS 91 19 4 36.42 y4y15y16y17 1795.85 76.471 4254 2 898.43 4.96

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

1 LAVNMVPFPR 252 10 12 99.95
b2b3b5y1y4y5y6y7*y7y

8y9y10
1143.63 72.920 246238 2 572.32 -1.81

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

2 AVLVDLEPGTMDSVR 62 15 8 29.42 b1b2b3y2y8y9y11y15 1601.82 71.150 50258 2 801.41 -2.97

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

3 IREEYPDR 154 8 6 36.08 b2b4b7y1y3y8 1077.53 25.572 26155 2 539.27 -3.40

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

4 LHFFMPGFAPLTSQGSQQYR 262 20 6 39.17 b1b6b7b8b14y15 2312.11 100.646 5137 3 771.38 -7.60

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

5 VSEQFTATFR 379 10 4 28.65 b6y4°y4y5 1185.61 64.251 142477 2 593.31 15.44

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

6 MSVTFTGNNTAVQELK 362 16 3 17.15 b15y3y11 1739.84 84.488 35787 3 580.62 -11.58

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

7
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 5 25.66 b5y7y10y13y19 3112.49 96.086 10179 3 1038.17 17.73

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

8 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATVSGVTTCL

R
216 25 6 35.54 y6y8°y8y10y13y14 2672.33 108.482 4775 3 891.45 -13.98

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

9 Carbamidomethyl+C(18)
SGPFAEVFRPDNFISRQCGAGNNW

AK
77 26 4 18.27 b5b11b18y8 2925.37 84.213 27997 4 732.10 -4.17

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

10 Carbamidomethyl+C(6) DPRHGCYLTAAAIFR 303 15 3 26.21 b4b13b14 1747.88 87.963 3985 2 874.45 8.38



|O43707|ACTN4_HUMAN Alpha-actinin-4 1 VGWEQLLTTIAR 733 12 20 166.82
b3b4b5°b5b6*b6b8y1y2
y3y4y5y6y7y8y9°y9*y9

y11y12
1386.78 98.077 257871 2 693.89 1.32

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 AIMTYVSSFYHAFSGAQK 255 18 28 205.87

b2b3b5°b5b8°b8b13b15
y1y2*y2y4y5y6y7y8y9y
10°y10y11y12*y12y13y

14°y14y16y18*y18

2007.95 90.556 170967 3 669.99 -7.11

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 TINEVENQILTR 745 12 7 49.66 b3y1y3y4y6y10y12 1429.76 60.151 107053 2 715.39 -0.17

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 LASDLLEWIR 300 10 5 33.88 y2y3y4y8y10 1215.66 92.134 1046662 608.34 -7.93

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 ALDFIASK 114 8 5 33.07 b3b4y2y5y8 864.48 55.593 64485 2 432.74 -6.50

|O43707|ACTN4_HUMAN Alpha-actinin-4 6 Carbamidomethyl+C(1) CQLEINFNTLQTK 350 13 6 25.4 b2*b2b3y9y10y13 1608.81 70.416 48869 2 804.91 3.72

|O43707|ACTN4_HUMAN Alpha-actinin-4 7
VEQIAAIAQELNELDYYDSHNVNT

R
469 25 12 50.32

b3b4°b4b6y3y4y6y9*y9
y12*y12y25

2905.40 89.731 31484 3 969.14 0.08

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 LSGSNPYTTVTPQIINSK 604 18 5 22.73 b4b6b11°b11y18 1919.98 103.972 21869 2 960.50 -12.27

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 MVSDINNGWQHLEQAEK 378 17 4 16.3 b3b7y12y17 1998.91 59.790 12049 3 666.98 -9.65

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 MAPYQGPDAVPGALDYK 882 17 4 36.71 b7b9b13b16 1792.86 62.489 11431 2 896.93 2.45

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 ASIHEAWTDGK 421 11 5 24.29 b5°b5b8°b8y5 1214.58 27.787 5674 2 607.79 -0.90

|O43707|ACTN4_HUMAN Alpha-actinin-4 12 IMSLVDPNHSGLVTFQAFIDFMSR 813 24 8 23.59
b2b11b14b16y1y9*y9y1

3
2725.35 119.405 4614 3 909.12 -0.81

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 HEAFESDLAAHQDR 455 14 3 19.27 b8b10y8 1625.72 37.132 31838 3 542.58 -6.61

|O43707|ACTN4_HUMAN Alpha-actinin-4 14 YLDIPK 233 6 3 40.04 b3y4y5 748.41 49.278 30837 2 374.71 -12.89

|O43707|ACTN4_HUMAN Alpha-actinin-4 15 ISIEMNGTLEDQLSHLK 674 17 3 24.96 y12y13y16 1928.02 67.065 19257 3 643.34 19.82

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 EALEK 513 5 2 26.43 b3b4 589.31 38.456 18206 1 589.31 -11.29

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 QLEAIDQLHLEYAK 521 14 5 24.71 b3°b3*b3b4y4 1670.84 68.190 6072 4 418.47 -19.58

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 LEDFR 331 5 1 13.21 b3 679.35 56.909 4964 1 679.35 12.13

|O43707|ACTN4_HUMAN Alpha-actinin-4 19 Carbamidomethyl+C(2) ICDQWDALGSLTHSR 497 15 3 18.12 b13y6y13 1758.79 84.290 4087 3 586.93 -21.52

|O43707|ACTN4_HUMAN Alpha-actinin-4 20 MLDAEDIVNTARPDEK 239 16 7 44.95 b9b11*b11y5y6y8y13 1816.89 62.207 3933 2 908.95 6.52

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 DDPVTNLNNAFEVAEK 217 16 5 24.24 b4b13°b13y4y12 1775.85 54.728 2890 2 888.43 2.61

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 SFSTALYGESDL 899 12 3 26.24 b10y7y8 1289.58 32.021 2823 2 645.30 -5.30

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 DHALLEEQSK 633 10 4 33.88 b5b8°b8b9 1169.60 38.301 2739 2 585.30 16.07

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 HTNYTMEHIR 723 10 3 26.89 b9y5y8 1301.61 32.049 2515 2 651.31 6.75

|O43707|ACTN4_HUMAN Alpha-actinin-4 25 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 6 31.51 b4y6y10y12°y12*y12 1624.77 63.012 2442 4 406.95 2.48

|O43707|ACTN4_HUMAN Alpha-actinin-4 26 AETAANR 273 7 4 37.44 b3b4°b4y4 732.36 83.106 2324 1 732.36 -3.92

|O43707|ACTN4_HUMAN Alpha-actinin-4 27 AGTQIENIDEDFR 66 13 6 20.63 b9*b9y4°y4y11°y11 1507.73 45.159 2142 2 754.37 19.59



|O43707|ACTN4_HUMAN Alpha-actinin-4 28 Carbamidomethyl+C(2) ACLISLGYDVENDRQGEAEFNR 791 22 3 13.43 b3y12y17 2556.19 57.171 264748 3 852.73 3.72

|O43707|ACTN4_HUMAN Alpha-actinin-4 29 DHALLEEQSKQQSNEHLR 633 18 4 21.72 b13b16y6y15 2162.08 63.638 122527 3 721.36 7.79

|O43707|ACTN4_HUMAN Alpha-actinin-4 30 KDDPVTNLNNAFEVAEK 216 17 4 26.13 b3b6b14y3 1903.91 71.232 31494 3 635.31 -13.98

|O43707|ACTN4_HUMAN Alpha-actinin-4 31 ASIHEAWTDGKEAMLK 421 16 3 17.15 b7b12y15 1786.87 71.086 18919 3 596.29 -5.94

|O43707|ACTN4_HUMAN Alpha-actinin-4 32 DAKGISQEQMQEFR 757 14 6 19.27 b8°b8b10°b10*b10y9 1666.80 44.178 6487 4 417.46 9.67

|O43707|ACTN4_HUMAN Alpha-actinin-4 33 Carbamidomethyl+C(2) ICKVLAVNQENEHLMEDYEK 280 20 3 23.78 y3y7y8 2462.15 121.580 4095 3 821.39 -7.44

|O43707|ACTN4_HUMAN Alpha-actinin-4 34 Phosphoryl STY(10) NVNVQNFHISWK 181 12 4 35.48 b9*b9b10b11 1565.73 54.648 23184 2 783.37 9.36

|O43707|ACTN4_HUMAN Alpha-actinin-4 35 Phosphoryl STY(1) SFSTALYGESDL 899 12 4 26.24 b4y10y11°y11 1369.57 32.081 2019 2 685.29 14.53

|O43707|ACTN4_HUMAN Alpha-actinin-4 36 Oxidation+M(8) LSNRPAFMPSEGK 365 13 9 45.5
b3°b3*b3b8b10b11*b11

y11°y11
1449.72 60.254 29489 3 483.91 3.28

|O43707|ACTN4_HUMAN Alpha-actinin-4 37 MAPYQGPDAVPGALDYK 882 17 0 4.86 1775.85 62.498 11828 3 592.62 13.47

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 14 98.35
b2b3b4b5*b5b11*b11y

1y5y7y8y9y11y13
1354.73 45.357 139460 2 677.87 -1.89

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 12 65.48
b2y2y3y6y7*y7y8°y8y9

*y9y11*y11
1341.63 48.940 94219 2 671.32 2.46

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 AEPAVPQAPQK 35 11 5 41.48 b3°b3b4b5y5 1135.59 35.838 24351 2568.30 -17.52

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 VDFETFLPMLQAVAK 121 15 7 40.67 b3°b3b8°b8b9b10°b10 1708.89 46.137 9823 3 570.30 -6.36

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 Carbamidomethyl+C(19)
MTEEEVETVLAGHEDSNGCINYE

AFLK
176 27 3 17.98 y5y7y14 3085.44 95.624 5916 4 772.11 19.54

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 SDELK 113 5 1 13.21 b4 591.30 27.169 4450 1 591.30 -5.88

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 Phosphoryl STY(9) TQEPPVDLSK 46 10 8 58.09
b5*b5b6*b6b7b9°b9y3_

H3PO4 y3
1193.53 41.116 4553 3 398.52 -1.33

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 VEIIANDQGNR 27 11 14 98.13
b2b3b10y3y4*y4y6*y6y

7y8y10°y10*y10y11
1228.62 36.699 60296 2 614.82 -2.68

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 TTPSYVAFTDTER 38 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3 SINPDEAVAYGAAVQAAILMGDK 363 23 10 37.25
b1b7b8*b8b13*b13y4y5

°y5y23
2304.14 77.234 43675 2 1152.57 -5.72

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 Carbamidomethyl+C(7) KELEQMCNPIITK 598 13 3 20.63 b6y8y12 1603.84 55.287 12836 3 535.28 11.04

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5 NQVAMNPQNTVFDAK 58 15 3 18.12 b12y6y12 1676.80 71.294 2252 3 559.60 -4.95

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6 ATAGDTHLGGEDFDNR 222 16 4 17.15 b6°b6b12y11 1675.71 41.886 2085 3 559.24 -11.36

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

LYQGGCTGPACGTGYVPGRPATG
PTIEEVD

611 30 3 17.28 y4y7y15 3080.44 111.116 31192 4 770.87 11.10

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8 ISESDK 563 6 1 13.62 y3 678.33 31.321 6321 1 678.33 1.26

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 4 25.88 b3b5b12b14 2947.50 105.848 5347 3 983.17 13.92

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10
ETAEAFLGHPVTNAVITVPAYFND

SQRQATK
130 31 5 22.97 b9y10y13y15y30 3375.66 86.626 14684 5 675.94 -11.57

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11 GENKAFYPEEISSMVLTK 110 18 5 24.8 b5b9b13y14°y14 2042.98 79.138 12180 3 681.67 -14.64



|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12
SINPDEAVAYGAAVQAAILMGDK

SEK
363 26 3 12.13 b3b14y5 2648.32 56.093 7899 4 662.84 -0.09

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 TTPSYVAFTDTERLIGDAAK 38 20 4 22.6 b7b12b14y11 2156.08 91.331 6493 3 719.37 -2.72

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14 YKAEDEVQR 526 9 3 38.25 y4y5y7 1137.54 21.970 1818 2 569.28 -9.34

|P30041|PRDX6_HUMAN Peroxiredoxin-6 1 Carbamidomethyl+C(6) DFTPVCTTELGR 41 12 6 26.24 b2b3y8°y8y9y12 1395.66 57.615 40431 2 698.33 0.44

|P30041|PRDX6_HUMAN Peroxiredoxin-6 2 ELAILLGMLDPAEKD EK 108 17 6 33.7 b2y4y7°y7y8y11 1884.97 94.754 13964 3 629.00 -13.41

|P30041|PRDX6_HUMAN Peroxiredoxin-6 3 LIALSIDSVEDHLAW SK 67 17 3 16.3 b3y3y11 1896.99 86.173 27297 3 633.00 -7.01

|P30041|PRDX6_HUMAN Peroxiredoxin-6 4 DGDSVMVLPTIPEEEAK 182 17 3 16.3 b9y5y12 1829.87 107.076 6771 3 610.63 -9.54

|P30041|PRDX6_HUMAN Peroxiredoxin-6 5
VATPVDWKDGDSVMVLPTIPEEE

AK
174 25 3 12.4 b15y9y15 2726.32 77.735 208584 3 909.45 -14.33

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 21 120.29

b2b9b10°b10b11°b11b1
2y1y2y3y5y7y8y9y10y1

3°y13y14°y14y17y28
3176.58 76.432 113156 4 794.90 -6.76

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

2 Carbamidomethyl+C(1) CIGGVIFFHETLYQK 72 15 4 26.21 b3b10b12y15 1811.94 106.830 17917 2 906.47 13.61

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

3 TPSALAILENANVLAR 157 16 4 17.15 b10*b10b12y8 1652.94 68.374 11614 3 551.65 5.69

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

4 PHSYPALSAEQK 1 12 5 36.14 b10b11°b11y5y9 1327.65 53.570 7871 2 664.33 -10.94

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

5 GVVPLAGTDGETTTQGLDGLSER 111 23 6 28.22 b9b19y10y14°y14y15 2273.11 122.380 3437 3 758.38 -5.05

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

6 GILAADESVGSMAK 28 14 5 27.55 b6b11°b11y4y6 1348.65 38.912 2940 2 674.83 -18.01

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

7 DNAGAATEEFIKR 318 13 3 20.63 b5b12y12 1421.69 87.384 2092512 711.35 -11.42

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

8 GILAADESVGSMAKR 28 15 8 37.07
b9°b9b13°b13y10y11y1

4°y14
1504.77 68.197 8556 2 752.89 -6.57

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

9 Phosphoryl STY(12) GVVPLAGTDGETTTQGLDGLSER 111 23 12 75.61
b3b4b10b11y3y4°y4y8°

y8y10y11°y11
2353.09 136.415 2599 2 1177.05 2.59

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

10 Oxidation+M(8) YTPEEIAMATVTALR 243 15 6 37.07 b3°b3b6b13y8y13 1681.87 86.031 51922 3 561.29 11.90

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 NQVAMNPTNTIFDAKR 57 16 5 23.68 b3y4y5y16*y16 1819.94 66.961 88940 3 607.32 12.81

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 IINEPTAAAIAYGLDKK 172 17 7 33.7 b2y2y5y7y13y14y17 1787.97 65.144 62949 3 596.66 -10.45

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 VEIIANDQGNR 26 11 14 98.13
b2b3b10y3y4*y4y6*y6y

7y8y10°y10*y10y11
1228.62 36.699 60296 2 614.82 -2.68

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4 TTPSYVAFTDTER 37 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5 LLQDFFNGK 351 9 7 44.93 b2b5b6*b8y3y4*y4 1081.56 71.308 41350 2 541.28 -7.79

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6 STAGDTHLGGEDFDNR 223 16 6 34.55 b2°b2y8y9y10y16 1691.71 38.908 23637 3 564.58 -6.93

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7 EIAEAYLGGK 129 10 8 39.31 b2b6°b6b9°b9y3y7°y7 1050.55 69.680 8508 2 525.78 5.00

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 3 17.98 y8y14y16 2983.43 77.027 13584 3 995.15 -2.37

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9 Carbamidomethyl+C(1) CQEVINWLDR 576 10 4 26.89 b3b7*b7y4 1332.63 28.795 2897 2 666.82 -2.29

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10 HWPFR 89 5 1 13.21 b3 742.38 69.602 2649 1 742.38 3.45



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 NQVAMNPTNTIFDAK 57 15 3 18.12 b6b12y13 1663.78 71.142 2474 3 555.26 -19.52

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12 VQVEYK 103 6 1 13.62 y3 765.41 106.447 2400 1 765.41 -0.16

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13
LYQGGPGGGSGGGGSGASGGPTI

EEVD
612 27 3 11.9 b15y9y21 2320.01 65.118 1677 2 1160.51 -9.68

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14
RTLSSSTQASIEIDSLYEGVDFYTSI

TR
274 28 5 22.31 b9°b9y12y13y18 3139.50 110.909 23646 4 785.63 -14.39

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15 FEELNADLFRGTLEPVEK 304 18 4 22.73 b6b8b13*b13 2107.10 96.054 13316 2 1054.05 13.90

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16 FEDATVQSDMKHWPFR 78 16 4 25.52 y8y9y14*y14 1993.91 80.165 11928 3 665.31 -6.55

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17 Carbamidomethyl+C(18)
MSARGPAIGIDLGTTYSCVGVFQH

GK
0 26 4 12.13 b4°b4b9y8 2722.32 76.348 4053 3 908.11 -8.43

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18 Carbamidomethyl+C(2)
VCNPIISKLYQGGPGGGSGGGGSG

ASGGPTIEEVD
604 35 3 37.31 y17y18y19 3231.50 83.000 3897 3 1077.84 -6.80

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19 NQVAMNPTNTIFDAKR 57 16 3 25.52 b7b12b13 1819.90 91.461 2587 2 910.45 -6.37

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20
GVPQIEVTFDIDANGILNVTAADK

STGK
472 28 5 20.5 b5b10b13y4y6 2873.46 113.336 2451 3 958.49 -10.37

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 Phosphoryl STY(6) EIAEAYLGGK 129 10 4 26.89 b5y5_H3PO4 y5y9°y9 1130.51 80.254 6554 1 1130.51 9.61

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22 EPTAAAIAYGLDKK 175 14 1 7.28 b9 1447.76 65.088 123160 2 724.38 -14.00

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 157 12 11 108.54
b2y1y3y5y6y7y8y9y10y

11y12
1248.60 36.173 68481 2 624.80 -0.49

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

2 LLIVSNPVDILTYVAWK 132 17 9 64.68
b2b3b4y3y6y11y12y13y

17
1944.13 115.901 42956 2 972.57 5.40

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

3 FIIPNVVK 118 8 4 33.07 b2b6y5y6 929.58 69.800 22155 2 465.29 -5.65

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

4 Carbamidomethyl+C(15)
GLYGIKDDVFLSVPCILGQNGISDL

VK
278 27 5 17.77 b9y2y8y10y14 2920.55 104.926 19968 3 974.19 0.17

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

5 DYNVTANSK 81 9 6 59.9 b7b8y4y7y8*y8 1011.46 30.526 89095 2 506.24 -9.47

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

6 LNLVQR 106 6 4 53.26 b3y3y4y5 742.45 39.144 14545 2 371.73 -12.08

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

7 ISGFPK 149 6 1 13.62 y5 648.38 32.529 10554 2 324.69 6.02

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

8 GEMMDLQHGSLFLR 59 14 3 27.05 y8y10y11 1633.81 136.672 10202 1 1633.81 19.20

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

9 QVVESAYEVIK 232 11 4 36.05 b4b8*b8b10 1264.70 98.255 2589 3 422.24 17.08

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

10 NVNIFK 112 6 1 13.62 b3 734.43 67.347 1755 2 367.72 12.47

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

11 Carbamidomethyl+C(8)
LGVHPLSCHGWVLGEHGDSSVPV
WSGMNVAGVSLKTLHPDLGTDK

177 45 13 33.75
b3b8°b8b10°b10b14b23

b27y3°y3y6y10°y10
4746.30 116.655 8136 5 950.07 -11.52

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

12 LKGEMMDLQHGSLFLR 57 16 4 17.15 b9b14y13*y13 1874.96 93.344 6202 3 625.66 1.04

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

13 Carbamidomethyl+C(9)
DDVFLSVPCILGQNGISDLVKVTL

TSEEEAR
284 31 6 24.63 b9b12°b12y9y10°y10 3404.69 127.273 3042 4 851.93 -10.97

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

14 Phosphoryl STY() SADTLWGIQK 318 10 4 33.88 y5y8°y8y9 1198.55 27.851 3591 3 400.19 9.06

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

15 Phosphoryl STY(7) QVVESAYEVIK 232 11 3 24.29 b5b10y6_H3PO4 y6 1344.65 62.981 2285 2 672.83 14.71

|P00924|ENO1_YEAST Enolase 1 1 VNQIGTLSESIK 346 12 6 44.89 b2y3y5y8y9y12 1288.71 54.220 68443 2 644.86 -3.22
|P00924|ENO1_YEAST Enolase 1 2 TFAEALR 178 7 7 53.66 b2°b2b4b5y3y4y7 807.43 45.242 65403 2 404.22 -9.07
|P00924|ENO1_YEAST Enolase 1 3 IEEELGDNAVFAGENFHHGDK 415 21 5 29.73 b3b4b8y8y11 2328.03 57.362 40162 4 582.76 -10.07
|P00924|ENO1_YEAST Enolase 1 4 IATAIEK 330 7 4 40.45 y4y5y6y7 745.44 28.032 16791 2 373.22 -12.53



|P00924|ENO1_YEAST Enolase 1 5
YGASAGNVGDEGGVAPNIQTAEE

ALDLIVDAIK
201 33 4 11.05 b3b5y4°y4 3257.62 86.047 7525 3 1086.54 -0.15

|P00924|ENO1_YEAST Enolase 1 6 IGSEVYHNLK 185 10 10 81.3
y3y4*y4y5*y5y6y7*y7y

9°y9
1159.59 37.441 95884 3 387.20 -15.05

|P00924|ENO1_YEAST Enolase 1 7 SIVPSGASTGVHEALEMR 32 18 7 60.38 b7y5y6y11y13y15y16 1840.90 61.004 77824 3 614.31 -9.55

|P00924|ENO1_YEAST Enolase 1 8 AADALLLK 338 8 7 93.71 b3b5y3y4y5y6y7 814.49 52.908 75922 2 407.75 -15.59
|P00924|ENO1_YEAST Enolase 1 9 YDLDFK 258 6 3 40.04 y3y4y5 800.37 54.620 59784 2 400.69 -12.89
|P00924|ENO1_YEAST Enolase 1 10 LNQLLR 409 6 3 26.83 y4y5*y5 756.46 42.026 33078 2 378.73 -13.39
|P00924|ENO1_YEAST Enolase 1 11 AAQDSFAAGWGVMVSHR 358 17 5 22.9 b8b13y5°y5y15 1789.81 82.080 5496 2 895.41 -17.53
|P00924|ENO1_YEAST Enolase 1 12 AVDDFLISLDGTANK 88 15 6 47.55 b4b5b9b13y6y11 1578.77 136.588 4061 1 1578.77 -19.33

|P00924|ENO1_YEAST Enolase 1 13
RYGASAGNVGDEGGVAPNIQTAE

EALDLIVDAIK
200 34 9 36.47

b5°b5b9°b9*b9b10*b10
b11°b11

3413.76 126.693 106050 3 1138.59 12.52

|P00924|ENO1_YEAST Enolase 1 14 IEEELGDNAVFAGENFHHGDKL 415 22 3 13.43 b12y10y12 2441.11 63.651 49746 4 611.03 -10.70

|P00924|ENO1_YEAST Enolase 1 15 GNPTVEVELTTEKGVFR 15 17 3 23.71 b6b10b15 1875.97 71.258 12574 2 938.49 -8.33

|P00924|ENO1_YEAST Enolase 1 16 Phosphoryl STY(14) TAGIQIVADDLTVTNPKR 312 18 5 22.73
b9°b9b12*b12b15_H3P

O4 b15
1992.01 61.342 317684 3 664.67 1.23

|P00924|ENO1_YEAST Enolase 1 17 Phosphoryl STY(10) GNPTVEVELTTEK 15 13 5 48.3 b4b8y5y6y7 1496.68 88.715 2493 3 499.57 4.16

|P00924|ENO1_YEAST Enolase 1 18 Oxidation+M(17) SIVPSGASTGVHEALEMRDGDK 32 22 5 20.85 b16y3y12y21°y21 2272.08 66.115 672323 3 758.03 -2.26

|P00924|ENO1_YEAST Enolase 1 19 ENFHHGDK 428 8 0 6.48 983.43 57.419 4087 1 983.43 -3.35

|P35580|MYH10_HUMAN Myosin-10 1 LDPHLVLDQLR 689 11 8 81.71 b1y3y4y5y6y7y9y11 1318.74 71.455 181095 2 659.88 -2.68

|P35580|MYH10_HUMAN Myosin-10 2 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 8 33.43 b2b3y1y4y10y13y18y20 2286.10 80.061 131555 3 762.70 -5.55

|P35580|MYH10_HUMAN Myosin-10 3 TQLEELEDELQATEDAK 1545 17 24 172.26

b2*b2b5b6b9b10b11*b
11b12°b12*b12b13*b13
b14y2y4y5y6y9y13*y13

y14y15y17

1961.93 79.205 128856 2 981.47 5.60

|P35580|MYH10_HUMAN Myosin-10 4 AGVLAHLEEER 771 11 6 50.51 y2y3y4y5y6y11 1223.63 50.165 59868 2 612.32 -5.79

|P35580|MYH10_HUMAN Myosin-10 5 Carbamidomethyl+C(1) CNGVLEGIR 700 9 7 54.47 b2*b2y3y4y5y7y9 1017.51 49.140 45436 2 509.26 -2.88

|P35580|MYH10_HUMAN Myosin-10 6 LQNELDNVSTLLEEAEK 1284 17 7 36.71
b4b7°b7b10°b10*b10b1

2
1944.98 79.649 16207 2 972.99 0.31

|P35580|MYH10_HUMAN Myosin-10 7 Carbamidomethyl+C(2) LCHLLGMNVMEFTR 380 14 5 42.39 b3b9b12b13y3 1720.82 71.190 9634 3 574.28 -5.39

|P35580|MYH10_HUMAN Myosin-10 8 ADMEDLMSSKDDVGK 1510 15 6 44.67 b7y3y5y7y11°y11 1640.73 46.134 4975 2 820.87 6.62

|P35580|MYH10_HUMAN Myosin-10 9 IAQLEEELEEEQSNMELLNDR 1737 21 3 13.86 b3b7y12 2532.14 84.350 4294 3 844.72 -13.31

|P35580|MYH10_HUMAN Myosin-10 10 HATALEELSEQLEQAK 1200 16 3 23.68 b9b10y13 1796.88 62.072 2271 3 599.63 -13.93

|P35580|MYH10_HUMAN Myosin-10 11 EIFMQVEDERR 1852 11 4 41.48 b9y6y7y8 1451.70 42.324 2089 3 484.57 1.09

|P35580|MYH10_HUMAN Myosin-10 12 ESLTK 658 5 6 39.64 b3°b3b4°b4y3°y3 577.32 38.983 260471 1 577.32 0.74

|P35580|MYH10_HUMAN Myosin-10 13 ALELDPNLYR 752 10 5 40.11 b9y3y7y8°y8 1203.62 40.027 2109572 602.31 -13.29

|P35580|MYH10_HUMAN Myosin-10 14 QLEEAEEEATR 1884 11 5 36.71 b3b4°b4b8y9 1304.61 43.051 39107 2 652.81 6.74

|P35580|MYH10_HUMAN Myosin-10 15 VELAEK 1275 6 1 13.62 b5 688.39 44.758 16193 1 688.39 -1.24

|P35580|MYH10_HUMAN Myosin-10 16 ALAYDK 1411 6 2 13.62 y4°y4 680.36 55.586 12414 1 680.36 1.53



|P35580|MYH10_HUMAN Myosin-10 17 HQQLLEEK 881 8 5 49.3 b3*b3b6b7y3 1024.54 46.097 12150 2 512.77 -6.20

|P35580|MYH10_HUMAN Myosin-10 18 EIFMQVEDER 1852 10 5 52.53 b3b7y4y5y8 1295.61 43.023 11791 3432.54 16.30

|P35580|MYH10_HUMAN Myosin-10 19 LLIK 1592 4 1 12.81 y3 486.37 54.663 10149 1 486.37 5.96

|P35580|MYH10_HUMAN Myosin-10 20 QELEEILHDLESR 917 13 3 20.63 b9y8y11 1610.79 55.600 5569 2 805.90 -6.67

|P35580|MYH10_HUMAN Myosin-10 21 QEVMISDLEER 1031 11 5 50.71 b9b10y5y8y9 1348.67 73.784 4327 2 674.84 21.27

|P35580|MYH10_HUMAN Myosin-10 22 NHEAQIQDMR 1188 10 7 54.29 b5°b5b6b8°b8y8y9 1241.56 32.031 4283 2 621.28 -6.19

|P35580|MYH10_HUMAN Myosin-10 23 VDDDLGTIESLEEAK 1379 15 3 18.12 b8b12y13 1633.81 60.327 4225 2 817.41 15.62

|P35580|MYH10_HUMAN Myosin-10 24 SDNAR 1782 5 1 13.21 y3 562.26 44.130 4162 1 562.26 5.86

|P35580|MYH10_HUMAN Myosin-10 25 SLEAEILQLQEELASSER 1683 18 3 15.57 b4y3y6 2045.03 112.245 4118 3 682.35 -5.49

|P35580|MYH10_HUMAN Myosin-10 26 DHNIPGELER 206 10 3 28.65 b5y6y7 1179.59 52.838 3651 2 590.30 16.56

|P35580|MYH10_HUMAN Myosin-10 27 IGQLEEQLEQEAK 1822 13 3 20.63 b3b8y8 1514.77 97.540 3522 2 757.89 0.56

|P35580|MYH10_HUMAN Myosin-10 28 ELEEAR 1659 6 1 13.62 y5 746.38 35.964 3074 1 746.38 10.96

|P35580|MYH10_HUMAN Myosin-10 29 DLEAQIEAANK 1627 11 7 61.3 b3°b3b5*b5b8b10°b10 1201.59 46.147 2689 2 601.30 -16.86

|P35580|MYH10_HUMAN Myosin-10 30 LDGETTDLQDQIAELQAQIDELK 1059 23 3 13.04 b3b8y6 2586.24 109.656 2574 4 647.32 -14.54

|P35580|MYH10_HUMAN Myosin-10 31 IVGLDQVTGMTETAFGSAYK 624 20 6 25.23 b13y8°y8y11°y11y12 2088.03 93.295 2221 3 696.68 -0.47

|P35580|MYH10_HUMAN Myosin-10 32 Carbamidomethyl+C(12) ITDIIIFFQAVCR 785 13 4 43.08 y3y7y8y9 1595.87 65.887 2072 3 532.63 5.97

|P35580|MYH10_HUMAN Myosin-10 33 EQADFAVEALAK 414 12 5 34.22 b9y6y7y10°y10 1291.63 38.235 1975 2 646.32 -19.18

|P35580|MYH10_HUMAN Myosin-10 34 ELEAELEDER 1599 10 5 39.31 b6b9°b9y6y8 1232.55 31.965 1863 3 411.52 -10.20

|P35580|MYH10_HUMAN Myosin-10 35 LQQELDDLTVDLDHQR 1424 16 7 34.74 b4*b4b12y4°y4y11y13 1937.97 80.263 1858 4 485.25 8.82

|P35580|MYH10_HUMAN Myosin-10 36 VEGELEEMER 870 10 3 26.89 b5y3y6 1220.55 90.715 1699 1 1220.55 3.10

|P35580|MYH10_HUMAN Myosin-10 37 NSLQEQQEEEEEAR 1345 14 4 19.27 b7*b7y3y7 1718.75 41.862 1618 2 859.88 3.55

|P35580|MYH10_HUMAN Myosin-10 38 KEEELQGALAR 1087 11 4 31.28 b3b7b8*b8 1243.66 28.237 2401072 622.33 -2.26

|P35580|MYH10_HUMAN Myosin-10 39 NHEAQIQDMRQR 1188 12 5 35.48 b6°b6b7°b7b8 1525.74 48.303 64891 3 509.25 6.72

|P35580|MYH10_HUMAN Myosin-10 40 RHEMPPHIYAISESAYR 146 17 10 55.55
b4°b4b7b11°b11b13°b1

3y7y9y11
2057.00 71.965 47626 3 686.34 -2.49

|P35580|MYH10_HUMAN Myosin-10 41 QTKVEGELEEMER 867 13 3 25.4 b10b11y3 1577.73 63.741 47450 3 526.58 -9.05

|P35580|MYH10_HUMAN Myosin-10 42 Carbamidomethyl+C(12) ITDIIIFFQAVCRGYLAR 785 18 5 36.53 b3°b3b4y6y7 2156.14 136.555 15195 3 719.38 -13.25

|P35580|MYH10_HUMAN Myosin-10 43 EEELQGALARGDDETLHK 1088 18 5 30.96 b4b14b16y6y8 2011.00 62.976 14768 4 503.51 14.45

|P35580|MYH10_HUMAN Myosin-10 44 QRHATALEELSEQLEQAK 1198 18 3 15.57 b10b13y11 2081.08 72.028 14439 3 694.36 6.34

|P35580|MYH10_HUMAN Myosin-10 45 DAEALSQRLEEK 1399 12 5 37.24 b5°b5b7b10y7 1388.69 57.008 13342 2 694.85 -6.42



|P35580|MYH10_HUMAN Myosin-10 46 KMEEEILLLEDQNSK 981 15 4 36.69 b4b7b12b13 1818.93 86.745 12055 2 909.97 6.38

|P35580|MYH10_HUMAN Myosin-10 47
DLSEELEALKTELEDTLDTTAAQQ

ELR
1142 27 4 17.77 b11y7y13y25 3061.47 91.823 9138 3 1021.16 -10.93

|P35580|MYH10_HUMAN Myosin-10 48 VEGELEEMERK 870 11 3 27.3 b3y5y6 1348.65 80.376 7932 2 674.83 4.53

|P35580|MYH10_HUMAN Myosin-10 49 TFVEKLVQEQGSHSK 547 15 3 18.12 b4y3y9 1716.87 52.962 6226 3 572.96 -14.15

|P35580|MYH10_HUMAN Myosin-10 50 RHAEQER 1703 7 3 40.45 b4b5b6 925.45 89.889 6120 1 925.45 -12.14

|P35580|MYH10_HUMAN Myosin-10 51
SDLLLEGFNNYRFLSNGYIPIPGQQ

DK
296 27 5 17.77 b4°b4b9b14y4 3098.55 91.353 5309 3 1033.52 -2.21

|P35580|MYH10_HUMAN Myosin-10 52
LQQELDDLTVDLDHQRQVASNLE

K
1424 24 3 19.01 b3b9b21 2807.40 83.879 3660 3 936.47 -6.52

|P35580|MYH10_HUMAN Myosin-10 53 NRLQQELDDLTVDLDHQR 1422 18 3 22.73 y5y8y13 2208.10 71.068 3545 3 736.70 -0.11

|P35580|MYH10_HUMAN Myosin-10 54 DAASLESQLQDTQELLQEETRQK 1308 23 3 13.04 b6b9y11 2660.27 92.238 2831 3 887.43 -11.66

|P35580|MYH10_HUMAN Myosin-10 55 QELEEILHDLESRVEEEEER 917 20 9 38.86
b4b6b9°b9y3°y3y4y10°y

10
2511.19 54.283 2724 4 628.55 4.08

|P35580|MYH10_HUMAN Myosin-10 56 KVIQYLAHVASSHK 189 14 3 24.71 b12y5y6 1580.90 62.907 2468 4 395.98 6.02

|P35580|MYH10_HUMAN Myosin-10 57 Carbamidomethyl+C(17)
NTDQASMPENTVAQKLCHLLGM

NVMEFTR
365 29 3 22.71 y4y5y10 3335.59 110.965 2290 4 834.65 6.37

|P35580|MYH10_HUMAN Myosin-10 58 Carbamidomethyl+C(9) LMEDRIAECSSQLAEEEEK 1002 19 3 21.88 b7b9b13 2267.02 77.329 2242 4 567.51 -0.22

|P35580|MYH10_HUMAN Myosin-10 59 ALEEALEAKEEFER 1490 14 6 39 b3b8y3y4y10°y10 1663.81 101.184 2031 3 555.27 -6.75

|P35580|MYH10_HUMAN Myosin-10 60 AQRTGLEDPER 1 11 5 27.3 b9b10°b10*b10y8 1271.65 35.489 1592 3 424.55 9.60

|P35580|MYH10_HUMAN Myosin-10 61
DVDRIVGLDQVTGMTETAFGSAY

K
620 24 3 22.99 y5y8y9 2573.22 106.899 1536 2 1287.12 -12.14

|P35580|MYH10_HUMAN Myosin-10 62 Phosphoryl STY(13) ASRDEIFAQSKESEK 1665 15 5 29.42 b4b12*b12b13y12 1804.82 55.330 4219 2 902.91 8.32

|P35580|MYH10_HUMAN Myosin-10 63 Phosphoryl STY(4) AVIYNPATQADWTAK 18 15 6 29.42 b4y6°y6y8y11*y11 1728.79 42.938 3674 2 864.90 0.49

|P35580|MYH10_HUMAN Myosin-10 64 Oxidation+M(2) NMDPLNDNVATLLHQSSDR 594 19 3 14.93 b12y11y13 2155.98 48.036 5848 3 719.33 -12.12

|P35580|MYH10_HUMAN Myosin-10 65 Oxidation+M(3) HEMPPHIYAISESAYR 147 16 5 35.41 b11b13b14y5y8 1916.87 88.639 2651 2 958.94 -11.34

|P35580|MYH10_HUMAN Myosin-10 66 Oxidation+M(8) VEGELEEMERK 870 11 3 36.05 b3b4b5 1364.64 63.819 2251 3 455.55 5.81

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

1 TTPSYVAFTDTER 38 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

2 ATAGDTHLGGEDFDNR 222 16 4 17.15 b6°b6b12y11 1675.71 41.886 2085 3 559.24 -11.36

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

3 FADTTVQSDMK 79 11 6 38.29 b5b6y4y6°y6*y6 1242.55 68.155 230897 3 414.85 -13.85

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

4 TPSSSTQATLEIDSLFEGVDFYK 274 23 5 28.79 y6y8°y8y9y12 2535.26 103.757 9332 3 845.76 16.66

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

5 HAVITVPTYFSNSQR 142 15 5 34.66 y4°y4y5°y5y6 1719.90 63.838 9117 2 860.45 8.16

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

6 SQAALNPHNTVFDAK 58 15 3 18.12 b11b13y9 1612.81 60.933 5438 2 806.91 -1.67

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

7 TFYPEEISSMVLSK 114 14 7 32.99
b6b12°b12y11°y11y12°

y12
1630.81 48.214 4205 2 815.91 4.12

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

8 LVNHFMEEFR 238 10 4 26.89 b7°b7y5y9 1321.63 97.427 2682 2 661.32 -5.73



|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

9 Phosphoryl STY(9) TPSSSTQATLEIDSLFEGVDFYK 274 23 4 28.79 b3b5b7b8 2615.15 125.324 191398 3 872.39 -6.44

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

1 Carbamidomethyl+C(7)
AALANLCIGDVITAIDGENTSNMT

HLEAQNR
38 31 9 65.57

b3b4b5y4y6y11y12y23y
25

3312.61 95.846 60092 3 1104.87 3.91

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

2 Carbamidomethyl+C(1) CGTGIVGVFVK 262 11 5 24.29 b2b3b7y6y11 1136.61 69.830 44443 2 568.81 -5.05

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

3 LVGGKDFEQPLAISR 17 15 5 26.21 b2y4y6y13y15 1629.89 58.955 43382 3 543.97 -6.14

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

4 SAMPFTASPASSTTAR 122 16 6 35.05 b1y8y10y11y13y16 1582.75 50.594 16816 2 791.88 0.00

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

5 VTPPEGYEVVTVFPK 314 15 5 31.8 b13b14y6y12°y12 1661.90 55.542 169855 3 554.64 13.52

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

6 MNLASEPQEVLHIGSAHNR 103 19 6 46.17 y3y6°y6y7y8y13 2103.03 62.249 14728 3 701.68 -3.25

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

7 QELNEPPK 203 8 5 36.08 b3*b3b5°b5y6 954.47 46.118 9721 2 477.74 -18.54

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

8 MTTQQIDLQGPGPWGFR 0 17 3 23.71 b4b9b13 1931.93 50.833 84042 966.47 -8.02

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

9 TTQQIDLQGPGPWGFR 1 16 4 17.15 b12y11°y11y14 1800.90 61.073 7482 2 900.95 -4.20

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

10 QSTSFLVLQEILESEEK 211 17 5 41.56 b6b8b9b10y12 1980.02 91.297 7113 3 660.68 3.51

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

11 MLQEK 198 5 1 13.21 b4 648.34 34.294 4719 2 324.67 -2.92

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

12
VITNQYNNPAGLYSSENISNFNNA

LESK
138 28 6 20.5 b8b14*b14y7y9y12 3101.54 113.273 2799 4 776.14 18.58

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

13 QELNEPPKQSTSFLVLQEILESEEK 203 25 3 18.62 y8y13y20 2915.53 105.882 206915 3 972.51 14.15

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

14
SAMPFTASPASSTTARVITNQYNN

PAGLYSSENISNFNNALESK
122 44 8 29.34

b7b15b16°b16y8y13y24
y26

4665.16 109.894 19521 4 1167.05 -12.46

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

15
TAASGVEANSRPLDHAQPPSSLVI

DKESEVYK
166 32 6 31.73 b4b6b15°b15b17b22 3395.69 105.826 4357 4 849.68 -4.46

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

16 SEHKVWSPLVTEEGK 83 15 4 36.69 b4b6b7b9 1725.87 84.405 3412 4 432.22 -7.64

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

17
Carbamidomethyl+C(4);
Carbamidomethyl+C(7)

LPMCDKCGTGIVGVFVK 256 17 5 34.5 b12b13°b13b14°b14 1880.92 88.603 2541 2 940.97 -9.99

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

18 Phosphoryl STY(11) VTPPEGYEVVTVFPK 314 15 7 44.67 b6°b6b9°b9b12b14y10 1741.82 69.680 13026 2 871.41 -8.83

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

19 Oxidation+M(1) MTTQQIDLQGPGPWGFR 0 17 4 23.71 y5y11y13*y13 1947.95 71.005 4719 2 974.48 8.46

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

20 Oxidation+M(1) MNLASEPQEVLHIGSAHNR 103 19 7 36.24 b12b13°b13y7*y7y8°y8 2119.05 111.979 3289 3 707.02 8.87

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

1 NNFEGEVTKENLLDFIK 213 17 5 42.15 b3b4b9b10b17 2010.03 109.885 18037 3 670.68 5.22

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

2
TGPAATTLPDGAAAESLVESSEVA

VIGFFK
132 30 5 24.76 b11b25y2y3y4 2935.47 119.944 7396 3 979.16 -8.65

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

3 YKPESEELTAER 326 12 5 36.14 b5b6y4y10y12 1451.68 34.846 7236 3 484.57 -14.46

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

4 EYTAGREADDIVNWLK 114 16 8 27.65
b2b6y10*y10y12*y12y1

4*y14
1879.91 116.601 4140 3 627.31 -5.58

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

5
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)
YLLVEFYAPWCGHCK 42 15 3 18.12 b13y3y9 1942.94 79.619 62540 3 648.32 20.04

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

6 TLDGFK 461 6 2 13.62 b4°b4 680.36 33.597 9615 1 680.36 -5.74



|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

7
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)
NVFVEFYAPWCGHCK 386 15 3 18.12 b11y7y11 1913.83 45.244 9308 4 479.21 -10.91

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

8 LITLEEEMTK 316 10 4 54.88 y5y6y8y9 1206.63 55.354 5927 2 603.82 -3.04

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

9 HNQLPLVIEFTEQTAPK 230 17 5 22.9 b5b13y6°y6y11 1965.05 80.290 5043 3 655.69 2.86

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

10 NGDTASPK 106 8 8 77.48 b4°b4b5b6b7y3°y3y4 789.38 33.564 4218 1 789.38 11.52

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

11 VDATEESDLAQQYGVR 81 16 3 17.15 b3b14y9 1780.83 74.479 3946 3 594.28 -3.02

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

12 IKPHLMSQELPEDWDK 350 16 3 17.15 b5y3y10 1965.94 48.262 3438 2 983.47 -18.32

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

13 NFEDVAFDEK 375 10 4 26.89 b7y4°y4y7 1213.54 50.851 1841 3 405.19 4.63

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

14 TVIDYNGERTLDGFK 452 15 5 39.9 b5b6b9b11y11 1727.88 58.952 18083 3 576.63 8.90

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

15 VLVGKNFEDVAFDEK 370 15 3 18.12 b8y3y6 1709.87 25.366 7262 3 570.63 -5.14

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

16 Carbamidomethyl+C(4) KEECPAVR 308 8 3 33.07 b3y5y6 988.48 99.245 3101 1 988.48 -3.64

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

17 VHSFPTLKFFPASADR 436 16 7 42.62 b4b5°b5b6b15y6°y6 1819.94 112.388 1598 2 910.47 -6.64

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

18 Phosphoryl STY(13) VDATEESDLAQQYGVR 81 16 6 37.85
b3b7°b7b11b12y4_H3P

O4 y4
1860.78 47.762 3310 3 620.93 -5.05

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

19 Phosphoryl STY(8) ILFIFIDSDHTDNQR 285 15 4 24.15 b9_H3PO4 b9°b9b10y6 1913.84 46.190 1632 3 638.62 -13.27

|P07237|PDIA1_HUMAN Protein disulfide-
isomerase

20 EYTAGREADDIVNWLK 114 16 0 4.45 1861.89 116.580 1540 3 621.30 -8.13

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

1 VFASLPQVER 7 10 6 33.88 b2y5*y5y7y8y10 1145.63 58.974 69052 2 573.32 -2.66

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

2
SYIYSGSHDGHINYWDSETGENDS

FAGK
334 28 6 14.89 b1b2b11b14y7y9 3136.29 60.011 33374 4 784.83 -9.65

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

3
AHDGGIYAISWSPDSTHLLSASGD

K
231 25 8 16.29

b1b11°b11b21y1y5°y5y
16

2585.25 75.465 30905 3 862.42 7.84

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

4 LYSILGTTLKDEGK 470 14 7 39.8 b7b13y2y3y5y9y14 1537.83 65.074 28840 3 513.28 -14.21

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

5 FGAVFLWDSGSSVGEITGHNK 126 21 10 54.44
b4b5b13°b13b14b21y4y

12y15y21
2208.04 69.607 20794 3 736.69 -12.83

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

6 YTSLMLRDYSGQGVVK 389 16 3 25.52 b3b5b6 1816.91 52.095 19826 3 606.31 -8.33

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

7 Carbamidomethyl+C(18) GPVTDVAYSHDGAFLAVCDASK 489 22 5 20.85 b16y3y6y13y22 2280.04 65.153 14470 2 1140.52 -7.92

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

8 Carbamidomethyl+C(26)
IWDVSVNSVVSTFPMGSTVLDQQ

LGCLWQK
259 30 17 72.19

b1b2b3b4b6°b6b8*b8b9
b10*b10b13b14y1y2y6y

17
3394.70 112.263 11408 3 1132.24 5.03

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

9
LHHVSSLAWLDEHTLVTTSHDAS

VK
575 25 6 22.72 b4b9b12y6°y6y9 2783.43 129.479 14878 3 928.48 6.14

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

10 YAPSGFYIASGDVSGK 65 16 5 30.77 b12°b12b13y5y15 1618.78 61.074 11500 2 809.89 0.98

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

11 Carbamidomethyl+C(4) SIQCLTVHK 321 9 5 30.47 b4y6°y6y7*y7 1085.58 35.163 10418 2 543.29 -0.67

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

12 LDVQPK 405 6 1 13.62 b5 699.41 35.858 6400 1 699.41 6.81

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

13 FTIGDHSR 182 8 5 64.27 b4b6b7y4y5 932.45 65.848 6331 2 466.73 -8.05

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

14 QSRPYR 155 6 1 13.62 b4 806.44 39.955 3527 1 806.44 12.94



|O75083|WDR1_HUMAN WD repeat-
containing protein 1

15 FATASADGQIYIYDGK 203 16 4 17.15 b3b9y5°y5 1719.83 73.816 2968 2 860.42 5.82

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

16 DIAWTEDSK 106 9 5 44.93 b3b4y3°y3y5 1064.47 102.731 2298 1 1064.47 -16.40

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

17
AHDGGIYAISWSPDSTHLLSASGD

KTSK
231 28 3 21.91 b7b8y7 2901.38 68.511 40620 4 726.10 -8.67

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

18 Carbamidomethyl+C(2)
KCFSIDNPGYEPEVVAVHPGGDTV

AIGGVDGNVR
436 34 3 16.72 y4y8y16 3525.69 69.164 24847 4 882.18 -5.26

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

19
SYIYSGSHDGHINYWDSETGENDS

FAGKGHTNQVSR
334 36 3 22.51 b5b6y8 4015.80 71.944 13628 4 1004.70 11.19

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

20 Carbamidomethyl+C(15)
QSRPYRLATGSDDNCAAFFEGPPF

K
155 25 5 16.29 b16b23°b23y6y13 2831.30 69.621 12020 3 944.44 -7.42

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

21 Carbamidomethyl+C(20)
GHTNQVSRMTVDESGQLISCSMD

DTVR
362 27 5 21.9 b7b8°b8y5°y5 3023.32 64.216 7806 5 605.47 -12.68

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

22 Carbamidomethyl+C(12) FTIGDHSRFVNCVR 182 14 4 19.27 b8b10y12°y12 1707.85 79.408 5414 3 569.95 3.86

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

23 FATASADGQIYIYDGKTGEK 203 20 5 36.11 b3b4y4y6y12 2135.04 98.330 4231 3 712.35 5.03

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

24 Carbamidomethyl+C(4) FVNCVRFSPDGNR 190 13 3 20.63 b7y5y8 1567.76 113.247 3748 2 784.38 11.21

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

25 FSPDGNRFATASADGQIYIYDGK 196 23 4 13.04 b4b11y6°y6 2493.13 79.577 2342 2 1247.07 -13.61

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

26 EKFGAVFLWDSGSSVGEITGHNK 124 23 7 47.04 b4b6b14y13y14y15*y15 2465.20 106.436 2022 3 822.41 -3.27

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

27 Phosphoryl STY(11) NIDNPALADIYTEHAHQVVVAK 43 22 3 13.43 b7y11y13 2498.17 72.526 5702 3 833.39 -12.61

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

28 Oxidation+M(5) YTSLMLRDYSGQGVVK 389 16 5 27.65 b4b11b14y10°y10 1832.95 110.928 2810 3 611.65 14.92

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

1 AQTVFEDLNQELLEELPILYNSR 179 23 8 51.04 b2*b2b10b11y3y4y5y7 2734.39 118.673 13446 3 912.13 -2.32

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

2 Carbamidomethyl+C(14)
ENENIHNQNPEELCTSPTLMTSQV

ASEPGEAK
482 32 3 11.14 b9y5y9 3554.64 58.757 3597 3 1185.55 12.16

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

3 Carbamidomethyl+C(3) IGCYVTIFQNISNLR 202 15 3 18.12 b4b8y4 1797.93 91.463 19053 2 899.47 1.15

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

4 AIVWNNDLLWEDYEEK 100 16 4 17.15 b7y11°y11y13 2036.97 87.858 17703 2 1018.99 4.85

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

5 LNHNLYEVMSK 226 11 3 24.29 b4y5y7 1347.68 75.542 15144 2 674.35 7.52

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

6 ASLGTGTASPR 449 11 7 47.7 b7b9°b9y6y8°y8y9 1017.52 26.790 10608 2 509.27 -9.30

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

7
ATASPRPSSGNIPSSPTASGGGSPT

SPR
421 28 4 11.7 b4b9y14°y14 2581.28 90.492 8852 3 861.10 8.23

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

8 FEQSASNFYQQQAEGHK 42 17 4 26.13 b5y3y6y16 1998.88 43.104 8420 3 666.97 -5.01

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

9 VSETLQEIYSSEWDGHEELK 80 20 3 14.36 b10b12y14 2379.14 70.321 3061 4 595.54 17.24

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

10 TSLEVSPNPEPPEKPVR 460 17 5 27.38 b3b9b10°b10y11 1875.99 127.773 2294 2 938.50 7.09

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

11 TASEGSEQPK 392 10 7 39.31 b4b6y5°y5*y5y7°y7 1033.50 116.639 1755 1 1033.50 19.73

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

12 TRTASEGSEQPK 390 12 4 22.26 b10*b10y8y11 1290.64 48.985 99845 2 645.83 12.77

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

13
TATVSSPLTSPTSPSTLSLKSESES

VSATEDLAPDAAQGEDNSEIK
267 46 4 11.61 b14b16y11y14 4635.19 120.619 14723 4 1159.55 -5.58

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

14 LVDYDSARHHLEAVQNAK 145 18 3 15.57 b9y7y13 2066.05 101.934 13955 3 689.36 5.08

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

15 VMHESSKR 72 8 3 36.08 b3b7y7 973.50 70.913 11849 2 487.25 11.41



|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

16 RVSETLQEIYSSEWDGHEELK 79 21 3 23.52 y8y9y12 2535.16 69.156 6734 3 845.73 -14.06

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

17 Carbamidomethyl+C(3) IGCYVTIFQNISNLRDVFYR 202 20 3 22.49 b11b12y11 2478.27 112.656 2162 3 826.76 4.04

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

18
Carbamidomethyl+C(3);

Phosphoryl STY(6)
IGCYVTIFQNISNLRDVFYR 202 20 4 19.74

b5b12_H3PO4 
b12y10y13

2558.22 66.658 34643 3 853.41 0.57

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

19 Phosphoryl STY(5) SLVISPPVR 258 9 3 30.47 b6b8y3 1047.56 42.219 6146 2 524.28 9.79

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

20 Phosphoryl STY()
ATASPRPSSGNIPSSPTASGGGSPT

SPR
421 28 6 26.42

b15y8_H3PO4 
y8°y8y12y13y18

2661.18 121.671 3225 3 887.73 -12.75

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

21 Phosphoryl STY(9) TATVSSPLTSPTSPSTLSLK 267 20 4 25.23 b8b9b13y13 2055.00 112.183 2026 3 685.67 -9.39

|Q9UBW5|BIN2_HUMAN Bridging 
integrator 2

22 Oxidation+M(9) LNHNLYEVMSK 226 11 4 24.29 b8y5°y5y7 1363.65 62.984 3593 3 455.22 -10.65

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 158 12 11 108.54
b2y1y3y5y6y7y8y9y10y

11y12
1248.60 36.173 68481 2 624.80 -0.49

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

2 IVADKDYSVTANSK 77 14 9 75.8
b2b4y3y7y8*y8y9y10y1

2
1510.77 32.673 57769 3 504.26 -6.30

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

3 LIAPVAEEEATVPNNK 7 16 4 17.15 b2b3y4y14 1694.90 53.005 25486 2 847.95 3.53

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

4 SLADELALVDVLEDK 43 15 6 18.12 b7y2y4y6°y6y15 1629.86 98.412 24725 2 815.43 -0.45

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

5 SADTLWDIQKDLKDL 319 15 4 18.12 b3b13y14*y14 1760.89 80.221 3349 3 587.64 -8.39

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

6 GEMMDLQHGSLFLQTPK 60 17 4 16.3 b12*b12b15y15 1931.90 73.788 111033 3 644.64 -19.71

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

7 GLTSVINQK 299 9 3 38.25 y4y5y7 959.55 44.877 36493 2 480.28 -5.41

|P07195|LDHB_HUMAN L-lactate 
dehydrogenase B chain

8 Carbamidomethyl+C(15) GMYGIENEVFLSLPCILNAR 279 20 6 23.78 b6b10*b10b11°b11*b11 2296.14 109.444 21230 2 1148.57 -2.23

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 VLIFQEENEIPASVFVK 156 17 17 130.85
b1b2b3b4b8b9b10b12b
14*b14y3y4y7y12y13y1

4y17
1962.06 89.275 147851 2 981.53 1.56

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 LVNMLDAVQENQHK 64 14 7 44.74 y2y5°y5y7y9y11y14 1638.81 59.825 67332 3 546.94 -9.16

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3 YQASTSNTVSK 102 11 11 66.94
b2*b2b3b4y2y3y7y8y9*

y9y11
1185.57 19.813 17981 2 593.29 -5.25

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4 QPVSGAVEGK 173 10 6 51.87 y2y3°y3y5y6y7 971.51 22.972 14983 2 486.26 -7.10

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 SDGDPVQPAVLQVHQTS 408 17 3 16.3 b7b12y3 1777.85 49.272 2546 2 889.43 -11.74

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6 VSPLTFGR 291 8 3 40.85 y4y5y6 876.48 55.553 19123 2 438.74 -15.25

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 FQHPGSDMR 10 9 4 30.47 b3b4*b4y5 1074.50 64.833 12494 2 537.75 16.59

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8 YEGSYALTSEEAER 394 14 7 45.24 b3°b3b4y3y7y12°y12 1604.67 48.996 11673 2 802.84 -20.54

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 GEDAAQAEK 1 9 3 30.47 b6b7y8 918.42 32.066 5809 1 918.42 -1.13

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10 VSAHTR 120 6 6 53.26 b3°b3b4°b4b5y3 670.37 80.324 3802 1 670.37 11.20

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11
SEDLPSSEQMPNDQEEESFAEGHS

EASLASALVEGEIAEEAAEK
314 44 4 13.83 b13y3y10y13 4677.05 87.964 3658 3 1559.69 2.09

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12 LENNHAQLLR 141 10 5 33.88 b3°b3b6*b6b7 1207.67 73.637 3209 3 403.23 10.51

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13 IVSVER 261 6 1 13.62 y4 702.42 52.671 1708 2 351.71 8.95



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 VREGESHAENETK 301 13 9 66.19
b3b4b9y4*y4y6y9*y9y1

0
1485.68 33.600 12467 2 743.34 -9.04

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 VRYEGSYALTSEEAER 392 16 4 25.52 y5y13°y13y14 1859.87 68.420 8549 2 930.44 -4.59

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

16 QPVSGAVEGKEELPDENK 173 18 4 24.8 b13y4y10y15 1925.94 77.338 1578 2 963.47 -1.46

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

17 Phosphoryl STY(4) QPVSGAVEGKEELPDENK 173 18 5 29.13 b3b16°b16y16y17 2005.90 81.321 3084 4 502.23 -1.28

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

18 LVNMLDAVQENQ 64 12 0 3.64 1373.65 59.821 3309 3 458.56 -13.69

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

19 QPVSGAVEGK 173 10 0 2.02 954.50 22.994 3493 2 477.75 11.89

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

1 Carbamidomethyl+C(2) ACANPAAGSVILLENLR 106 17 9 33.98
b2b3b8y1y4*y4y5y13y1

7
1768.94 83.601 44194 2 884.97 2.00

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

2 LGDVYVNDAFGTAHR 156 15 8 57.55 b3b4b5b9°b9y10y11y15 1634.78 58.279 39291 3 545.60 -7.84

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

3 SVVLMSHLGRPDGVPMPDK 56 19 6 42.87 b7y5y6y10y11°y11 2035.02 71.963 202648 3 679.01 -15.36

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

4 ALESPERPFLAILGGAK 199 17 3 16.3 b11y4y15 1768.98 84.098 49513 3 590.33 -10.42

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

5 VSHVSTGGGASLELLEGK 388 18 3 15.57 b6b9y13 1740.91 69.063 11555 3 580.98 -1.26

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

6

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(15

)

GCITIIGGGDTATCCAK 365 17 3 23.29 b12b13y11 1754.81 52.094 10532 2 877.91 14.26

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

7 AHSSMVGVNLPQK 171 13 5 34.05 b4b6b8y11*y11 1367.69 98.383 5191 2 684.35 -11.69

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

8 VLNNMEIGTSLFDEEGAK 246 18 11 60.81
b8*b8b11b12°b12y8°y8

y9y11y12°y12
1966.92 87.391 4208 2 983.96 -12.04

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

9 ITLPVDFVTADKFDENAK 279 18 7 59.28
y4y10y11y12y15y16*y1

6
2023.02 80.537 56920 3 675.01 -9.90

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

10 Carbamidomethyl+C(19)
TGQATVASGIPAGWMGLDCGPES

SKK
297 26 4 22.79 b5y6y16y17 2605.25 71.345 29734 3 869.09 4.87

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

11 VDFNVPMKNNQITNNQR 22 17 3 23.29 b4b5y5 2031.99 52.942 12284 3 678.00 -6.91

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

12 Carbamidomethyl+C(2)
FCLDNGAKSVVLMSHLGRPDGVP

MPDK
48 27 5 22.54 b5°b5b8b9y3 2940.45 110.086 5169 3 980.82 -1.25

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

13 Carbamidomethyl+C(2)
ACANPAAGSVILLENLRFHVEEEG

K
106 25 4 23.08 b7b11b12y13 2724.34 97.273 2439 2 1362.68 -12.64

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

14 Oxidation+M(16) SVVLMSHLGRPDGVPMPDK 56 19 5 28.46 b6b7y12°y12y17 2051.03 47.215 11661 3 684.35 -5.12

|P13645|K1C10_HUMAN Keratin 1 SQYEQLAEQNRK 322 12 7 40.25 b2b6°b10y6y7y8y12 1493.73 30.677 33007 3 498.58 -4.74

|P13645|K1C10_HUMAN Keratin 2 KDAEAWFNEK 333 10 6 41.07 b5b7°b7y4y5y10 1237.57 51.754 25579 2 619.29 -10.36

|P13645|K1C10_HUMAN Keratin 3 Carbamidomethyl+C(2) YCVQLSQIQAQISALEEQLQQIR 399 23 12 76.02
b2b3b5b8b12b22y4y5y8

y9y11y23
2746.42 112.569 14981 3 916.15 2.04

|P13645|K1C10_HUMAN Keratin 4 SKELTTEIDNNIEQISSYK 343 19 3 14.93 b9b13y14 2212.10 78.035 6365 2 1106.55 0.33

|P13645|K1C10_HUMAN Keratin 5 Carbamidomethyl+C(7)
GSSGGGCFGGSSGGYGGLGGFGG

GSFR
59 27 4 21.9 b6y4°y4y5 2343.01 58.168 3262 2 1172.01 9.90

|P13645|K1C10_HUMAN Keratin 6 ALEESNYELEGK 165 12 3 26.24 b9y4y5 1381.65 44.076 23852 2 691.33 1.86
|P13645|K1C10_HUMAN Keratin 7 LENEIQTYR 441 9 4 38.25 y5y6y7°y7 1165.59 40.516 21514 2 583.30 0.52
|P13645|K1C10_HUMAN Keratin 8 VTMQNLNDR 147 9 3 30.47 b7y7y8 1090.54 36.180 19617 2 545.77 4.70
|P13645|K1C10_HUMAN Keratin 9 LASYLDK 156 7 4 37.44 b6°b6y4y5 809.43 38.376 18970 2 405.22 -12.29
|P13645|K1C10_HUMAN Keratin 10 GSLGGGFSSGGFSGGSFSR 40 19 6 29.39 b3°b3b7b15y9y13 1707.80 69.693 8143 2 854.41 18.23

|P13645|K1C10_HUMAN Keratin 11 Carbamidomethyl+C(5) AETECQNTEYQQLLDIK 422 17 4 34.5 y8y9y10*y10 2082.99 112.285 5348 3 695.00 11.13

|P13645|K1C10_HUMAN Keratin 12 YSSSK 4 5 2 26.43 y3y4 571.27 25.438 4275 1 571.27 4.17



|P13645|K1C10_HUMAN Keratin 13
NVSTGDVNVEMNAAPGVDLTQL

LNNMR
295 27 4 22.54 b14y3y4y13 2872.41 98.978 2836 3 958.14 5.44

|P13645|K1C10_HUMAN Keratin 14 SQYEQLAEQNR 322 11 8 38.29
b3°b3*b3b10y5y6°y6*y

6
1365.64 74.869 2347 2 683.32 1.52

|P13645|K1C10_HUMAN Keratin 15 SSSSGSVGESSSK 576 13 3 20.63 b4y3y7 1185.54 136.392 1684 1 1185.54 16.78
|P13645|K1C10_HUMAN Keratin 16 ELTTEIDNNIEQISSYK 345 17 3 23.29 b10b11y11 1997.00 112.988 1639 2 999.00 15.22
|P13645|K1C10_HUMAN Keratin 17 ADLEMQIESLTEELAYLKK 266 19 3 14.93 b4y3y15 2224.13 102.139 17027 3 742.05 -6.59
|P13645|K1C10_HUMAN Keratin 18 KDAEAWFNEK 333 10 5 26.89 b7°b7y6y8*y8 1237.60 69.686 8489 3 413.21 14.80

|P13645|K1C10_HUMAN Keratin 19 LENEIQTYRSLLEGEGSSGGGGR 441 23 3 23.13 y7y16y17 2409.17 81.504 5513 2 1205.09 4.26

|P13645|K1C10_HUMAN Keratin 20 EWYEKHGNSHQGEPR 179 15 4 26.21 y11°y11y13y14 1853.83 82.072 3292 2 927.42 -1.12
|P13645|K1C10_HUMAN Keratin 21 ISSSKGSLGGGFSSGGFSGGSFSR 35 24 5 35.45 b19y17y18°y18y19 2210.04 81.382 3117 3 737.35 -2.32
|P13645|K1C10_HUMAN Keratin 22 HGNSHQGEPRDYSK 184 14 3 27.84 y3y6y13 1611.73 80.329 3070 3 537.91 0.38

|P13645|K1C10_HUMAN Keratin 23 Carbamidomethyl+C(16)
HYSSSRSGGGGGGGGCGGGGGV

SSLR
9 26 4 18.27 b6y3y12y16 2267.01 90.719 2704 3 756.34 5.06

|P13645|K1C10_HUMAN Keratin 24 SSSSGSVGESSSKGPR 576 16 4 24.24 b13b15y9y14 1495.70 54.287 2370 2 748.35 0.57

|P13645|K1C10_HUMAN Keratin 25 Carbamidomethyl+C(10)
SGGGGGGGGCGGGGGVSSLRISS

SK
15 25 4 12.4 b3°b3y16y20 2051.93 71.089 1971 2 1026.47 -12.73

|P13645|K1C10_HUMAN Keratin 26 Oxidation+M(5) ADLEMQIESLTEELAYLKK 266 19 3 14.93 b5b7y3 2240.11 103.787 3771 3 747.38 -10.24
|P13645|K1C10_HUMAN Keratin 27 SKELTTEIDNNIEQISSY 343 18 1 7.42 y9 2083.99 78.026 1921 2 1042.50 -6.44

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

1 VEIIANDQGNR 49 11 14 98.13
b2b3b10y3y4*y4y6*y6y

7y8y10°y10*y10y11
1228.62 36.699 60296 2 614.82 -2.68

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

2 VTHAVVTVPAYFNDAQR 164 17 3 24.96 y9y10y12 1887.96 60.760 10426 3 629.99 -5.37

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

3 VLEDSDLKK 344 9 3 30.47 b4y5y7 1046.56 28.156 3240 2 523.78 -14.70

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

4 LYGSAGPPPTGEEDTAEK 633 18 3 22.97 b13b14y10 1818.84 57.042 2892 2 909.93 2.42

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

5 IEWLESHQDADIEDFK 601 16 5 34.74 b10b13y4y8y15 1974.90 69.661 20950 3 658.97 -2.53

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

6 SQIFSTASDNQPTVTIK 447 17 4 26.13 b3b5b14y12 1836.93 58.182 15989 2 918.97 -2.86

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

7 TWNDPSVQQDIK 101 12 3 22.26 b10y8y10 1430.70 49.225 12868 2 715.85 3.67

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

8 SDIDEIVLVGGSTR 353 14 7 50.67 b3°b3b5b6b10y5y7 1460.73 110.058 12657 2 730.87 -16.88

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

9 DAGTIAGLNVMR 185 12 5 34.22 b7y3y4y7*y7 1217.63 63.726 9253 2 609.32 -2.81

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

10 NELESYAYSLK 562 11 4 38.29 b6b7y6y8 1316.64 57.188 5467 3 439.55 1.76

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

11 IDTR 558 4 1 12.81 y3 504.28 71.383 4914 1 504.28 5.27

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

12 FEELNMDLFR 326 10 4 39.31 b3b5y5y7 1313.63 136.290 3343 1 1313.63 4.65

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

13 Carbamidomethyl+C(17) EDVGTVVGIDLGTTYSCVGVFK 24 22 10 44.02
b7°b7b10y3y7y11°y11y

13y14°y14
2316.10 116.652 1538 3 772.70 -19.82

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

14 VEIIANDQGNRITPSYVAFTPEGER 49 25 5 27.18 y3y13y15y21°y21 2776.39 91.624 236688 3 926.13 -1.76

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

15 ETMEKAVEEK 591 10 9 55.54
b7°b7b8°b8b9°b9y4°y4y

7
1193.55 33.588 22704 2 597.28 -14.11

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

16 TWNDPSVQQDIKFLPFK 101 17 3 16.3 b10b12y4 2063.06 97.477 14109 3 688.36 0.59

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

17
ALSSQHQARIEIESFYEGEDFSETL

TR
297 27 3 11.9 b8y8y10 3143.52 107.728 10695 4 786.64 8.54

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

18 IDTRNELESYAYSLK 558 15 3 18.12 b10y3y9 1801.89 69.538 7602 2 901.45 -1.96

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

19 IEWLESHQDADIEDFKAK 601 18 3 15.57 b9y6y13 2174.04 63.849 5921 3 725.35 -1.46



|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

20 IEIESFYEGEDFSETLTRAK 306 20 5 27.98 b7b10y11y13y19 2364.12 82.062 5239 2 1182.56 -3.20

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

21 ITITNDQNRLTPEEIER 523 17 5 33.98 b9b14y5y7y8 2042.07 62.947 4038 3 681.36 9.15

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

22 Phosphoryl STY(8) GVPQIEVTFEIDVNGILR 492 18 3 15.57 b6b10y12 2079.03 77.929 12897 3 693.68 -5.87

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

23 Phosphoryl STY(9) ITPSYVAFTPEGER 60 14 7 60.37 b5°b5b10b11b12b13y4 1646.75 46.150 4424 2 823.88 8.15

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

24
Carbamidomethyl+C(17)

;Phosphoryl STY(15)
EDVGTVVGIDLGTTYSCVGVFK 24 22 10 44.02

b3°b3b7°b7b8b14°b14b
16y7y15_H3PO4 y15

2396.11 100.030 3347 3 799.38 4.48

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

25 Phosphoryl STY(11) VTHAVVTVPAYFNDAQR 164 17 3 16.3 b12y6y10 1967.94 59.079 2213 4 492.74 5.02

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

1 TTPSYVAFTDTER 38 13 10 67.47
b1b5°b5y3y4°y4y6y9y1

1y13
1487.70 55.395 55293 2 744.36 1.15

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

2 LLQDFFNGK 350 9 7 44.93 b2b5b6*b8y3y4*y4 1081.56 71.308 41350 2 541.28 -7.79

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

3 ATAGDTHLGGEDFDNR 222 16 4 17.15 b6°b6b12y11 1675.71 41.886 2085 3 559.24 -11.36

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

4 NSLEAHVFHVK 541 11 3 24.29 b3b8y10 1280.69 74.257 103660 2 640.85 12.87

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

5 QGDPSTGPIIEEVD 629 14 4 19.27 b4*b4y3y8 1456.71 52.837 31165 2 728.86 17.01

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

6 Carbamidomethyl+C(19)
MQAPRELAVGIDLGTTYSCVGVF

QQGR
0 27 6 17.77 b10b13b19y13°y13*y13 2953.45 105.878 36570 4 739.12 -4.13

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

7 MVHEAEQYKAEDEAQR 519 16 7 28.32
b8b9°b9b11°b11y10°y1

0
1933.86 46.206 16362 3 645.29 -8.08

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

8
Carbamidomethyl+C(6);
Carbamidomethyl+C(25)

ELEQICRPIFSRLYGGPGVPGGSSC
GTQAR

599 30 5 16.51 b6*b6y3y16y19 3249.56 80.340 11868 3 1083.86 -7.66

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

9 GEDKTFYPEEISSMVLSK 110 18 4 36.56 b6b7b8y7 2060.00 61.255 7202 2 1030.51 7.35

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

10
DAGAIAGLNVLRIINEPTAAAIAYG

LDR
161 28 3 22.72 y4y5y13 2838.52 120.123 1887 3 946.84 -10.67

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

1 AAVDGKEMVTMK 556 12 7 85.33 b3b6b9y3y6y9y11 1279.65 43.025 10214 2 640.33 6.11

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

2 Carbamidomethyl+C(13) DVVPEHEAPSSECMFSDFLTK 44 21 4 13.86 b13y12y14°y14 2425.03 74.827 1812 5 485.81 -14.50

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

3 TITAYHESGHAIIAYYTK 593 18 7 32.72 b11°b11b14y3y4°y4y13 2039.02 112.230 55472 3 680.35 -0.18

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

4 NIPEAHQDAFK 258 11 4 36.71 b4b5b10y6 1269.62 37.915 38040 3 423.88 -4.62

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

5
VAEELIFGTDHITTGASSDFDNAT

K
658 25 10 56.69

b3°b3b4b5°b5b12b15y5
y8y9

2639.25 101.224 13519 3 880.42 2.31

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

6 Carbamidomethyl+C(16) IGQIDQLVENLLPGFCK 127 17 7 55.47 b3b5y3y4y6y9y12 1944.00 48.234 9211 2 972.50 -15.76

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

7 NISSHWHTSHVSAQSFFENK 146 20 3 22.49 b11b12y3 2343.12 64.974 8663 3 781.71 11.15

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

8 NLAEALLTYETLDAK 744 15 3 26.21 y4y9y10 1664.86 64.443 6313 2 832.93 -9.02



|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

9 IESPMHPYSR 447 10 5 40.11 b8°b8y6y7y9 1216.56 31.974 5175 3 406.19 -15.95

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

10
AVAGEADVPFYYASGSEFDEMFV

GVGASR
390 29 11 40.67

b7°b7b9b11b12b16°b16
y4y6y10°y10

3028.41 103.707 3365 2 1514.71 15.72

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

11 Carbamidomethyl+C(5) ANAPCVIFIDELDSVGGK 428 18 6 49.81 b9b11y6y7y13y14 1904.98 110.004 2088 2 952.99 19.35

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

12 Carbamidomethyl+C(8) EAKANAPCVIFIDELDSVGGK 425 21 6 30 b4b5°b5b9b14°b14 2233.12 77.353 51012 3 745.05 3.28

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

13 GKNISSHWHTSHVSAQSFFENK 144 22 7 18.15
b5*b5b9y11°y11*y11y1

8
2528.24 108.474 27587 3 843.42 11.88

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

14 Carbamidomethyl+C(10) HHSRALQSICSDLQYWPVFIQSR 183 23 5 17.47 b3b13°b13y10y17 2828.40 100.072 4740 2 1414.71 -0.69

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

15 EMVTMKELEFSK 562 12 4 36.14 b3b10y6y7 1471.72 64.206 2324 2 736.36 -1.33

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

16 IFEGYRSMFMEPAK 75 14 5 32.99 b6b7y7y9°y9 1705.80 48.310 1917 3 569.27 -1.72

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

17 Oxidation+M(7) AQLLAQMDVSMGGR 644 14 8 62.91 b3*b3b7b9y5y6y11y13 1492.73 71.958 19129 3 498.25 2.21

|Q96TA2|YMEL1_HUMAN ATP-
dependent metalloprotease YME1L1

18 Oxidation+M(5) EMVTMKELEFSK 562 12 3 22.26 b3b9y8 1487.71 65.943 4515 2 744.36 -0.57

|P05106|ITB3_HUMAN Integrin beta-3 1 NDASHLLVFTTDAK 265 14 11 74.09
b2b5b6b7*b7b12b13y4y

5°y5y14
1531.76 63.616 61626 3 511.26 -12.91

|P05106|ITB3_HUMAN Integrin beta-3 2
Carbamidomethyl+C(2);
Carbamidomethyl+C(4);
Carbamidomethyl+C(9)

YCECDDFSCVR 545 11 4 36.05 y7y8y9y11 1510.54 45.769 40180 2 755.78 3.31

|P05106|ITB3_HUMAN Integrin beta-3 3 EATSTFTNITYR 774 12 7 37.24 b5y1y3y6*y6y8y12 1403.68 53.803 30699 2 702.34 0.26

|P05106|ITB3_HUMAN Integrin beta-3 4
Carbamidomethyl+C(4);
Carbamidomethyl+C(12)

TDTCMSSNGLLCSGR 589 15 7 40.67
y5y9y10*y10y11*y11y1

5
1658.70 49.055 27149 2 829.85 4.78

|P05106|ITB3_HUMAN Integrin beta-3 5 Carbamidomethyl+C(12)
LAGIVQPNDGQCHVGSDNHYSAS

TTMDYPSLGLMTEK
287 37 6 16.26 b3b12b14°b14y6y11 3993.84 71.911 10255 3 1331.95 8.93

|P05106|ITB3_HUMAN Integrin beta-3 6 Carbamidomethyl+C(8) ENLLKDNCAPESIEFPVSEAR 67 21 4 30.79 y4y7y12y14 2418.18 68.693 2488 2 1209.59 7.77

|P05106|ITB3_HUMAN Integrin beta-3 7 Carbamidomethyl+C(27)
IGFGAFVDKPVSPYMYISPPEALEN

PCYDMK
176 31 9 68.77

b6b7b16b17y3y6y12y13
y14

3535.68 94.520 68695 3 1179.23 4.76

|P05106|ITB3_HUMAN Integrin beta-3 8

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(12
);Carbamidomethyl+C(2

5)

CGPGWLGSQCECSEEDYRPSQQD
ECSPR

487 28 4 14.89 b9b11y5y10 3374.34 53.584 14561 3 1125.45 4.41

|P05106|ITB3_HUMAN Integrin beta-3 9

Carbamidomethyl+C(3);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(10)

GECLCGQCVCHSSDFGK 524 17 12 113.56
b3°b3b4y3y5°y5y6y8y9

y10y12y15
2000.79 40.156 13176 2 1000.90 7.20

|P05106|ITB3_HUMAN Integrin beta-3 10 WDTANNPLYK 764 10 5 26.89 b3b9y8°y8*y8 1221.59 54.215 10605 2 611.30 0.70



|P05106|ITB3_HUMAN Integrin beta-3 11 Carbamidomethyl+C(3) DNCAPESIEFPVSEAR 72 16 3 17.15 b9b14y9 1820.78 55.318 3855 2 910.89 -18.17

|P05106|ITB3_HUMAN Integrin beta-3 12 Carbamidomethyl+C(3) TTCLPMFGYK 207 10 4 40.11 b6b7b9y4 1217.58 32.033 2657 2 609.29 10.43

|P05106|ITB3_HUMAN Integrin beta-3 13 IGDTVSFSIEAKVR 416 14 3 27.05 b3b6b7 1521.81 105.266 1207282 761.41 -14.12

|P05106|ITB3_HUMAN Integrin beta-3 14
VLEDRPLSDKGSGDSSQVTQVSP

QR
88 25 13 67.06

b7b9°b9b10b14b17°b17
y3*y3y4y6*y6y7

2685.32 40.448 85054 4 672.08 -10.46

|P05106|ITB3_HUMAN Integrin beta-3 15 Carbamidomethyl+C(16) DAPEGGFDAIMQATVCDEKIGWR 242 23 4 13.04 b3b15*b15y8 2566.15 103.781 4240 4 642.29 -7.90

|P05106|ITB3_HUMAN Integrin beta-3 16 Carbamidomethyl+C(18) NRDAPEGGFDAIMQATVCDEK 240 21 3 13.86 b4b6y10 2324.04 114.741 2843 3 775.35 4.94

|P05106|ITB3_HUMAN Integrin beta-3 17 EATSTFTNITYRGT 774 14 3 19.27 b10y8y13 1561.75 61.266 2304 2 781.38 0.78

|P05106|ITB3_HUMAN Integrin beta-3 18
Carbamidomethyl+C(1);
Carbamidomethyl+C(12)

;Phosphoryl STY(16)

CDLKENLLKDNCAPESIEFPVSEA
R

63 25 6 28.06 b11*b11y8y11y12y16 3014.37 70.857 7450 3 1005.46 6.80

|P05106|ITB3_HUMAN Integrin beta-3 19
Carbamidomethyl+C(19)

;Phosphoryl STY(12)
DEIESVKELKDTGKDAVNCTYK 662 22 6 28.93 b8b12b13y3y10°y10 2622.21 57.109 4214 3 874.74 7.63

|P05106|ITB3_HUMAN Integrin beta-3 20 Phosphoryl STY(15) WDTANNPLYKEATSTFTNITYR 764 22 10 52.34
b4°b4b5_H3PO4 

b5b9b11*b11b13°b14_
H3PO4 b13b14y11

2686.20 87.366 3249 2 1343.61 -1.55

|P05106|ITB3_HUMAN Integrin beta-3 21
Carbamidomethyl+C(16)

;Oxidation+M(11)
DAPEGGFDAIMQATVCDEK 242 19 4 20.68 b10b15y11y15 2069.88 83.120 3591 2 1035.44 -0.12

|P05106|ITB3_HUMAN Integrin beta-3 22 Oxidation+M() QVEDYPVDIYYLMDLSYSMK 131 20 6 33.43 b10y3y6y9°y9y11 2488.14 97.420 1920 2 1244.57 3.73

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

1
FISDKDASIVGFFDDSFSEAHSEFL

K
147 26 7 30.14 b2b5b9y3y6y9y16 2938.36 99.093 56085 4 735.34 -7.31

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

2 LAPEYEAAATR 62 11 5 36.05 y1y5y7y9y11 1191.60 37.983 29940 2 596.30 -1.02

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

3 EATNPPVIQEEKPK 482 14 7 30.72 b9y2y7y9y10°y10y14 1579.82 34.205 23200 3 527.28 -10.20

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

4 FLQDYFDGNLKR 351 12 4 26.24 b5°b5b6y10 1515.75 58.188 118622 758.38 -3.30

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

5 SEPIPESNDGPVK 366 13 5 50.27 b10y4y5y9y10 1368.66 38.418 6755 2 684.84 -0.80

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

6
Carbamidomethyl+C(19)
;Carbamidomethyl+C(22

)

ISDTGSAGLMLVEFFAPWCGHCK
R

38 24 3 12.27 b6b14°b14 2739.28 136.333 2867 3 913.76 -3.30

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

7 DLLIAYYDVDYEK 258 13 6 43.07 b6b12y3y7y10°y10 1619.77 46.123 17156 3 540.60 -8.37

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

8 ELGEK 417 5 2 26.43 b3b4 575.31 25.836 16191 1 575.31 3.39

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

9 ALER 347 4 2 12.81 y3°y3 488.29 64.817 12659 1 488.29 7.31

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

10 DNYR 179 4 1 12.81 y3 567.25 29.551 9119 1 567.25 -6.46

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

11 TVAYTEQK 218 8 5 54.07 b3°b3b4b5b6 939.49 88.611 7863 1 939.49 8.90

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

12
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)
DVLIEFYAPWCGHCK 395 15 3 18.12 b4b10y10 1894.90 60.275 7696 3 632.31 21.65



|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

13
Carbamidomethyl+C(19)
;Carbamidomethyl+C(22

)
ISDTGSAGLMLVEFFAPWCGHCK 38 23 7 35.28 b6b9b15y11y13°y13y14 2583.14 88.653 6805 4 646.54 -18.52

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

14 GFPTIYFSPANK 448 12 3 22.26 b3b9y11 1341.67 63.955 4319 3 447.89 -12.65

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

15 TEEEFK 140 6 1 13.62 y4 782.37 71.304 2315 1 782.37 12.79

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

16 ELSDFISYLQREATNPPVIQEEKPK 471 25 3 12.4 b6b20y12 2931.47 105.882 111137 4 733.62 -14.16

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

17 DLLIAYYDVDYEKNAK 258 16 3 25.52 b8b11b12 1932.98 84.986 30190 2 966.99 11.30

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

18
FISDKDASIVGFFDDSFSEAHSEFL

K
147 26 3 12.13 b14y6y14 2938.39 122.266 17550 3 980.13 3.16

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

19 YEGGRELSDFISYLQR 466 16 3 23.68 b6b7y11 1932.92 72.710 12690 3 644.98 -13.96

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

20
SEPIPESNDGPVKVVVAENFDEIV

NNENK
366 29 11 44.1

b6b8*b8b11°b11y7°y7y
8°y8y9y15

3182.51 126.649 12172 4 796.38 -10.66

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

21 NAKGSNYWR 271 9 5 59.9 b5b6y4y5y6 1095.54 68.215 7516 2 548.27 8.69

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

22 ELGEKLSK 417 8 3 40.85 y3y6y7 903.50 26.622 5291 2 452.26 -11.08

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

23 AASNLRDNYR 173 10 3 26.89 b3b8y8 1179.57 64.436 1954 1 1179.57 -12.63

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

24 Phosphoryl STY(8) FVMQEEFSR 335 9 5 30.47
b5*b5b7_HPO3 

b7*b7y3
1252.51 41.084 184637 3 418.17 6.14

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

25
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

;Phosphoryl STY(7)
VDCTANTNTCNK 82 12 9 54.43

b3°b3b4°b4b5°b5b6*b6
y10

1477.55 18.204 4863 3 493.19 9.91

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

26 Oxidation+M(1) MDATANDVPSPYEVR 433 15 3 24.15 b11b12y14 1680.76 44.165 26016 3 560.92 3.34

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

27 EATNPPVIQEEKPK 482 14 0 3.64 1561.80 34.204 10832 3 521.27 -11.72

|Q13201|MMRN1_HUMAN Multimerin-1 1
TMTIINNAIDFIQDNYALKETLSTIK

DNSEIHHK
730 34 6 13.04 b7b13y8°y8y32y34 3931.04 112.983 135726 5 787.01 13.17

|Q13201|MMRN1_HUMAN Multimerin-1 2 GLTEFVEPIIQIK 961 13 6 34.05 b5°b5y4y6y9y13 1486.85 88.965 44506 2 743.93 0.49

|Q13201|MMRN1_HUMAN Multimerin-1 3 AQEQQSLIHTNQAESHTAVGR 283 21 20 101.3
b1b2*b2b4y1y4y5°y5y6
°y6y7°y9y10y11*y11y1

2*y12y13y19y21
2305.10 35.540 41531 4 577.03 -13.03

|Q13201|MMRN1_HUMAN Multimerin-1 4 GSVVTNER 882 8 6 33.07 b3b8°b8*b8y3y4 861.44 33.490 40921 2 431.22 -1.77

|Q13201|MMRN1_HUMAN Multimerin-1 5 Carbamidomethyl+C(7) QEMTLTCEKPIK 467 12 5 22.26 b3y2y3y7y12 1477.73 42.002 18350 3 493.25 -4.38

|Q13201|MMRN1_HUMAN Multimerin-1 6
MSEQLNDLTYDMEILQPLLEQGAS

LR
634 26 12 45.11

b2b6b13y2y6*y6y7*y7y
8y10y12y26

3007.48 112.849 17352 3 1003.17 2.52

|Q13201|MMRN1_HUMAN Multimerin-1 7 LVEENALAPDFSK 1079 13 6 43.07 b3b5*b5b12y6y11 1432.73 59.513 17173 2 716.87 -2.22

|Q13201|MMRN1_HUMAN Multimerin-1 8 NAPAAESVSNNVTEYMSTLHENIK 530 24 5 16.85 b6b13°b13y9y13 2619.22 57.018 11942 4 655.56 -5.50

|Q13201|MMRN1_HUMAN Multimerin-1 9 Carbamidomethyl+C(11) GVAEQQQQQGCGDPEVMQK 304 19 4 22.71 b8y6y7°y7 2116.96 34.240 10640 2 1058.99 11.42

|Q13201|MMRN1_HUMAN Multimerin-1 10 EVHEQLLSTEQVSDQK 514 16 3 17.15 b4b6y4 1869.93 44.513 4301 2 935.47 5.42

|Q13201|MMRN1_HUMAN Multimerin-1 11
SNEQATSLNTVGGTGGIGGVGGT

GGVGNR
148 29 8 38.76 b1b2b8b9b15b16y12y29 2574.24 108.484 4138 3 858.75 -5.69

|Q13201|MMRN1_HUMAN Multimerin-1 12 FVLVQENRPTLTDIVELR 442 18 3 22.97 b3y13y14 2142.19 82.679 53076 3 714.73 -1.94



|Q13201|MMRN1_HUMAN Multimerin-1 13 TVSSLSEDLESTR 411 13 7 76.49 b11b12y5y8y10y11y12 1423.69 54.064 28921 2 712.35 1.03

|Q13201|MMRN1_HUMAN Multimerin-1 14 FNPGAESVVLSNSTLK 124 16 7 51.86 b3b5b6°b6b8b14y14 1662.87 33.571 13793 4 416.47 1.47

|Q13201|MMRN1_HUMAN Multimerin-1 15 QSLMMLQMFEDLHIQESK 555 18 5 26.56 b11y3y4y12*y12 2208.09 97.275 6758 3 736.70 19.79

|Q13201|MMRN1_HUMAN Multimerin-1 16 NQTLTSTEK 96 9 5 45.44 b3b6b7*b7y4 1021.51 38.288 5167 2 511.26 -4.48

|Q13201|MMRN1_HUMAN Multimerin-1 17 QTHLEGALEQEHSR 484 14 9 50.46
b3b12°b12b13°b13y3y4

°y4y7
1634.77 80.245 4363 2 817.89 -10.38

|Q13201|MMRN1_HUMAN Multimerin-1 18 TMPSASVPPNK 37 11 4 24.29 b5y6y10°y10 1128.60 71.965 4187 2 564.80 21.96

|Q13201|MMRN1_HUMAN Multimerin-1 19
Carbamidomethyl+C(10)
;Carbamidomethyl+C(11

)
TQAALSNLTCCIDR 974 14 4 27.55 b3b9y9y11 1622.79 64.516 3785 3 541.60 18.66

|Q13201|MMRN1_HUMAN Multimerin-1 20 LNDSIQTLVNDNQR 781 14 3 19.27 b6y8y10 1629.84 74.966 3698 2 815.42 10.11

|Q13201|MMRN1_HUMAN Multimerin-1 21 Carbamidomethyl+C(1) CQLR 279 4 1 12.81 y3 576.29 66.666 1850 1 576.29 -11.23

|Q13201|MMRN1_HUMAN Multimerin-1 22
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

GPCGWTGGSCPQRSQK 235 16 6 30.77 b6b14y12°y12y13°y13 1762.77 92.631 177934 3 588.26 -5.47

|Q13201|MMRN1_HUMAN Multimerin-1 23
STLPPSETSAPAEGVRNQTLTSTE

K
80 25 7 41.91

b8b12b13°b13b14°b14b
19

2601.32 88.709 102144 3 867.78 6.10

|Q13201|MMRN1_HUMAN Multimerin-1 24 LNQSNFQKMYQMFNETTSQVR 814 21 4 13.86 b6*b6b13y10 2594.22 92.603 31158 3 865.41 1.60

|Q13201|MMRN1_HUMAN Multimerin-1 25 NTYSSLEGKVSEDK 353 14 3 24.71 b3b4y3 1556.73 33.503 11413 3 519.58 -6.43

|Q13201|MMRN1_HUMAN Multimerin-1 26 NEVQGRDDALER 703 12 4 22.26 b5°b5b7y9 1401.69 82.079 6769 2 701.35 11.23

|Q13201|MMRN1_HUMAN Multimerin-1 27 ETLSTIKDNSEIHHK 749 15 12 74.1
b8b10b12b13°b13y7y9°

y9*y9y12°y12y14
1751.87 103.709 6277 2 876.44 -12.12

|Q13201|MMRN1_HUMAN Multimerin-1 28 Carbamidomethyl+C(14)
LAFESENINSEIHCDRVLTGDALLE

LNYGQEVWLR
1169 35 8 51.03

b9*b9b10b11b12y6*y6y
11

4103.99 136.355 5159 4 1026.75 -4.76

|Q13201|MMRN1_HUMAN Multimerin-1 29 LVEENALAPDFSKGSYR 1079 17 4 23.29 b6y13y14*y14 1895.93 82.113 3858 2 948.47 -9.85

|Q13201|MMRN1_HUMAN Multimerin-1 30
Carbamidomethyl+C(21)
;Carbamidomethyl+C(28

)

LSPTVILDNQVTYVPGGKGPCGW
TGGSCPQR

217 31 4 11.25 b3°b3b13y7 3301.62 100.658 3538 5 661.13 2.07

|Q13201|MMRN1_HUMAN Multimerin-1 31
INEYALEMEDGLNKTMTIINNAIDF

IQDNYALK
716 33 6 17.8 b4*b4b8y3y7y11 3817.89 108.425 3237 3 1273.30 6.78

|Q13201|MMRN1_HUMAN Multimerin-1 32
MDKMSEQLNDLTYDMEILQPLLE

QGASLR
631 29 4 26.56 b3b4b10b13 3381.65 120.599 3052 3 1127.89 3.03

|Q13201|MMRN1_HUMAN Multimerin-1 33 TDYQKSNFETTR 194 12 5 34.22 b7*b7b10b11y10 1489.71 46.110 2318 2 745.36 13.68

|Q13201|MMRN1_HUMAN Multimerin-1 34 Carbamidomethyl+C(17) TQRNTDNIIYPEEYSSCSR 1028 19 6 23.64 b6°b6*b6b10b12y8 2333.07 100.700 1945 3 778.36 9.94

|Q13201|MMRN1_HUMAN Multimerin-1 35 Phosphoryl STY(5) LQNLTLPTNASIK 111 13 4 34.05 b3y5y9y11 1492.78 80.351 94168 3 498.26 6.62

|Q13201|MMRN1_HUMAN Multimerin-1 36 Phosphoryl STY(6) SREFQSLLK 367 9 6 44.93 b5b7°b7*b7y5y7 1187.57 33.528 41986 2 594.29 -1.64

|Q13201|MMRN1_HUMAN Multimerin-1 37 Phosphoryl STY(7) INNLTVSLEMEK 573 12 5 32.16
b7_H3PO4 

b7b11_H3PO4 
b11y5°y5y11

1470.69 88.693 10211 2 735.85 8.96

|Q13201|MMRN1_HUMAN Multimerin-1 38 Phosphoryl STY(7) LNDSIQTLVNDNQR 781 14 10 80.11
b4b5*b5b6b8b9y4*y4y5

y13
1709.76 81.418 2555 2 855.39 -6.64

|Q13201|MMRN1_HUMAN Multimerin-1 39 Oxidation+M(2) VMSAEIATTPEAR 59 13 3 25.4 b7y10y11 1391.70 74.379 4797 2 696.35 12.63



|Q13201|MMRN1_HUMAN Multimerin-1 40 Oxidation+M(16) NAPAAESVSNNVTEYMSTLHENIK 530 24 4 23.41 b10b14b15y11 2635.22 88.737 4555 4 659.56 -4.63

|Q13201|MMRN1_HUMAN Multimerin-1 41 Oxidation+M(2) TMTIINNAIDFIQDNYALK 730 19 3 14.93 b3b7y7 2214.08 69.630 3777 3 738.70 -14.78

|Q13201|MMRN1_HUMAN Multimerin-1 42 Oxidation+M(8) INEYALEMEDGLNK 716 14 3 24.71 b4b5y12 1654.75 62.997 1548 4 414.44 -4.87

|Q13201|MMRN1_HUMAN Multimerin-1 43 VSNNVTEYMSTLHENIK 537 17 1 8.12 b12 1978.93 57.060 7258 2 989.97 -10.12

|Q13201|MMRN1_HUMAN Multimerin-1 44
SNEQATSLNTVGGTGGIGGVGGT

GGVGNR
148 29 0 9.72 2556.21 108.487 2738 3 852.74 -7.83



Cystic fibrosis PLT LC-MS run 2: PLT_CF_290709_02

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|P07737|PROF1_HUMAN Profilin-1 1 TFVNITPAEVGVLVGK 38 16 22 128.66
b2°b2b3b4*b4b5°b5*b5b6°
b6*b6b12y1y2y6y7y10y11

y12y13y14y16
1643.94 85.036 358821 2 822.47 0.59

|P07737|PROF1_HUMAN Profilin-1 2 STGGAPTFNVTVTK 91 14 17 89.52
b1b2°b2b5°b5b7°b7b10y1y

3y4y5y9°y9y10y12y14
1379.72 51.285 342706 2 690.36 2.21

|P07737|PROF1_HUMAN Profilin-1 3 SSFYVNGLTLGGQK 56 14 25 184.45
b3°b3b4°b4b5°b5b6°b6b11
*b11b13y3y4*y4y5y6y7y8
y9*y9y10*y10y11*y11y14

1470.76 66.633 330411 2 735.89 3.73

|P07737|PROF1_HUMAN Profilin-1 4 TFVNITPAEVGVLVGKDR 38 18 17 83.92
b2°b2b3°b3b4*b4b5°b5*b5

y2y5y6y8y13y15y16y18
1915.04 79.272 184223 3 639.02 -11.09

|P07737|PROF1_HUMAN Profilin-1 5 TLVLLMGK 108 8 8 60.31 b2b5y2y3y4y5y6y8 874.53 68.311 180689 2 437.77 -12.35

|P07737|PROF1_HUMAN Profilin-1 6 DSPSVWAAVPGK 26 12 9 66.4 b9°b9y1y3y4y6y7y10y12 1213.62 58.050 119004 2 607.32 1.41

|P07737|PROF1_HUMAN Profilin-1 7 EGVHGGLINKK 116 11 25 109.63
b1°b1b2°b2b6°b6b7°b7b9°
b9b10°b10b11°b11y1y2y3*

y3y4*y4y6y7*y7y8y11
1151.64 21.603 69087 2 576.32 -12.19

|P07737|PROF1_HUMAN Profilin-1 8 EGVHGGLINK 116 10 8 55.98 b5°b5b6°b6b7b9*b9y5 1023.57 28.793 14338 2 512.29 9.12

|P07737|PROF1_HUMAN Profilin-1 9 Carbamidomethyl+C(1) CYEMASHLR 127 9 7 59.51 b8°b8y4y6y7y8°y8 1166.51 27.180 8629 2 583.76 4.40

|P07737|PROF1_HUMAN Profilin-1 10 DSLLQDGEFSMDLR 75 14 3 18.27 b3b6y13 1625.75 83.721 4238 2 813.38 3.00

|P07737|PROF1_HUMAN Profilin-1 11 TKSTGGAPTFNVTVTK 89 16 5 22.87 b7°b7b12y8y14 1608.86 45.912 8399 2 804.93 -0.99

|P07737|PROF1_HUMAN Profilin-1 12 EGVHGGLINKK 116 11 3 30.14 y3y4y7 1151.64 28.843 3087 3 384.55 -14.95

|P07737|PROF1_HUMAN Profilin-1 13 DSLLQDGEFSMDLRTK 75 16 3 22.77 b7y10y11 1854.88 80.976 2293 3 618.96 -6.58

|P07737|PROF1_HUMAN Profilin-1 14
Carbamidomethyl+C(16)

;Phosphoryl STY(6)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 11 69.42

b4y3y7y12y14y15y23y24y
25y27y30

3991.78 104.018 239646 4 998.70 -4.22

|P07737|PROF1_HUMAN Profilin-1 15 Phosphoryl STY() STGGAPTFNVTVTK 91 14 8 72.94

b10_H3PO4 b10_HPO3 
b10y4_HPO3 y4y7_HPO3 

y7y8y9y10y13_HPO3 
y13*y13

1459.68 136.412 1866 1 1459.68 6.44

|P07737|PROF1_HUMAN Profilin-1 16 VHGGLINKK 118 9 0 2.7 965.59 21.575 2097 2 483.30 -1.01

|P07737|PROF1_HUMAN Profilin-1 17 LVLLMGK 109 7 0 1.35 773.50 68.298 1683 2 387.25 4.73

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 19 112.19
b2b3b4b5y1y2*y2y3*y3y4
*y4y5°y5*y5y6y7y8y10*y1

0
1274.71 78.013 611373 2 637.86 -10.15

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 18 164.12
b2b3b4*b4b5*b5y2y3y4y5
y6y8y9y10y11y13y15y16

1776.97 91.348 393862 3 593.00 -12.43



|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VNVDEVGGEALGR 18 13 27 190.02

b2b3b4*b4b5*b5b6*b6b9b
11y2y3y4y6y7y8y9°y9y10°
y10y11°y11y12°y12*y12y1

3*y13

1314.67 50.178 372366 2 657.84 3.90

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 VLGAFSDGLAHLDNLK 67 16 17 131.73
b2b3y1y2y3y4y5y6y7y9y1
1y12°y12*y12y13y14y16

1669.87 75.882 357979 3 557.29 -14.62

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 EFTPPVQAAYQK 121 12 16 97.34
b1b2°b2b3°b3b4y1y2*y2y3

y4y5y8y9y10y12
1378.71 49.610 322847 2 689.86 4.87

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 FFESFGDLSTPDAVMGNPK 41 19 24 167.19
b2b3b4°b4b8b13b17y2y4*
y4y5y7y8°y8y9y10*y10y11

y12y14y15*y15y16y19
2058.95 81.438 317368 2 1029.98 3.32

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 VVAGVANALAHK 133 12 13 105.12
b2y2y3y4y5y6*y6y7*y7y8

y9y10y12
1149.67 41.357 144853 2 575.34 -1.81

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 15 113.28
b3°b3b4°b4b8y1y4y5y7y8y

9y10°y10y11y13
1478.70 53.208 127584 2 739.85 1.65

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 SAVTALWGK 9 9 6 72.26 b7y3y4y5y6y7 932.52 60.288 28719 1 932.52 -2.95

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 MVHLTPEEKSAVTALWGK 0 18 3 14.75 b5b10y16 1997.07 71.016 918662 2 999.04 9.23

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 Carbamidomethyl+C(11) GTFATLSELHCDKLHVDPENFR 83 22 6 55.93 y3y5y6y7y8y17 2586.22 66.910 202811 4 647.31 -9.82

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 SAVTALWGKVNVDEVGGEALGR 9 22 3 12.79 b4y8y13 2228.19 88.710 16006 3 743.40 12.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 AGVANALAHK 135 10 5 62.11 b3b4b6b8b9 951.53 41.362 84983 2 476.27 -6.99

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 0 4.95 1167.60 91.374 49250 2 584.30 -7.11

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 VAGVANALAHK 134 11 2 16.88 b3b5 1050.60 41.366 21964 2 525.81 -1.98

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 GAFSDGLAHLDNLK 69 14 1 7.28 b4 1457.75 75.908 19537 2 729.38 6.36

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 Carbamidomethyl+C(6) GNVLVCVLAHHFGK 107 14 2 13.91 b3b6 1550.81 91.357 16620 3 517.61 -13.54

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 1 7.28 b3 1280.69 91.332 8239 2 640.85 -2.76

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 Carbamidomethyl+C(9) FATLSELHCDK 85 11 4 27.06 b5b8b9°b9 1320.62 53.221 7583 3 440.88 -1.66

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 ANALAHK 138 7 1 7.44 b4 724.40 41.334 4545 1 724.40 -14.24

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(4) VLVCVLAHHFGK 109 12 0 4.95 1379.75 91.338 2474 2 690.38 -5.49

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 LAHHFGK 114 7 1 7.28 b5 809.43 91.364 1893 2 405.22 -14.33

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

23 Carbamidomethyl+C(1) CVLAHHFGK 112 9 0 4.95 1068.53 91.356 1794 3 356.85 -7.54

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

24 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 0 3.6 1460.68 53.193 21808 3 487.56 -2.09

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

25 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 0 4.95 1759.94 91.351 4317 4 440.74 -12.42

|P63261|ACTG_HUMAN Actin 1 AGFAGDDAPR 18 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P63261|ACTG_HUMAN Actin 2 EITALAPSTMK 315 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15



|P63261|ACTG_HUMAN Actin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 47 367.47

b2b3b4°b4b5b6°b6b7*b7b
8*b8b9b10*b10b11b13b14
b15°b15b17b28y2y3y4y5y
6y8y9y10y12*y12y13°y13y
14*y14y15y16y17y18°y18y
21y22*y22y23y24y25y28

3231.46 91.644 1492513 3 1077.83 0.83

|P63261|ACTG_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 34 244.12

b2°b2b3°b3b4°b4b6°b6b18
b26°b26b30y2y3y5y6y7y8y
9y10y11y12y14y15y16y20
y22y23y24y25°y25y26y28y

30

3183.59 79.352 1210757 4 796.65 -6.67

|P63261|ACTG_HUMAN Actin 5 AVFPSIVGRPR 28 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|P63261|ACTG_HUMAN Actin 6 DSYVGDEAQSKR 50 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P63261|ACTG_HUMAN Actin 7 DLYANTVLSGGTTMYPGIADR 291 21 25 193.84
b2b4b7b12b14b18°b18y1y
2y4y5y6y7y8°y8y9y11y12y
13y14°y14y16y17y18y21

2215.08 76.658 660153 2 1108.05 6.50

|P63261|ACTG_HUMAN Actin 8 GYSFTTTAER 196 10 18 116.96
b2b3°b3b5°b5b9y1y2°y2y3

y4°y4y5y6y7°y7y8y10
1132.52 41.823 633605 2 566.77 -3.66

|P63261|ACTG_HUMAN Actin 9 HQGVMVGMGQK 39 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P63261|ACTG_HUMAN Actin 10 QEYDESGPSIVHRK 359 14 19 134.71
b3°b3*b3b14y2y3y4y5y6°y
6y7y8y9y10°y10y11y12y14

*y14
1644.79 30.678 465849 3 548.93 -7.27

|P63261|ACTG_HUMAN Actin 11 DSYVGDEAQSK 50 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P63261|ACTG_HUMAN Actin 12 KDLYANTVLSGGTTMYPGIADR 290 22 36 263.78

b3b4b5b6b7°b7*b7b8°b8*
b8b9b11*b11b12b14°b14b
15b16°b16b22y1y2y3y4y5
y6y7y8y9y10y12y13°y13y1

4°y14y22

2343.16 68.065 301965 3 781.73 -0.94

|P63261|ACTG_HUMAN Actin 13 LDLAGRDLTDYLMK 177 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P63261|ACTG_HUMAN Actin 14 QEYDESGPSIVHR 359 13 12 89.81
y1y2y3y4y5y6y8y10°y10y1

1y13*y13
1516.69 36.606 191103 3 506.24 -8.05

|P63261|ACTG_HUMAN Actin 15 IIAPPERK 328 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P63261|ACTG_HUMAN Actin 16 Carbamidomethyl+C(1) CDVDIRK 284 7 13 77.38
b1b2°b2b3b4y2y3y4°y4y5y

6°y6y7
905.44 21.103 22589 2 453.22 -12.13

|P63261|ACTG_HUMAN Actin 17 YSVWIGGSILASLSTFQQMWISK 336 23 11 67.64
b3b4°b4b7b9b10y2y5y6y7

y23
2602.36 136.428 14063 3 868.12 8.26

|P63261|ACTG_HUMAN Actin 18
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 6 21.33 b4°b4b5b14y1y3 3253.62 136.574 5015 3 1085.21 4.35



|P63261|ACTG_HUMAN Actin 19 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 6 23.01 b4b12b14y7y14°y14 2550.19 96.330 3242 3 850.73 5.07

|P63261|ACTG_HUMAN Actin 20 Carbamidomethyl+C(17) MEEEIAALVIDNGSGMCK 0 18 3 23.67 y11y13y14 1966.90 86.427 2420 2 983.95 4.53

|P63261|ACTG_HUMAN Actin 21 YPIEHGIVTNWDDMEK 68 16 3 23.94 y3y8y11 1946.90 53.359 1950 3 649.64 1.38

|P63261|ACTG_HUMAN Actin 22 VAPEEHPVLLTEAPLNPK 95 18 33 263.71

b4b5b6b9b10b12°b12b13°
b13b16y3*y3y5*y5y6*y6y
7*y7y8*y8y9°y9*y9y10y11
y12y13y14*y14y15y16°y16

y17

1954.07 60.366 947764 2 977.54 4.12

|P63261|ACTG_HUMAN Actin 23 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 5 37.81 b5b6b7b14*b14 1835.85 90.433 3229 3 612.62 -2.06

|P63261|ACTG_HUMAN Actin 24
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 39 326.59

b3b6b7°b7b8b9*b9b10b11
*b11b12°b12*b12b14y4y5
y6y7y8y9*y9y10*y10y11y
12y13y14y15°y15y16y17*y
17y18y19y20y21*y21y22°y

22

3534.60 89.574 1689140 4 884.41 -7.87

|P63261|ACTG_HUMAN Actin 25 IKIIAPPER 326 9 7 73.5 b4b5y3°y3y4y5y6 1036.65 42.893 39897 2 518.83 1.88

|P63261|ACTG_HUMAN Actin 26
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILRLDLAGR
147 36 3 10.88 b8b10y5 3808.93 88.661 4957 5 762.59 -9.55

|P63261|ACTG_HUMAN Actin 27
Carbamidomethyl+C(17)

;Oxidation+M(16)
MEEEIAALVIDNGSGMCK 0 18 4 20.44 b5b17y4y16 1982.89 65.860 331379 3 661.64 1.97

|P63261|ACTG_HUMAN Actin 28 Oxidation+M() KDLYANTVLSGGTTMYPGIADR 290 22 3 12.79 b4y7y10 2359.15 61.951 6476 3 787.06 -3.83

|P63261|ACTG_HUMAN Actin 29 Oxidation+M()
HQGVMVGMGQKDSYVGDEAQS

K
39 22 8 39.91 b3b5b12y3*y3y7y13y14 2367.04 57.955 2278 3 789.68 -14.23

|P63261|ACTG_HUMAN Actin 30 YVGDEAQSKR 52 10 2 16.88 b4b9 1152.56 22.184 98315 2 576.78 -4.55
|P63261|ACTG_HUMAN Actin 31 VGDEAQSKR 53 9 3 34.4 b3b4b5 989.49 22.177 80783 2 495.25 -6.29
|P63261|ACTG_HUMAN Actin 32 PSIVHRK 366 7 3 15.07 b3°b3b6 836.50 30.670 57421 2 418.76 -7.59
|P63261|ACTG_HUMAN Actin 33 IAPPERK 329 7 0 1.35 810.47 25.341 34903 2 405.74 -10.84
|P63261|ACTG_HUMAN Actin 34 SIVGRPR 32 7 3 30.14 b3b5b6 784.48 55.022 17190 2 392.74 -4.59
|P63261|ACTG_HUMAN Actin 35 SFTTTAER 198 8 1 8 b3 912.44 41.821 11254 1 912.44 1.47
|P63261|ACTG_HUMAN Actin 36 DEAQSKR 55 7 5 16.88 b3°b3b5°b5*b5 833.41 22.206 3334 2 417.21 -2.05
|P63261|ACTG_HUMAN Actin 37 QEYDESGPSIVHR 359 13 0 3.6 1499.68 36.598 15257 3 500.57 6.35

|P60709|ACTB_HUMAN Actin 1 AGFAGDDAPR 18 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P60709|ACTB_HUMAN Actin 2 EITALAPSTMK 315 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15

|P60709|ACTB_HUMAN Actin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 47 367.47

b2b3b4°b4b5b6°b6b7*b7b
8*b8b9b10*b10b11b13b14
b15°b15b17b28y2y3y4y5y
6y8y9y10y12*y12y13°y13y
14*y14y15y16y17y18°y18y
21y22*y22y23y24y25y28

3231.46 91.644 1492513 3 1077.83 0.83

|P60709|ACTB_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 34 244.12

b2°b2b3°b3b4°b4b6°b6b18
b26°b26b30y2y3y5y6y7y8y
9y10y11y12y14y15y16y20
y22y23y24y25°y25y26y28y

30

3183.59 79.352 1210757 4 796.65 -6.67

|P60709|ACTB_HUMAN Actin 5 AVFPSIVGRPR 28 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38



|P60709|ACTB_HUMAN Actin 6 DSYVGDEAQSKR 50 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P60709|ACTB_HUMAN Actin 7 DLYANTVLSGGTTMYPGIADR 291 21 25 193.84
b2b4b7b12b14b18°b18y1y
2y4y5y6y7y8°y8y9y11y12y
13y14°y14y16y17y18y21

2215.08 76.658 660153 2 1108.05 6.50

|P60709|ACTB_HUMAN Actin 8 GYSFTTTAER 196 10 18 116.96
b2b3°b3b5°b5b9y1y2°y2y3

y4°y4y5y6y7°y7y8y10
1132.52 41.823 633605 2 566.77 -3.66

|P60709|ACTB_HUMAN Actin 9 HQGVMVGMGQK 39 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P60709|ACTB_HUMAN Actin 10 QEYDESGPSIVHRK 359 14 19 134.71
b3°b3*b3b14y2y3y4y5y6°y
6y7y8y9y10°y10y11y12y14

*y14
1644.79 30.678 465849 3 548.93 -7.27

|P60709|ACTB_HUMAN Actin 11 DSYVGDEAQSK 50 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P60709|ACTB_HUMAN Actin 12 KDLYANTVLSGGTTMYPGIADR 290 22 36 263.78

b3b4b5b6b7°b7*b7b8°b8*
b8b9b11*b11b12b14°b14b
15b16°b16b22y1y2y3y4y5
y6y7y8y9y10y12y13°y13y1

4°y14y22

2343.16 68.065 301965 3 781.73 -0.94

|P60709|ACTB_HUMAN Actin 13 LDLAGRDLTDYLMK 177 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P60709|ACTB_HUMAN Actin 14 QEYDESGPSIVHR 359 13 12 89.81
y1y2y3y4y5y6y8y10°y10y1

1y13*y13
1516.69 36.606 191103 3 506.24 -8.05

|P60709|ACTB_HUMAN Actin 15 IIAPPERK 328 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P60709|ACTB_HUMAN Actin 16 Carbamidomethyl+C(1) CDVDIRK 284 7 13 77.38
b1b2°b2b3b4y2y3y4°y4y5y

6°y6y7
905.44 21.103 22589 2 453.22 -12.13

|P60709|ACTB_HUMAN Actin 17 YSVWIGGSILASLSTFQQMWISK 336 23 11 67.64
b3b4°b4b7b9b10y2y5y6y7

y23
2602.36 136.428 14063 3 868.12 8.26

|P60709|ACTB_HUMAN Actin 18
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 6 21.33 b4°b4b5b14y1y3 3253.62 136.574 5015 3 1085.21 4.35

|P60709|ACTB_HUMAN Actin 19 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 6 23.01 b4b12b14y7y14°y14 2550.19 96.330 3242 3 850.73 5.07

|P60709|ACTB_HUMAN Actin 20 YPIEHGIVTNWDDMEK 68 16 3 23.94 y3y8y11 1946.90 53.359 1950 3 649.64 1.38
|P60709|ACTB_HUMAN Actin 21 GILTLK 62 6 8 64.18 b3b4°b4b5°b5y3y4°y4 644.43 52.004 217148 1 644.43 -1.42

|P60709|ACTB_HUMAN Actin 22 Carbamidomethyl+C(1) CDVDIR 284 6 9 64.18 b3°b3b4y3°y3y4°y4y5°y5 777.35 27.225 62597 2389.18 -7.77

|P60709|ACTB_HUMAN Actin 23 RGILTLK 61 7 5 48.87 b4b5°b5b6y4 800.52 45.087 392068 2 400.77 -13.95

|P60709|ACTB_HUMAN Actin 24 DSYVGDEAQSKR 50 12 11 98.13
b3b6y3y4°y4y5*y5y7*y7y9

y11
1354.61 21.628 138526 2 677.81 -9.82

|P60709|ACTB_HUMAN Actin 25 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
213 25 21 168.44

b10b11b12*b12b13b14b23
y3y4y5y6y9y10y11°y11y12

y14°y14y16°y16y17
2807.33 91.603 48951 2 1404.17 5.74

|P60709|ACTB_HUMAN Actin 26
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 8 27.23

b4b5b10°b10b14°b14y11°y
11

2602.24 107.327 14579 4 651.31 -10.51

|P60709|ACTB_HUMAN Actin 27 IIAPPERK 328 8 3 31.81 b3y6y7 923.57 36.048 12944 2 462.29 3.37



|P60709|ACTB_HUMAN Actin 28
YSVWIGGSILASLSTFQQMWISKQ

EYDESGPSIVHR
336 36 3 10.88 b4b15y11 4099.99 83.719 3376 3 1367.34 -7.26

|P60709|ACTB_HUMAN Actin 29
HQGVMVGMGQKDSYVGDEAQS

K
39 22 8 46.74

b3b10b11b12*b12b17y10y
12

2351.08 63.588 1894 3 784.37 2.28

|P60709|ACTB_HUMAN Actin 30 Phosphoryl STY() VAPEEHPVLLTEAPLNPK 95 18 3 14.75 b9b11y14 2034.03 59.189 11129 2 1017.52 5.34

|P60709|ACTB_HUMAN Actin 31 Oxidation+M()
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 6 24.35 b6b11b12°b12b22y6 3199.60 76.255 87813 4 800.65 -3.89

|P60709|ACTB_HUMAN Actin 32
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

;Oxidation+M()

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 4 21.48 b3b5b6y8 3247.47 86.715 51365 3 1083.16 5.04

|P60709|ACTB_HUMAN Actin 33 Oxidation+M() DLYANTVLSGGTTMYPGIADR 291 21 5 23.54 b9b10b15°b15y14 2231.08 76.446 36785 2 1116.04 7.55

|P60709|ACTB_HUMAN Actin 34 AGDDAPR 21 7 4 35.72 b3b4b5°b5 701.33 29.674 93233 1 701.33 6.18
|P60709|ACTB_HUMAN Actin 35 GPSIVHRK 365 8 3 15.07 b3°b3b6 893.53 30.673 82912 2 447.27 -3.28
|P60709|ACTB_HUMAN Actin 36 VFPSIVGRPR 29 10 0 2.7 1127.67 55.049 82638 2 564.34 0.54
|P60709|ACTB_HUMAN Actin 37 SGPSIVHRK 364 9 2 7.25 b3°b3 980.56 30.668 74478 2 490.78 -1.43
|P60709|ACTB_HUMAN Actin 38 FAGDDAPR 20 8 0 2.25 848.39 29.652 64797 2 424.70 -2.81
|P60709|ACTB_HUMAN Actin 39 GFAGDDAPR 19 9 1 8 b4 905.41 29.649 35919 2 453.21 2.43

|P60709|ACTB_HUMAN Actin 40
QIMFETFNTPAMYVAIQAVLSLYA

SGR
120 27 1 9.74 b12 3021.56 136.629 31395 3 1007.86 11.39

|P60709|ACTB_HUMAN Actin 41 TALAPSTMK 317 9 0 2.7 919.50 49.716 21316 1 919.50 4.78
|P60709|ACTB_HUMAN Actin 42 LAPSTMK 319 7 1 7.66 b4 747.41 49.734 15787 1 747.41 2.53
|P60709|ACTB_HUMAN Actin 43 MVGMGQK 43 7 0 2.7 750.37 31.943 12827 1 750.37 3.99
|P60709|ACTB_HUMAN Actin 44 YDESGPSIVHR 361 11 0 3.6 1259.59 36.639 4274 2 630.30 -6.20
|P60709|ACTB_HUMAN Actin 45 VGDEAQSK 53 8 3 18.19 b3°b3b6 833.40 24.399 3915 1 833.40 5.79
|P60709|ACTB_HUMAN Actin 46 YDESGPSIVHRK 361 12 1 7.25 b9 1387.69 30.692 2826 2 694.35 -7.57
|P60709|ACTB_HUMAN Actin 47 QEYDESGPSIVHRK 359 14 0 4.05 1626.77 30.684 25557 4 407.45 -8.70
|P60709|ACTB_HUMAN Actin 48 GYSFTTTAER 196 10 0 2.25 1114.52 41.847 16823 2 557.77 11.72

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 IQYQLVDISQDNALR 32 15 6 28 b4y2y4*y6y7y13 1775.91 69.569 82394 2 888.46 -11.07

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAV

EQNTLQEFLK
58 33 38 217.57

b2b6°b6b7*b7b8*b8b9b11
°b11*b11b12°b12b14°b14b
15b16y1y2y3y4°y4y5°y5y6
y7y8y9*y9y10*y10y11°y11

y12y13°y13y23y33

3815.83 116.634 47333 3 1272.61 4.22

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 VYSTSVTGSR 5 10 14 67.93
b2b5b8°b8y1y2y6°y6y7°y7

y8y9°y9y10
1056.53 26.411 42638 2 528.77 1.39

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 MSGLR 0 5 2 12.75 b4°b4 563.29 49.709 24734 1 563.29 -12.57

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

5 SQQSEVTR 18 8 6 46.31 b3*b3b4°b4y4y5 934.45 27.701 3234 2 467.73 -4.44

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

6 MSGLRVYSTSVTGSR 0 15 3 17.17 b7b9y4 1600.82 102.442 3253 2 800.91 3.20

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 HQGVMVGMGQK 40 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 LDLAGRDLTDYLMK 178 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 IIAPPERK 329 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05



|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 Carbamidomethyl+C(1) CDVDIRK 285 7 13 77.38
b1b2°b2b3b4y2y3y4°y4y5y

6°y6y7
905.44 21.103 22589 2 453.22 -12.13

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 YSVWIGGSILASLSTFQQMWISK 337 23 11 67.64
b3b4°b4b7b9b10y2y5y6y7

y23
2602.36 136.428 14063 3 868.12 8.26

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6 KDLYANTVLSGGSTMYPGIADR 291 22 7 37.68 b5b10b11y2y3y4y15 2329.13 79.326 4518 4 583.04 -8.60

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 Carbamidomethyl+C(2) DCYVGDEAQSKR 51 12 4 21.17 b10y5y8*y8 1427.63 38.731 2346 2 714.32 2.74

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8 Carbamidomethyl+C(2) LCYVALDFEQEMVR 216 14 6 37.87 b2b3b9b11y6y10 1772.83 111.147 2124 2 886.92 -5.16

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9
MTQIMFEAFNTPAMYVAIQAVLS

LYASGR
119 29 4 21.61 b3b4*b4y5 3223.60 71.838 9389 4 806.66 0.76

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 AGFGGDDAPR 19 10 7 39.43 b5b8°b8y7°y7y8°y8 962.44 27.148 7291 2 481.72 7.99

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11 IWYHTFYNELR 85 11 6 36.69 b9b10°b10y5°y5y10 1541.73 72.308 4351 3 514.58 -13.54

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12 DLYANTVLSGGSTMYPGIADR 292 21 5 20.53 b15°b15y8y10y16 2201.09 63.846 2958 3 734.37 17.97

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 AVFPSMIGRPR 29 11 4 23.16 b6y7°y7y10 1230.66 55.201 2663 3 410.89 -15.87

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14 Carbamidomethyl+C(17) TDNELSALVVDNGSGMCK 1 18 7 29.21 b5b7y3y12*y12y14*y14 1909.86 86.234 2436 2 955.43 -0.96

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15 GYNFTTTAER 197 10 7 53.43 b5°b5b6b7°b7y5y9 1159.56 23.509 2376 2 580.28 17.58

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

16 GVLTLKYPIEHGVVTNWDDMEK 63 22 4 34.55 b3b4y12y13 2544.26 68.576 238613 3 848.76 -9.21

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

17
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 5 22.4 b8y5°y5y6y11 2588.28 76.913 6257 2 1294.64 11.60

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

18 ILTERGYNFTTTAER 192 15 4 23.19 b12*b12y6y7 1771.89 102.603 6121 2 886.45 -1.93

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

19 Carbamidomethyl+C(2) LCYVALDFEQEMVRAAASSSPER 216 23 4 12.44 b4b10°b10y6 2629.25 95.393 2488 4 658.07 2.51

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

20 KDLYANTVLSGGSTMYPGIADR 291 22 4 19.3 y7y14°y14y21 2329.14 87.587 2177 2 1165.07 -5.24

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

21 Carbamidomethyl+C(4) EKLCYVALDFEQEMVR 214 16 12 60.46
b5b7b11y7°y7y8°y8y10*y1

0y11°y11*y11
2029.94 128.367 1811 2 1015.48 -13.83

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

22 Phosphoryl STY(4) EIITLAPSTMK 316 11 3 30.14 y5_H3PO4 y5y6y9 1283.62 90.521 2053 2 642.31 -0.57

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

23
Carbamidomethyl+C(13)

;Oxidation+M(8)
HQGVMVGMGQKDCYVGDEAQS

K
40 22 5 34.56 b3b4b5y5°y5 2440.07 37.220 2984 5 488.82 -0.70

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

24
Carbamidomethyl+C(1);

Oxidation+M(27)
CPEAIFQPSFLGIESSGIHETTFNSI

MK
257 28 6 16.47 b5y8*y8y10y12°y12 3156.46 94.379 1524 3 1052.83 -12.14

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

25 KDLYANTVLSG 291 11 1 8.09 y3 1180.61 79.278 10323 2 590.81 -6.41

|P62736|ACTA_HUMAN Actin 1 AGFAGDDAPR 20 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P62736|ACTA_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 35 208.62

b2b3b6b8b9°b9b11°b11*b
11b13*b13b14b16*b16y1y
2°y2y3y4y5°y5y6y7*y7y8*
y8y12y13°y13*y13y14y15*

y15y16*y16

1960.90 65.857 2453544 3 654.31 -4.30

|P62736|ACTA_HUMAN Actin 3 EITALAPSTMK 317 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15

|P62736|ACTA_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38



|P62736|ACTA_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P62736|ACTA_HUMAN Actin 6 HQGVMVGMGQK 41 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P62736|ACTA_HUMAN Actin 7 DSYVGDEAQSK 52 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P62736|ACTA_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P62736|ACTA_HUMAN Actin 9 IIAPPERK 330 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P62736|ACTA_HUMAN Actin 10 YSVWIGGSILASLSTFQQMWISK 338 23 11 67.64
b3b4°b4b7b9b10y2y5y6y7

y23
2602.36 136.428 14063 3 868.12 8.26

|P62736|ACTA_HUMAN Actin 11 Oxidation+M() YPIEHGIITNWDDMEK 70 16 3 16.24 b5y11y13 1976.91 66.662 13967 3 659.64 -0.19

|P62736|ACTA_HUMAN Actin 12
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 217 23 3 12.44 b3b5y14 2552.16 98.179 9799 3 851.39 2.87

|P62736|ACTA_HUMAN Actin 13 Oxidation+M(1) MQKEITALAPSTMK 314 14 4 30.05 b8b11b13y7 1564.82 105.179 5259 2 782.91 6.40

|P62736|ACTA_HUMAN Actin 14 Oxidation+M() KDLYANNVLSGGTTMYPGIADR 292 22 3 12.79 b14y7y18 2372.17 91.463 2857 3 791.39 5.76

|P68032|ACTC_HUMAN Actin 1 AGFAGDDAPR 20 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P68032|ACTC_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 35 208.62

b2b3b6b8b9°b9b11°b11*b
11b13*b13b14b16*b16y1y
2°y2y3y4y5°y5y6y7*y7y8*
y8y12y13°y13*y13y14y15*

y15y16*y16

1960.90 65.857 2453544 3 654.31 -4.30

|P68032|ACTC_HUMAN Actin 3 EITALAPSTMK 317 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15

|P68032|ACTC_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|P68032|ACTC_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P68032|ACTC_HUMAN Actin 6 HQGVMVGMGQK 41 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P68032|ACTC_HUMAN Actin 7 DSYVGDEAQSK 52 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P68032|ACTC_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P68032|ACTC_HUMAN Actin 9 IIAPPERK 330 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P68032|ACTC_HUMAN Actin 10 YSVWIGGSILASLSTFQQMWISK 338 23 11 67.64
b3b4°b4b7b9b10y2y5y6y7

y23
2602.36 136.428 14063 3 868.12 8.26



|P68032|ACTC_HUMAN Actin 11
YSVWIGGSILASLSTFQQMWISKQ

EYDEAGPSIVHR
338 36 4 23.77 b3b15y10y11 4084.02 116.184 2322 6 681.51 -1.91

|P68032|ACTC_HUMAN Actin 12
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 6 24.21 b4b10y4°y4y5y24 3268.40 104.161 31690 3 1090.14 -9.71

|P68032|ACTC_HUMAN Actin 13 Phosphoryl STY() MQKEITALAPSTMK 314 14 3 18.27 b9b11y10 1628.76 31.184 1874 2 814.88 -5.55

|P68133|ACTS_HUMAN Actin 1 AGFAGDDAPR 20 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P68133|ACTS_HUMAN Actin 2 YPIEHGIITNWDDMEK 70 16 35 208.62

b2b3b6b8b9°b9b11°b11*b
11b13*b13b14b16*b16y1y
2°y2y3y4y5°y5y6y7*y7y8*
y8y12y13°y13*y13y14y15*

y15y16*y16

1960.90 65.857 2453544 3 654.31 -4.30

|P68133|ACTS_HUMAN Actin 3 EITALAPSTMK 317 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15

|P68133|ACTS_HUMAN Actin 4 AVFPSIVGRPR 30 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|P68133|ACTS_HUMAN Actin 5 DSYVGDEAQSKR 52 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P68133|ACTS_HUMAN Actin 6 HQGVMVGMGQK 41 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P68133|ACTS_HUMAN Actin 7 DSYVGDEAQSK 52 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P68133|ACTS_HUMAN Actin 8 LDLAGRDLTDYLMK 179 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P68133|ACTS_HUMAN Actin 9 IIAPPERK 330 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P68133|ACTS_HUMAN Actin 10 IWHHTFYNELR 86 11 10 78.91 b3b9°b9y3y4y5y7y8°y8*y8 1515.73 55.131 131605 3 505.91 -14.98

|P68133|ACTS_HUMAN Actin 11 IIAPPER 330 7 6 51.88 y3y4y5°y5y6°y6 795.46 32.108 73905 2 398.24 -10.44

|P68133|ACTS_HUMAN Actin 12 SYELPDGQVITIGNER 240 16 21 128.66
b6b7b8b9°b9b10°b10*b10
b11°b11b12b14°b14y3°y3*

y3y5y9y11°y11*y11
1790.88 70.423 46537 3 597.63 -8.11

|P68133|ACTS_HUMAN Actin 13 DLYANNVMSGGTTMYPGIADR 293 21 4 23.54 b8y10y14y15 2246.07 76.425 28320 2 1123.54 21.31

|P68133|ACTS_HUMAN Actin 14 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 3 12.44 b8y4y6 2536.18 100.116 3945 2 1268.59 7.60

|P68133|ACTS_HUMAN Actin 15 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 7 21.48 b9°b9y6y8y9°y9*y9 3188.54 125.679 3860 3 1063.52 19.37

|P68133|ACTS_HUMAN Actin 16
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNS
IMKCDIDIR

258 34 5 25.1 b8b12b13*b13b18 3960.84 95.112 190150 4 990.96 2.22

|P68133|ACTS_HUMAN Actin 17
DLYANNVMSGGTTMYPGIADRM

QK
293 24 9 62.95 b3°b3b4b5b6b8y5y9y10 2633.25 100.153 17081 3878.42 14.93

|P68133|ACTS_HUMAN Actin 18
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 5 21.49 b4b5°b5y6°y6 3457.69 125.729 2971 3 1153.24 14.33

|P68133|ACTS_HUMAN Actin 19 Carbamidomethyl+C(4)
EKLCYVALDFENEMATAASSSSLE

K
215 25 3 11.89 b5b13y10 2793.33 79.262 2479 2 1397.17 10.49



|P68133|ACTS_HUMAN Actin 20 Oxidation+M() DLTDYLMK 185 8 3 34.82 b4b6y5 1014.49 69.740 15546 2 507.75 5.29

|P68133|ACTS_HUMAN Actin 21 Oxidation+M() DLYANNVMSGGTTMYPGIADR 293 21 5 23.54 b3y4y6y7°y7 2262.05 108.980 1691 3 754.69 12.95

|P63267|ACTH_HUMAN Actin 1 AGFAGDDAPR 19 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|P63267|ACTH_HUMAN Actin 2 YPIEHGIITNWDDMEK 69 16 35 208.62

b2b3b6b8b9°b9b11°b11*b
11b13*b13b14b16*b16y1y
2°y2y3y4y5°y5y6y7*y7y8*
y8y12y13°y13*y13y14y15*

y15y16*y16

1960.90 65.857 2453544 3 654.31 -4.30

|P63267|ACTH_HUMAN Actin 3 EITALAPSTMK 316 11 23 119.37
b1b2°b2b3°b3b4°b4b6y1y2
y3°y3y4°y4y5°y5y6°y6y7y8

y9°y9y11
1161.62 49.700 1560449 2 581.31 3.15

|P63267|ACTH_HUMAN Actin 4 AVFPSIVGRPR 29 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|P63267|ACTH_HUMAN Actin 5 DSYVGDEAQSKR 51 12 38 191.33

b1b2°b2b3°b3b4b7°b7b8b9
b10y1y2y3°y3y4°y4*y4y5°
y5*y5y6°y6*y6y7°y7*y7y8
°y8*y8y9°y9*y9y10°y10y1

1y12*y12

1354.62 22.176 672819 2 677.81 -3.87

|P63267|ACTH_HUMAN Actin 6 HQGVMVGMGQK 40 11 27 193.89
b1b2*b2b3b4b5b6*b6b7b8
*b8b9b10y1y2*y2y3*y3y4
*y4y5y6y7y9y10*y10y11

1171.57 31.981 467461 2 586.29 0.52

|P63267|ACTH_HUMAN Actin 7 DSYVGDEAQSK 51 11 28 168.4

b2°b2b3°b3b6b8b9b10y2°y
2y3°y3*y3y4°y4*y4y5°y5*
y5y6*y6y7y8°y8y9*y9y10y

11

1198.53 24.413 318859 2 599.77 4.79

|P63267|ACTH_HUMAN Actin 8 LDLAGRDLTDYLMK 178 14 10 54.29
b2b3b12y1y2y3y4y11y12y

14
1623.82 77.782 226010 3 541.94 -13.23

|P63267|ACTH_HUMAN Actin 9 IIAPPERK 329 8 13 73.06
b2b3y1y2y3°y3y4°y4y5°y5

y6y7y8
923.56 25.342 126049 2 462.28 -10.05

|P63267|ACTH_HUMAN Actin 10 Phosphoryl STY() EITALAPSTMK 316 11 5 48.65 b6b7y6y7y9 1241.56 28.723 5615 2 621.28 -12.29
|P63267|ACTH_HUMAN Actin 11 EITALAPSTMK 316 11 0 2.7 1143.61 49.714 84958 2 572.31 4.48
|P63267|ACTH_HUMAN Actin 12 DSYVGDEAQSKR 51 12 3 20.86 b5b6°b6 1337.60 22.196 26853 3 446.54 5.66
|P63267|ACTH_HUMAN Actin 13 AGFAGDDAPR 19 10 2 8 b8°b8 958.43 29.629 26318 2 479.72 -0.64

|P37802|TAGL2_HUMAN Transgelin-2 1 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 20 120.88
b2b3°b3b4°b4b11*b11b22
y2y3y4y5y8y9y10y11y12y

14y18y22
2415.25 104.783 261653 3 805.75 -4.35

|P37802|TAGL2_HUMAN Transgelin-2 2 YGINTTDIFQTVDLWEGK 102 18 24 173.73
b2b3b4b5b13°b13b15b16b
18y2y3°y3y4y5°y5y6y8y9*

y9y10y12y13y14y18
2100.03 99.871 212965 2 1050.52 2.91

|P37802|TAGL2_HUMAN Transgelin-2 3 TLMNLGGLAVAR 127 12 12 94.33
b2b3b4°b4y2y4y6y7y8y9y1

0y12
1215.69 72.241 196317 2 608.35 -0.70

|P37802|TAGL2_HUMAN Transgelin-2 4 DDGLFSGDPNWFPKK 139 15 10 41.2
b2b3°b3b4y1y3y7*y7y11*

y11
1722.80 75.929 132157 3 574.94 -5.74

|P37802|TAGL2_HUMAN Transgelin-2 5 IQASTMAFK 79 9 10 59.51 b6°b6y1y2y3y5y6°y6y7y9 996.52 44.980 124214 2 498.76 -0.25

|P37802|TAGL2_HUMAN Transgelin-2 6 DDGLFSGDPNWFPK 139 14 9 42.51 b2b3b4y2y6y9*y9y10y14 1594.72 86.522 117945 2 797.87 4.36

|P37802|TAGL2_HUMAN Transgelin-2 7 QMEQISQFLQAAER 88 14 20 148.55
b3°b3*b3b4°b4*b4b5*b5b
14y3y4y5*y5y6y7y9y10y1

1y12y14
1678.83 79.812 114177 2 839.92 2.47

|P37802|TAGL2_HUMAN Transgelin-2 8 NFSDNQLQEGK 160 11 10 68.38
b2*b2b9y2y5y7y8y9y10y1

1
1279.59 35.167 101159 2 640.30 2.29



|P37802|TAGL2_HUMAN Transgelin-2 9 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 8 23.05 b2*b2b20y2y6y8y9y20 2522.27 107.415 88020 3 841.43 -2.13

|P37802|TAGL2_HUMAN Transgelin-2 10 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 24 153.55
b2b8b9b10b11b12°b12b19
y1y2y3*y3y4°y4y5y6y7°y7

y8*y8y9y10°y10y19
2394.17 114.883 68596 3 798.73 -1.53

|P37802|TAGL2_HUMAN Transgelin-2 11 GPAYGLSR 4 8 4 34.82 b3y4y7y8 820.43 31.945 37273 2 410.72 -5.65

|P37802|TAGL2_HUMAN Transgelin-2 12 NVIGLQMGTNR 171 11 7 39.88 b2b3y4y8°y8y10y11 1202.63 53.814 30180 2 601.82 -4.16

|P37802|TAGL2_HUMAN Transgelin-2 13 GASQAGMTGYGMPR 182 14 3 18.27 b13y7y9 1383.62 43.933 19290 2 692.31 4.32

|P37802|TAGL2_HUMAN Transgelin-2 14 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVK 57 21 4 23.54 b7y3y4y8 2287.17 111.376 8064 2 1144.09 3.52

|P37802|TAGL2_HUMAN Transgelin-2 15 DVGRPQPGRENFQNWLK 40 17 8 51.08 b6°b6b7°b7b8y7y11y13 2041.03 71.031 58470 3 681.01 -3.95

|P37802|TAGL2_HUMAN Transgelin-2 16
NVIGLQMGTNRGASQAGMTGYG

MPR
171 25 3 22.38 b3b4b12 2567.23 84.979 2944 3 856.42 1.14

|P37802|TAGL2_HUMAN Transgelin-2 17 Phosphoryl STY(10) GASQAGMTGYGMPR 182 14 12 53.71
b4°b4*b4b5*b5b8°b8b10_

H3PO4 
b10y12°y12y13*y13

1463.59 16.247 632740 3 488.53 11.59

|P37802|TAGL2_HUMAN Transgelin-2 18
Carbamidomethyl+C(18)

;Phosphoryl STY(15)
QYDADLEQILIQWITTQCRK 20 20 4 13.63 b3b13y7°y7 2602.26 100.581 2128 2 1301.63 13.13

|P37802|TAGL2_HUMAN Transgelin-2 19 Oxidation+M(2) QMEQISQFLQAAER 88 14 3 23.71 b9b10y7 1694.83 96.437 188340 2 847.92 5.47

|P37802|TAGL2_HUMAN Transgelin-2 20 Oxidation+M(7) GASQAGMTGYGMPR 182 14 3 18.27 b8b10y6 1399.62 104.205 3407 1 1399.62 9.68

|P37802|TAGL2_HUMAN Transgelin-2 21 FSGDPNWFPKK 143 11 0 4.5 1322.67 75.933 15488 2 661.84 11.81

|P37802|TAGL2_HUMAN Transgelin-2 22 PEGQAPVKK 70 9 5 36.03 b3b4b5°b5b8 953.54 104.804 5750 2 477.27 -5.50

|P37802|TAGL2_HUMAN Transgelin-2 23 NALYPEGQAPVKK 66 13 0 7.64 1414.78 104.853 3546 2 707.89 5.09

|P37802|TAGL2_HUMAN Transgelin-2 24 GDPNWFPKK 145 9 0 4.5 1088.56 75.935 2846 2 544.78 7.51

|P35579|MYH9_HUMAN Myosin-9 1 LQQELDDLLVDLDHQR 1417 16 23 154.12
b2*b2b3*b3b6y1y2*y2y3*
y3y4y5y6y7*y7y8y10y11y

12y13y14*y14y16
1949.97 84.903 419395 3 650.66 -10.02

|P35579|MYH9_HUMAN Myosin-9 2 IMGIPEEEQMGLLR 327 14 8 59.73 b2b3b4y4y8y10y12y14 1615.82 77.185 262410 2 808.41 1.89

|P35579|MYH9_HUMAN Myosin-9 3 IAEFTTNLTEEEEK 1000 14 18 151.97
b2b3b9°b9b12b13y4y5y6y
7y8y10y11y12°y12*y12y13

y14
1653.79 56.460 246253 2 827.40 5.54

|P35579|MYH9_HUMAN Myosin-9 4 IIGLDQVAGMSETALPGAFK 617 20 15 101.73
b1b2b3b4b5b15y2y3y4y5y

6y7y13y16y20
2018.07 89.221 245058 2 1009.54 2.84

|P35579|MYH9_HUMAN Myosin-9 5 QLLQANPILEAFGNAK 209 16 28 174.36

b2*b2b3*b3b4*b4b5*b5b6
*b6b16y1y2y4y5y6y7°y7*y
7y8y10y11y12y13*y13y14

*y14y16

1726.95 90.461 238751 2 863.98 0.78

|P35579|MYH9_HUMAN Myosin-9 6 VSHLLGINVTDFTR 373 14 13 107.5
b1b3°b3b5b6y3y4y5y6y7y

9y10y14
1571.84 74.308 221394 3 524.62 -11.26

|P35579|MYH9_HUMAN Myosin-9 7 IAQLEEQLDNETK 1815 13 15 125.23
b3b4b6b9b10b11y5y6y9y1

0*y10y11*y11y13*y13
1530.77 50.737 209369 2 765.89 3.11

|P35579|MYH9_HUMAN Myosin-9 8 EEVGEEAIVELVENGKK 47 17 14 124.4
b2°b2b8b9y4y5y6y7y8y9y1

0y14y15y17
1871.95 74.890 201925 3 624.65 -7.17



|P35579|MYH9_HUMAN Myosin-9 9 DFSALESQLQDTQELLQEENR 1301 21 16 72.46
b2b3°b3b14y2y3°y3y4°y4y

5°y5y6y8y11y15y21
2493.19 90.886 181882 2 1247.10 5.97

|P35579|MYH9_HUMAN Myosin-9 10 IAQLEEELEEEQGNTELINDR 1730 21 12 89.5
b3b9b11y3*y3y4y5y6y7y1

0y11y21
2472.18 70.054 180930 3 824.73 0.69

|P35579|MYH9_HUMAN Myosin-9 11 TQLEELEDELQATEDAK 1538 17 23 178.33
b2*b2b4b5b9b11°b11b13b
14y2y3y4y5y6y8y9°y9y11y

12y13°y13y15y17
1961.93 78.129 173219 2 981.47 5.48

|P35579|MYH9_HUMAN Myosin-9 12 LDPHLVLDQLR 682 11 8 79.18 y3y4*y4y5y6y7y9y11 1318.74 70.486 163228 2 659.88 -3.15

|P35579|MYH9_HUMAN Myosin-9 13 DELADEIANSSGK 1703 13 13 106.85
b2b3b4y2y3y4°y4y5y8y9y1

0y11y13
1348.63 48.717 161195 2 674.82 3.80

|P35579|MYH9_HUMAN Myosin-9 14 ELESQISELQEDLESER 1107 17 25 195.85
b2b3°b3b5b6°b6*b6b7b12°
b12b13y1y3y4y5y6y7y8*y

8y9y10y11y12y14y17
2033.96 78.721 155503 2 1017.49 6.72

|P35579|MYH9_HUMAN Myosin-9 15 VIQYLAYVASSHK 186 13 9 60.25 b1b2b12y5y6y7°y7y8y10 1478.79 60.896 152409 3 493.60 -9.08

|P35579|MYH9_HUMAN Myosin-9 16 LTEMETLQSQLMAEK 867 15 13 88.21
b3b4b7b13b14y1y3y4y11°

y11y12°y12y15
1751.86 72.653 152040 2 876.43 1.88

|P35579|MYH9_HUMAN Myosin-9 17 VEAQLQELQVK 1249 11 15 112.64
b2b3b4b8b9y1y2y3*y3y5y

7y8y9*y9y11
1284.72 52.451 147521 2 642.86 0.86

|P35579|MYH9_HUMAN Myosin-9 18 LQVELDNVTGLLSQSDSK 1277 18 16 101.72
b2*b2b3b4y2y4y6y7y12y1
3y14y15y16*y16y18*y18

1946.02 80.314 139729 2 973.51 4.96

|P35579|MYH9_HUMAN Myosin-9 19 ANLQIDQINTDLNLER 1754 16 16 112.9
b2*b2b3b12*b12b13b14y4
y5y6y8y11y12°y12y13y16

1869.97 71.560 135785 2 935.49 3.98

|P35579|MYH9_HUMAN Myosin-9 20 ALEQQVEEMK 1528 10 22 109.18
b2b3b4°b4b8°b8*b8y2y3°y
3y4°y4y5y6°y6*y6y7°y7*y

7y8*y8y10
1204.59 44.891 126397 2 602.80 4.05

|P35579|MYH9_HUMAN Myosin-9 21 LEVNLQAMK 1557 9 11 78.28
b2y1y3y4*y4y5y6*y6y7y8

y9
1045.57 57.290 122293 2 523.29 -3.62

|P35579|MYH9_HUMAN Myosin-9 22 NTNPNFVR 662 8 12 31.81
b1*b1b2°b2b5*b5y2y5*y5

y6*y6y8
961.48 31.100 115220 2 481.25 -0.06

|P35579|MYH9_HUMAN Myosin-9 23 MQQNIQELEEQLEEEESAR 940 19 27 202.68

b2*b2b3b4b5*b5b6b7b9*b
9b11*b11y2y3y4°y4y5y7y8
y9y11y12y13y14*y14y17y

19

2333.08 74.380 113878 2 1167.05 11.82

|P35579|MYH9_HUMAN Myosin-9 24 TEMEDLMSSKDDVGK 1503 15 9 42 b2°b2b10y3y8y9°y9y10y15 1684.73 50.407 106638 3 562.25 -6.67

|P35579|MYH9_HUMAN Myosin-9 25 ASITALEAK 1806 9 5 37.03 y2y5y6y8y9 903.51 41.302 105252 2 452.26 -5.88

|P35579|MYH9_HUMAN Myosin-9 26 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 20 187.46
b3°b3b4b5b6b7b8b12y3*y
3y5y7°y7y8y9y10*y10y12y

13y14
1760.84 54.228 99558 2 880.92 1.87

|P35579|MYH9_HUMAN Myosin-9 27 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 8 35.44 b3b5y2y4y5y10y13y20 2286.10 79.023 99109 3 762.70 -5.23

|P35579|MYH9_HUMAN Myosin-9 28 ALELDSNLYR 745 10 14 84.48
b2b8y1y2y3y4y5*y5y6y8°y

8*y8y9y10
1193.62 59.158 90703 2 597.31 1.53

|P35579|MYH9_HUMAN Myosin-9 29 YEILTPNSIPK 720 11 5 23.16 b2b9y6y9y11 1274.70 61.750 895342 637.86 2.97

|P35579|MYH9_HUMAN Myosin-9 30 ELEDATETADAMNR 1898 14 9 72.94
b11y2y3y6y9y10y11y12y1

4
1565.68 42.298 87787 2 783.35 5.85

|P35579|MYH9_HUMAN Myosin-9 31 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 10 78.91 b3b7y1y2y3y4y5y7y8y11 1294.62 58.016 86162 2 647.81 -2.45

|P35579|MYH9_HUMAN Myosin-9 32 KEEELQAALAR 1080 11 12 81.92
b2°b2b3°b3b8y4y5y7y9y10

*y10y11
1257.68 41.624 81195 2 629.34 0.29

|P35579|MYH9_HUMAN Myosin-9 33 VVFQEFR 711 7 8 51.88 b1y2y3y4°y4y5y6y7 924.49 54.933 78206 2 462.75 -4.75



|P35579|MYH9_HUMAN Myosin-9 34 Carbamidomethyl+C(1) CNGVLEGIR 693 9 10 59.51 b1b2*b2b4y3y4y5y7y9*y9 1017.51 47.905 75078 2 509.26 -1.50

|P35579|MYH9_HUMAN Myosin-9 35 QIATLHAQVADMK 1357 13 15 76.01
b8°b8*b8y1y3y6*y6y7°y7*

y7y8y10y11y13*y13
1425.75 45.879 73816 3 475.92 -1.54

|P35579|MYH9_HUMAN Myosin-9 36 AGVLAHLEEER 764 11 7 50.87 b3y2y4y5y6y8y11 1223.64 48.935 70232 2 612.32 -0.70

|P35579|MYH9_HUMAN Myosin-9 37 NFINNPLAQADWAAK 14 15 8 49.18 b2b3b13y8y10y11y12y15 1672.85 77.578 67550 2 836.93 1.68

|P35579|MYH9_HUMAN Myosin-9 38 QLEEAEEEAQR 1877 11 14 104.67
b11y3y4y5°y5y6y7°y7y8°y

8y9°y9y10y11
1331.61 28.371 61568 2 666.31 0.18

|P35579|MYH9_HUMAN Myosin-9 39 SMEAEMIQLQEELAAAER 1676 18 23 192.5
b2b3b7b12b13°b13b15y1y
2y3y4y5y6y7y8°y8y9*y9y1

0y11y12y13y14
2048.95 93.219 55962 3 683.65 -7.15

|P35579|MYH9_HUMAN Myosin-9 40
FLSNGHVTIPGQQDKDMFQETME

AMR
301 26 17 86.4

b2b6°b6b13b21*b21y2y3y
4°y4y5y6y7y9y10y12y26

3010.39 76.180 54513 4 753.35 0.81

|P35579|MYH9_HUMAN Myosin-9 41 THEAQIQEMR 1181 10 28 155.2
b1b2°b2b3°b3b4b5°b5b6°b
6*b6b7*b7y1y2y3°y3y4*y
4y5°y5y6*y6y7*y7y8y9y10

1242.59 27.758 51585 2 621.80 -0.29

|P35579|MYH9_HUMAN Myosin-9 42 FDQLLAEEK 1445 9 8 43.24 b2b6*b6b7y2y5y6y9 1092.56 49.312 48659 2 546.78 1.12

|P35579|MYH9_HUMAN Myosin-9 43 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 5 28 b4y8y10y13y15 1696.75 52.933 46439 2 848.88 6.40

|P35579|MYH9_HUMAN Myosin-9 44 TELEDTLDSTAAQQELR 1145 17 5 22.43 b13y6*y6y7y17 1919.93 60.669 44923 2 960.47 6.42

|P35579|MYH9_HUMAN Myosin-9 45 Carbamidomethyl+C(7) MEDSVGCLETAEEVKR 1372 16 12 68.13
b2b5b11b12y1y2y4y7y8y1

0y11y16
1852.84 47.752 44863 3 618.28 -3.23

|P35579|MYH9_HUMAN Myosin-9 46 NTDQASMPDNTAAQK 358 15 32 165.46

b1*b1b2*b2b3b7°b7*b7b1
1y1y3*y3y4*y4y5*y5y6*y
6y7y8*y8y9°y9y10°y10*y1
0y11°y11y12*y12y13y15

1591.70 25.342 40181 2 796.36 0.69

|P35579|MYH9_HUMAN Myosin-9 47 VKPLLQVSR 833 9 5 37.03 y2y4y5y7y9 1039.66 42.600 38767 2 520.33 -0.23
|P35579|MYH9_HUMAN Myosin-9 48 VISGVLQLGNIVFK 341 14 3 26.85 y3y6y12 1486.90 94.031 36771 2 743.95 -0.25

|P35579|MYH9_HUMAN Myosin-9 49 LEGDSTDLSDQIAELQAQIAELK 1052 23 14 64.44
b2b4b7b13b14b15*b15b19

y1y2y4y5y8y23
2487.26 100.759 36116 2 1244.13 4.22

|P35579|MYH9_HUMAN Myosin-9 50 NLPIYSEEIVEMYK 125 14 6 37.87 b4b7y4y10y12y14 1727.87 81.250 32607 2 864.44 6.29
|P35579|MYH9_HUMAN Myosin-9 51 LQKDLEGLSQR 1389 11 4 34.92 y4y6y9y11 1286.73 29.391 21439 3429.58 14.61

|P35579|MYH9_HUMAN Myosin-9 52 FLSNGHVTIPGQQDK 301 15 8 50.45 y3°y3y5°y5y6y7y13y15 1640.83 48.576 21278 3 547.62 -3.94

|P35579|MYH9_HUMAN Myosin-9 53 HSQAVEELAEQLEQTK 1193 16 8 36.01 b1b6b7b9*b9b13y2y10 1839.90 65.629 16017 3 613.97 -2.92

|P35579|MYH9_HUMAN Myosin-9 54 EMEAELEDER 1592 10 6 50.22 b2y5y6y7y8y10 1250.54 39.550 9181 1 1250.54 12.40

|P35579|MYH9_HUMAN Myosin-9 55 TLEEEAK 1174 7 11 48.87
b2°b2b3°b3b7°b7y2y3y4°y

4y5
819.41 25.375 5449 2 410.21 -1.64

|P35579|MYH9_HUMAN Myosin-9 56 HEAMITDLEER 1024 11 5 36.69 b6b9y6y7y11 1343.63 61.987 2586 2 672.32 3.72
|P35579|MYH9_HUMAN Myosin-9 57 LQQLFNHTMFILEQEEYQR 475 19 4 14.15 b2b8b11y5 2467.24 102.660 2427 3 823.08 11.97

|P35579|MYH9_HUMAN Myosin-9 58 Carbamidomethyl+C(4) QSACNLEK 1433 8 7 31.81 b6y2y4*y4y5y8*y8 949.45 25.276 2184 2 475.23 9.19

|P35579|MYH9_HUMAN Myosin-9 59 Carbamidomethyl+C(8) LQAQMKDCMR 1642 10 4 39.43 b5b8y5y6 1280.59 37.190 2107 2 640.80 -1.62

|P35579|MYH9_HUMAN Myosin-9 60 IAQLEEQLDNETKER 1815 15 3 17.17 b9y7y9 1815.90 83.581 2026 2 908.45 -3.43
|P35579|MYH9_HUMAN Myosin-9 61 NRDEAIK 1631 7 7 36.13 b1*b1b3°b3b7y5y6 845.44 21.567 1534 1 845.44 -12.49
|P35579|MYH9_HUMAN Myosin-9 62 SGFEPASLK 38 9 3 37.03 y4y5y8 935.48 45.396 51479 2 468.24 -1.57
|P35579|MYH9_HUMAN Myosin-9 63 TFHIFYYLLSGAGEHLK 272 17 6 24.8 b4°b4b9°b9b12y11 1995.99 65.086 32352 3 666.00 -21.28
|P35579|MYH9_HUMAN Myosin-9 64 LMATLR 656 6 2 25.94 y4y5 704.40 39.216 22446 2 352.71 -11.61
|P35579|MYH9_HUMAN Myosin-9 65 LEAR 1726 4 2 25.04 b3y3 488.29 63.763 20691 1 488.29 11.44
|P35579|MYH9_HUMAN Myosin-9 66 DYVQK 398 5 1 12.75 b3 652.33 31.945 14495 1 652.33 -6.74
|P35579|MYH9_HUMAN Myosin-9 67 ALSLAR 1477 6 1 13.2 y4 630.40 33.750 8904 1 630.40 2.81



|P35579|MYH9_HUMAN Myosin-9 68 DMFQETMEAMR 316 11 7 30.14 b3°b3b4°b4*b4b8*b8 1388.56 16.236 7662 3 463.52 -4.22
|P35579|MYH9_HUMAN Myosin-9 69 AQFER 1566 5 1 12.75 b3 650.32 38.385 6948 1 650.32 -8.35
|P35579|MYH9_HUMAN Myosin-9 70 AEAEAR 1466 6 4 25.94 y4°y4y5°y5 646.31 53.166 6633 1 646.31 -4.82
|P35579|MYH9_HUMAN Myosin-9 71 ENEK 1669 4 3 12.3 b3°b3*b3 519.23 21.597 5664 1 519.23 -12.11
|P35579|MYH9_HUMAN Myosin-9 72 NAEQYK 1856 6 1 13.2 y3 752.36 42.622 4054 1 752.36 9.49
|P35579|MYH9_HUMAN Myosin-9 73 LEMDLK 1614 6 1 13.2 y3 748.38 59.609 3983 1 748.38 -9.13
|P35579|MYH9_HUMAN Myosin-9 74 VLQR 810 4 1 12.3 b3 515.33 96.438 3495 1 515.33 2.84
|P35579|MYH9_HUMAN Myosin-9 75 DLEAHIDSANK 1620 11 3 23.16 b3b5y10 1212.57 38.000 3293 2 606.79 -13.39
|P35579|MYH9_HUMAN Myosin-9 76 TELADK 1268 6 1 13.2 b5 676.35 27.783 3144 1 676.35 -7.40

|P35579|MYH9_HUMAN Myosin-9 77 HEMPPHIYAITDTAYR 143 16 10 71.44
b6b8b14°b14y4y5°y5y6y7y

10
1914.90 87.624 3074 4 479.48 -10.07

|P35579|MYH9_HUMAN Myosin-9 78 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 3 24.35 b6y3y4 1641.76 34.582 2213 2 821.38 4.24

|P35579|MYH9_HUMAN Myosin-9 79 NWQWWR 823 6 1 13.2 y4 975.47 67.558 2140 1 975.47 13.89
|P35579|MYH9_HUMAN Myosin-9 80 SFVEK 540 5 1 12.75 b3 609.33 25.301 1712 1 609.33 7.41
|P35579|MYH9_HUMAN Myosin-9 81 HSQAVEELAEQLEQTKR 1193 17 4 15.44 b16y4°y4y9 1996.01 60.432 208688 3 666.01 2.08

|P35579|MYH9_HUMAN Myosin-9 82 EQLEEEEEAKHNLEK 1342 15 10 63.19
y3y8y9°y9*y9y10°y10*y10

y12y13
1854.86 34.009 207135 3 618.96 -5.07

|P35579|MYH9_HUMAN Myosin-9 83
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 35 240.12

b3b4b5b8b11b12°b12b13b
15°b15b16°b16b21°b21b24
b25b26y5*y5y6*y6y7y8y9°
y9*y9y10y11°y11*y11y12°

y12y13°y13y15

3017.48 117.489 169496 3 1006.50 -0.89

|P35579|MYH9_HUMAN Myosin-9 84
NMDPLNDNIATLLHQSSDKFVSEL

WK
587 26 4 14.85 b5b11y21y23 3015.46 103.671 132044 4 754.62 -8.42

|P35579|MYH9_HUMAN Myosin-9 85 KFDQLLAEEK 1444 10 5 50.42 b5b8y4y5y8 1220.65 47.964 1098562 610.83 1.20

|P35579|MYH9_HUMAN Myosin-9 86 KLEGDSTDLSDQIAELQAQIAELK 1051 24 16 132.71
b7b8°b8b9b10b12b13*b13

b15y3y4y5y6y7y8y11
2615.33 96.204 109253 3 872.45 -3.27

|P35579|MYH9_HUMAN Myosin-9 87 VDYKADEWLMK 576 11 3 26.17 b9b10y8 1397.66 61.357 94529 3 466.56 -9.52
|P35579|MYH9_HUMAN Myosin-9 88 SHAQKNENAR 1770 10 3 27.48 b6y6y7 1154.57 64.902 79820 2 577.79 6.66

|P35579|MYH9_HUMAN Myosin-9 89 KANLQIDQINTDLNLER 1753 17 9 55.25 b3*b3b6b12y4*y4y5y6y8 1998.04 65.032 72042 3 666.68 -12.04

|P35579|MYH9_HUMAN Myosin-9 90 RGDLPFVVPR 1922 10 7 72.71 b3b4b6°b6b7y5y6 1155.66 60.017 62401 2 578.33 -6.44
|P35579|MYH9_HUMAN Myosin-9 91 ELESQISELQEDLESERASR 1107 20 4 13.63 b3°b3y7y11 2348.13 80.972 59395 3 783.38 5.20
|P35579|MYH9_HUMAN Myosin-9 92 AGKLDPHLVLDQLR 679 14 7 67.04 b3b4b5y3y6y7y9 1574.89 65.576 58054 3 525.63 -9.38
|P35579|MYH9_HUMAN Myosin-9 93 VKLQEMEGTVK 1791 11 5 39.88 b8°b8y4y5y6 1261.67 40.507 57444 3 421.23 -12.96

|P35579|MYH9_HUMAN Myosin-9 94 YLYVDKNFINNPLAQADWAAK 8 21 3 22.83 y4y5y12 2454.25 82.202 51725 3 818.75 0.99

|P35579|MYH9_HUMAN Myosin-9 95 Carbamidomethyl+C(6) DKADFCIIHYAGK 563 13 7 63.28 b3b7b8b11y4y5y9 1537.73 53.905 48617 3 513.25 -10.72

|P35579|MYH9_HUMAN Myosin-9 96 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 5 49.65 b7b8y6y7y8 1888.91 50.200 40590 3 630.31 -10.79

|P35579|MYH9_HUMAN Myosin-9 97 DLEAHIDSANKNR 1620 13 6 28.14 b7°b7b9y3y8*y8 1482.72 30.356 32730 3 494.91 -3.87
|P35579|MYH9_HUMAN Myosin-9 98 DLEGLSQRHEEK 1392 12 3 25.15 b7b8y11 1440.72 49.226 26509 2 720.86 8.05
|P35579|MYH9_HUMAN Myosin-9 99 KVEAQLQELQVK 1248 12 3 31.39 y3y5y10 1412.82 47.555 26114 2 706.91 6.13

|P35579|MYH9_HUMAN Myosin-9 100 IAQLEEELEEEQGNTELINDRLK 1730 23 8 49.42 b7b8b9*b9b11b12°b12y13 2713.34 106.585 26097 4 679.09 -3.60

|P35579|MYH9_HUMAN Myosin-9 101 RHEMPPHIYAITDTAYR 142 17 14 87.07
b6°b6b7°b7b8°b8b9°b9b11

y5y6°y6y11y12
2071.04 107.238 22478 3 691.02 8.37

|P35579|MYH9_HUMAN Myosin-9 102 ELEDATETADAMNREVSSLK 1898 20 3 21.76 b3b4y7 2209.03 67.354 22296 4 553.01 -0.22

|P35579|MYH9_HUMAN Myosin-9 103 QLAAENRLTEMETLQSQLMAEK 860 22 6 42.08 b3b4y5y7y15y20 2534.24 107.348 17570 3 845.42 -7.03

|P35579|MYH9_HUMAN Myosin-9 104 TDLLLEPYNKYR 289 12 5 48.13 b4b9y4y5y6 1524.79 60.010 13901 3 508.93 -12.25
|P35579|MYH9_HUMAN Myosin-9 105 IRELESQISELQEDLESER 1105 19 5 14.15 b7*b7y7y10*y10 2303.12 42.631 12299 4 576.54 -5.09
|P35579|MYH9_HUMAN Myosin-9 106 KTLEEEAK 1173 8 4 47.56 b6y3y4y6 947.50 28.797 12010 2 474.25 -8.25
|P35579|MYH9_HUMAN Myosin-9 107 HEEKVAAYDK 1400 10 3 32.71 b5b8b9 1189.58 21.588 11359 3 397.20 -4.62

|P35579|MYH9_HUMAN Myosin-9 108 Carbamidomethyl+C(7) EDQSILCTGESGAGKTENTK 165 20 3 23.05 y5y12y13 2124.97 37.954 10472 3 709.00 0.23



|P35579|MYH9_HUMAN Myosin-9 109 NLPIYSEEIVEMYKGK 125 16 5 22.87 b9b11*b11y6y14 1912.94 76.044 9100 3 638.32 -14.49
|P35579|MYH9_HUMAN Myosin-9 110 ATDKSFVEK 536 9 4 37.03 b3b5°b5b6 1024.52 19.662 8535 2 512.76 -8.22
|P35579|MYH9_HUMAN Myosin-9 111 YEILTPNSIPKGFMDGK 720 17 4 15.44 b8b12°b12y7 1909.99 60.319 8114 3 637.33 7.54
|P35579|MYH9_HUMAN Myosin-9 112 AQQAADKYLYVDK 1 13 4 32.91 b8b9y4y10 1512.79 36.323 7633 2 756.90 13.88
|P35579|MYH9_HUMAN Myosin-9 113 KMQQNIQELEEQLEEEESAR 939 20 7 39.36 b6b7b10y4°y4y5y17 2461.13 114.845 7373 3 821.05 -6.75
|P35579|MYH9_HUMAN Myosin-9 114 THEAQIQEMRQK 1181 12 6 32.67 b8°b8b9b11°b11y5 1498.76 55.211 5956 2 749.88 9.45
|P35579|MYH9_HUMAN Myosin-9 115 QLEEAEEEAQRANASR 1877 16 6 23.94 b6*b6b9°b9*b9b11 1830.83 46.536 5703 3 610.95 -13.00

|P35579|MYH9_HUMAN Myosin-9 116
SGFEPASLKEEVGEEAIVELVENG

K
38 25 4 21.43 b5y4°y4y5 2660.31 88.123 5585 3 887.44 -9.27

|P35579|MYH9_HUMAN Myosin-9 117 ATYERMFR 419 8 4 47.56 b5b6b7y4 1073.53 28.728 4760 2 537.27 11.60
|P35579|MYH9_HUMAN Myosin-9 118 EEELQAALARVEEEAAQK 1081 18 4 33.61 b6b13b15b17 2014.02 70.971 4592 2 1007.51 6.49

|P35579|MYH9_HUMAN Myosin-9 119 Carbamidomethyl+C(8) KQELEEICHDLEAR 909 14 8 57.97 b3*b3b4b6b8*b8b11y8 1769.83 46.524 4166 2 885.42 -13.24

|P35579|MYH9_HUMAN Myosin-9 120 LEMDLKDLEAHIDSANK 1614 17 5 26.05 b9b10b13°b13y11 1941.95 102.806 4084 3 647.99 -5.15
|P35579|MYH9_HUMAN Myosin-9 121 MAQQAADKYLYVDK 0 14 4 26.05 b5b12b13°b13 1643.80 136.536 3895 1 1643.80 -8.69

|P35579|MYH9_HUMAN Myosin-9 122
ADEWLMKNMDPLNDNIATLLHQ

SSDK
580 26 6 20.52 b5b12b18y5y13*y13 2999.45 116.585 3724 3 1000.49 10.09

|P35579|MYH9_HUMAN Myosin-9 123 DLQGRDEQSEEK 1571 12 3 21.17 b10y6y11 1433.65 92.130 3655 2 717.33 -1.87
|P35579|MYH9_HUMAN Myosin-9 124 LLEDRIAEFTTNLTEEEEK 995 19 4 14.15 b4b6y9°y9 2280.14 113.487 3336 2 1140.57 7.71
|P35579|MYH9_HUMAN Myosin-9 125 QFRTEMEDLMSSK 1500 13 3 24.35 b12y5y6 1601.73 96.424 2920 3 534.58 -2.29
|P35579|MYH9_HUMAN Myosin-9 126 AEAEAREK 1466 8 6 47.56 b5°b5b6b7y7°y7 903.44 29.504 2615 2 452.22 -11.82
|P35579|MYH9_HUMAN Myosin-9 127 LQRELEDATETADAMNR 1895 17 3 24.09 b7b11b12 1962.94 99.445 2390 2 981.97 9.89
|P35579|MYH9_HUMAN Myosin-9 128 DRAEAEAR 1464 8 6 52.33 b3b4°b4b5b6°b6 917.43 86.176 2273 1 917.43 -13.57

|P35579|MYH9_HUMAN Myosin-9 129 MQQNIQELEEQLEEEESARQK 940 21 3 13.18 b12y6y10 2589.20 55.947 2113 3 863.74 -3.02

|P35579|MYH9_HUMAN Myosin-9 130 RQLEEAEEEAQR 1876 12 5 46.35 b4b5°b5b8b9 1487.73 25.386 2062 2 744.37 13.29
|P35579|MYH9_HUMAN Myosin-9 131 IAEFTTNLTEEEEKSK 1000 16 4 26.27 b9b11b13y9 1868.90 60.918 2046 3 623.64 -5.94

|P35579|MYH9_HUMAN Myosin-9 132 Phosphoryl STY(11) HEMPPHIYAITDTAYR 143 16 5 43.79
b4_H3PO4 

b3b4b9b10y8_H3PO4 y8
1994.88 44.017 39500 3 665.63 1.65

|P35579|MYH9_HUMAN Myosin-9 133 Phosphoryl STY(10) VSHLLGINVTDFTR 373 14 4 18.27 b10y4°y4y10 1651.81 77.075 9364 2 826.41 1.92

|P35579|MYH9_HUMAN Myosin-9 134 Phosphoryl STY(4) QIATLHAQVADMK 1357 13 7 39.34
b5b10y3_HPO3 
y3y8°y8*y8y9

1505.73 21.591 4901 3 502.58 13.62

|P35579|MYH9_HUMAN Myosin-9 135 Phosphoryl STY(5) NLPIYSEEIVEMYK 125 14 4 31.53 b7b9y8y9 1807.80 55.285 4570 4 452.70 -8.64
|P35579|MYH9_HUMAN Myosin-9 136 Phosphoryl STY(6) TVGQLYKEQLAK 644 12 4 38.69 b8y6y7y8 1457.74 45.881 3086 3 486.59 7.20
|P35579|MYH9_HUMAN Myosin-9 137 Phosphoryl STY(9) IAEFTTNLTEEEEK 1000 14 3 23.71 b7y3y4 1733.74 61.426 2365 2 867.37 -2.46

|P35579|MYH9_HUMAN Myosin-9 138
Carbamidomethyl+C(8);

Oxidation+M(5)
LQAQMKDCMRELDDTR 1642 16 3 16.24 b5b7y8 2025.89 82.123 246433 3 675.97 -14.46

|P35579|MYH9_HUMAN Myosin-9 139 Oxidation+M(12) LTEMETLQSQLMAEK 867 15 3 25.25 b6b7b13 1767.84 104.038 82534 2 884.43 -4.00
|P35579|MYH9_HUMAN Myosin-9 140 Oxidation+M(9) ALEQQVEEMK 1528 10 3 25.72 b4b9y8 1220.60 52.388 17145 2 610.80 11.70
|P35579|MYH9_HUMAN Myosin-9 141 Oxidation+M(2) IMGIPEEEQMGLLR 327 14 3 26.05 y7y8y12 1631.83 61.182 5737 3 544.61 7.71
|P35579|MYH9_HUMAN Myosin-9 142 Oxidation+M(6) ALEEAMEQK 1483 9 3 29.25 b5b7y6 1064.51 23.458 3212 2 532.76 13.65
|P35579|MYH9_HUMAN Myosin-9 143 Oxidation+M(4) HEAMITDLEER 1024 11 3 23.16 b3y3y7 1359.63 136.328 2472 1 1359.63 9.43
|P35579|MYH9_HUMAN Myosin-9 144 Oxidation+M(1) MQQNIQELEEQLEEEESAR 940 19 3 14.15 b3b8y10 2349.06 71.099 1814 2 1175.03 1.77
|P35579|MYH9_HUMAN Myosin-9 145 Oxidation+M(3) TEMEDLMSSKDDVGK 1503 15 5 40.04 y3y9y12°y12y14 1700.74 61.978 1551 4 425.94 1.65
|P35579|MYH9_HUMAN Myosin-9 146 FLSNGHVTIPGQ 301 12 1 7.24 y4 1269.68 48.538 18839 3 423.90 14.13
|P35579|MYH9_HUMAN Myosin-9 147 PHLVLDQLR 684 9 1 7.66 b3 1090.64 70.497 15807 2 545.82 0.56
|P35579|MYH9_HUMAN Myosin-9 148 GVLAHLEEER 765 10 0 2.7 1152.61 48.937 9715 2 576.81 6.57

|P35579|MYH9_HUMAN Myosin-9 149 Carbamidomethyl+C(2) FCIIHYAGK 567 9 0 2.7 1108.56 58.030 6795 2 554.79 2.42

|P35579|MYH9_HUMAN Myosin-9 150 SNGHVTIPGQQDK 303 13 3 14.43 b3°b3b5 1380.68 48.507 6132 2 690.85 -1.33
|P35579|MYH9_HUMAN Myosin-9 151 LAHLEEER 767 8 1 7.66 b3 996.51 48.966 6068 2 498.76 -3.86
|P35579|MYH9_HUMAN Myosin-9 152 DPHLVLDQLR 683 10 0 2.7 1205.66 70.503 4601 2 603.34 -0.81

|P35579|MYH9_HUMAN Myosin-9 153 Carbamidomethyl+C(5) DSVGCLETAEEVK 1374 13 0 4.5 1436.65 52.912 3434 2 718.83 -6.03

|P35579|MYH9_HUMAN Myosin-9 154 ATLHAQVADMK 1359 11 4 27.06 b4b5b9°b9 1184.60 45.861 1731 2 592.81 -3.71
|P35579|MYH9_HUMAN Myosin-9 155 EEVGEEAIVELVENGKK 47 17 0 5.4 1853.94 74.902 13219 3 618.65 -1.51
|P35579|MYH9_HUMAN Myosin-9 156 IIGLDQVAGMSETALPGAFK 617 20 0 6.75 2000.02 89.241 5501 3 667.35 -13.43
|P35579|MYH9_HUMAN Myosin-9 157 THEAQIQEMR 1181 10 0 2.25 1225.55 27.757 3909 3 409.19 -8.27



|P35579|MYH9_HUMAN Myosin-9 158 ASITALEAK 1806 9 0 1.8 885.49 41.326 2538 2 443.25 -5.38

|P35579|MYH9_HUMAN Myosin-9 159 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 0 2.7 1276.60 58.036 1857 3 426.20 -7.84

|P35579|MYH9_HUMAN Myosin-9 160 VKPLLQVSR 833 9 1 8.52 b5 1022.62 42.612 1533 3 341.54 -14.03
|P63104|1433Z_HUMAN 14-3-3 protein 

zeta/delta
1 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 5 32.67 b3y6y7y10y12 1418.72 97.843 140431 2 709.86 -0.34

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 NLLSVAYK 41 8 7 34.82 b1b4*b4y2y3y6y8 907.52 57.340 117498 2 454.26 -3.63

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 FLIPNASQAESK 103 12 11 75.84
b2b3b6y2y4y6y7y9°y9y10y

12
1304.68 54.512 113593 2 652.84 -1.40

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4 SVTEQGAELSNEER 27 14 15 96.51
b5°b5b12y2y4y5y7y9*y9y1

0*y10y11y12*y12y14
1548.72 33.706 95673 2 774.86 1.50

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5 GIVDQSQQAYQEAFEISKK 139 19 11 56.13
b2b3b10b12°b12b14y3y4y

12y16y19
2169.08 67.560 90286 3 723.70 -2.48

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 31 200.7

b2b3b4b5°b5b6°b6b7°b7b8
°b8b9b13b15b17y1y2y3y4
y5y6y10y13y16y19y20y21

y23y24y29*y29

3302.64 136.594 75043 3 1101.55 2.51

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 Carbamidomethyl+C(7) YDDMAACMK 18 9 9 72.26 b2b3y2y3y4y5y6y8y9 1104.42 38.010 57417 2 552.71 5.53

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 GIVDQSQQAYQEAFEISK 139 18 7 29.21 b9*b9b14y6y9y12y18 2041.01 71.658 40438 2 1021.01 12.44

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 TAFDEAIAELDTLSEESYK 193 19 7 19.44 b2b7b9°b9y3y6°y6 2131.98 100.564 13914 3 711.33 -5.27

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10 VVSSIEQK 60 8 5 39.59 y4y6y7*y7y8 889.49 22.123 7389 2 445.25 -8.78

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 YLAEVAAGDDK 127 11 4 23.16 b2b6b8y5 1151.56 67.237 3421 1 1151.56 4.88

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12 KEMQPTHPIR 157 10 9 52.18 b2°b2b3°b3b4y2y3y6y7 1236.64 19.688 3042 3 412.88 -13.33

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 IETELR 85 6 1 13.2 y5 760.42 29.748 17885 2 380.71 -6.18

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

14 VFYLK 115 5 2 25.49 b3y3 669.39 49.899 17610 2 335.20 -14.13

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

15 TEGAEK 68 6 1 13.2 b3 634.31 85.102 2297 1 634.31 12.03

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

16 SVTEQGAELSNEERNLLSVAYK 27 22 4 19.3 b5b7°b7b10 2437.24 104.807 83672 3 813.08 6.21

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

17 EKIETELR 83 8 4 47.56 b6y3y4y6 1017.55 31.144 12327 2 509.28 -10.20

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

18 Carbamidomethyl+C(3) DICNDVLSLLEKFLIPNASQAESK 91 24 4 21.44 b10b11°b11y5 2704.38 114.728 2931 2 1352.69 -1.81

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

19 YLAEVAAGDDKK 127 12 3 25.15 b7y8y9 1279.65 63.841 2155 2 640.33 -1.24

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

20 QQMAREYR 75 8 4 31.81 b5b6y3°y3 1081.51 22.225 1975 3 361.17 -9.82

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

21 Phosphoryl STY(10) GIVDQSQQAYQEAFEISKK 139 19 3 14.15 b5b8y9 2249.05 67.208 74395 4 563.02 4.23

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 Carbamidomethyl+C(2) ICLDPDAPR 103 9 15 86.25
b2b4b5°b5y1y2y3y5°y5y6y

7°y7y8°y8y9
1056.51 45.984 635359 2 528.76 -0.69

|P02775|CXCL7_HUMAN Platelet basic 
protein

2 GKEESLDSDLYAELR 47 15 30 249.69

b2b3°b3b4°b4b6°b6b7b9°b
9b10b12b14y1y2y3°y3y4y
5y6y7y8y9y10y11y12°y12y

13°y13y15

1724.81 63.785 633015 3 575.61 -12.67

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 NIQSLEVIGK 75 10 15 85.45
b1b2b3*b3b4y1y2y3y4y5y

7y8°y8*y8y10
1100.63 55.986 535665 2 550.82 -2.77



|P02775|CXCL7_HUMAN Platelet basic 
protein

4 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 18 176.47
b3b4b5b6b9b10*b10b11b1
2°b12y3y5y7°y7y10y11y12

y14
1569.78 50.695 205180 3 523.93 -14.85

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 EESLDSDLYAELR 49 13 9 60.25 b2b11°b11y2y3y4y7y9y10 1539.73 70.232 49416 2 770.37 10.15

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 GQTK 38 4 2 12.3 b3°b3 433.24 93.224 2923 1 433.24 7.40

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 GKEESLDSDLYAELR 47 15 6 38.02 b3b10b13°b13b14y13 1724.83 91.603 1053972 2 862.92 -0.50

|P02775|CXCL7_HUMAN Platelet basic 
protein

8 Carbamidomethyl+C(3) KICLDPDAPR 102 10 11 107.23
b5°b5b7b9y3y5°y5y7y8y9°

y9
1184.61 40.624 101095 2 592.81 1.85

|P02775|CXCL7_HUMAN Platelet basic 
protein

9
Carbamidomethyl+C(14)
;Carbamidomethyl+C(16

)
EESLDSDLYAELRCMCIK 49 18 4 25.28 b3b4b12y5 2232.01 78.159 3353 2 1116.51 5.14

|P02775|CXCL7_HUMAN Platelet basic 
protein

10
Carbamidomethyl+C(4);

Phosphoryl STY(12)
GTHCNQVEVIATLKDGR 85 17 4 22.84 b9_H3PO4 b9b11b13°b13 1977.93 74.417 2212 3 659.98 7.04

|P02775|CXCL7_HUMAN Platelet basic 
protein

11 LDPDAPR 105 7 1 8.52 b3 783.40 45.975 9390 1 783.40 3.66

|P02775|CXCL7_HUMAN Platelet basic 
protein

12 NIQSLEVI 75 8 0 2.25 915.53 55.970 3954 2 458.27 12.67

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 31 246.52

b2b3b7*b7b8b10b11b12°b
12*b12b13*b13b15b16y2y
3y4y5y6y8y9y11y12*y12y
13*y13y14y15°y15y17*y1

7

1833.92 53.815 185097 2 917.47 2.73

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2 GALQNIIPASTGAAK 200 15 13 102.72
b3b4b5*b5b7y4y7y8°y8y9

y10y11y15
1411.79 59.216 165421 2 706.40 1.30

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 LISWYDNEFGYSNR 309 14 12 134.71
b6y3y4y5y6y7y8y9y10y11

y12y14
1763.81 75.467 164397 2 882.41 4.71

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4 LVINGNPITIFQERDPSK 66 18 9 44.16 b1b2b3y3y8y12y15y16y182041.09 76.930 105338 3 681.04 -6.52

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 12 110.51
b5b6b12y4y5y6y8y10y12y

13y14*y14
1530.81 60.775 103079 2 765.91 7.26

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 VGVNGFGR 5 8 9 39.59 b2y1y2y4y5*y5y7*y7y8 805.43 38.557 97057 2 403.22 -7.35

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 VIISAPSADAPMFVMGVNHEK 118 21 16 147.84
b2b3y3y4y6y7y10y11y12y
13y14*y14y16y18y19y21

2213.10 74.895 81325 3 738.37 -3.64

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 LVINGNPITIFQER 66 14 8 40.45 b2b3y4°y4y8y10y11y14 1613.90 83.591 81155 2 807.45 -1.74

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 17 125.66

b3b4b5b6y2y5y7y8y9*y9y
10*y10y11y12y22y24y28

3308.57 124.676 24780 3 1103.53 2.80

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10 WGDAGAEYVVESTGVFTTMEK 86 21 4 13.18 b12y3°y3y12 2277.06 85.834 19033 2 1139.03 9.01

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11 VIPELNGK 219 8 7 39.59 b1b2y4*y4y5*y5y7 869.52 21.587 3068 2 435.26 10.04



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 VIHDNFGIVEGLMTTVHAITATQK 162 24 31 196.54

b3b4b5°b5b6b7*b7b8°b8*
b8b11y3*y3y4°y4y5°y5*y5
y6y7y8y10y11°y11*y11y12

°y12y15°y15y16y22

2595.32 102.461 235030 4 649.59 -16.09

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 13 86.25

b3b5°b5b15y6y8y10y11y1
2y13y22y24y25

2933.44 73.924 114917 4 734.11 -6.33

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14 Carbamidomethyl+C(20) LTGMAFRVPTANVSVVDLTCR 227 21 5 20.53 b3°b3y4y6y8 2307.19 79.317 33039 3 769.74 -0.85

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15 VVDLMAHMASKE 323 12 3 25.15 b10y9y10 1330.64 53.311 32803 3 444.22 -8.72

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16
WGDAGAEYVVESTGVFTTMEKA

GAHLQGGAK
86 31 3 16.87 b4b10b12 3167.53 96.355 18404 5 634.31 5.09

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 19 79.33

b3b4b6b9°b9b10°b10b15y
3y5°y5y6°y6y7y9y10y12°y

12*y12
3983.88 118.268 13505 4 996.72 -5.64

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18 RVIISAPSADAPMFVMGVNHEK 117 22 3 19.3 y3y6y21 2369.21 69.588 11445 3 790.41 -1.55

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19 Oxidation+M(12) VIISAPSADAPMFVMGVNHEK 118 21 5 26.21 b8b12y8y9°y9 2229.10 36.445 102408 4 558.03 -3.40

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20
VDIVAINDPFIDLNYMVYMFQYDS

T
27 25 0 10.34 2986.35 124.732 57344 3 996.12 -12.83

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 GVNGFGR 6 7 1 9.32 b4 706.36 38.588 7409 1 706.36 -10.63

|P02776|PLF4_HUMAN Platelet factor 4 1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 15 128.88
b4b5b7°b7b8b9b13b14y3y

4°y4y5y7y11y15
1577.83 60.177 323805 3 526.61 -10.68

|P02776|PLF4_HUMAN Platelet factor 4 2 HITSLEVIK 53 9 13 88.01
b1b2b4°b4b5°b5b6b7y2y4y

7y8y9
1039.61 47.186 291088 2 520.31 -1.29

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYKK 81 12 16 119.82
b1b2b3b4b5°b5b7b8b9y1y

2y3y5y6y10y12
1461.79 64.937 176970 3 487.94 -13.11

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 9 61.39 b2b3b5y2y6y8y9y10y11 1333.72 72.928 132640 2 667.36 -2.47

|P02776|PLF4_HUMAN Platelet factor 4 5 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 4 38.57 b5b6y4y5 1461.82 66.550 53071 2 731.41 3.51

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 AVFVDLEPTVIDEIR 64 15 27 226.15
b2b3b4b5°b5b6b7°b7b10°b
10b11b12y2y3°y3y4°y4y5y
7y8y9°y9y10y11y12y13y15

1715.92 88.179 164597 2 858.47 0.85

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 19 191.78
b3b4b5°b5b6b9b11°b11b1
2y2y3y4y5y6y7y9y10y12y

13
1584.75 81.861 128587 2 792.88 1.54

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34



|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 EIIDPVLDR 112 9 4 37.03 y5y6y7y9 1069.59 58.890 79813 2 535.30 -2.51

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 32.35 b10b11b14y1y7y11y13 2750.30 72.595 73730 3 917.44 4.79

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10 Carbamidomethyl+C(14) TIGGGDDSFTTFFCETGAGK 40 20 12 60
b2y2y3y6°y6y9y11°y11y15

°y15y18y20
2067.92 80.351 45682 2 1034.46 9.92

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 LISQIVSSITASLR 229 14 5 18.27 b5°b5y4y8y14 1487.88 99.046 34411 2 744.44 1.80

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12 LSVDYGKK 156 8 5 39.59 b2y4y5y7y8 909.50 28.259 28744 2 455.25 -6.64

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 16.47 b3b7b14y10 3217.46 93.270 3832 3 1073.16 10.78

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYRGDVVPK 311 15 5 35.18 b9b10b13y3y13 1844.88 63.193 46534 3 615.63 -1.59

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

15 QLFHPEQLITGKEDAANNYAR 84 21 6 28.11 b4b7*b7y6y11y12 2415.18 106.466 5675 2 1208.09 -9.50

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

16
Carbamidomethyl+C(5);

Phosphoryl STY(16)
LSDQCTGLQGFLVFHSFGGGTGS

GFTSLLMER
124 32 3 22.6 b6b15b16 3486.60 81.011 51572 4 872.40 5.81

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

17
Carbamidomethyl+C(5);

Oxidation+M(30)
LSDQCTGLQGFLVFHSFGGGTGS

GFTSLLMER
124 32 11 43.24

b8b11b12°b12*b12b13b22
y5y9y14°y14

3422.60 118.272 11883 5 685.33 -5.06

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

18 Carbamidomethyl+C(4) TFFCETGAGK 50 10 0 6.75 1117.51 80.329 2845 1 1117.51 13.98

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

19 EIIDPVLDR 112 9 0 1.8 1051.57 58.896 4891 2 526.29 0.81

|P18206|VINC_HUMAN Vinculin 1
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 34 235.76

b1b2°b2b3°b3b4°b4b5°b5b
6°b6y2y3y4y5y7y8°y8y9y1
0y11y13°y13y14y15y19y21
°y21y22°y22y23y25y26y28

3101.55 109.778 246855 4 776.14 -9.68

|P18206|VINC_HUMAN Vinculin 2 QVATALQNLQTK 464 12 26 130.35
b2*b2b3*b3b4°b4*b4b6*b
6b12y2y3°y3*y3y4y5*y5y6
°y6*y6y7y9y10°y10y11y12

1314.74 47.689 166563 2 657.87 0.65

|P18206|VINC_HUMAN Vinculin 3 AQQVSQGLDVLTAK 352 14 19 121.7
b2*b2b3b4*b4b7b12*b12y
1y2y3y4y6y8y10y11y12*y

12y14
1457.80 57.230 141336 2 729.40 4.69

|P18206|VINC_HUMAN Vinculin 4
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 24 126.97

b1°b1b2°b2*b2b3*b3b4*b
4b5°b5b6y1y3y5y10y11y1

2y17y20y22y24y25y27
3046.41 95.442 137808 3 1016.14 0.56

|P18206|VINC_HUMAN Vinculin 5 AIPDLTAPVAAVQAAVSNLVR 35 21 19 143.5
b2b3b4b6b7°b7y2y3y4*y4
y5y6y7y8y14y15y16y19y2

1
2076.19 117.250 123437 2 1038.60 2.94

|P18206|VINC_HUMAN Vinculin 6 AVAGNISDPGLQK 802 13 17 164.53
b2b3b4b6b8b9b12°b12y5y

6y7*y7y8y9y10y11y13
1269.68 39.348 103375 2 635.34 -1.73

|P18206|VINC_HUMAN Vinculin 7 VAMANIQPQMLVAGATSIAR 738 20 14 92.21
b3b4b5*b5b11y1y2y4y5y7

y8y13y14y20
2042.10 83.287 98610 2 1021.55 4.42

|P18206|VINC_HUMAN Vinculin 8 ELTPQVVSAAR 669 11 15 107.41
b2b3°b3b10y3y4y5y6y7*y

7y8°y8*y8y9y11
1170.65 44.994 95049 2 585.83 3.23

|P18206|VINC_HUMAN Vinculin 9 IPTISTQLK 1055 9 6 55.79 b2y4y5y7y8y9 1000.60 51.731 91515 2 500.80 -4.03

|P18206|VINC_HUMAN Vinculin 10 ELLPVLISAMK 199 11 10 68.38 b2°b2b3y1y4y5y6y8y9y11 1213.72 90.496 87915 2 607.36 -4.53



|P18206|VINC_HUMAN Vinculin 11 MTGLVDEAIDTK 708 12 15 117.6
b2°b2b3°b3b4b6y2y3y5y6y

7y8y10y11y12
1292.64 56.754 87620 2 646.83 2.17

|P18206|VINC_HUMAN Vinculin 12 VLQLTSWDEDAWASK 246 15 9 60.38
b10b12y6y8y10y11y12°y1

2y15
1748.85 78.694 86458 2 874.93 1.68

|P18206|VINC_HUMAN Vinculin 13 GWLRDPSASPGDAGEQAIR 281 19 12 60.91
b2b5b8b9°b9b12y1y2y6y8

y9y10
1982.96 52.805 86437 3 661.66 -4.62

|P18206|VINC_HUMAN Vinculin 14 ALASQLQDSLK 570 11 10 64.4 b2b3b5y1y3y6y7y9*y9y11 1173.64 53.756 75496 2 587.32 -4.78

|P18206|VINC_HUMAN Vinculin 15 AGEVINQPMMMAAR 889 14 19 201.97
b3b4b5b6b7*b7b11b12b13
*b13y3y4y5y6y7y9y10y11

y14
1518.73 57.828 74401 2 759.87 1.93

|P18206|VINC_HUMAN Vinculin 16 MQEAMTQEVSDVFSDTTTPIK 586 21 7 20.53 b4y1y2y3y9y14y21 2358.11 79.679 73969 2 1179.56 8.90

|P18206|VINC_HUMAN Vinculin 17 ETVQTTEDQILKR 59 13 17 117.84
b2°b2b5b10y1y2y3y4y5*y

5y6y7y8y9y10*y10y13
1560.82 46.000 72246 3 520.94 -3.75

|P18206|VINC_HUMAN Vinculin 18 LVQAAQMLQSDPYSVPAR 87 18 24 159.22
b1b2b7*b7b11b13b14b15°
b15y1y3y4y5y6y7y8y10y1
1°y11*y11y12°y12y14y18

1974.03 65.078 71654 2 987.52 8.16

|P18206|VINC_HUMAN Vinculin 19 STVEGIQASVK 655 11 10 79.18 b2°b2y3y4y6y7y8°y8y9y11 1118.60 38.907 71022 2 559.80 -5.02

|P18206|VINC_HUMAN Vinculin 20 LLAVAATAPPDAPNR 607 15 10 70.71
b2b8y3y7y8y9y10y11°y11y

15
1476.83 50.213 70855 2 738.92 5.46

|P18206|VINC_HUMAN Vinculin 21 VMLVNSMNTVK 188 11 9 33.68 b2b3b6°b6y2y7*y7y9y11 1235.65 53.993 65386 2 618.33 -0.49

|P18206|VINC_HUMAN Vinculin 22 MALLMAEMSR 993 10 7 50.42 b3b6y2y4y6y7y10 1152.56 71.778 57935 2 576.78 -1.27

|P18206|VINC_HUMAN Vinculin 23 LLAVAATAPPDAPNREEVFDER 607 22 10 32.95
b2b3b5y1y2y11y13y14y16

y22
2381.21 61.143 54569 3 794.41 -0.62

|P18206|VINC_HUMAN Vinculin 24 WIDNPTVDDR 502 10 12 83.69
b3b7*b7y2y5y6y7°y7y8y9*

y9y10
1230.58 47.146 52695 2 615.79 5.16

|P18206|VINC_HUMAN Vinculin 25 NPGNQAAYEHFETMK 684 15 6 35.18 b3b7y8y9y12y15 1736.77 46.078 40471 3 579.59 -1.27

|P18206|VINC_HUMAN Vinculin 26 Carbamidomethyl+C(7) TNLLQVCER 1046 9 4 29.25 b5y6y7y9 1132.58 49.965 32357 2 566.80 4.10

|P18206|VINC_HUMAN Vinculin 27 DPSASPGDAGEQAIR 285 15 14 71.2
b4b10b13*b13y2y7*y7y9y

10y11*y11y14°y14y15
1470.69 34.082 17688 2 735.85 3.49

|P18206|VINC_HUMAN Vinculin 28 GILSGTSDLLLTFDEAEVR 113 19 8 45.75 b5y5y6°y6y7y9y15y19 2036.06 99.599 16460 2 1018.54 4.32

|P18206|VINC_HUMAN Vinculin 29 QILDEAGK 300 8 5 34.82 b7°b7y3y6y8 873.47 49.631 16441 1 873.47 -2.45
|P18206|VINC_HUMAN Vinculin 30 ILGAVAK 823 7 5 39.14 y2y3y5y6y7 671.45 31.761 11084 1 671.45 7.18
|P18206|VINC_HUMAN Vinculin 31 GNDIIAAAKR 983 10 4 35.72 y4y5y6y10 1028.59 31.287 9875 2 514.80 1.54
|P18206|VINC_HUMAN Vinculin 32 ERDDILR 426 7 7 48.87 b2b3°b3b4b6y2y5 916.50 24.407 4619 2 458.75 14.65
|P18206|VINC_HUMAN Vinculin 33 MPVFHTR 0 7 5 36.13 b3b7y4°y4y5 887.45 31.174 2437 2 444.23 -8.73
|P18206|VINC_HUMAN Vinculin 34 MLGQMTDQVADLR 326 13 5 32.54 b9y4y7°y7y12 1477.73 40.701 25220 3 493.25 11.73
|P18206|VINC_HUMAN Vinculin 35 ILLVAK 762 6 4 51.43 b3y3y4y5 656.46 45.634 16758 2 328.73 -12.09

|P18206|VINC_HUMAN Vinculin 36 GILEYLTVAEVVETMEDLVTYT K 139 23 7 46.49 y3y4y9y11°y11y16y21 2616.33 136.843 11988 3872.78 -0.65

|P18206|VINC_HUMAN Vinculin 37 IFVTTK 210 6 1 13.2 y5 708.42 34.302 11620 2 354.71 -11.37
|P18206|VINC_HUMAN Vinculin 38 DDILR 428 5 1 12.75 y3 631.34 98.331 9970 1 631.34 3.87
|P18206|VINC_HUMAN Vinculin 39 DYLIDGSR 105 8 4 34.82 b7y4y7°y7 938.45 44.887 8350 1 938.45 -4.88

|P18206|VINC_HUMAN Vinculin 40 Carbamidomethyl+C(6) EILGTCK 319 7 4 39.14 y3y4°y4y5 820.42 29.462 5676 2 410.71 -4.46

|P18206|VINC_HUMAN Vinculin 41 EEVFDER 622 7 6 64.63 b3b4y4°y4y5y6 923.42 28.752 3411 2 462.21 8.39
|P18206|VINC_HUMAN Vinculin 42 ASDEVTR 1024 7 3 39.14 b6y3y5 777.39 29.481 2759 2 389.20 16.80
|P18206|VINC_HUMAN Vinculin 43 SLLDASEEAIK 720 11 5 30.14 b4°b4b8b9°b9 1175.60 21.592 2439 3 392.54 -13.91
|P18206|VINC_HUMAN Vinculin 44 NQWIDNVEK 699 9 6 52.78 y4y5°y5y6*y6y8 1145.54 36.464 2117 2 573.28 -12.57
|P18206|VINC_HUMAN Vinculin 45 LEAMTNSK 373 8 5 47.56 b4b5b6y5*y5 893.43 25.321 1714 2 447.22 -8.20



|P18206|VINC_HUMAN Vinculin 46 IDAAQNWLADPNGGPEGEEQIR 387 22 6 28.25 b4b6b7°b7b12°b12 2380.09 113.285 1667 3 794.03 -11.69

|P18206|VINC_HUMAN Vinculin 47 GQGSSPVAMQK 341 11 5 23.16 b7°b7b10°b10y7 1089.53 118.405 1599 1 1089.53 -9.19

|P18206|VINC_HUMAN Vinculin 48 Carbamidomethyl+C(5) VGELCAGK 308 8 3 39.59 y3y5y6 833.43 40.863 1522 2 417.22 9.37

|P18206|VINC_HUMAN Vinculin 49 Carbamidomethyl+C(13) DMPPAFIKVENACTK 72 15 3 17.17 b11y8y12 1720.86 62.046 114396 4 430.97 13.41

|P18206|VINC_HUMAN Vinculin 50 LANVMMGPYRQDLLAK 528 16 4 33.68 y4y11y12y14 1819.94 65.957 78524 3 607.32 -6.77

|P18206|VINC_HUMAN Vinculin 51 KIDAAQNWLADPNGGPEGEEQIR 386 23 9 49.57
b7b11b15y4y6y10y12*y12

y14
2508.21 61.243 77756 3 836.74 -0.97

|P18206|VINC_HUMAN Vinculin 52 Carbamidomethyl+C(6) EVAKQCTDK 1034 9 3 37.03 b6b7b8 1078.53 65.835 71016 2 539.77 10.19

|P18206|VINC_HUMAN Vinculin 53 Carbamidomethyl+C(13) QILDEAGKVGELCAGK 300 16 3 24.61 y6y7y12 1687.85 53.940 43351 3 563.29 -11.28

|P18206|VINC_HUMAN Vinculin 54
MSAEINEIIRVLQLTSWDEDAWAS

K
236 25 4 26.88 y5y7y8y14 2905.40 88.721 30937 3 969.14 -12.27

|P18206|VINC_HUMAN Vinculin 55 EAVKAASDELSK 780 12 3 28.38 b3b8b9 1247.63 49.182 22926 2 624.32 -11.06

|P18206|VINC_HUMAN Vinculin 56
LVQAAQMLQSDPYSVPARDYLID

GSR
87 26 4 17.34 b15y5y15y21 2893.47 76.028 20284 3 965.16 6.58

|P18206|VINC_HUMAN Vinculin 57 Carbamidomethyl+C(1) CDRVDQLTAQLADLAAR 544 17 5 48.71 b5b6b7y5y6 1915.97 78.714 17379 2 958.49 1.21

|P18206|VINC_HUMAN Vinculin 58 Carbamidomethyl+C(6) KIAELCDDPK 416 10 4 32.71 y6°y6y8y9 1188.61 61.939 17148 2 594.81 11.71

|P18206|VINC_HUMAN Vinculin 59 NQGIEEALKNR 219 11 3 26.17 b9b10y3 1271.66 50.221 14622 2 636.34 -5.09

|P18206|VINC_HUMAN Vinculin 60 MTGLVDEAIDTKSLLDASEEAIK 708 23 4 19.04 b8b10b14y3 2449.22 69.497 6770 3 817.08 -6.58

|P18206|VINC_HUMAN Vinculin 61 KLEAMTNSK 372 9 10 76.52
b3b8*b8y4*y4y5y7°y7y8°y

8
1021.53 19.693 3435 2 511.27 -7.41

|P18206|VINC_HUMAN Vinculin 62
DYLIDGSRGILSGTSDLLLTFDEAE

VR
105 27 3 11.49 b9y4y9 2955.53 116.546 3294 3 985.85 11.07

|P18206|VINC_HUMAN Vinculin 63 ARMQEAMTQEVSDVFSDTTTPIK 584 23 3 22.53 y6y7y12 2585.25 101.122 2872 3 862.42 10.95

|P18206|VINC_HUMAN Vinculin 64 QGKGDSPEAR 450 10 3 27.48 b4y6y7 1044.50 94.882 2695 1 1044.50 -2.34
|P18206|VINC_HUMAN Vinculin 65 ARGQGSSPVAMQK 339 13 7 24.35 b7°b7*b7b8°b8*b8y7 1316.66 21.532 2202 2 658.83 -9.64

|P18206|VINC_HUMAN Vinculin 66 Carbamidomethyl+C(6) EILGTCKMLGQMTDQVADLR 319 20 3 13.63 b6b8y8 2279.13 105.865 1859 3 760.38 4.61

|P18206|VINC_HUMAN Vinculin 67 Phosphoryl STY(8) ELTPQVVSAAR 669 11 3 26.17 b8_H3PO4 b8b9y3 1250.60 98.203 10081 2625.80 -3.03

|P18206|VINC_HUMAN Vinculin 68 Phosphoryl STY(7) LLAVAATAPPDAPNREEVFDER 607 22 7 34.32 b7°b7b14b15y11y13y15 2461.16 68.640 6997 3 821.06 -4.07

|P18206|VINC_HUMAN Vinculin 69 Phosphoryl STY(6) SLGEISALTSK 433 11 3 23.16 b4b7y9_H3PO4 y9 1185.57 24.415 4808 2 593.29 3.09
|P18206|VINC_HUMAN Vinculin 70 Phosphoryl STY(9) STVEGIQASVK 655 11 5 26.17 b6b7°b7*b7y4 1198.55 74.396 2528 2 599.78 -7.13
|P18206|VINC_HUMAN Vinculin 71 Phosphoryl STY(5) AVANSRPAK 479 9 4 43.75 b3y5y7y8 993.46 33.341 1988 2 497.24 -13.88
|P18206|VINC_HUMAN Vinculin 72 Oxidation+M(2) VMLVNSMNTVK 188 11 5 26.17 b8b9°b9y6*y6 1251.66 44.886 37356 2 626.33 13.17

|P18206|VINC_HUMAN Vinculin 73 Oxidation+M(19)
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 4 24.27 b3b4y6y12 3117.54 106.503 26959 4 780.14 -11.67

|P18206|VINC_HUMAN Vinculin 74 Oxidation+M(1) MLGQMTDQVADLR 326 13 3 24.35 b5y10y11 1493.72 104.761 5225 2 747.37 10.38
|P18206|VINC_HUMAN Vinculin 75 Oxidation+M(10) VAMANIQPQMLVAGATSIAR 738 20 6 43.53 b5b9b14b15*b15b16 2058.06 96.249 4136 3 686.69 -13.52
|P18206|VINC_HUMAN Vinculin 76 Oxidation+M(4) LEAMTNSK 373 8 4 34.82 b3y3y6°y6 909.44 118.272 2036 1 909.44 5.44

|P18206|VINC_HUMAN Vinculin 77 Oxidation+M(20) VLQLTSWDEDAWASKDTEAMK 246 21 4 26.21 b10b12y9y10 2440.17 120.515 1679 2 1220.59 13.91

|P18206|VINC_HUMAN Vinculin 78 AQQVSQGLD 352 9 0 4.05 945.46 57.233 5029 2 473.23 -6.39

|P18206|VINC_HUMAN Vinculin 79 PDLTAPVAAVQAAVSNLVR 37 19 11 67.85
b4°b4b5°b5b7°b7b8°b8b9b

10b13
1892.04 117.264 3406 3 631.35 -11.81

|P18206|VINC_HUMAN Vinculin 80 PYSVPAR 98 7 0 5.85 789.42 65.146 1938 2 395.21 -8.04
|P18206|VINC_HUMAN Vinculin 81 ELLPVLISAMK 199 11 0 2.7 1195.70 90.517 4635 2 598.35 -5.92

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 25 175.72
b2°b2b7°b7b8b10°b10b12b
14b15y1y2y3y4y5y6y7y8y

9y10y12y14y18y22y24
2683.25 78.635 495235 4 671.57 -12.10



|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 43 344.68

b2°b2b3°b3b4b5°b5*b5b6°
b6*b6b7*b7b9b10*b10b11
b12y2y3y4°y4y5y6y7y8y10
y11y12y13°y13y14y15y16y
18°y18y19y20y21y22y23y2

5*y25

2894.40 121.199 283927 3 965.47 -2.53

|P08567|PLEK_HUMAN Pleckstrin 3 QQDHFFQAAFLEER 75 14 15 131.51
b14y2y3°y3y4y5y6y7y8y9y

10y11y12*y12y14
1765.82 71.004 123234 3 589.28 -7.54

|P08567|PLEK_HUMAN Pleckstrin 4
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 25 115.86

b4°b4b5°b5*b5b6*b6b13*
b13b14b17y1y2y3y4y7°y7y
10*y10y11y12y13y15*y15

y24

2552.23 90.472 81058 3 851.42 -2.20

|P08567|PLEK_HUMAN Pleckstrin 5
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 6 27.36 b5b8y5*y5y6y8 2666.26 92.072 67024 3 889.43 0.73

|P08567|PLEK_HUMAN Pleckstrin 6 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 13 96.51
b6b12y1y2y3y4y7°y7y8y9y

10y11y14
1553.75 40.618 30037 2 777.38 5.58

|P08567|PLEK_HUMAN Pleckstrin 7 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 12 103.65
b2b3b4y6y7y8*y8y9y10y1

1y12y15
1593.75 28.301 19969 3 531.92 -9.96

|P08567|PLEK_HUMAN Pleckstrin 8 Carbamidomethyl+C(8) GSTLTSPCQDFGK 51 13 8 39.34 b5°b5b8°b8y4y5y10*y10 1397.64 28.784 46959 2 699.32 1.05

|P08567|PLEK_HUMAN Pleckstrin 9 LPETIDLGALYLSMK 119 15 3 23.19 b3b4y10 1663.88 91.354 10632 3 555.30 -8.29

|P08567|PLEK_HUMAN Pleckstrin 10 Carbamidomethyl+C(2) GCVVTSVESNSNGR 293 14 9 48.85 b3b4b6°b6y5y7°y7y11°y11 1465.69 71.030 3426 3 489.24 16.49

|P08567|PLEK_HUMAN Pleckstrin 11
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 10 65.28

b7b12b19y3y5y9y11y13y1
4y15

2822.38 85.426 83671 3 941.47 -0.17

|P08567|PLEK_HUMAN Pleckstrin 12 LPETIDLGALYLSMKDTEK 119 19 6 40.78 y3y6°y6y8y9y18 2137.10 87.625 18226 3 713.04 -5.26

|P08567|PLEK_HUMAN Pleckstrin 13 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 6 57.97 b5y4y8y9y10y11 1553.74 58.554 4318 3 518.59 3.06

|P08567|PLEK_HUMAN Pleckstrin 14 Carbamidomethyl+C(1) CIEGGQKFAR 101 10 5 53.23 b4°b4b5b8b9 1165.58 105.191 2975 11165.58 -0.42

|P08567|PLEK_HUMAN Pleckstrin 15
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

KIFNHCFTGNCVIDWLVSNQSVR 149 23 5 12.44 b9°b9y11*y11y14 2794.34 117.572 2639 3 932.12 -6.64

|P08567|PLEK_HUMAN Pleckstrin 16 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 3 17.17 b10y10y14 1593.75 58.632 2471 2 797.38 -11.87

|P08567|PLEK_HUMAN Pleckstrin 17 Oxidation+M(10)
GSVFNTWKPMWVVLLEDGIEFYK

K
14 24 4 21.44 b5y9y10°y10 2902.47 108.961 82887 4 726.37 -4.96

|P08567|PLEK_HUMAN Pleckstrin 18 Oxidation+M(5)
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 3 12.15 b23y6y14 2568.21 100.840 3198 3 856.74 -9.70

|P08567|PLEK_HUMAN Pleckstrin 19 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 0 4.05 1195.57 40.616 9024 2 598.29 14.40

|P08567|PLEK_HUMAN Pleckstrin 20 Carbamidomethyl+C(6) TLTSPCQDFGKR 53 12 3 33.83 b8b9b10 1409.70 40.657 2186 3 470.57 13.42

|P08567|PLEK_HUMAN Pleckstrin 21 VTSVESNSNGRK 296 12 1 7.24 b10 1277.63 28.307 1600 2 639.32 -8.89

|P08567|PLEK_HUMAN Pleckstrin 22 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 0 8.54 2665.25 78.622 21435 4 667.07 -6.87

|P08567|PLEK_HUMAN Pleckstrin 23 QQDHFFQAAFLEER 75 14 0 4.05 1747.82 70.957 1555 3 583.28 5.94

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

1 AVFVDLEPTVIDEVR 64 15 21 200.65
b2b3b4b5b6b7y2y3°y3y4y
5y6y7y8y9°y9y10y11y12y1

3y15
1701.90 83.503 292343 2 851.46 -0.79

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43



|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 19 191.78
b3b4b5°b5b6b9b11°b11b1
2y2y3y4y5y6y7y9y10y12y

13
1584.75 81.861 128587 2 792.88 1.54

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 EIIDLVLDR 112 9 9 59.51 b2b4y1y2y3y4y5y6y9 1085.62 78.680 87204 2 543.31 -3.94

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 DVNAAIATIK 326 10 6 37.67 b3b8y1y6y8y10 1015.57 51.251 84912 2 508.29 -4.69

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 32.35 b10b11b14y1y7y11y13 2750.30 72.595 73730 3 917.44 4.79

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

11 LISQIVSSITASLR 229 14 5 18.27 b5°b5y4y8y14 1487.88 99.046 34411 2 744.44 1.80

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

12 LSVDYGKK 156 8 5 39.59 b2y4y5y7y8 909.50 28.259 28744 2 455.25 -6.64

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

13
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 16.47 b3b7b14y10 3217.46 93.270 3832 3 1073.16 10.78

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 19 112.19
b2b3b4b5y1y2*y2y3*y3y4
*y4y5°y5*y5y6y7y8y10*y1

0
1274.71 78.013 611373 2 637.86 -10.15

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VLGAFSDGLAHLDNLK 67 16 17 131.73
b2b3y1y2y3y4y5y6y7y9y1
1y12°y12*y12y13y14y16

1669.87 75.882 357979 3 557.29 -14.62

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 VVAGVANALAHK 133 12 13 105.12
b2y2y3y4y5y6*y6y7*y7y8

y9y10y12
1149.67 41.357 144853 2 575.34 -1.81

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 Carbamidomethyl+C(11) GTFSQLSELHCDK 83 13 7 19.58 b10*b10y1y2y4y8y13 1521.71 64.870 48179 2 761.36 7.86

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 TAVNALWGK 9 9 4 29.25 b5*b5b6y3 959.55 43.591 41344 2 480.28 17.81

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 VHLTPEEK 1 8 3 31.81 b3b4y6 952.50 24.420 39121 2 476.76 -5.83

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 VNVDAVGGEALGR 18 13 3 24.35 b10y6y7 1256.66 49.250 14572 2 628.83 1.07

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

8 FFESFGDLSSPDAVMGNPK 41 19 3 14.15 b6y12y16 2044.95 80.530 13140 2 1022.98 9.79

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

9 EFTPQMQAAYQK 121 12 3 25.15 b4y9y10 1441.68 46.561 7660 2 721.34 1.78

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

10 LHVDPENFR 96 9 4 29.25 b8y6y8*y8 1126.57 99.008 5899 1 1126.57 4.88

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

11 Carbamidomethyl+C(27)
VLGAFSDGLAHLDNLKGTFSQLS

ELHCDK
67 29 3 35.61 y3y4y5 3172.54 110.768 56526 4 793.89 -9.39

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

12 VVAGVANALAHKYH 133 14 8 77.71 b3y3y4y5y7y9*y9y11 1449.80 44.884 50361 2 725.41 4.80

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

13 NFGKEFTPQMQAAYQK 117 16 7 52.64 b3b6b12y11*y11y12y13 1887.90 53.798 3453 2 944.45 -5.04

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FVFGTTPEDILR 216 12 14 96.67
b2b5°b5b12y1y3y4y6y7y8y

9y10°y10y12
1394.72 81.870 334897 2 697.87 -6.04

|P07996|TSP1_HUMAN Thrombospondin-
1

2 TIVTTLQDSIR 288 11 10 97.68 b2b3b5y3y4y5y7y8y9y11 1246.70 67.227 225224 2 623.85 -0.88

|P07996|TSP1_HUMAN Thrombospondin-
1

3 MENAELDVPIQSVFTR 173 16 15 116.32
b2b3b4b6b7b8*b8b14y3y4

y5y8y10y11y16
1848.91 81.066 196988 2 924.96 -2.31

|P07996|TSP1_HUMAN Thrombospondin-
1

4 GGVNDNFQGVLQNVR 201 15 21 162.15
b3b5b7*b7b11b12y2y3*y3
y4*y4y5y7y8y9y10*y10y1

1y13y15*y15
1616.82 65.533 187824 2 808.91 2.57



|P07996|TSP1_HUMAN Thrombospondin-
1

5 NALWHTGNTPGQVR 1077 14 7 43.27 y2y4y5*y5y9y10y14 1550.77 44.548 178142 3 517.60 -5.98

|P07996|TSP1_HUMAN Thrombospondin-
1

6 FTGSQPFGQGVEHATANK 623 18 25 143.35

b4°b4b5°b5b13y2*y2y3y4y
5y6*y6y7y9*y9y10°y10*y1
0y11*y11y12y13°y13*y13y

18

1875.88 44.004 177190 3 625.97 -7.35

|P07996|TSP1_HUMAN Thrombospondin-
1

7 GTSQNDPNWVVR 968 12 14 101.84
b6°b6b10*b10b11y2y3y4y

6y7y8y10*y10y12
1372.67 46.671 156817 2 686.84 6.14

|P07996|TSP1_HUMAN Thrombospondin-
1

8 AQGYSGLSVK 1054 10 10 78.73 b2*b2y2y3y4y5y6y7y8y10 1009.53 38.081 145984 2 505.27 -3.39

|P07996|TSP1_HUMAN Thrombospondin-
1

9 GPDPSSPAFR 50 10 10 71.74 b2b3°b3y3y4y6°y6y7y8y10 1030.49 35.164 145259 2 515.75 -4.62

|P07996|TSP1_HUMAN Thrombospondin-
1

10 FQMIPLDPK 959 9 6 43.24 b2*b2b3b7y5y7 1088.58 69.124 1354162 544.79 -3.36

|P07996|TSP1_HUMAN Thrombospondin-
1

11 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 13 85.57
b4b5b6b8*b8y1y3y4*y4y5

*y5y6y13
1659.80 35.426 126618 3 553.94 -8.02

|P07996|TSP1_HUMAN Thrombospondin-
1

12
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 30 222.91

b2b3b4°b4b8b10*b10b11b
19y2y4y5y6y7y8y9y10°y10
*y10y11°y11*y11y12*y12y

13y15y16y17y18y19

2131.93 30.392 95930 3 711.31 -2.63

|P07996|TSP1_HUMAN Thrombospondin-
1

13 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 5 34.4 y2*y2y6y7y8 1573.68 43.208 88717 2 787.34 4.50

|P07996|TSP1_HUMAN Thrombospondin-
1

14 GFLLLASLR 86 9 8 59.51 b2b3y2y4y5y6y7y9 989.61 89.481 63515 2 495.31 -8.63

|P07996|TSP1_HUMAN Thrombospondin-
1

15

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 8 26.94 b2b11y1y2y5y11y12y16 1949.81 49.426 57910 2 975.41 9.33

|P07996|TSP1_HUMAN Thrombospondin-
1

16
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 12 87.42
b12b14y3°y3y4y5y6y8y11y

12y13y21
2409.14 101.462 56837 3 803.72 -2.63

|P07996|TSP1_HUMAN Thrombospondin-
1

17 IPESGGDNSVFDIFELTGAAR 20 21 7 43.44 b5y3y4y5y7y16y21 2195.08 98.830 51866 2 1098.04 7.56

|P07996|TSP1_HUMAN Thrombospondin-
1

18 TIVTTLQDSIRK 288 12 7 31.39 b2y2y4y6*y6y9y12 1374.78 59.664 44095 3 458.93 -13.67

|P07996|TSP1_HUMAN Thrombospondin-
1

19 VTEENKELANELR 300 13 9 19.58 b2°b2b3°b3y2y4*y4y6y13 1544.78 40.829 39272 3 515.60 -4.27

|P07996|TSP1_HUMAN Thrombospondin-
1

20 GTLLALER 101 8 5 39.59 y1y3y4y5y8 872.52 55.906 38047 2 436.76 -3.57

|P07996|TSP1_HUMAN Thrombospondin-
1

21 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 13 71.58
b2b3b6°b6b9y1y2y3y4y6*

y6y10y12
1332.65 38.850 34086 2 666.83 6.41

|P07996|TSP1_HUMAN Thrombospondin-
1

22 QVTQSYWDTNPTR 1041 13 9 65.02 b3°b3y4*y4y5y7y9y11y13 1595.75 48.520 28392 2 798.38 3.75

|P07996|TSP1_HUMAN Thrombospondin-
1

23

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 15 33.95
b2b4b10°b10*b10b12°b12
b15*b15y7y11°y11*y11y1

3y26
2965.33 51.918 21373 3 989.12 2.63

|P07996|TSP1_HUMAN Thrombospondin-
1

24
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

DCVGDVTENQICNK 529 14 3 18.27 b10y9y12 1651.71 40.705 15664 2 826.36 5.03

|P07996|TSP1_HUMAN Thrombospondin-
1

25 IPESGGDNSVFDIFELTGAARK 20 22 4 19.3 b3b5°b5b13 2323.14 94.349 1559 3 775.05 -8.30

|P07996|TSP1_HUMAN Thrombospondin-
1

26 Carbamidomethyl+C(1) CNYLGHYSDPMYR 662 13 3 27.06 y4y6y7 1675.69 52.751 97918 3 559.23 -6.41

|P07996|TSP1_HUMAN Thrombospondin-
1

27
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 7 34.08 b3b15y3y5y10y15y22 3320.28 51.663 87738 3 1107.43 5.96



|P07996|TSP1_HUMAN Thrombospondin-
1

28 LVPNPDQK 911 8 4 39.59 y3y4*y4y6 910.50 26.998 29704 2 455.75 -4.36

|P07996|TSP1_HUMAN Thrombospondin-
1

29 FYVVMWK 1034 7 3 36.13 b3y4y5 972.50 76.028 24494 2 486.76 1.51

|P07996|TSP1_HUMAN Thrombospondin-
1

30
Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(24)

CDNCPYNHNPDQADTDNNGEGD
ACAADIDGDGILNER

773 37 4 10.9 b4y4y11*y11 4092.63 56.781 16888 3 1364.88 8.59

|P07996|TSP1_HUMAN Thrombospondin-
1

31
Carbamidomethyl+C(5);
Carbamidomethyl+C(23)

IGDTCDNNQDIDEDGHQNNLDNC
PYVPNANQADHDK

851 36 8 39.93 b3b4°b4y3y5y8y10y11 4125.69 45.442 7525 4 1032.18 2.01

|P07996|TSP1_HUMAN Thrombospondin-
1

32 SITLFVQEDR 154 10 3 32.71 y3y7y8 1207.61 57.821 4520 2 604.31 -20.52

|P07996|TSP1_HUMAN Thrombospondin-
1

33

Carbamidomethyl+C(3);
Carbamidomethyl+C(8);
Carbamidomethyl+C(18)
;Carbamidomethyl+C(19

)

VSCPIMPCSNATVPDGECCPR 350 21 5 21.63 b6°b6b7°b7y12 2406.95 25.376 2570 4 602.49 -20.59

|P07996|TSP1_HUMAN Thrombospondin-
1

34 IMADSGPIYDK 1130 11 7 91.92 b3b4b6b7b9b10y7 1209.59 31.048 2459 2 605.30 4.04

|P07996|TSP1_HUMAN Thrombospondin-
1

35
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

NPCTDGTHDCNK 647 12 4 28.38 b3b5*b5b6 1418.54 16.216 2214 3 473.52 -4.30

|P07996|TSP1_HUMAN Thrombospondin-
1

36 Carbamidomethyl+C(16) MGLAWGLGVLFLMHVCGTNR 0 20 4 13.63 b7y7*y7y13 2232.08 105.358 2200 2 1116.54 -21.66

|P07996|TSP1_HUMAN Thrombospondin-
1

37 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 3 18.27 b9y7y9 1681.74 41.816 1732 2 841.38 17.71

|P07996|TSP1_HUMAN Thrombospondin-
1

38 IEDANLIPPVPDDKFQDLVDAVR 60 23 21 158.94
b4b5*b5b6*b6b7*b7b14y3
y4y5y6y7°y7y9*y9y11y13y

15y16y17
2579.33 87.746 345459 3 860.45 -3.50

|P07996|TSP1_HUMAN Thrombospondin-
1

39 Carbamidomethyl+C(21)
FTGSQPFGQGVEHATANKQVCKP

R
623 24 9 92.05 y4y5y6y8y9y11y12y18y19 2644.29 40.370 879155 529.66 -5.26

|P07996|TSP1_HUMAN Thrombospondin-
1

40

Carbamidomethyl+C(4);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KDACPINGGWGPWSPWDICSVTC
GGGVQK

485 29 3 11.2 b15y7y12 3189.47 88.461 80212 3 1063.83 10.87

|P07996|TSP1_HUMAN Thrombospondin-
1

41
Carbamidomethyl+C(4);
Carbamidomethyl+C(16)

IRLCNSPSPQMNGKPCEGEAR 458 21 18 115.78
b4b5*b5b6°b6*b6b7°b7b1
0*b10y6y7y8y9°y9y10y11*

y11
2401.09 37.220 79820 4 601.03 -12.51

|P07996|TSP1_HUMAN Thrombospondin-
1

42 VTEENKELANELR 300 13 5 19.58 b3b12y4°y4*y4 1544.79 90.332 74792 2 772.90 -4.11

|P07996|TSP1_HUMAN Thrombospondin-
1

43 LVKGPDPSSPAFR 47 13 4 32.54 b6y4y7y10 1370.74 41.083 21531 3 457.58 -3.56

|P07996|TSP1_HUMAN Thrombospondin-
1

44 IMADSGPIYDKTYAGGR 1130 17 6 46.61 b10y4y6y7y9y15 1814.87 46.545 17519 3 605.63 -3.83

|P07996|TSP1_HUMAN Thrombospondin-
1

45 FYVVMWKQVTQSYWDTNPTR 1034 20 6 36.69 b6b8y3y5y8y12 2549.24 98.860 13533 3 850.42 5.65

|P07996|TSP1_HUMAN Thrombospondin-
1

46 Carbamidomethyl+C(4) SRLCNNPTPQFGGK 515 14 5 29.26 b6*b6y3y4y6 1575.75 36.528 13044 3 525.92 -12.63

|P07996|TSP1_HUMAN Thrombospondin-
1

47 KIMADSGPIYDK 1129 12 5 35.68 b5b7b10°b10y4 1337.66 48.405 11566 2 669.33 -11.59

|P07996|TSP1_HUMAN Thrombospondin-
1

48
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

TKDLQAICGISCDELSSMVLELR 262 23 3 12.44 b5b9y4 2638.30 91.282 10237 3 880.11 4.53



|P07996|TSP1_HUMAN Thrombospondin-
1

49

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 4 12.16 b3b14y10y12 4107.66 48.147 4270 4 1027.67 2.38

|P07996|TSP1_HUMAN Thrombospondin-
1

50

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 3 11.67 b9b12y13 2965.30 55.954 2279 4 742.08 -8.48

|P07996|TSP1_HUMAN Thrombospondin-
1

51 LVPNPDQKDSDGDGR 911 15 6 30.38 b7b10y10°y10*y10y11 1612.76 31.176 2160 2 806.88 3.03

|P07996|TSP1_HUMAN Thrombospondin-
1

52 Phosphoryl STY(4) VVNSTTGPGEHLR 1064 13 10 76.01
b3*b3y5_H3PO4 

y5y6y7°y7y8°y8y9y12
1446.68 136.421 3641 1 1446.68 14.18

|P07996|TSP1_HUMAN Thrombospondin-
1

53 Phosphoryl STY(17) IPESGGDNSVFDIFELTGAARK 20 22 3 12.79 b15y6_H3PO4 y6y9 2403.15 111.825 1642 2 1202.08 13.21

|P07996|TSP1_HUMAN Thrombospondin-
1

54 Oxidation+M(3) VVMYEGK 1122 7 4 57.9 b4b6y4y6 841.42 28.772 3871 2 421.21 10.08

|P07996|TSP1_HUMAN Thrombospondin-
1

55
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

;Oxidation+M(9)
LCNSPSPQMNGKPCEGEAR 460 19 6 61.31 b3y4y5y6y7y8 2147.91 23.376 2888 3 716.64 -6.71

|P07996|TSP1_HUMAN Thrombospondin-
1

56 LWHTGNTPGQVR 1079 12 0 4.05 1365.70 44.582 7279 2 683.36 0.80

|P07996|TSP1_HUMAN Thrombospondin-
1

57 LLLASLR 88 7 1 8.52 b3 785.52 89.482 1624 2 393.26 -5.05

|P07996|TSP1_HUMAN Thrombospondin-
1

58 GTLLALER 101 8 0 1.35 854.51 55.910 7250 2 427.76 0.57

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 IGEHTPSALAIMENANVLAR 153 20 18 108.57
b5°b5b7b8b9b10b12°b12y
1y2y3y5y6y7*y7y8y10y20

2107.08 79.974 126662 3 703.03 -5.79

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 18 131.46

b1b2b9b10b11°b11y3y5y7
y8y9y10y11y13y14y15y17

y28
3176.58 75.479 114136 4 794.90 -6.69

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 Carbamidomethyl+C(25)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 10 36.48

b5b8°b8b14b20y1y4y5y8*
y8

3131.54 61.460 88837 5 627.11 -13.02

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 LQSIGTENTEENRR 43 14 14 54.77
b2*b2y1y4*y4y8*y8y10*y

10y12°y12y13*y13y14
1646.79 27.765 74315 3 549.60 -11.49

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 GVVPLAGTNGETTTQGLDGLSER 111 23 8 39.96 b3b6y3y6y7y17y20y23 2272.17 64.331 56910 2 1136.59 10.42

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 GILAADESTGSIAK 28 14 7 48.06 b3b4b8y9y11y12y14 1332.70 47.537 50545 2 666.86 3.11

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 YTPSGQAGAAASESLFVSNHAY 342 22 7 24 b5b7b9y9°y9y14y22 2228.04 64.897 7069 2 1114.52 6.14

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 AAQEEYVKR 322 9 7 52.78 b2y2y3y4y5y6y9 1093.56 18.275 4549 2 547.28 -6.36

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 Carbamidomethyl+C(1) CPLLKPWALTFSYGR 289 15 3 17.17 b3y4y10 1808.96 66.141 3200 2 904.98 5.47

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10 PYQYPALTPEQK 1 12 3 25.15 b3b4y8 1434.74 54.469 141609 3 478.92 10.12

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11 QLLLTADDR 60 9 3 37.03 y5y7y8 1044.55 49.965 23544 2 522.78 -13.44

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12 MPYQYPALTPEQK 0 13 6 43.53 b3b6b8b9°b9y6 1565.76 31.916 17772 3 522.59 -2.88

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 IVAPGK 22 6 1 13.2 b5 584.38 41.810 17708 1 584.38 6.27



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14 Carbamidomethyl+C(8) ALANSLACQGK 331 11 4 36.69 b8b9y7y9 1132.59 44.087 4709 2 566.80 9.16

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

15
VDKGVVPLAGTNGETTTQGLDGL

SER
108 26 7 51.02 b4b5b6y5y8y12y14 2614.32 60.012 43903 3 872.11 -2.89

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

16 MPYQYPALTPEQKK 0 14 4 26.05 b9b12°b12b13 1693.86 118.334 14120 2 847.43 -0.14

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

17 LQSIGTENTEENRR 43 14 6 48.27 b3b11y4y5y10y13 1646.79 45.924 3820 3 549.60 -10.01

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

18 Carbamidomethyl+C(24)
GVVPLAGTNGETTTQGLDGLSER

CAQYK
111 28 3 11.33 b3b12y7 2922.47 102.669 1991 3 974.83 13.87

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

19
Carbamidomethyl+C(1);

Phosphoryl STY(10)
CPLLKPWALTFSYGR 289 15 3 17.17 b3b11y4_H3PO4 y4 1888.92 80.464 19556 3 630.31 7.11

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

20 Phosphoryl STY(6) LQSIGTENTEENR 43 13 5 43.53
b3b5b7_H3PO4 b7_HPO3 

b7b8_H3PO4 b8y6
1570.67 27.134 3074 3 524.23 0.47

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

21 Phosphoryl STY(12) GVVPLAGTNGETTTQGLDGLSER 111 23 7 42.16
b4b12_H3PO4 

b12b13b16y9y11y12_HPO
3 y12

2352.13 68.733 1918 2 1176.57 14.84

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

22
Carbamidomethyl+C(25)

;Oxidation+M(18)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 8 29.41 b8°b8b9y3y12°y12y14*y14 3147.60 105.296 1536 4 787.65 7.83

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

23 ASESLFVSNHAY 352 12 1 8.09 b3 1324.64 64.828 21337 3 442.22 13.73

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

24 SIGTENTEENRR 45 12 1 7.25 b11 1405.67 27.756 4673 2 703.34 4.43

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

25 PIVEPEILPDGDHDLKR 184 17 4 22.35 b3b4b12°b12 1943.03 75.471 3616 2 972.02 3.02

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

26 QEEYVKR 324 7 0 1.8 951.49 18.275 2166 2 476.25 -1.73

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

27 AQEEYVKR 323 8 0 1.8 1022.52 18.274 2037 2 511.77 -2.21

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

28 PDGDHDLKR 192 9 0 10.34 1052.51 75.492 1890 2 526.76 1.97

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 VGWEQLLTTIAR 714 12 18 148.32
b3b4b5°b5b6°b6b8y1y2y3y

4y5y6°y6y7y8y9y12
1386.77 97.027 222796 2 693.89 -1.06

|P12814|ACTN1_HUMAN Alpha-actinin-1 2 AIMTYVSSFYHAFSGAQK 236 18 26 135.57

b2b5°b5b13b15y1y2*y2y4
*y4y5y6°y6y7y8y10°y10y1
1y12°y12*y12y13y16°y16*

y16y18

2007.95 89.488 161074 3 669.99 -7.23

|P12814|ACTN1_HUMAN Alpha-actinin-1 3 LAILGIHNEVSK 565 12 7 32.67 b2b3y5*y5y9y10y12 1293.73 57.493 156404 3 431.92 -13.87

|P12814|ACTN1_HUMAN Alpha-actinin-1 4 VLAVNQENEQLMEDYEK 264 17 14 94.07
b2b3b4b12b13y2y4y6y9y1

0y12*y12y13y17
2051.97 60.848 154360 2 1026.49 6.66

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 MLDAEDIVGTARPDEK 220 16 8 54.78
b14y4y11y12°y12y13y14y1

6
1759.84 59.395 147767 3 587.28 -9.43

|P12814|ACTN1_HUMAN Alpha-actinin-1 6
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 27 167.1

b2b3°b3b4b5b6*b6b7b13b
14y2y3*y3y4*y4y5°y5y6*y
6y7y8y10y12y14*y14y15y

25

2808.39 93.609 138796 3 936.80 9.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 TINEVENQILTR 726 12 12 72.83
b2°b2b3b10*b10y1y3y4y5

y6y10y12
1429.77 59.074 115237 2 715.39 4.95

|P12814|ACTN1_HUMAN Alpha-actinin-1 8 LLETIDQLYLEYAKR 502 15 12 85.67
b2b3y1y4y5y6y7y8y10*y1

0y13y15
1868.00 84.911 114637 3 623.34 -8.43

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 13 80.75
b2b4b10y2y3y4y5y6y9y12°

y12*y12y14
1661.79 69.134 107827 2 831.40 -3.38



|P12814|ACTN1_HUMAN Alpha-actinin-1 10 LLETIDQLYLEYAK 502 14 17 96.51
b2b4°b4b6y2y3y4y5y6°y6y
9°y9y10y11*y11y12°y14

1711.92 90.367 89876 2 856.46 0.57

|P12814|ACTN1_HUMAN Alpha-actinin-1 11 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 17 136.29
b7°b7b8b13b16y5*y5y6y7
y8y9y10*y10y11y12y15y1

7
1992.93 75.478 84178 2 996.97 6.80

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 IDQLEGDHQLIQEALIFDNK 684 20 5 21.76 b3y4*y4y5y20 2339.19 81.259 81017 3 780.40 -1.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 13 QFGAQANVIGPWIQTK 633 16 7 26.27 b4b7*b7b11b16y7y16 1757.93 75.256 77410 2 879.47 -0.35

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 LSNRPAFMPSEGR 346 13 6 32.91 b4b8y2y4y5y13 1461.72 44.359 77013 3 487.91 -7.10

|P12814|ACTN1_HUMAN Alpha-actinin-1 15
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 18 88.02

b2b3b5b6*b6b8y2y3y4y5°
y5y6y7y8*y8y10y36y38

4362.05 136.022 71258 4 1091.27 0.11

|P12814|ACTN1_HUMAN Alpha-actinin-1 16
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 8 46.96 b3b10b13y7y8y10y11y26 2890.44 63.478 48161 3964.15 -0.84

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 Carbamidomethyl+C(7) EGLLLWCQR 147 9 5 43.75 b8y3y5y6y9 1174.60 75.268 47346 2 587.80 -1.87

|P12814|ACTN1_HUMAN Alpha-actinin-1 18 ATLPDADKER 555 10 10 65.98 b1y1y2y3y4y5y6y7°y7y10 1115.57 24.427 35535 2 558.29 -0.44

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 HEAFESDLAAHQDR 436 14 13 76.47
b2b3°b3b5b8b10y4y9*y9y

10*y10y12y14
1625.72 35.568 28234 3 542.58 -5.03

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 LMLLLEVISGER 64 12 3 28.38 y3y4y6 1372.78 105.908 4821 2 686.90 -1.69

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 GYEEWLLNEIR 376 11 3 23.16 b7b10y3 1421.70 86.438 4401 1 1421.70 -5.75

|P12814|ACTN1_HUMAN Alpha-actinin-1 22 Carbamidomethyl+C(11) RELPPDQAEYCIAR 849 14 4 18.27 b2b9y5y9 1717.83 44.922 2129 2 859.42 -2.42

|P12814|ACTN1_HUMAN Alpha-actinin-1 23 YLDIPK 214 6 2 25.94 b3y5 748.41 48.006 38953 2 374.71 -12.72

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 TAPYK 157 5 1 12.75 b4 579.32 58.726 24129 1 579.32 5.06

|P12814|ACTN1_HUMAN Alpha-actinin-1 25 NVNIQNFHISWK 162 12 5 30.61 b6b9y6°y6y8 1499.78 64.923 20579 3 500.60 0.33

|P12814|ACTN1_HUMAN Alpha-actinin-1 26 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 6 28.69 b3b6b16b17*b17y7 2396.16 80.661 13148 3 799.39 15.79

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 ATLPDADK 555 8 8 65.08 b3°b3b6°b6b7y4y6°y6 830.43 27.167 12218 2 415.72 1.69

|P12814|ACTN1_HUMAN Alpha-actinin-1 28 GISQEQMNEFR 741 11 4 23.16 b6y7°y7y9 1338.64 47.070 8179 2 669.82 21.89

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 DQALTEEHAR 614 10 4 46.24 b5b7b9y3 1169.54 56.038 7377 2 585.28 -8.56

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 ETADTDTADQVMASFK 818 16 4 16.24 b3b13y12°y12 1729.77 39.333 2290 4 433.20 5.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 31 QQHNER 624 6 1 13.2 b3 811.39 27.129 2279 2 406.20 7.00

|P12814|ACTN1_HUMAN Alpha-actinin-1 32
MAPYTGPDSVPGALDYMSFSTAL

YGESDL
863 29 5 23.85 b4b10y4y5y13 3055.30 97.156 2154 4 764.58 -17.74

|P12814|ACTN1_HUMAN Alpha-actinin-1 33 DDPLTNLNTAFDVAEKYLDIPK 198 22 5 36.03 b6b7*b7b8b21 2492.25 98.972 10735513 831.42 -0.59

|P12814|ACTN1_HUMAN Alpha-actinin-1 34
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 15 63.02

b3°b3b9*b9b11b13*b13b1
4y3y5y6y9°y9y10y12

3621.73 75.338 173544 5 725.15 -12.74

|P12814|ACTN1_HUMAN Alpha-actinin-1 35
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 17 95.24

b7b9°b9b10b11*b11b13°b
13y3y5y7y9y10y12y13y16

y18
3583.74 67.096 97531 5 717.55 -11.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 ILAGDKNYITMDEL R 834 15 11 88.72
b4b11b13y4°y4y5y6y9°y9y

11y13
1751.89 62.001 67823 3 584.63 -5.37



|P12814|ACTN1_HUMAN Alpha-actinin-1 37 KHEAFESDLAAHQDR 435 15 7 35.18 b3°b3b4b9y6y8*y8 1753.81 31.157 7185 4 439.21 -11.48

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 Carbamidomethyl+C(11)
MVSDINNAWGCLEQVEKGYEEW

LLNEIR
359 28 3 21.54 b6b7y3 3395.62 74.850 6349 6 566.78 6.04

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 Carbamidomethyl+C(2)
ACLISLGYDIGNDPQGEAEFARIMS

IVDPNR
772 31 13 74.61

b8b9°b9b11b12b13°b13b1
4b15°b15b19y8°y8

3421.69 118.295 6237 3 1141.23 10.49

|P12814|ACTN1_HUMAN Alpha-actinin-1 40 Carbamidomethyl+C(7) KTFTAWCNSHLR 34 12 3 21.17 b6b8y10 1520.74 54.656 5566 2 760.87 -2.33

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 QKASIHEAWTDGK 400 13 3 24.35 b11y11y12 1470.71 54.422 4796 2 735.86 -14.19

|P12814|ACTN1_HUMAN Alpha-actinin-1 42 DAKGISQEQMNEFR 738 14 6 31.53 b10b11°b11y6°y6y8 1652.76 44.876 4072 2 826.88 -5.61

|P12814|ACTN1_HUMAN Alpha-actinin-1 43 MEEIGRISIEMHGTLEDQLSHLR 649 23 4 25.44 b6b7y5y18 2694.37 97.254 2285 3 898.80 13.86

|P12814|ACTN1_HUMAN Alpha-actinin-1 44 RDQALTEEHAR 613 11 5 30.14 b4*b4b5*b5b8 1325.64 31.159 1907 2 663.32 -14.83

|P12814|ACTN1_HUMAN Alpha-actinin-1 45 Phosphoryl STY(32)
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 8 33.99 b6y4°y4y5y6°y6*y6y11 4442.00 114.720 3733 5 889.21 -1.10

|P12814|ACTN1_HUMAN Alpha-actinin-1 46 Oxidation+M(5) ISIEMHGTLEDQLSHLR 655 17 3 15.44 b5y8y11 1995.01 47.218 287732 3 665.68 8.44

|P12814|ACTN1_HUMAN Alpha-actinin-1 47 Oxidation+M() AIMTYVSSFYHAFSGAQK 236 18 7 44.59 b5b6b7b9y5y9°y9 2023.95 100.089 21508 3 675.32 -3.26

|P12814|ACTN1_HUMAN Alpha-actinin-1 48 Oxidation+M(14) ASIHEAWTDGKEAMLR 402 16 5 39.81 b6b8b11b13y10 1830.90 69.590 3179 3 610.97 9.47

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 Oxidation+M(7) GISQEQMNEFR 741 11 3 26.17 b5y9y10 1354.62 38.884 2715 3 452.21 10.00

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 LPDADKER 557 8 1 8 b3 943.48 24.428 20218 2 472.24 -3.17

|P12814|ACTN1_HUMAN Alpha-actinin-1 51 PDADKER 558 7 1 8 b4 830.40 24.430 16439 2 415.70 1.62

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 TLPDADKER 556 9 1 8 b8 1044.53 24.429 12235 2 522.77 -4.79

|P12814|ACTN1_HUMAN Alpha-actinin-1 53 ILGIHNEVSK 567 10 0 3.15 1109.64 57.462 11919 2 555.32 5.83

|P12814|ACTN1_HUMAN Alpha-actinin-1 54 AILGIHNEVSK 566 11 0 3.15 1180.66 57.490 11106 2 590.84 -4.76

|P12814|ACTN1_HUMAN Alpha-actinin-1 55 GIHNEVSK 569 8 1 7.44 b5 883.46 57.529 2838 2 442.23 -6.36

|P12814|ACTN1_HUMAN Alpha-actinin-1 56 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 0 4.05 1643.79 69.111 15605 3 548.60 3.19

|P12814|ACTN1_HUMAN Alpha-actinin-1 57 ATLPDADKER 555 10 0 2.25 1097.54 24.439 7946 3 366.52 -12.57

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1
LGALFQPDSFVHGNSGAGNNWA

K
80 23 19 106.26

b2b3b4b5b6b10*b10b11b1
3y5*y5y6y11y12y15y17°y1

7*y17y23
2387.16 73.823 292234 3 796.39 2.05

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 AVLVDLEPGTMDSIR 62 15 7 53.19 b3y3y8y9y11y13y15 1615.84 73.994 230755 2 808.42 0.91

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 LHFFMPGFAPLTAQGSQQYR 262 20 25 149.15
b2b3b4b5b9b12b13y2y3*y
3y5°y5y6y7*y7y8y9y10°y1
0*y10y11°y11y15°y15y20

2296.13 87.613 121665 3 766.05 -1.06

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 ALSVAELTQQMFDAR 282 15 18 122.45
b1b2b4°b4b11b12y2y3y5y
6y7y8*y8y10°y10y12y13y1

5
1679.84 91.307 119067 2 840.42 -1.67

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 IMNSFSVMPSPK 162 12 8 82.64 y3y5y7y8y10°y10y11y12 1337.66 62.739 107987 2 669.33 2.46



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 14 57.9
b3b4b8b10y2y3y4y7y9y11

y13y15°y15y33
3507.57 81.861 98189 4 877.65 -2.37

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8 GHYTEGAELIENVLEVVR 103 18 9 47.33 b2b3b7b10y2y3y5y7y8 2028.02 98.615 86524 3 676.68 -9.81

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 7 46.47 b9y3y5*y5y9y11y14 1693.81 74.613 71957 2 847.41 6.49

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10 GASALQLER 37 9 9 72.26 b3y1y3y4°y4y5y6y7y9 944.51 39.957 60931 2 472.76 -1.49

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11 Carbamidomethyl+C(10) EIVHIQIGQCGNQIGAK 2 17 8 30.93 b5°b5b11°b11y4y8y10y17 1864.98 55.253 60269 3 622.33 4.97

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 10 67.83 y2y3y4y5y7y8y9°y9y22y25 2691.40 106.593 59988 3 897.81 0.64

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13 FWEMIGEEHGIDLAGSDR 19 18 5 14.75 b2b13y10y13y18 2061.93 76.248 49887 3 687.98 0.12

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 EVDQQLLSVQTR 324 12 8 32.67 b6*b6b12y2y3y5y6y12 1415.76 51.847 44066 2 708.38 4.40

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16 VSEHFSAMFK 380 10 11 38.46
b1b4°b4b5°b5b8b10y2y9°y

9y10
1182.55 53.264 15346 3 394.85 -11.05

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 7 22.67 b13y4°y4y11°y11y12y16 4361.97 87.665 5961 3 1454.66 8.96

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18 ISVYYNEAYGR 46 11 7 39.88 b8°b8*b8y3y6y10*y10 1334.64 35.564 10312 2 667.82 -0.82

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 ISVYYNEAYGRK 46 12 3 31.39 y5y7y9 1462.73 43.542 35770 3 488.25 -3.25

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 Carbamidomethyl+C(4)
VAVCDIPPRGLSMAATFIGNNTAI

QEIFNR
350 30 7 50.65 b5b6b8b14b15y5y6 3275.65 102.623 32113 3 1092.56 -4.62

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21
FWEMIGEEHGIDLAGSDRGASAL

QLER
19 27 3 11.49 b7y4y12 2987.42 78.770 3757 3 996.48 -4.25

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

22 Oxidation+M(4) FWEMIGEEHGIDLAGSDR 19 18 5 23.52 b15y5y7°y7y13 2077.94 78.734 8171 3 693.32 5.99

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

23 SALQLER 39 7 0 1.8 816.45 39.963 2546 2 408.73 -7.48

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

24 GASALQLER 37 9 0 1.8 926.49 40.001 2946 2 463.75 -14.62

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 26 178.84

b3b4b5°b5*b5b7b11b12°b
12b13y2y3y4y6y10°y10*y1
0y14y16y17y18*y18y19y2

0y21y23

2520.27 65.710 429566 3 840.76 1.16

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2 EGFGHLSPTGTTEFWLGNEK 238 20 11 56.63
b6°b6b7b8y3y4y6y8°y8y20

*y20
2207.03 76.243 295411 3 736.35 -2.77

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3 YEASILTHDSSIR 121 13 17 129.03
b1b2°b2b3b4b11°b11y3y4°

y4y5y6y7y8y9y11y13
1491.73 48.410 286915 3 497.91 -11.13

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITG
KDCQDIANK

153 32 20 126.96
b2b3b5b10b16y2y3y4y5°y
5y8y9y10y11*y11y12y13y

14y29y32
3712.71 49.133 179909 5 743.35 -7.17

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITG
K

153 24 12 63.33
b2b3b5y3y5y8y14y18*y18

y19y20y24
2768.32 49.897 161686 4 692.84 -4.32

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 21 131.89
b2b3b5y2y3*y3y4y5°y5y6*
y6y7y8y9°y9y10y12y13°y1

3y16y21
2417.09 87.778 158908 2 1209.05 6.57

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7 ASTPNGYDNGIIWATWK 382 17 6 48.79 b15y3y4y5y6y17 1893.92 80.122 150251 2 947.46 2.77



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8 VELEDWNGR 273 9 7 43.75 b2b3y1y5y7y8y9 1117.53 50.973 143707 2 559.27 2.08

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9 YLQEIYNSNNQK 134 12 15 116.81
b2b3*b3b4b5b10b12y3y4y

6y7*y7y8y9y12
1513.74 43.544 130857 2 757.37 4.68

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 12 65.53
b2°b2*b2y1y2y3y4°y4y5y6

y7y9
1194.49 43.572 128762 2 597.75 1.12

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11 QSGLYFIKPLK 188 11 6 45.9 y1y3y4y5y7y11 1293.74 64.431 102734 3 431.92 -13.02

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 IHLISTQSAIPYALR 258 15 9 69.41 b2b3b4y4y5y11y12y13y15 1682.94 69.807 96686 3 561.65 -10.01

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 Carbamidomethyl+C(9) ANQQFLVYCEIDGSGNGWTVFQK 199 23 5 27.73 y3y4y11°y11y14 2661.23 87.025 19325 3 887.75 -2.94

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 TSTADYAMFK 282 10 6 52.18 b8b9y5y6y8y10 1134.52 51.930 13335 1 1134.52 6.46

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15 QVRPEHPAETEYDSLYPEDDL 432 21 6 23.54 b5b9b10°b10y11°y11 2503.12 91.650 36645 4 626.54 -2.34

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16 NWIQYK 232 6 3 25.94 b3y5*y5 851.45 40.760 21882 1 851.45 5.09

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17 FFTSHNGMQFSTWDNDNDK 328 19 3 21.11 b6b10b13 2290.99 76.503 14987 3 764.34 20.99

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 3 11.67 b7y4y6 3039.47 107.121 64066 4 760.62 3.21

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19 Carbamidomethyl+C(9)
ANQQFLVYCEIDGSGNGWTVFQK

R
199 24 6 12.15 b6y13°y13*y13y15°y15 2817.37 79.285 14544 3 939.79 9.88

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20 VGPEADKYR 292 9 10 86.25 b5b8°b8y3y4y6°y6y7°y7y8 1034.52 21.632 14439 2 517.77 -2.71

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21 VELEDWNGRTSTADYAMFK 273 19 6 36.91 b5b10b13b14y12y14 2233.05 85.058 4159 4 559.02 9.95

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 DLQSLEDILHQVENKTSEVK 64 20 5 34.83 b7b8b9°b9y10 2325.21 119.630 1921 3 775.74 6.51

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23 Phosphoryl STY(7) EGFGHLSPTGTTEFWLGNEK 238 20 3 13.63 b4b6y12 2286.99 67.206 4018 4 572.50 -3.84

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 Oxidation+M(16) AIQLTYNPDESSKPNMIDAATLK 88 23 4 16.41 b13b15y8y12 2536.23 99.013 90527 3 846.08 -12.71

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 ASILTHDSSIR 123 11 2 7.31 b3°b3 1199.63 48.429 7413 2 600.32 -6.11

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

26 QSGLYFIKPLK 188 11 0 2.7 1276.73 64.428 16160 3 426.25 4.02

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

27 YLQEIYNSNNQK 134 12 0 3.15 1496.70 43.571 2010 3 499.57 4.65

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 15 114.66
b2b3b6b7b8y1y2y3y4y5y6

y8y10y14y16
1887.98 101.161 193974 3 630.00 -12.41

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 20 109.48
b2b4b5*b5b10°b10*b10b1
1*b11b12*b12y1y2y4y7y8

y9y11*y11y13
1354.74 44.126 164170 2 677.87 2.97

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 EAFQLFDR 13 8 7 39.59 b2°b2y2y3y4y6y8 1025.50 67.944 92560 2513.26 -2.38

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 11 63.42
b2y1y2y3y6y7*y7y8y9y11

*y11
1341.64 47.762 89839 2 671.32 6.01

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 NKDQGTYEDYVEGLR 79 15 13 86.96
b3b8b11y3y5y6°y6y7°y7y8

y13y15*y15
1786.82 55.271 54333 3 596.28 -0.96

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 HVLVTLGEK 110 9 5 29.25 b2b3y2y3y5 995.59 41.784 51844 2 498.30 -2.51

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 VFDKEGNGTVMGAEIR 94 16 15 111.14
b5b6b7b11b12*b12y4y6y9

y10°y10y11°y11y12y16
1722.86 108.914 21122 2 861.93 5.67



|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 EGNGTVMGAEIR 98 12 5 43.34 y5y6y7°y7y11 1233.60 42.546 21790 2 617.30 5.05

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 VFDKEGNGTVMGAEIR 94 16 4 26.27 b3y5y7y12 1722.84 48.885 93130 3 574.95 -2.76

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 EAFQLFDRTGDGK 13 13 13 83.81
b4°b4b5b6*b6b7*b7y5y7y

8°y8y11*y11
1483.73 105.882 6839 2 742.37 8.23

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 NKDQGTYEDYVEGLR 79 15 3 25.25 b11b12b14 1786.83 91.587 6774 2 893.92 0.61

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

12 PMLQTVAK 71 8 2 20.44 b3b4 887.50 101.158 1877 2 444.25 -7.63

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

13 EAFQLFDR 13 8 0 1.35 1007.50 67.924 8756 2 504.25 6.54

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 14 78.29

b2b4*b4b7b8y5y6y10y12y
18y19y20y22y26

3030.52 112.321 63876 3 1010.85 4.27

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 7 34.82 b4b5y1y2y3y4y20 2851.49 112.181 45066 4 713.63 -8.05

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3 NLEVLNFFNNQIEELPTQISSLQK 63 24 18 84.01
b2b3b4b5*b5b7b9y2y3y4*
y4y5y9*y9y12°y12y13y24

2818.46 107.901 26488 3 940.16 0.26

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4
GFGSLPALEVLDLTYNNLSENSLP

GNFFYLTTLR
103 34 8 33.84 b2b4b5°b5y1y4y5y11 3775.96 133.523 15270 3 1259.32 9.89

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5 LTVLPPELGNLDLTGQK 191 17 3 22.43 b4y13y14 1808.02 85.805 41596 2 904.51 2.57

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 ELHIQGNR 183 8 6 34.82 b3°b3b7°b7*b7y6 966.50 29.485 20225 2 483.75 -12.44

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

7 HLNLGMNR 89 8 3 34.82 b7y3y6 954.48 53.253 13960 2 477.74 -12.15

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

8 YLYGR 243 5 1 12.75 y3 671.35 59.474 13416 2 336.18 1.73

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

9 ALYLSDNDFEILPPDIGK 137 18 4 14.75 b7y5°y5y14 2020.03 60.284 12184 2 1010.52 0.42

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

10 HMQANPEPPK 248 10 4 46.24 b3b5b8y6 1148.53 35.573 11425 2 574.77 -19.87

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

11 LNTLPR 97 6 1 13.2 y4 713.42 30.239 5031 2 357.21 -13.18

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

12 SETYKYLYGR 238 10 3 27.48 b9y8y9 1279.63 117.543 4865 2 640.32 -4.29

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

13 EKNQPEVDMSDR 13 12 7 57.07 b5*b5b8y3y6y9y10 1447.64 29.506 4503 2 724.32 -5.57

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

14 Phosphoryl STY(18)
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 6 34.82

b3b4y8y9*y9y12_H3PO4 
y12

2931.47 104.823 101516 4 733.62 1.58

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 28 174.36

b2*b2b3*b3b4*b4b5*b5b6
*b6b16y1y2y4y5y6y7°y7*y
7y8y10y11y12y13*y13y14

*y14y16

1726.95 90.461 238751 2 863.98 0.78

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 23 178.33
b2*b2b4b5b9b11°b11b13b
14y2y3y4y5y6y8y9°y9y11y

12y13°y13y15y17
1961.93 78.129 173219 2 981.47 5.48

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 12 81.92
b2°b2b3°b3b8y4y5y7y9y10

*y10y11
1257.68 41.624 81195 2 629.34 0.29

|P35749|MYH11_HUMAN Myosin-11 4 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 59.51 b1b2*b2b4y3y4y5y7y9*y9 1017.51 47.905 75078 2 509.26 -1.50

|P35749|MYH11_HUMAN Myosin-11 5 FDQLLAEEK 1452 9 8 43.24 b2b6*b6b7y2y5y6y9 1092.56 49.312 48659 2 546.78 1.12



|P35749|MYH11_HUMAN Myosin-11 6 NTDQASMPDNTAAQK 365 15 32 165.46

b1*b1b2*b2b3b7°b7*b7b1
1y1y3*y3y4*y4y5*y5y6*y
6y7y8*y8y9°y9y10°y10*y1
0y11°y11y12*y12y13y15

1591.70 25.342 40181 2 796.36 0.69

|P35749|MYH11_HUMAN Myosin-11 7 ALEEALEAKEELER 1490 14 6 37.07 b5b10b11y4y8y14 1629.85 97.372 29058 2 815.43 12.58

|P35749|MYH11_HUMAN Myosin-11 8 DEIFATAKENEK 1668 12 8 25.15 b2b7°b7y6*y6y7°y7*y7 1394.70 68.654 15535 2 697.85 13.74

|P35749|MYH11_HUMAN Myosin-11 9 QTLEKENADLAGELR 1226 15 6 23.19 b3°b3*b3b4y12y15 1686.88 91.383 14193 2 843.94 6.22

|P35749|MYH11_HUMAN Myosin-11 10 LEDEILVMDDQNNK 982 14 5 36.97 b5b6y5°y5y6 1675.77 80.997 8104 2 838.39 -6.77

|P35749|MYH11_HUMAN Myosin-11 11 SLEADLMQLQEDLAAAER 1683 18 7 38.56 b3b6°b6b7b12y7y10 2003.00 86.851 6253 2 1002.01 13.83

|P35749|MYH11_HUMAN Myosin-11 12 LQAQMKDFQRELEDAR 1649 16 5 23.94 y2y6y8y10*y10 1977.96 81.098 4955 2 989.48 -10.37

|P35749|MYH11_HUMAN Myosin-11 13 EILLQVEDER 1852 10 5 25.72 b3b9*b9y2y7 1243.65 87.588 4590 2 622.33 -4.81

|P35749|MYH11_HUMAN Myosin-11 14 MAQQMLDLEEQLEEEEAAR 947 19 4 22.39 b6b8b12y5 2263.01 102.458 3414 2 1132.01 -4.85

|P35749|MYH11_HUMAN Myosin-11 15 LQQLFNHTMFILEQEEYQR 482 19 4 14.15 b2b8b11y5 2467.24 102.660 2427 3 823.08 11.97

|P35749|MYH11_HUMAN Myosin-11 16 LQQELDDLVVDLDNQR 1424 16 3 24.61 y4y5y13 1912.98 116.220 2355 2 956.99 9.44

|P35749|MYH11_HUMAN Myosin-11 17 SHEAQVQEMR 1188 10 4 39.43 b7b8y4y9 1214.55 30.517 2238 3 405.52 -6.93

|P35749|MYH11_HUMAN Myosin-11 18 NFINSPVAQADWAAK 18 15 4 30.38 b12b13y12y14 1631.79 58.535 1595 2 816.40 -14.36

|P35749|MYH11_HUMAN Myosin-11 19 DVASLSSQLQDTQELLQEETR 1308 21 3 19.82 y3y8y12 2390.14 107.372 1516 2 1195.57 -11.24

|P35749|MYH11_HUMAN Myosin-11 20 ALELDPNLYR 752 10 3 25.72 b5b9y8 1203.62 38.600 196701 2 602.32 -10.24

|P35749|MYH11_HUMAN Myosin-11 21 DLGEELEALK 1142 10 4 32.71 b3°b3b7b8 1116.58 71.832 37551 2 558.79 -2.08

|P35749|MYH11_HUMAN Myosin-11 22 HAQAVEELTEQLEQFK 1200 16 4 26.94 b5b9b10y7 1899.91 47.627 27388 3 633.97 -19.21

|P35749|MYH11_HUMAN Myosin-11 23 LEAQVQELQSK 1256 11 3 23.16 b7y3y5 1272.67 74.354 21680 2 636.84 -9.40

|P35749|MYH11_HUMAN Myosin-11 24 EIENLTQQYEEK 1399 12 4 21.17 b5*b5y5y9 1523.74 40.989 18463 2 762.37 9.93

|P35749|MYH11_HUMAN Myosin-11 25 TEFSIIHYAGK 572 11 5 35.11 b6°b6b7b10y3 1265.65 26.429 14195 2 633.33 -2.60

|P35749|MYH11_HUMAN Myosin-11 26 Carbamidomethyl+C(2) LCTEQGSHPK 552 10 5 25.72 b7y4°y4y6*y6 1156.54 36.443 122663 386.18 -4.54

|P35749|MYH11_HUMAN Myosin-11 27 QGFEAASIK 42 9 3 37.03 b3b7b8 950.47 28.729 8901 2 475.74 -20.61

|P35749|MYH11_HUMAN Myosin-11 28 LEGDASDFHEQIADLQAQIAELK 1059 23 6 33.29 b3b4b15y10y14y16 2541.22 99.043 8881 2 1271.12 -8.74

|P35749|MYH11_HUMAN Myosin-11 29 TFHIFYYMIAGAK 279 13 4 30.78 b3b8b9y4 1561.76 53.886 6489 2 781.38 -17.43

|P35749|MYH11_HUMAN Myosin-11 30 NTTPNFVR 669 8 8 49.32 b3b7°b7y6*y6y7°y7*y7 948.49 29.473 4900 2 474.75 -3.93

|P35749|MYH11_HUMAN Myosin-11 31 NMDPLNDNVTSLLNASSDK 594 19 4 21.93 b11b12y7°y7 2047.94 73.894 4642 2 1024.47 -12.22

|P35749|MYH11_HUMAN Myosin-11 32 NLLQEQLQAETELYAEAEEMR 889 21 11 71.69
b3b8b9b18y3y5y11°y11y1

3y14y20
2508.19 98.963 3889 4 627.80 -2.63

|P35749|MYH11_HUMAN Myosin-11 33 GQQLQAER 937 8 6 34.82 b4*b4y3y5°y5*y5 929.48 36.482 3626 2 465.24 0.53



|P35749|MYH11_HUMAN Myosin-11 34 LQDFASTVEALEEGK 1379 15 6 45.2 b5b10b12b13y5y10 1636.77 60.891 3307 3 546.26 -21.70

|P35749|MYH11_HUMAN Myosin-11 35 LHEMEGAVK 1800 9 8 55.79 b3°b3b4°b4b6°b6b8°b8 1013.49 19.676 3234 2 507.25 -18.01

|P35749|MYH11_HUMAN Myosin-11 36 MAEQYK 1863 6 2 13.2 y5*y5 769.36 84.699 2589 1 769.36 7.38

|P35749|MYH11_HUMAN Myosin-11 37 IVDMYK 137 6 1 13.2 y3 768.40 44.883 2117 2 384.70 4.61

|P35749|MYH11_HUMAN Myosin-11 38 ENADLAGELR 1231 10 7 38.46 b3°b3b5b6°b6y8°y8 1087.55 73.768 2069 1 1087.55 8.19

|P35749|MYH11_HUMAN Myosin-11 39 ELDEATESNEAMGR 1905 14 4 26.05 y5y8y9°y9 1551.69 88.615 1790 2 776.35 21.48

|P35749|MYH11_HUMAN Myosin-11 40 ISDLTTNLAEEEEK 1007 14 4 31.53 b5b6y4y8 1591.76 55.198 1672 2 796.38 -5.75

|P35749|MYH11_HUMAN Myosin-11 41 Carbamidomethyl+C(26)
QGASFLGILDIAGFEIFEVNSFEQL

CINYTNEK
449 33 6 27.86 b3b5b13y3y4°y4 3766.89 119.791 1543 4 942.48 14.78

|P35749|MYH11_HUMAN Myosin-11 42 TEFSIIHYAGKVDYNASAWL TK 572 22 11 41.51
b8b9°b9b14b16b19y9*y9y

13°y13*y13
2514.24 98.978 488028 3 838.75 -10.88

|P35749|MYH11_HUMAN Myosin-11 43 LMTTLRNTTPNFVR 663 14 11 48.27
b3°b3b4b8*b8b11°b11y4*

y4y8*y8
1663.91 115.444 13549 2 832.46 6.90

|P35749|MYH11_HUMAN Myosin-11 44 Carbamidomethyl+C(12) FSKVEDMAELTCLNEASVLHNLR 83 23 5 22.72 b6b7b18°b18y3 2676.30 114.315 10502 4 669.83 -4.65

|P35749|MYH11_HUMAN Myosin-11 45 MLKAEMEDLVSSK 1507 13 4 19.58 b8b12y8°y8 1480.75 87.643 10176 2 740.88 6.68

|P35749|MYH11_HUMAN Myosin-11 46 SHEAQVQEMRQK 1188 12 3 21.17 b10y8y10 1470.70 87.583 9197 2 735.85 -8.47

|P35749|MYH11_HUMAN Myosin-11 47 KMAQQMLDLEEQLEEEEAAR 946 20 3 23.05 b7b10b11 2391.14 91.933 7247 3 797.72 8.27

|P35749|MYH11_HUMAN Myosin-11 48 EEKGDEVVVELVENGK 51 16 4 26.27 b4b9b11y4 1772.87 62.681 4915 2 886.94 -12.32

|P35749|MYH11_HUMAN Myosin-11 49 MAQQMLDLEEQLEEEEAARQK 947 21 5 20.53 b3b6b9°b9y13 2519.15 91.628 4669 2 1260.08 -8.82

|P35749|MYH11_HUMAN Myosin-11 50 SKLHEMEGAVK 1798 11 3 23.16 b6b9y9 1228.65 35.486 4303 3 410.22 11.62

|P35749|MYH11_HUMAN Myosin-11 51 QLHEYETELEDERK 1596 14 4 18.27 b4b8y7°y7 1818.84 55.969 4027 2 909.92 -4.43

|P35749|MYH11_HUMAN Myosin-11 52 VHKLQNEVESVTGMLNEAEGK 1281 21 7 52.47 y5y7y8y9y11*y11y14 2312.14 103.821 3958 2 1156.57 -8.45

|P35749|MYH11_HUMAN Myosin-11 53 RQLEEAEEESQR 1883 12 9 66.4 b4b5°b5b6b7b8°b8*b8y7 1503.71 27.100 3941 2 752.36 7.23

|P35749|MYH11_HUMAN Myosin-11 54 RGNETSFVPSR 1929 11 3 26.17 b5b6y8 1249.63 69.001 3938 3 417.21 0.59

|P35749|MYH11_HUMAN Myosin-11 55 VIENADGSEEETDTRDADFNGTK 1946 23 5 19.04 b8y9*y9y12y14 2513.08 100.103 3611 2 1257.04 -4.18

|P35749|MYH11_HUMAN Myosin-11 56
VDYNASAWLTKNMDPLNDNVTS

LLNASSDK
583 30 8 24.67

b10b13*b13y4y12y14*y14
y23

3296.55 135.846 3489 4 824.89 -7.26

|P35749|MYH11_HUMAN Myosin-11 57 SLEADLMQLQEDLAAAERAR 1683 20 6 31.77 b4b8b11°b11b14y10 2230.13 108.173 3055 3 744.05 7.66

|P35749|MYH11_HUMAN Myosin-11 58 DLQARDEQNEEK 1578 12 11 71.58
b3b5°b5b11y3°y3y4y5y11°

y11*y11
1474.69 136.466 2681 1 1474.69 5.63

|P35749|MYH11_HUMAN Myosin-11 59 LEVNMQALKGQFER 1564 14 7 43.46 b3b4b5b13*b13y3°y3 1662.87 47.106 2678 3 554.96 6.75

|P35749|MYH11_HUMAN Myosin-11 60 ALDEETRSHEAQVQEMR 1181 17 3 15.44 b9b14y8 2028.96 75.285 1844 4 507.99 7.94

|P35749|MYH11_HUMAN Myosin-11 61 QADLEKEELAEELASSLSGR 1704 20 9 42.43
b4b5b6°b6b12*b12y6°y6y1

6
2175.06 87.587 1797 3 725.69 -6.85

|P35749|MYH11_HUMAN Myosin-11 62 Phosphoryl STY(7) LQDFASTVEALEEGK 1379 15 5 24.36 b5*b5b11y5y7 1716.78 96.434 118947 3 572.93 9.81



|P35749|MYH11_HUMAN Myosin-11 63 Phosphoryl STY(7) QGFEAASIKEEK 42 12 4 30.61 b3b6y6y11 1416.64 49.572 48141 3 472.88 5.95

|P35749|MYH11_HUMAN Myosin-11 64 Phosphoryl STY(9) IRELEGHISDLQEDLDSER 1112 19 6 27.68 b3b9y3°y3y5y10 2334.05 87.611 14721 4 584.27 0.63

|P35749|MYH11_HUMAN Myosin-11 65 Phosphoryl STY(12) DVASLSSQLQDTQELLQEETR 1308 21 5 21.63 b10*b10b11y10°y10 2470.09 114.888 6063 3 824.04 -13.24

|P35749|MYH11_HUMAN Myosin-11 66 Phosphoryl STY(5) QLHEYETELEDER 1596 13 4 24.35 b4y7°y7y8 1770.70 96.443 1902 4 443.43 -9.65

|P35749|MYH11_HUMAN Myosin-11 67 Phosphoryl STY(9) GNETSFVPSR 1930 10 3 32.71 b3b7b8 1173.49 19.632 1832 2 587.25 4.16

|P35749|MYH11_HUMAN Myosin-11 68 Oxidation+M(8) TFHIFYYMIAGAKEK 279 15 3 25.25 b3b4b10 1834.91 57.289 34630 3 612.31 -3.86

|P35749|MYH11_HUMAN Myosin-11 69 Oxidation+M() ALETQMEEMK 1535 10 4 38.46 b9y4y7y8 1225.54 31.935 7331 2 613.27 -3.59

|P35749|MYH11_HUMAN Myosin-11 70
Carbamidomethyl+C(12)

;Oxidation+M(6)
ITDVIMAFQAMCR 785 13 4 19.58 b10°b10y3y12 1571.75 68.121 5141 3 524.59 5.75

|P35749|MYH11_HUMAN Myosin-11 71 Oxidation+M(10) QELEEILHEMEAR 917 13 4 19.58 b9y3°y3y11 1642.78 66.549 4068 3 548.27 6.17

|P35749|MYH11_HUMAN Myosin-11 72 Oxidation+M(15) LQRELDEATESNEAMGREVNALK 1902 23 4 12.44 b6°b6b19y13 2619.29 97.463 2683 3 873.77 7.36

|P35749|MYH11_HUMAN Myosin-11 73 LEDEILVMDD 982 10 0 4.05 1191.56 80.983 1574 1 1191.56 9.43

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 15 128.88
b4b5b7°b7b8b9b13b14y3y

4°y4y5y7y11y15
1577.83 60.177 323805 3 526.61 -10.68

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 HITSLEVIK 56 9 13 88.01
b1b2b4°b4b5°b5b6b7y2y4y

7y8y9
1039.61 47.186 291088 2 520.31 -1.29

|P10720|PF4V_HUMAN Platelet factor 4 
variant

3 SSAAR 1 5 1 12.75 y4 491.26 26.331 10901 1 491.26 7.08

|P10720|PF4V_HUMAN Platelet factor 4 
variant

4 MSSAAR 0 6 1 13.2 b5 622.31 47.861 3093 1 622.31 14.71

|P10720|PF4V_HUMAN Platelet factor 4 
variant

5 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 0 4.5 1560.79 60.144 4024 3 520.94 -13.61

|P23528|COF1_HUMAN Cofilin-1 1 KEDLVFIFWAPESAPLK 95 17 8 66.72 b5b6y3y4y7y8y9y17 1990.05 96.708 224806 3 664.02 -9.81

|P23528|COF1_HUMAN Cofilin-1 2 YALYDATYETK 81 11 11 78.91
b2b3b5y2y4°y4y7y8y9y10y

11
1337.63 51.706 163361 2 669.32 2.01

|P23528|COF1_HUMAN Cofilin-1 3 EILVGDVGQTVDDPYATFVK 53 20 27 166.47

b2°b2b3°b3b4b6°b6b13b17
°b17*b17y1y2y3y4y5y7y8y
10y11y12y14*y14y15*y15

y16y20

2166.11 80.389 145120 2 1083.56 4.17

|P23528|COF1_HUMAN Cofilin-1 4 Carbamidomethyl+C(5) AVLFCLSEDKK 34 11 9 71.39 b2b3y2y3y5y7y8y9y11 1309.67 56.741 129788 3 437.23 -11.18

|P23528|COF1_HUMAN Cofilin-1 5 NIILEEGK 45 8 6 39.59 y2y3°y3y5y6y8 915.51 43.458 76399 2 458.26 -5.00
|P23528|COF1_HUMAN Cofilin-1 6 YALYDATYETKESK 81 14 3 18.27 b4b8y8 1681.79 72.528 2753 3 561.27 -2.61
|P23528|COF1_HUMAN Cofilin-1 7 LTGIK 127 5 2 12.75 b3°b3 531.35 42.593 23329 1 531.35 -2.99

|P23528|COF1_HUMAN Cofilin-1 8 Carbamidomethyl+C(1) CTLAEK 146 6 3 25.94 y3y4°y4 721.36 55.970 5413 1 721.36 13.11

|P23528|COF1_HUMAN Cofilin-1 9
NIILEEGKEILVGDVGQTVDDPYA

TFVK
45 28 3 11.33 b3y9y13 3062.60 91.858 114991 3 1021.54 1.04

|P23528|COF1_HUMAN Cofilin-1 10 SKMIYASSK 112 9 3 29.25 b7b8y5 1014.54 26.378 13677 2 507.77 7.10

|P23528|COF1_HUMAN Cofilin-1 11 Carbamidomethyl+C(2) DCRYALYDATYETK 78 14 3 18.27 b10y7y12 1768.78 91.600 10689 3 590.27 -0.97

|P23528|COF1_HUMAN Cofilin-1 12 MIYASSKDAIK 114 11 3 30.14 b4b7b8 1226.63 87.703 4917 2 613.82 -9.65

|P23528|COF1_HUMAN Cofilin-1 13 Carbamidomethyl+C(7) MLPDKDCR 73 8 6 60.31 b7y3y4y5y6°y6 1034.47 19.709 3205 2 517.74 -2.01

|P23528|COF1_HUMAN Cofilin-1 14 ASGVAVSDGVIKVFNDMK 1 18 6 27.84 b3b4°b4y4y6*y6 1836.93 83.191 2390 2 918.97 -14.82

|P23528|COF1_HUMAN Cofilin-1 15 Carbamidomethyl+C(3) LFCLSEDKK 36 9 1 7.66 b3 1139.58 56.722 64598 2 570.29 -0.21



|P23528|COF1_HUMAN Cofilin-1 16 LYDATYETKESK 83 12 1 7.25 b6 1447.70 72.490 11187 2 724.35 1.43
|P23528|COF1_HUMAN Cofilin-1 17 PESAPLK 105 7 2 7.35 b3°b3 741.41 96.692 4980 1 741.41 -11.53
|P23528|COF1_HUMAN Cofilin-1 18 EILVGDVGQTVDD 53 13 0 6.75 1359.66 80.320 2134 2 680.33 -4.76

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 12 95.76
b2b3b4b6y2y5y6y8y9y10y

11y13
1269.77 76.815 212826 2 635.39 -0.58

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 LLVPSPEGMSEIYLR 423 15 9 49.97 b2b3b13y1y3y6y10y12y15 1703.91 84.832 148361 2 852.46 2.79

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 14 115.79
b4°b4b5b14y2y3y4y5y6y7y

8y9y11y16
1765.91 90.833 99085 2 883.46 0.90

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4 ILEAHQNVAQLSLAEAQLR 523 19 13 90.6
b7b8°b8b9b16y1y4y5y6*y

6y7y8y19
2104.14 65.126 98825 3 702.05 -7.08

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 18 121.7
b2b3b4b9b11y2*y2y3*y3y
4*y4y6*y6y8y9y10y12y14

1487.73 47.080 38467 2 744.37 8.21

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6 VFVGEEDPEAESVTLR 19 16 5 33.68 y2y7y10y11y14 1776.88 59.343 31065 2 888.94 7.14

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 TMADSSYTSEVQAILAFLSLQR 459 22 11 64.94
b2b3b14y2y4*y4y5y6y7y8

y22
2431.22 119.277 28468 2 1216.12 3.01

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8 FIQAWQSLPDFGISYVMVR 542 19 8 46.91
b8b12b14°b14y6y11y13y1

6
2257.13 103.898 10676 3 753.05 -9.09

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 7 34.35 b7°b7b11b12b13*b13y13 3025.48 116.609 2207 31009.17 -0.81

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10 Carbamidomethyl+C(15)
GMPAHFSDSAQTEACYHMLSRPQ

PPPDPLLLQR
179 33 5 23.46 b27y3y4y6y22 3747.76 69.084 199854 5 750.36 -5.08

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 15 114.11

b8*b8b9b12b14b21y3y4y5
y6y7y8y9y11y15

2782.31 58.647 116048 4 696.33 -6.58

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12 LEGSAPTDVLDSLTTIPELK 333 20 4 13.63 b4b16°b16y4 2099.12 94.314 32233 2 1050.06 2.68

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 4 21.54 b18y4°y4y5 2539.15 80.620 31411 3 847.06 -7.69

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14 GEELDEDLFLQLTGGHEAF 648 19 3 21.11 y4y11y13 2120.02 80.636 12291 3 707.35 19.46

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 Carbamidomethyl+C(5) WMAGCR 447 6 2 25.94 y4y5 780.33 29.474 8166 2 390.67 2.42

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 LTLK 367 4 2 12.3 b3°b3 474.33 68.551 6476 1 474.33 2.51

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17 YYSFFDLDPK 252 10 6 50.42 b4b6b7y6y8°y8 1294.58 28.756 5018 2 647.80 -11.98

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 QWLLQTHWTLDK 70 12 3 21.17 b3b8y7 1568.79 40.679 3020 3 523.60 -21.79

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 HPEELSLLR 134 9 4 43.75 b3b5b6y8 1093.58 25.306 2018 2 547.30 -13.84

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 LPRPSSLSDKTQLHSR 212 16 3 23.94 y3y6y8 1821.97 35.601 73992 4 456.25 -13.00

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 Carbamidomethyl+C(18)
SQDEAPGDPIQQLNLKGCEVVPD

VNVSGQK
389 30 5 24.02 b14b15y4*y4y12 3221.58 79.296 54914 3 1074.53 1.52

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 ARGEELDEDLFLQLTGGHEAF 646 21 8 54.42 b5°b5b6b7b9b10b12y13 2347.11 93.994 34873 3 783.04 -4.47

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 Carbamidomethyl+C(1) CLMQQGIKAGDALWLR 234 16 5 26.27 b8b10b15y8°y8 1859.96 79.262 21236 2 930.48 -0.79

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24 TQLHSRWLDSSR 222 12 3 21.17 b6b9y8 1485.77 61.064 10886 2 743.39 12.08

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 MAGMKTASGDYIDSSWELR 0 19 9 68.49
b3y6y7°y7y8y10y11y12°y1

2
2117.98 107.271 6497 2 1059.49 7.72

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26 DVNVSGQK 411 8 0 4.05 846.44 47.148 6861 1 846.44 12.04



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27
LSQSGEVGEPAGTDPGLDDLDVA

L
303 24 4 12.33 y10°y10y12°y12 2355.13 116.664 4298 3 785.71 3.52

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

28 LAGGVAPALFR 168 11 0 3.6 1071.62 76.834 1654 2 536.31 -12.99

|P06733|ENOA_HUMAN Alpha-enolase 1 YISPDQLADLYK 269 12 8 42.11 b2b3b5y5y9y10°y10y12 1425.73 72.492 80327 2 713.37 0.60

|P06733|ENOA_HUMAN Alpha-enolase 2
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 14 81.86

b2b5b6b7b8b11b12y2y10y
12y15*y15y17y18

3011.54 83.848 70680 4 753.64 -8.92

|P06733|ENOA_HUMAN Alpha-enolase 3
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 11 53.52

b2b6b7b8b13y2y5y9y12y1
3y25

2985.39 94.487 54034 3 995.80 -0.65

|P06733|ENOA_HUMAN Alpha-enolase 4 TIAPALVSK 71 9 7 37.03 b1b2y2y4y6y7y9 899.55 43.543 51050 2 450.28 -3.12

|P06733|ENOA_HUMAN Alpha-enolase 5 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 7 42 b10b15y3y10y11y12y15 1633.82 53.472 49276 2 817.42 1.79

|P06733|ENOA_HUMAN Alpha-enolase 6 AAVPSGASTGIYEALELR 32 18 6 25.28 b12°b12y7y14y15y18 1804.95 77.739 46236 2 902.98 5.55

|P06733|ENOA_HUMAN Alpha-enolase 7 LAMQEFMILPVGAANFR 162 17 15 51.06
b5b6°b6*b6b14°b14y1y2y6

*y6y8y12y13y17*y17
1907.99 99.404 43484 2 954.50 0.83

|P06733|ENOA_HUMAN Alpha-enolase 8
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 7 17.34 b2b5y2y3y14y21y26 2743.36 83.837 33495 3 915.13 -5.07

|P06733|ENOA_HUMAN Alpha-enolase 9 IGAEVYHNLK 183 10 5 50.22 y3y4y5y7y10 1143.62 38.299 24712 2 572.31 3.95

|P06733|ENOA_HUMAN Alpha-enolase 10 DYPVVSIEDPFDQDDWGAWQK 285 21 9 35.46 b2b4b6b8y3y7°y7y8y21 2510.12 95.338 7646 2 1255.57 3.60

|P06733|ENOA_HUMAN Alpha-enolase 11 LNVTEQEK 81 8 7 62.07 b2b6b7y4y6°y6y7 960.49 28.810 5173 2 480.75 -10.36

|P06733|ENOA_HUMAN Alpha-enolase 12 GNPTVEVDLFTSK 15 13 5 39.81 b3b5b6b11*b11 1406.72 85.779 3586 2 703.87 4.60

|P06733|ENOA_HUMAN Alpha-enolase 13 LAQANGWGVMVSHR 358 14 7 77.71 b5y3y4y6y7y11y12 1525.74 54.309 49174 3 509.25 -18.32

|P06733|ENOA_HUMAN Alpha-enolase 14 FTASAGIQVVGDDLTVTNPK 306 20 3 13.63 b6b9y3 2033.09 105.157 39625 2 1017.05 15.07

|P06733|ENOA_HUMAN Alpha-enolase 15 DATNVGDEGGFAPNILENK 202 19 3 14.15 b3b11y11 1960.94 40.551 11038 3 654.32 8.65

|P06733|ENOA_HUMAN Alpha-enolase 16 AGYTDK 233 6 2 25.94 b3b4 654.30 30.239 7410 1 654.30 -9.79

|P06733|ENOA_HUMAN Alpha-enolase 17 EIFDSR 9 6 1 13.2 y3 766.38 28.798 4817 1 766.38 11.07

|P06733|ENOA_HUMAN Alpha-enolase 18 SPDDPSRYISPDQLADLYK 262 19 4 19.44 b9b14y8y17 2180.07 65.037 8271 3 727.36 7.06

|P06733|ENOA_HUMAN Alpha-enolase 19 SGKYDLDFK 253 9 8 76.52 b3b5°b5b7b8y5y7°y7 1072.53 45.956 8015 2 536.77 -4.44

|P06733|ENOA_HUMAN Alpha-enolase 20 LMIEMDGTENKSK 92 13 5 27.06 y5°y5y6y8°y8 1495.72 37.405 3721 2 748.36 3.75

|P06733|ENOA_HUMAN Alpha-enolase 21 IHAREIFDSR 5 10 4 25.72 b4y6y9°y9 1243.65 60.071 3168 2 622.33 -5.50

|P06733|ENOA_HUMAN Alpha-enolase 22 Carbamidomethyl+C(14)
VNQIGSVTESLQACKLAQANGWG

VMVSHR
343 29 4 13.71 b7b11y6y8 3140.54 106.458 2696 4 785.89 -11.97

|P06733|ENOA_HUMAN Alpha-enolase 23 Phosphoryl STY(11) YISPDQLADLYK 269 12 6 45.12 b5°b5b9y3y6y8 1505.70 22.271 1936 3 502.57 14.11

|P06733|ENOA_HUMAN Alpha-enolase 24 Oxidation+M(7) LAMQEFMILPVGAANFREAMR 162 21 4 26.21 b4b8y9y10 2411.21 42.460 149054 4 603.56 2.13

|P06733|ENOA_HUMAN Alpha-enolase 25 APALVSK 73 7 2 22.52 b3b4 685.43 43.533 7904 1 685.43 2.49

|P06733|ENOA_HUMAN Alpha-enolase 26 NSEVILPVPAFNVINGGSHAGNK 139 23 1 10.01 b4 2334.19 83.787 6969 3 778.74 -11.92



|P06733|ENOA_HUMAN Alpha-enolase 27 PVPAFNVINGGSHAGNK 145 17 0 11.24 1678.85 83.813 2813 2 839.93 -8.94

|P07437|TBB5_HUMAN Tubulin beta 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|P07437|TBB5_HUMAN Tubulin beta 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 12 72.68

b3b13b15y6y7*y7y8y9y11
y12y21y26

2798.35 88.914 158922 3 933.45 1.66

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 IMNTFSVVPSPK 162 12 6 47.64 b3y5y7y8y9y12 1319.71 62.942 110098 2 660.36 2.50

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 ALTVPELTQQVFDAK 282 15 7 28 b3°b3y6°y6y8y11y15 1659.90 83.388 91039 2 830.45 1.54

|P07437|TBB5_HUMAN Tubulin beta 
chain

5 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 12 109.51

y2y3y4y5y7y8y9y10y12y1
3y14y25

2708.33 94.631 70860 3 903.45 -2.70

|P07437|TBB5_HUMAN Tubulin beta 
chain

6 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 7 42.77 b2b4°b4y7y8y11y12 1822.91 42.608 67345 3 608.31 -6.56

|P07437|TBB5_HUMAN Tubulin beta 
chain

7 MAVTFIGNSTAIQELFKR 362 18 9 30.97
b3b9y1y2y12*y12y13y15y

18
2026.06 90.247 63431 3 676.03 -7.95

|P07437|TBB5_HUMAN Tubulin beta 
chain

8
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 22.6 y3y4y7y32 3311.56 81.000 50613 3 1104.52 7.08

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|P07437|TBB5_HUMAN Tubulin beta 
chain

10 GHYTEGAELVDSVLDVVRK 103 19 5 22.39 b4b7°b7b13y4 2087.07 86.255 39743 3 696.36 -4.21

|P07437|TBB5_HUMAN Tubulin beta 
chain

11 ISVYYNEATGGK 46 12 5 31.39 y3y8°y8y10y12 1301.64 43.935 33002 2 651.32 0.19

|P07437|TBB5_HUMAN Tubulin beta 
chain

12 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|P07437|TBB5_HUMAN Tubulin beta 
chain

13 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|P07437|TBB5_HUMAN Tubulin beta 
chain

14 MAVTFIGNSTAIQELFK 362 17 5 21.57 b3b6y5°y5y12 1869.98 97.597 7852 2 935.49 0.98

|P07437|TBB5_HUMAN Tubulin beta 
chain

15 ISEQFTAMFRR 380 11 5 36.69 b5b8*b8y4y5 1385.69 34.492 266293 462.57 -4.40

|P07437|TBB5_HUMAN Tubulin beta 
chain

16 GHYTEGAELVDSVLDVVRK 103 19 3 21.11 b5b10b14 2087.08 95.009 7151 3 696.36 0.70

|P07437|TBB5_HUMAN Tubulin beta 
chain

17 Phosphoryl STY(16)
FWEVISDEHGIDPTGTYHGDSDLQ

LDR
19 27 4 14.43 b3b14y9y11 3182.37 90.346 2227 3 1061.46 1.38

|P07437|TBB5_HUMAN Tubulin beta 
chain

18 Phosphoryl STY() MAVTFIGNSTAIQELFKR 362 18 4 14.75 b4b8y10°y10 2106.06 136.359 1520 2 1053.53 9.27

|P07437|TBB5_HUMAN Tubulin beta 
chain

19 MAVTFIGNSTAIQELF 362 16 1 7.45 y7 1741.86 90.311 7927 2 871.43 -12.96

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 12 72.68

b3b13b15y6y7*y7y8y9y11
y12y21y26

2798.35 88.914 158922 3 933.45 1.66

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 12 109.51

y2y3y4y5y7y8y9y10y12y1
3y14y25

2708.33 94.631 70860 3 903.45 -2.70

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 7 42.77 b2b4°b4y7y8y11y12 1822.91 42.608 67345 3 608.31 -6.56

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

6 GHYTEGAELVDSVLDVVRK 103 19 5 22.39 b4b7°b7b13y4 2087.07 86.255 39743 3 696.36 -4.21

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

7 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

8 INVYYNEATGNK 46 12 4 32.67 b6b7b9y8 1385.69 63.632 3893 3 462.57 11.98

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

9 ALTVPELTQQMFDSK 282 15 6 28 b2b9y6y12°y12y13 1707.86 67.270 3241 3 569.96 -3.36



|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

10 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

11 AILVDLEPGTMDSVR 62 15 6 28 b9y4°y4y9°y9y10 1615.85 63.184 13875 2 808.43 11.33

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

12 GLKMSATFIGNSTAIQELFK 359 20 3 20.42 b6b10b12 2156.13 136.395 22778 3 719.38 -3.51

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

13 GSQQYRALTVPELTQQMFDSK 276 21 3 13.18 b9b11y9 2427.16 58.484 6244 3 809.73 -14.08

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

14 INVYYNEATGNKYVPR 46 16 10 66.21
b5b10°b10b12y3y10y12y1

4*y14y15
1900.93 68.631 3904 3 634.31 -13.74

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

15 Oxidation+M() IMNTFSVMPSPK 162 12 3 21.17 b3b6y7 1367.65 136.308 2013 1 1367.65 -13.57

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 12 72.68

b3b13b15y6y7*y7y8y9y11
y12y21y26

2798.35 88.914 158922 3 933.45 1.66

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 12 109.51

y2y3y4y5y7y8y9y10y12y1
3y14y25

2708.33 94.631 70860 3 903.45 -2.70

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 7 42.77 b2b4°b4y7y8y11y12 1822.91 42.608 67345 3 608.31 -6.56

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 GHYTEGAELVDSVLDVVRK 103 19 5 22.39 b4b7°b7b13y4 2087.07 86.255 39743 3 696.36 -4.21

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 INVYYNEAAGNK 46 12 5 28.38 y8y10y11*y11y12 1355.66 43.015 4438 2 678.33 -1.62

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 ALTVPELTQQMFDSK 282 15 6 28 b2b9y6y12°y12y13 1707.86 67.270 3241 3 569.96 -3.36

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

10 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 12 72.68

b3b13b15y6y7*y7y8y9y11
y12y21y26

2798.35 88.914 158922 3 933.45 1.66

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 IMNTFSVVPSPK 162 12 6 47.64 b3y5y7y8y9y12 1319.71 62.942 110098 2 660.36 2.50

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 12 109.51

y2y3y4y5y7y8y9y10y12y1
3y14y25

2708.33 94.631 70860 3 903.45 -2.70

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 22.6 y3y4y7y32 3311.56 81.000 50613 3 1104.52 7.08

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6 AVLVDLEPGTMDSVR 62 15 8 35.18 b2b3b11y2y8y9y11y15 1601.81 70.193 49736 2 801.41 -3.81

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

8 GHYTEGAELVDSVLDVVRK 103 19 5 22.39 b4b7°b7b13y4 2087.07 86.255 39743 3 696.36 -4.21

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

9 ALTVPELTQQMFDAK 282 15 6 28 b6b11b13°b13y1y11 1691.88 85.032 28221 2 846.44 5.41

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

10 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

11 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

12 INVYYNEATGGK 46 12 3 21.17 b9y6y9 1328.66 43.828 17072 2 664.84 12.31



|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

13
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

);Phosphoryl STY()

VSDTVVEPYNATLSVHQLVENTD
ETYCIDNEALYDICFR

174 39 10 44.34
b3b7°b7b9°b9b10b12b14y

4y5
4673.11 119.598 9448 4 1169.03 10.87

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

14
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHLQAGQCGNQIGAK 0 19 4 21.93 b6°b6y9y10 2126.08 65.093 23210 3 709.36 7.35

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

1 DNENVVNEYSSELEK 163 15 10 60.01
b3b5b8y2°y2y8y9y10y13y1

5
1768.79 59.299 172606 2 884.90 3.93

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

2
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

TPCTVSCNIPVVSGK 224 15 15 115.46
b3b5°b5b9b11y1y3y4y6y1

0y11*y11y12y13y15
1618.80 50.606 172471 2 809.90 4.68

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

3 Carbamidomethyl+C(3) VYCDMNTENGGWTVIQNR 267 18 11 79.54
b14b15y2y3*y3y4y5y6y13

y14y18
2156.97 61.790 151567 2 1078.99 9.96

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

4 IRPFFPQQ 483 8 6 52.33 b2b4b6y3*y3y6 1032.56 59.972 125493 2516.78 -5.20

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

5 Carbamidomethyl+C(2) ECEEIIR 239 7 10 51.88 y1y2y3y4°y4y5°y5y6°y6y7 948.44 34.058 95101 2 474.72 -4.05

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

6 EDGGGWWYNR 426 10 4 32.71 y3y4y9y10 1239.53 61.209 76704 2 620.27 8.17

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

7
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 5 14.85 b3b19y2y7y20 3077.34 76.270 61373 4 770.09 -3.09

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

8 HGTDDGVVWMNWK 458 13 12 53.84
b2b3b7b13°b13y2y4y5y6*

y6y9y13
1544.71 70.244 60203 2 772.86 9.96

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

9 GGETSEMYLIQPDSSVKPYR 247 20 10 50.2
b2b3b10b11b12y1y4y11y1

3y20
2257.09 61.115 58176 3 753.03 3.46

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

10 Carbamidomethyl+C(3) NYCGLPGEYWLGNDK 313 15 3 25.25 y3y4y7 1785.82 73.957 57660 2 893.41 14.22

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

11 AHYGGFTVQNEANK 353 14 8 37.07 b2b3b7y6*y6y11y12y14 1535.73 37.810 34665 2 768.37 3.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

12
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 5 28.25 y3y10y12y13y22 2548.23 60.561 26758 3 850.08 5.08

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

13 REEAPSLRPAPPPISGGGYR 52 20 6 26.32 b4°b4b10y4y6y8 2107.10 47.227 16742 3 703.04 -2.55

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

14
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 15 98.56

b2b3b10b11b23y4y6y9y10
y11y12y13y15y16y28

3167.50 88.483 16219 2 1584.25 4.78

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

15 QGFGNVATNTDGK 300 13 8 60.25 b4y3y6y7y8y11°y11y13 1308.63 35.053 15354 2 654.82 5.60

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

16 EEAPSLRPAPPPISGGGYR 53 19 11 79.32
b9°b9y3y4y5y6°y6y8°y8y9

y10
1951.02 50.987 22937 2 976.01 7.57

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

17 Carbamidomethyl+C(1) CHAANPNGR 436 9 4 37.03 y5*y5y7y8 996.44 33.317 16312 2 498.72 -2.76

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

18 YYWGGQYTWDMAK 445 13 5 32.54 b6y4y6y8*y8 1668.74 42.917 15937 3 556.92 13.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

19 DLWQK 152 5 1 12.75 b4 689.35 38.456 13317 1 689.35 -11.42

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

20 GTAGNALMDGASQLMGENR 376 19 6 21.93 b6°b6b7*b7y3°y3 1892.82 49.603 7195 2 946.91 -21.60

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

21

Carbamidomethyl+C(8);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KAPDAGGCLHADPDLGVLCPTGC
QLQEALLQQERPIR

87 37 26 205.03

b4b5b9b10b12b14b15b16b
17b18b19y3y4y10y11y12*
y12y14y15y18°y18y19°y19

y20y22y23

4083.97 78.137 321185 5 817.60 -11.60

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

22 KGGETSEMYLIQPDSSVKPYR 246 21 15 126.92
b7b8b10b11°b11b12b13y3

y4y5y7y9y10*y10y11
2385.15 56.374 213159 4 597.04 -12.69



|P02675|FIBB_HUMAN Fibrinogen beta 
chain

23 MGPTELLIEMEDWKGDK 334 17 13 95.53
b6°b6b7b10y3y5°y5y6°y6y

8y11y12y15
1991.93 89.560 125563 3 664.65 -9.56

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

24 AHYGGFTVQNEANKYQISVNK 353 21 3 13.18 b14y3y5 2368.13 52.855 120948 4 592.79 -14.43

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

25
NSVDELNNNVEAVSQTSSSSFQY

MYLLKDLWQK
124 33 7 23.46 b3°b3b4b7b14°b14y11 3837.81 116.635 106671 31279.94 -5.66

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

26 Carbamidomethyl+C(3) NYCGLPGEYWLGNDKISQLTR 313 21 3 13.18 b5b17y10 2484.20 78.825 58884 3 828.74 0.39

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

27 Carbamidomethyl+C(16)
QGFGNVATNTDGKNYCGLPGEY

WLGNDK
300 28 5 11.33 b10b12°b12y13*y13 3075.36 100.822 7074 2 1538.18 -10.48

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

28 QVKDNENVVNEYSSELEK 160 18 12 56.69
b5°b5b9*b9b10b12y4°y4y6

y7°y7y10
2123.99 107.279 6644 2 1062.50 -10.12

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

29 Carbamidomethyl+C(3)
VYCDMNTENGGWTVIQNRQDGS

VDFGR
267 27 4 22.33 y6°y6y7y9 3118.35 27.051 3131 3 1040.12 -9.32

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

30 YRGTAGNALMDGASQLMGENR 374 21 5 13.18 b3b16°b16y15°y15 2212.01 62.570 2850 3 738.01 -6.18

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

31 WDPYKQGFGNVATNTDGK 295 18 4 14.75 b9*b9b15y13 1997.93 44.916 1800 2 999.47 -3.67

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

32 Phosphoryl STY(15) REEAPSLRPAPPPISGGGYR 52 20 5 24.04
b5°b5y4_HPO3 y5_H3PO4 

y4y5y13
2187.06 57.877 4196 3 729.69 -2.01

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

33 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 3 11.33 b8y11y13 3183.45 81.955 117171 4 796.62 -10.05

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

34 Oxidation+M(8)
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 5 11.67 b5y8°y8y13°y13 3093.35 117.503 19128 4 774.09 1.97

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

35 Oxidation+M(1) MGPTELLIEMEDWK 334 14 7 37.07 b3b10°b10y7°y7y12y13 1707.81 68.710 5186 2 854.41 10.36

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

36 REEAPSLRPAP 52 11 1 7.73 y3 1222.64 47.169 38155 2 611.83 -8.19

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

37 AVSQTSSSSFQYMYLLK 135 17 2 22.41 b13b14 1939.96 88.545 1768 4 485.75 8.18

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

38 Carbamidomethyl+C(2) ECEEIIR 239 7 0 0.9 930.43 34.062 4312 2 465.72 2.56

|P06396|GELS_HUMAN Gelsolin 1 AGALNSNDAFVLK 584 13 8 46.32
b3b11*b11b13y9y10y11y1

3
1319.70 59.875 257723 2 660.35 -0.28

|P06396|GELS_HUMAN Gelsolin 2
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 18 79.53

b4b5b8b9°b9b13b14°b14y
1y5°y5*y5y6°y6y8y10y19y

28
2873.27 56.054 212554 4 719.07 -4.59

|P06396|GELS_HUMAN Gelsolin 3 QTQVSVLPEGGETPLFK 373 17 15 83.09
b3b5°b5*b5b15y2y4y10°y1

0y11y12y13y14y17*y17
1829.97 72.382 128894 2 915.49 2.74

|P06396|GELS_HUMAN Gelsolin 4
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 11 66.37

b4b6b7b14y3y5y8y10y12y
14y25

2843.35 77.383 122243 4 711.59 -9.02

|P06396|GELS_HUMAN Gelsolin 5 AQPVQVAEGSEPDGFWEALGGK 626 22 7 28.25 b2*b2y3y11y12y19y22 2272.11 81.819 103583 2 1136.56 7.74

|P06396|GELS_HUMAN Gelsolin 6 TGAQELLR 615 8 6 39.59 y2y3y4°y4y7y8 887.49 40.135 95745 2 444.25 -6.88

|P06396|GELS_HUMAN Gelsolin 7 TPSAAYLWVGTGASEAEK 597 18 11 57.7
b4°b4b5b7°b7b8b10b15°b1

5y1y4
1837.88 67.388 75485 2 919.44 -11.69

|P06396|GELS_HUMAN Gelsolin 8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNR

199 35 16 67.62
b2b3°b3b4b8b11°b11b13y
4y6y14y15y16y18y19y35

4037.81 98.937 69211 3 1346.61 5.20

|P06396|GELS_HUMAN Gelsolin 9 AGKEPGLQIWR 61 11 6 50.87 b4y4y6y7y8y11 1254.68 54.985 62370 3 418.90 -14.11

|P06396|GELS_HUMAN Gelsolin 10 EVQGFESATFLGYFK 147 15 13 74.21
b6*b6b7b14y1y3y4y10°y1

0y11y12y15*y15
1722.84 89.535 56062 2 861.92 1.20

|P06396|GELS_HUMAN Gelsolin 11 AVEVLPK 577 7 5 36.13 b1b4y5y6y7 755.46 38.779 37009 2 378.23 -4.85

|P06396|GELS_HUMAN Gelsolin 12 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 6 26.17 b9b11°b11y4y5y11 1320.58 47.495 33180 3 440.87 -6.29

|P06396|GELS_HUMAN Gelsolin 13 AMAELAA 775 7 6 39.14 b1b2b3b6y6°y6 676.34 44.984 27695 1 676.34 9.39

|P06396|GELS_HUMAN Gelsolin 14 Carbamidomethyl+C(4) LFACSNK 668 7 9 64.63 b2b4b5b6°b6y4°y4y5y7 839.40 28.711 25599 2 420.20 -13.02



|P06396|GELS_HUMAN Gelsolin 15
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 7 35.08 b7b8b11y11y12*y12y25 2463.24 81.978 24036 2 1232.12 9.02

|P06396|GELS_HUMAN Gelsolin 16
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAK
257 32 9 23.73 b7°b7b9b12b13°b13y1y2y9 3301.63 127.248 23137 3 1101.21 -10.57

|P06396|GELS_HUMAN Gelsolin 17 HVVPNEVVVQR 177 11 3 23.16 b3y4y8 1275.72 37.059 21745 2 638.36 0.67

|P06396|GELS_HUMAN Gelsolin 18 VPVDPATYGQFYGGDSYIILYNYR 457 24 5 22.4 b21y4y11y12*y12 2771.35 88.831 12675 2 1386.18 4.85

|P06396|GELS_HUMAN Gelsolin 19 Carbamidomethyl+C(16)
NGNLQYDLHYWLGNECSQDESG

AAAIFTVQLDDYLNGR
104 38 5 22.84 b1b7b8°b8y15 4346.97 76.094 7728 5 870.20 -0.45

|P06396|GELS_HUMAN Gelsolin 20 TASDFITK 360 8 3 31.81 b3y5y6 882.45 37.189 76784 2 441.73 -6.71
|P06396|GELS_HUMAN Gelsolin 21 IFVWK 341 5 1 12.75 y4 692.40 61.203 16888 2 346.71 -13.93
|P06396|GELS_HUMAN Gelsolin 22 LFQVK 188 5 2 12.75 b4*b4 634.40 40.523 10640 1 634.40 12.99

|P06396|GELS_HUMAN Gelsolin 23 DPDQTDGLGLSYLSSHIANVER 397 22 8 29.07 b6b8b13b15*b15y4°y4*y4 2387.13 68.107 5885 3796.38 -5.93

|P06396|GELS_HUMAN Gelsolin 24 EPAHLMSLFGGKPMIIYK 530 18 3 23.67 b3b4b8 2032.10 71.742 5721 3 678.04 10.99

|P06396|GELS_HUMAN Gelsolin 25
QGFEPPSFVGWFLGWDDDYWSV

DPLDR
748 27 4 24.43 b11b12y6y11 3230.47 104.175 5479 3 1077.50 5.52

|P06396|GELS_HUMAN Gelsolin 26 YIETDPANR 729 9 6 43.75 b6y4*y4y5y6°y6 1078.51 26.378 2908 2 539.76 -1.47

|P06396|GELS_HUMAN Gelsolin 27 GASQAGAPQGR 32 11 9 64.4 b4*b4b9*b9y4y6y8y9*y9 999.50 25.286 2359 2 500.25 0.55

|P06396|GELS_HUMAN Gelsolin 28
IEGSNKVPVDPATYGQFYGGDSYI

ILYNYR
451 30 18 123.38

b6*b6b7°b7b10*b10b25b2
7y3y4y5y6y10y11y12y13y

14y23
3399.66 84.174 89531 3 1133.89 0.57

|P06396|GELS_HUMAN Gelsolin 29
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAKEDAANR
257 38 3 16.55 b3b7b9 3957.90 70.009 61572 5 792.39 -12.52

|P06396|GELS_HUMAN Gelsolin 30 MDYPKQTQVSVLPEGGETPLFK 368 22 3 19.3 b5b10b12 2464.24 71.918 30815 3 822.09 0.10

|P06396|GELS_HUMAN Gelsolin 31 YIETDPANRDR 729 11 8 39.7 b6°b6b7°b7y3y4°y4*y4 1349.64 25.397 18628 3 450.55 -4.25

|P06396|GELS_HUMAN Gelsolin 32 GGTSREGGQTAPASTR 548 16 7 32.9 b3°b3b10y6y8y12*y12 1532.74 27.148 6905 2 766.87 -2.39

|P06396|GELS_HUMAN Gelsolin 33 QANTEERK 348 8 5 47.56 b4b5°b5b7y3 975.48 27.730 4252 2 488.24 -2.88

|P06396|GELS_HUMAN Gelsolin 34
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNRYER

199 38 6 11.91 b4°b4b12y6*y6y11 4485.95 77.998 3944 5 898.00 -10.67

|P06396|GELS_HUMAN Gelsolin 35 TASDFITKMDYPK 360 13 3 19.58 b5b8y9 1516.73 103.641 2526 2 758.87 -3.54

|P06396|GELS_HUMAN Gelsolin 36 Phosphoryl STY(13) QTQVSVLPEGGETPLFK 373 17 3 15.44 b11b14_H3PO4 b14y9 1909.92 72.868 249797 2 955.46 -0.26

|P06396|GELS_HUMAN Gelsolin 37 Phosphoryl STY(14) AVQHREVQGFESATFLGYFK 142 20 6 24.04 b10°b10b13b14y15°y15 2394.08 99.026 7958 3 798.70 -14.79

|P06396|GELS_HUMAN Gelsolin 38 Phosphoryl STY(11) TPSAAYLWVGTGASEAEK 597 18 3 14.75 b9y7y14_HPO3 y14 1917.85 67.496 1607 2 959.43 -0.38

|P06396|GELS_HUMAN Gelsolin 39 Carbamidomethyl+C(13) FILDLGNNIHQWCGSNSNR 215 19 0 13.49 2245.08 98.916 6756 3 749.03 10.00

|P06396|GELS_HUMAN Gelsolin 40 Carbamidomethyl+C(2) DCFILDHGK 329 9 0 2.7 1104.52 47.470 2796 2 552.76 1.99

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 12 72.68

b3b13b15y6y7*y7y8y9y11
y12y21y26

2798.35 88.914 158922 3 933.45 1.66

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 IMNTFSVVPSPK 162 12 6 47.64 b3y5y7y8y9y12 1319.71 62.942 110098 2 660.36 2.50

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 12 109.51

y2y3y4y5y7y8y9y10y12y1
3y14y25

2708.33 94.631 70860 3 903.45 -2.70

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 22.6 y3y4y7y32 3311.56 81.000 50613 3 1104.52 7.08

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6 AVLVDLEPGTMDSVR 62 15 8 35.18 b2b3b11y2y8y9y11y15 1601.81 70.193 49736 2 801.41 -3.81



|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 ALTVPELTQQMFDAK 282 15 6 28 b6b11b13°b13y1y11 1691.88 85.032 28221 2 846.44 5.41

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 INVYYNEATGGNYVPR 46 16 8 26.27 b2b6*b6y1y5y11°y11y13 1829.87 81.006 20989 2 915.44 -7.60

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

9 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

10 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

11 MAATFIGNSTAIQELFK 362 17 9 40.46
b3b6°b6b7b11*b11y3y5*y

5
1841.96 115.459 22989 3 614.66 9.21

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

12 Carbamidomethyl+C(10) EIVHLQAGQCGNQIGAK 2 17 5 26.05 b10b11b13*b13y13 1822.89 60.029 5820 2 911.95 -15.80

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

13 Phosphoryl STY() ALTVPELTQQMFDAK 282 15 6 35.18
b8°b8b14y6_H3PO4 

y6y7y11
1771.81 109.621 3589 2 886.41 -7.17

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

14 LTQQMFDAK 288 9 0 4.5 1081.54 85.067 4448 1 1081.54 3.72

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 AVFVDLEPTVIDEVR 64 15 21 200.65
b2b3b4b5b6b7y2y3°y3y4y
5y6y7y8y9°y9y10y11y12y1

3y15
1701.90 83.503 292343 2 851.46 -0.79

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 EIIDLVLDR 112 9 9 59.51 b2b4y1y2y3y4y5y6y9 1085.62 78.680 87204 2 543.31 -3.94

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7 DVNAAIATIK 326 10 6 37.67 b3b8y1y6y8y10 1015.57 51.251 84912 2 508.29 -4.69

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 32.35 b10b11b14y1y7y11y13 2750.30 72.595 73730 3 917.44 4.79

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

10 LSVDYGKK 156 8 5 39.59 b2y4y5y7y8 909.50 28.259 28744 2 455.25 -6.64

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

11
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 16.47 b3b7b14y10 3217.46 93.270 3832 3 1073.16 10.78

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

12 Phosphoryl STY() FDGALNVDLTEFQTNLVPYPR 243 21 6 23.54
b5°b5b6_H3PO4 

b6°b6b13_H3PO4 b13y8
2489.19 98.956 2201 3 830.40 10.59

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 AVFVDLEPTVIDEVR 64 15 21 200.65
b2b3b4b5b6b7y2y3°y3y4y
5y6y7y8y9°y9y10y11y12y1

3y15
1701.90 83.503 292343 2 851.46 -0.79

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 EIIDLVLDR 112 9 9 59.51 b2b4y1y2y3y4y5y6y9 1085.62 78.680 87204 2 543.31 -3.94

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6 DVNAAIATIK 326 10 6 37.67 b3b8y1y6y8y10 1015.57 51.251 84912 2 508.29 -4.69



|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 LISQIVSSITASLR 229 14 5 18.27 b5°b5y4y8y14 1487.88 99.046 34411 2 744.44 1.80

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 LSVDYGKK 156 8 5 39.59 b2y4y5y7y8 909.50 28.259 28744 2 455.25 -6.64

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 16.47 b3b7b14y10 3217.46 93.270 3832 3 1073.16 10.78

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYR 311 9 3 29.25 b8y5y7 1249.56 60.848 41594 2 625.29 8.01

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12 Carbamidomethyl+C(15)
AYHEQLTVAEITNACFEPANQMV

K
280 24 5 12.15 b9b11°b11y8°y8 2764.32 73.242 11638 3 922.11 3.00

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

13 DVNAAIATIKTK 326 12 3 34.4 b4b5b6 1244.71 15.972 3164 3 415.57 -11.28

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

14
Carbamidomethyl+C(15)

;Phosphoryl STY(12)
AYHEQLTVAEITNACFEPANQMV

K
280 24 4 35.73 b9b11b12b13_H3PO4 b13 2844.25 72.300 5871 3 948.75 -5.84

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

15
Carbamidomethyl+C(3);

Oxidation+M(4)
AVCMLSNTTAVAEAWAR 373 17 5 21.57 b10°b10b13y10y12 1866.89 57.893 45646 2 933.95 5.88

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

16 AFVHWYVGEGMEEGEFSE 402 18 0 10.34 2102.90 93.276 3103 3 701.64 10.45

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

17 PTVIDEVR 71 8 0 4.5 928.51 83.497 1691 2 464.76 -5.19

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 28 174.36

b2*b2b3*b3b4*b4b5*b5b6
*b6b16y1y2y4y5y6y7°y7*y
7y8y10y11y12y13*y13y14

*y14y16

1726.95 90.461 238751 2 863.98 0.78

|Q7Z406|MYH14_HUMAN Myosin-14 2 KEEELQAALAR 1104 11 12 81.92
b2°b2b3°b3b8y4y5y7y9y10

*y10y11
1257.68 41.624 81195 2 629.34 0.29

|Q7Z406|MYH14_HUMAN Myosin-14 3 Carbamidomethyl+C(1) CNGVLEGIR 717 9 10 59.51 b1b2*b2b4y3y4y5y7y9*y9 1017.51 47.905 75078 2 509.26 -1.50

|Q7Z406|MYH14_HUMAN Myosin-14 4 LAQAEEQLEQETR 1839 13 8 39.81
b6b8b9°b9b12°b12y13*y1

3
1544.76 50.203 53688 2 772.88 0.79

|Q7Z406|MYH14_HUMAN Myosin-14 5 FDQLLAEEK 1469 9 8 43.24 b2b6*b6b7y2y5y6y9 1092.56 49.312 48659 2 546.78 1.12

|Q7Z406|MYH14_HUMAN Myosin-14 6 QLPIYTEAIVEMYR 149 14 10 29.26
b2*b2b3b4b13*b13y1y3y1

4*y14
1725.86 84.848 30188 3 575.96 -14.78

|Q7Z406|MYH14_HUMAN Myosin-14 7 AQTKEQADFALEALAK 429 16 9 40.78 b2b5b6b7*b7b10y2y15y16 1733.90 90.356 14418 2 867.45 -4.36

|Q7Z406|MYH14_HUMAN Myosin-14 8 LQEELAASDR 1708 10 5 25.72 b3*b3y7y9y10 1131.57 59.089 14096 2 566.29 5.29

|Q7Z406|MYH14_HUMAN Myosin-14 9 EAQAALAEAQEDLESER 1131 17 7 24.8 b5°b5b10b13°b13y11y17 1859.85 67.378 13517 2 930.43 -5.64

|Q7Z406|MYH14_HUMAN Myosin-14 10 ANEWLMK 606 7 12 54.89
b1b2*b2b3b5°b5y5°y5y6°y

6*y6y7
891.43 27.130 8945 2 446.22 -6.37

|Q7Z406|MYH14_HUMAN Myosin-14 11 AMEAEAAGLR 1356 10 5 27.48 b3b4b10y6y10 1018.51 43.639 8449 2 509.76 10.61

|Q7Z406|MYH14_HUMAN Myosin-14 12 TQHERDLQGR 1590 10 9 41.47 b4b5°b5*b5b6°b6y2y5°y5 1239.61 21.572 4716 3 413.88 -5.91

|Q7Z406|MYH14_HUMAN Myosin-14 13 AQAELENVSGALNEAESK 1301 18 5 30.97 b12b13b15y5y10 1859.90 57.150 4312 3 620.64 3.28

|Q7Z406|MYH14_HUMAN Myosin-14 14 AAVTMSVPGRK 1 11 5 18.19 b2b3b7°b7y7° 1116.62 19.687 2327 2 558.81 0.11

|Q7Z406|MYH14_HUMAN Myosin-14 15 AGRELQTAQAQLSEWR 1378 16 5 26.27 b14y3°y3y9y13 1843.94 109.573 2089 2 922.47 -0.86

|Q7Z406|MYH14_HUMAN Myosin-14 16 ELSSTEAQLHDAQELLQEETR 1325 21 3 13.18 b3b11y4 2427.16 96.490 1903 2 1214.08 -1.91



|Q7Z406|MYH14_HUMAN Myosin-14 17 QEEEAGALEAGEEAR 1396 15 6 35.18 b12b14y6°y6y9y10 1588.73 51.164 128075 3 530.25 12.52

|Q7Z406|MYH14_HUMAN Myosin-14 18 GPSAGGGPGSGTSPQVEWTAR 32 21 6 23.54 b18°b18y11*y11y12y16 1955.90 68.575 123239 3652.64 -8.24

|Q7Z406|MYH14_HUMAN Myosin-14 19 LQQLFNHTMFVLEQEEYQR 501 19 4 14.15 b12°b12b18y5 2453.17 104.804 52977 4 614.05 -9.45

|Q7Z406|MYH14_HUMAN Myosin-14 20 AAVTMSVPGR 1 10 3 25.72 b3y3y6 988.50 27.201 45074 2 494.76 -21.18

|Q7Z406|MYH14_HUMAN Myosin-14 21 EEELQAALAR 1105 10 4 50.22 y3y5y6y7 1129.58 48.587 31679 2 565.30 -1.84

|Q7Z406|MYH14_HUMAN Myosin-14 22 HEVPPHVYAVTEGAYR 167 16 5 33.57 b5b9b10y6y13 1824.88 87.636 30590 2 912.94 -14.05

|Q7Z406|MYH14_HUMAN Myosin-14 23 ELQTAQAQLSEWR 1381 13 6 52.29 b6b10b11y4y8y11 1559.79 65.030 29697 2 780.40 2.66

|Q7Z406|MYH14_HUMAN Myosin-14 24 VQELQQQSAR 880 10 5 25.72 b5°b5b9*b9y9 1186.63 62.593 192692 593.82 8.02

|Q7Z406|MYH14_HUMAN Myosin-14 25 LQQHIQELEAHLEAEEGAR 964 19 4 21.93 b10b11°b11y6 2201.07 66.604 11832 3 734.36 -11.98

|Q7Z406|MYH14_HUMAN Myosin-14 26 LMATLSNTNPSFVR 680 14 7 26.09 b7°b7*b7b10y9*y9y11 1550.83 115.452 11100 2 775.92 17.79

|Q7Z406|MYH14_HUMAN Myosin-14 27 Carbamidomethyl+C(8) ADLLLEPCSHYR 316 12 4 30.61 b3b6y3y6 1473.71 29.377 9206 3 491.91 -4.72

|Q7Z406|MYH14_HUMAN Myosin-14 28 FLTNGPSSSPGQER 328 14 4 26.85 y5y8°y8y11 1476.73 57.267 8803 2 738.87 16.04

|Q7Z406|MYH14_HUMAN Myosin-14 29 EPGVPGELER 226 10 4 25.72 b3y5°y5y7 1082.54 28.730 8154 2 541.77 -8.34

|Q7Z406|MYH14_HUMAN Myosin-14 30 VLGFSHEEIISMLR 353 14 3 26.85 b4b10b12 1630.89 59.611 6968 3 544.30 18.86

|Q7Z406|MYH14_HUMAN Myosin-14 31 VAEQAANDLR 1552 10 4 25.72 b6b9y5°y5 1086.58 28.342 6559 2 543.79 21.46

|Q7Z406|MYH14_HUMAN Myosin-14 32 Carbamidomethyl+C(7) VGEEEECSR 947 9 4 29.25 b4°b4y4y7 1094.46 26.384 6080 3 365.49 17.96

|Q7Z406|MYH14_HUMAN Myosin-14 33 IVWPSSHPR 1022 9 5 29.25 b6°b6b7y6°y6 1078.57 47.153 5466 2 539.79 -9.73

|Q7Z406|MYH14_HUMAN Myosin-14 34 LDGESSELQEQMVEQQQR 1076 18 4 20.44 b4b11y6y11 2134.02 70.256 4721 2 1067.51 20.36

|Q7Z406|MYH14_HUMAN Myosin-14 35 AQVTELEDELTAAEDAK 1562 17 7 24.8 b5y3°y3y7°y7y9°y9 1832.84 28.795 4195 2 916.92 -18.85

|Q7Z406|MYH14_HUMAN Myosin-14 36 DLGEELEALR 1159 10 5 41.47 b6b7°b7b8y8 1144.58 98.906 3083 11144.58 -6.29

|Q7Z406|MYH14_HUMAN Myosin-14 37 EVVLQVEEER 1869 10 6 55.98 b3b7b8*b8b9y6 1229.63 42.506 2815 2 615.32 -8.74

|Q7Z406|MYH14_HUMAN Myosin-14 38 LGQLEEELEEEQSNSELLNDR 1754 21 5 23.54 b9y9*y9y13y14 2474.12 76.371 2371 3 825.38 -15.20

|Q7Z406|MYH14_HUMAN Myosin-14 39 QMQTEK 956 6 2 13.2 b4°b4 764.36 31.108 2124 1 764.36 5.19

|Q7Z406|MYH14_HUMAN Myosin-14 40 QAQQDR 1721 6 1 13.2 y5 745.35 57.872 1739 1 745.35 -7.04

|Q7Z406|MYH14_HUMAN Myosin-14 41
ANEWLMKNMDPLNDNVAALLHQ

STDR
606 26 6 39.6 b4b5b10b12b13y6 2996.43 87.520 302005 5 600.09 -1.47

|Q7Z406|MYH14_HUMAN Myosin-14 42 LQRAQAELENVSGALNEAESK 1298 21 10 44.48
b7*b7b8b10b13*b13y5y11

*y11y12
2257.15 46.040 46329 3 753.05 1.62

|Q7Z406|MYH14_HUMAN Myosin-14 43 Carbamidomethyl+C(2) LCRLLGLGVTDFSR 399 14 6 30.05 b3y3°y3y5y7°y7 1606.87 56.029 27713 3 536.29 -2.13

|Q7Z406|MYH14_HUMAN Myosin-14 44 DDVGKSVHELER 1537 12 3 25.15 b6b7y3 1383.69 71.099 20054 2 692.35 2.47

|Q7Z406|MYH14_HUMAN Myosin-14 45 VQELQQQSAREVGELQGR 880 18 6 23.52 b4b10b12°b12y6*y6 2055.04 105.162 18596 3 685.69 -6.89



|Q7Z406|MYH14_HUMAN Myosin-14 46 RHEVPPHVYAVTEGAYR 166 17 3 22.84 y3y5y10 1981.03 71.774 18335 2 991.02 14.11

|Q7Z406|MYH14_HUMAN Myosin-14 47 AGRELQTAQAQLSEWR 1378 16 4 22.77 b5y3°y3y4 1843.92 51.086 13776 3 615.31 -11.72

|Q7Z406|MYH14_HUMAN Myosin-14 48 QRHGQALGELAEQLEQAR 1215 18 3 21.91 y8y10y13 2034.02 60.609 11749 2 1017.52 -12.12

|Q7Z406|MYH14_HUMAN Myosin-14 49 REQEVTELK 1188 9 4 29.25 b5b7°b7y4 1131.59 27.112 8480 3 377.87 -12.08

|Q7Z406|MYH14_HUMAN Myosin-14 50 RLDGESSELQEQMVEQQQR 1075 19 4 19.44 b3b5y3y9 2290.08 56.074 7955 4 573.28 3.09

|Q7Z406|MYH14_HUMAN Myosin-14 51 LAEKTETVDR 1424 10 4 40.49 b3°b3b6b8 1161.63 34.343 7880 2 581.32 13.77

|Q7Z406|MYH14_HUMAN Myosin-14 52 Carbamidomethyl+C(3) QACEKMIQALELDPNLYR 761 18 4 14.75 b11y6y11°y11 2192.12 85.086 7536 3 731.38 14.26

|Q7Z406|MYH14_HUMAN Myosin-14 53 SRASISYGSNMRPQSQTWR 1038 19 3 14.15 b15y5y11 2212.07 76.243 7215 3 738.03 2.98

|Q7Z406|MYH14_HUMAN Myosin-14 54 RQEEEAGALEAGEEAR 1395 16 9 42.94
b4°b4b8b11y4y10°y10y12°

y12
1744.79 89.544 6141 3 582.27 -14.06

|Q7Z406|MYH14_HUMAN Myosin-14 55 SFSAKAESGR 1794 10 9 83.69 b4b5b6b7°b7b9y4°y4y7 1039.51 28.807 5290 2 520.26 -8.81

|Q7Z406|MYH14_HUMAN Myosin-14 56 Carbamidomethyl+C(9) GFMDGKQACEK 755 11 6 50.41 b6b7b8y3y9°y9 1270.56 28.774 5065 3 424.19 0.58

|Q7Z406|MYH14_HUMAN Myosin-14 57
VAEQAANDLRAQVTELEDELTAA

EDAK
1552 27 5 21.66 b4b6°b6b7y12 2900.43 94.775 5042 3 967.48 5.05

|Q7Z406|MYH14_HUMAN Myosin-14 58 EEELQAALARAEDEGGAR 1105 18 5 20.44 b9b12*b12y5y10 1914.94 55.172 4629 3 638.98 10.39

|Q7Z406|MYH14_HUMAN Myosin-14 59 QEEEAGALEAGEEARR 1396 16 3 22.77 b8y7y8 1744.83 48.818 4536 3 582.28 13.50

|Q7Z406|MYH14_HUMAN Myosin-14 60 AELSSLQTARQEGEQR 1254 16 12 58.11
b3b6b7°b7*b7b8*b8y4*y4

y6y7*y7
1802.90 25.393 4471 3 601.64 0.27

|Q7Z406|MYH14_HUMAN Myosin-14 61 MIQALELDPNLYRVGQSK 766 18 3 22.15 b3b4y5 2075.08 113.390 4182 2 1038.05 -5.41

|Q7Z406|MYH14_HUMAN Myosin-14 62 EVGELQGRVAQLEEER 890 16 3 16.24 b9y3y6 1841.91 102.417 4074 3 614.64 -13.12

|Q7Z406|MYH14_HUMAN Myosin-14 63 AQMASAGQGKEEAVK 1647 15 5 24.36 b4b9y7y10*y10 1504.76 39.675 4048 3 502.26 9.90

|Q7Z406|MYH14_HUMAN Myosin-14 64 ELFQETLESLRVLGFSHEEIISMLR 342 25 3 11.89 b3b5y13 2976.53 136.519 4013 2 1488.77 -7.71

|Q7Z406|MYH14_HUMAN Myosin-14 65 Carbamidomethyl+C(20) QELELVVSELEARVGEEEECSR 934 22 4 23.1 b13y3y11y12 2590.20 90.440 2679 2 1295.61 -10.27

|Q7Z406|MYH14_HUMAN Myosin-14 66 LEGELEELKAQMASAGQGK 1638 19 3 21.93 b7b8y10 1988.99 128.415 2487 2 995.00 -4.17

|Q7Z406|MYH14_HUMAN Myosin-14 67 AESGRQQLER 1799 10 3 27.48 b4b5y9 1173.61 67.262 1944 1 1173.61 7.70

|Q7Z406|MYH14_HUMAN Myosin-14 68 DAEVERDEER 1616 10 5 25.72 b8°b8y3°y3y9 1247.55 31.929 1898 2 624.28 -0.39

|Q7Z406|MYH14_HUMAN Myosin-14 69 Carbamidomethyl+C(6) AEAELCAEAEETRGR 914 15 3 17.17 b5y6y9 1691.78 118.241 1559 2 846.39 8.08

|Q7Z406|MYH14_HUMAN Myosin-14 70 HEVPPHVYAVTEGAYRSMLQDR 167 22 4 22.66 b8°b8b9b11 2555.26 110.688 1534 4 639.57 5.92

|Q7Z406|MYH14_HUMAN Myosin-14 71 Phosphoryl STY(4) QLVSTLEK 1457 8 3 31.81 b6y4y5 997.48 46.004 15094 2 499.25 -4.04

|Q7Z406|MYH14_HUMAN Myosin-14 72 Phosphoryl STY(16) INFDVAGYIVGANIETYLLEK 267 21 5 29.55 b14y7y9y10y13 2422.15 62.627 8235 3 808.06 -13.91

|Q7Z406|MYH14_HUMAN Myosin-14 73 Phosphoryl STY(13) TSREEIFSQNRESEK 1682 15 4 25.25 b10*b10b12b13 1919.87 70.248 8125 3 640.63 14.62

|Q7Z406|MYH14_HUMAN Myosin-14 74 Phosphoryl STY(8) VQELQQQSAREVGELQGR 880 18 4 27.84 b4b10y10y11 2135.02 97.191 2577 3 712.35 4.00



|Q7Z406|MYH14_HUMAN Myosin-14 75 Phosphoryl STY(6) TVGQLYKESLSR 668 12 3 28.38 y5y6y8 1460.72 28.814 1961 3 487.58 9.19

|Q7Z406|MYH14_HUMAN Myosin-14 76 Oxidation+M(5) MQAQMKELWREVEETR 1666 16 4 33.68 b3b9b10b12 2080.02 83.295 17907 3694.01 14.32

|Q7Z406|MYH14_HUMAN Myosin-14 77
Carbamidomethyl+C(13)

;Oxidation+M()
SMLQDREDQSILCTGESGAGK 183 21 4 13.18 b11b16*b16y15 2298.02 76.395 4770 3 766.68 -4.25

|Q7Z406|MYH14_HUMAN Myosin-14 78 Oxidation+M(12) ELEDVTESAESMNREVTTLR 1922 20 4 13.63 b3°b3b15y15 2325.11 89.465 2854 3 775.71 8.82

|Q7Z406|MYH14_HUMAN Myosin-14 79 ELQTAQAQLSEWR 1381 13 5 37.48 b3b5b8b11*b11 1559.78 109.615 3296 2 780.39 -3.44

|Q7Z406|MYH14_HUMAN Myosin-14 80 LQEELAASDR 1708 10 0 2.25 1113.55 59.028 16789 2 557.28 -2.74

|P08514|ITA2B_HUMAN Integrin alpha-IIb 1 GPHALGAPSLLLTGTQLYGR 366 20 10 55.84
b4b5b9b10y2y4y6*y6y7y2

0
2022.10 77.060 78094 3 674.71 -5.67

|P08514|ITA2B_HUMAN Integrin alpha-IIb 2 IVLLDVPVR 765 9 5 29.25 b2b3y4y7y9 1023.65 72.656 74224 2 512.33 -7.51

|P08514|ITA2B_HUMAN Integrin alpha-IIb 3 Carbamidomethyl+C(6) AEGGQCPSLLFDLR 90 14 8 37.87 b5b10y2y4°y4y8y11y14 1562.77 78.540 72338 2 781.89 2.11

|P08514|ITA2B_HUMAN Integrin alpha-IIb 4 SRPSQVLDSPFPTGSAFGFSLR 431 22 8 43.64 b8b9*b9b11y3y6y10y14 2353.19 85.857 61132 3 785.07 -3.53

|P08514|ITA2B_HUMAN Integrin alpha-IIb 5 ALSNVEGFER 692 10 19 116.96
b2b4b5b7°b7b9°b9y2°y2y4
°y4y5y6y7°y7y8*y8y10*y1

0
1121.56 47.071 58077 2 561.28 1.74

|P08514|ITA2B_HUMAN Integrin alpha-IIb 6 Carbamidomethyl+C(4) VVLCELGNPMKK 714 12 8 61.05 b2b10b11y4y9y10y11y12 1387.73 53.130 49452 3 463.25 -9.94

|P08514|ITA2B_HUMAN Integrin alpha-IIb 7 VAIVVGAPR 63 9 8 72.26 b2b3y4y5y6y7y8y9 881.55 45.530 42635 2 441.28 -3.18

|P08514|ITA2B_HUMAN Integrin alpha-IIb 8
FGSAIAPLGDLDRDGYNDIAVAAP

YGGPSGR
386 31 18 81.51

b1b2b4b5°b5b6b14y6y8y1
0y14y15*y15y17*y17y24y

25y31
3092.52 79.226 36839 3 1031.51 4.50

|P08514|ITA2B_HUMAN Integrin alpha-IIb 9 Carbamidomethyl+C(2) SCVLPQTK 502 8 5 34.82 b2b3b6y4y8 932.49 31.033 34319 2 466.75 -0.98

|P08514|ITA2B_HUMAN Integrin alpha-IIb 10 IYVENDFSWDKR 184 12 6 30.61 b6°b6b9y3y6y12 1571.75 73.081 20837 3 524.59 0.54

|P08514|ITA2B_HUMAN Integrin alpha-IIb 11 QIFLPEPEQPSR 890 12 6 21.17 b11°b11y5y11y12*y12 1440.73 73.731 2986 2 720.87 -13.56

|P08514|ITA2B_HUMAN Integrin alpha-IIb 12 Carbamidomethyl+C(6) TPVGSCFLAQPESGR 155 15 3 25.25 b5b11b13 1605.78 60.956 1568 2 803.39 7.75

|P08514|ITA2B_HUMAN Integrin alpha-IIb 13 VYLFLQPR 358 8 3 31.81 b6y5y6 1035.59 71.641 47405 2 518.30 -4.13

|P08514|ITA2B_HUMAN Integrin alpha-IIb 14 Carbamidomethyl+C(15) TLGPSQEETGGVFLCPWR 72 18 9 80.44
b13y3y4y5y6y11°y11y12y1

3
2033.99 79.807 45125 2 1017.50 7.26

|P08514|ITA2B_HUMAN Integrin alpha-IIb 15 DGYNDIAVAAPYGGPSGR 399 18 5 25.28 b11°b11y11y12y15 1779.86 65.717 38918 3 593.96 17.15

|P08514|ITA2B_HUMAN Integrin alpha-IIb 16 EQNSLDSWGPK 799 11 4 30.14 y4y7°y7y8 1260.60 49.454 29666 2 630.80 10.36

|P08514|ITA2B_HUMAN Integrin alpha-IIb 17
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

TPVSCFNIQMCVGATGHNIPQK 510 22 7 24 b6b9b13*b13y9y13*y13 2459.15 67.535 17680 3 820.39 -3.47

|P08514|ITA2B_HUMAN Integrin alpha-IIb 18 Carbamidomethyl+C(5) HSPICHTTMAFLR 571 13 4 39.81 b6b7b9b11 1570.74 46.578 16384 3 524.25 -13.60

|P08514|ITA2B_HUMAN Integrin alpha-IIb 19 AQPVVK 480 6 1 13.2 b4 641.40 60.439 11079 1 641.40 3.90

|P08514|ITA2B_HUMAN Integrin alpha-IIb 20 GNSFPASLVVAAEEGER 782 17 4 15.44 b3°b3b8y13 1732.88 78.121 9704 2 866.94 17.75

|P08514|ITA2B_HUMAN Integrin alpha-IIb 21 Carbamidomethyl+C(3) LICNQK 702 6 2 13.2 b5*b5 775.41 26.005 6354 2 388.21 1.50

|P08514|ITA2B_HUMAN Integrin alpha-IIb 22 IYVENDFSWDK 184 11 3 23.16 b4b8y7 1415.63 43.989 2533 2 708.32 -15.61



|P08514|ITA2B_HUMAN Integrin alpha-IIb 23 HDLLVGAPLYMESR 334 14 4 18.27 b11°b11y5y10 1600.84 64.980 2504 2 800.92 16.24

|P08514|ITA2B_HUMAN Integrin alpha-IIb 24 Carbamidomethyl+C(4) VVLCELGNPMK 714 11 5 53.88 b4y5y6y7y8 1259.67 19.694 2401 3 420.56 16.28

|P08514|ITA2B_HUMAN Integrin alpha-IIb 25
AEQMASYFGHSVAVTDVNGDGR

HDLLVGAPLYMESR
312 36 3 16.55 y8y19y21 3892.79 74.178 31742 4 973.95 -12.67

|P08514|ITA2B_HUMAN Integrin alpha-IIb 26
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

TPVSCFNIQMCVGATGHNIPQKLS
LNAELQLDR

510 33 3 10.9 b10y3y8 3711.83 88.511 6076 3 1237.95 -3.42

|P08514|ITA2B_HUMAN Integrin alpha-IIb 27
AEAQVELRGNSFPASLVVAAEEG

ER
774 25 3 11.89 b11b14y12 2629.29 84.181 5655 3 877.10 -11.24

|P08514|ITA2B_HUMAN Integrin alpha-IIb 28 GNTLSRIYVENDFSWDK 178 17 8 39.17 b3b4°b4*b4y3y4°y4y12 2044.00 65.043 2842 2 1022.50 9.73

|P08514|ITA2B_HUMAN Integrin alpha-IIb 29 SKNSQNPNSK 755 10 5 41.19 b7b8y6y7°y7 1103.53 62.707 2438 2 552.27 -13.16

|P08514|ITA2B_HUMAN Integrin alpha-IIb 30
LRAEQMASYFGHSVAVTDVNGD

GR
310 24 3 21.44 b14y15y16 2580.25 93.878 2047 3 860.76 9.94

|P08514|ITA2B_HUMAN Integrin alpha-IIb 31 DETRNVGSQTLQTFK 104 15 6 35.27 b3b6°b6*b6b7b10 1723.86 116.593 1772 2 862.43 -1.77

|P08514|ITA2B_HUMAN Integrin alpha-IIb 32 Phosphoryl STY(10) HDLLVGAPLYMESR 334 14 6 26.09 b3°b3b10y3y8°y8 1680.77 42.845 26263 3 560.93 -3.41

|P08514|ITA2B_HUMAN Integrin alpha-IIb 33 Phosphoryl STY(7) GEAQVWTQLLR 977 11 3 26.17 b5b6y10 1380.65 104.187 5752 1 1380.65 -3.80

|P08514|ITA2B_HUMAN Integrin alpha-IIb 34 Phosphoryl STY(13) SRPSQVLDSPFPTGSAFGFSLR 431 22 4 12.79 b9*b9b12y8 2433.13 136.319 3121 2 1217.07 -10.23

|P08514|ITA2B_HUMAN Integrin alpha-IIb 35
Carbamidomethyl+C(6);

Phosphoryl STY(13)
TPVGSCFLAQPESGRR 155 16 5 26.94 b6b11b12°b12y10 1841.81 46.529 1501 2 921.41 -11.00

|P08514|ITA2B_HUMAN Integrin alpha-IIb 36
Carbamidomethyl+C(5);

Oxidation+M(9)
HSPICHTTMAFLRDEADFRDK 571 21 4 17.76 b3b8y5y8 2563.15 42.971 47930 3 855.06 -12.10

|P08514|ITA2B_HUMAN Integrin alpha-IIb 37 Carbamidomethyl+C(2) QCPSLLFDLR 94 10 0 4.05 1248.64 78.575 4567 2 624.82 1.47

|P08514|ITA2B_HUMAN Integrin alpha-IIb 38 IVVGAPR 65 7 0 1.8 711.45 45.546 3038 1 711.45 4.98

|P08514|ITA2B_HUMAN Integrin alpha-IIb 39 ALSNVEGFE 692 9 0 2.25 965.46 47.106 1723 2 483.23 -0.06

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 IINEPTAAAIAYGLDKK 171 17 7 35.38 b2y2y5y10y13y15y17 1787.97 64.158 66970 3 596.66 -9.01

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 VEIIANDQGNR 25 11 12 97.68
b2b3b4y4*y4y6y7y8y9°y9y

10y11
1228.63 35.212 65264 2 614.82 0.10

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 TTPSYVAFTDTER 36 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 NSLESYAFNMK 539 11 8 30.14 b2°b2*b2y2y3y7y8y11 1303.61 63.821 31315 2 652.31 5.99

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 TVTNAVVTVPAYFNDSQR 137 18 9 52.61
b5y3*y3y9°y9y10y11y12y1

8
1982.01 68.238 27637 2 991.51 5.97

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 NQVAMNPTNTVFDAK 56 15 6 28 b3y3y11°y11y12y15 1649.80 56.660 23269 2 825.41 5.70

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7 STAGDTHLGGEDFDNR 220 16 6 22.77 b2°b2b12y8y9y16 1691.72 37.451 22871 3 564.58 -4.04

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 GTLDPVEK 311 8 5 31.81 b4°b4b5y6y8 858.45 31.930 22015 2 429.73 -12.51

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9 SINPDEAVAYGAAVQAAILSGDK 361 23 6 22.53 b1b6b14°b14b15y2 2260.16 68.599 9853 4 565.79 4.64

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10
LYQSAGGMPGGMPGGFPGGGAP

PSGGASSGPTIEEVD
609 37 9 33.97

b7°b7b13°b13b14°b14b15*
b15y15

3346.50 124.671 8287 4 837.38 1.68

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 QTQTFTTYSDNQPGVLIQVYEGER 423 24 5 15.83 b3b5y4°y4y7 2774.29 76.659 6516 3 925.44 -11.53



|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12 FDDAVVQSDMK 77 11 4 23.16 b7°b7y3y6 1254.58 74.469 2723 3 418.87 13.04

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 FELTGIPPAPR 458 11 3 30.14 b5b6b9 1197.65 42.566 128985 2 599.33 -13.96

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 SFYPEEVSSMVLTK 112 14 3 18.27 b7b13y9 1616.79 76.336 28349 2 808.90 3.78

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 DAGTIAGLNVLR 159 12 4 31.39 b3b5°b5b7 1199.67 71.724 19146 2 600.34 -1.02

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16 SQIHDIVLVGGSTR 328 14 3 18.27 b7b13y5 1481.80 51.940 13639 2 741.40 -4.70

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 MVNHFIAEFK 236 10 4 46.24 b4b6b8y4 1235.62 38.588 6099 2 618.32 0.40

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18
TLSSSTQASIEIDSLYEGIDFYTSIT

R
272 27 5 16.88 b4b9°b9b12y7 2997.41 87.529 2586 6 500.41 -14.66

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19
QTQTFTTYSDNQPGVLIQVYEGER

AMTK
423 28 3 11.33 b7y3y10 3205.57 79.356 243861 4 802.15 7.77

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 GTLDPVEKALR 311 11 4 30.14 b4b5°b5b10 1198.68 55.954 1717743 400.23 3.36

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

21 GETKSFYPEEVSSMVLTK 108 18 4 33.61 b3b8b11b13 2032.00 51.872 19713 3 678.00 1.80

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

22 Carbamidomethyl+C(14)
GPAVGIDLGTTYSCVGVFQHGKV

EIIANDQGNR
3 33 4 12.67 b5b12y7y10 3472.70 79.181 12827 4 868.93 -6.68

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

23
FDDAVVQSDMKHWPFMVVNDA

GRPK
77 25 4 26.21 b5b7b12b17 2889.34 56.014 5446 3 963.78 -14.53

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

24 RFDDAVVQSDMK 76 12 7 58.43 b7y4y7y9°y9y11°y11 1410.67 44.150 5091 2 705.84 1.12

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

25 Carbamidomethyl+C(16)
SKGPAVGIDLGTTYSCVGVFQHG

K
1 24 10 44.57

b4b16y7y11°y11y14°y14y1
5y16*y16

2478.25 98.898 2942 3 826.75 0.69

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

26
EIAEAYLGKTVTNAVVTVPAYFN

DSQR
128 27 4 11.49 b8°b8y6y10 2956.51 136.314 1718 3 986.17 1.65

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

27 Phosphoryl STY(10) SINPDEAVAYGAAVQAAILSGDK 361 23 3 12.44 b8b15y15 2340.07 86.936 4570 2 1170.54 -12.94

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

28 Phosphoryl STY() NTTIPTK 416 7 6 54.89 b3b4°b4*b4y3y5 854.40 70.180 3503 1 854.40 10.64

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

29 Oxidation+M(5) NQVAMNPTNTVFDAKR 56 16 5 24.61 y5y14*y14y15°y15 1821.89 71.022 15694 3 607.97 1.34

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 LNGTDPEDVIR 92 11 9 79.18 y1y3y4y5y6y8y9°y9y11 1228.62 47.884 118590 2 614.81 2.98

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 GNFNYIEFTR 150 10 12 104.22
b2*b2b3b6b9y4°y4y5y6°y6

y7y8
1260.61 66.202 87893 2 630.81 3.68

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 ATSNVFAMFDQSQIQEFK 16 18 6 27.84 b4b5y2y4y10y18 2091.00 89.191 58630 2 1046.00 5.49

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 FTDEEVDELYR 132 11 6 45.9 y5y7y8°y8y9y11 1415.64 58.563 41139 2 708.32 7.07

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 ELLTTMGDR 123 9 6 52.78 b9y3y5y6y7y9 1035.52 47.932 36626 2 518.26 1.18

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6 ELLTTMGDRFTDEEVDELYR 123 20 6 28.95 b4b7b8y4°y4y7 2432.12 114.868 37209 3 811.38 -4.22

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7 KGNFNYIEFTR 149 11 3 23.16 b5y3y6 1388.70 36.348 13968 2 694.86 5.10

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

8 Oxidation+M() ATSNVFAMFDQSQIQEFK 16 18 5 31.27 y7y13y14y16°y16 2106.95 68.554 3854 3 702.99 -14.83

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 LNGTDPEDVIR 93 11 9 79.18 y1y3y4y5y6y8y9°y9y11 1228.62 47.884 118590 2 614.81 2.98

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 GNFNYIEFTR 151 10 12 104.22
b2*b2b3b6b9y4°y4y5y6°y6

y7y8
1260.61 66.202 87893 2 630.81 3.68

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 ATSNVFAMFDQSQIQEFK 17 18 6 27.84 b4b5y2y4y10y18 2091.00 89.191 58630 2 1046.00 5.49



|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 FTDEEVDELYR 133 11 6 45.9 y5y7y8°y8y9y11 1415.64 58.563 41139 2 708.32 7.07

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 ELLTTMGDR 124 9 6 52.78 b9y3y5y6y7y9 1035.52 47.932 36626 2 518.26 1.18

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

6
NPTDAYLDAMMNEAPGPINFTMF

LTMFGEK
63 30 5 15.77 b12y10y12°y12y17 3366.55 101.473 2670 3 1122.85 8.63

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

7 Oxidation+M() DGFIDKEDLHDMLASLGK 45 18 5 23.52 b7°b7y3y9y13 2019.95 77.048 2247 2 1010.48 -9.43

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 DVNAAIATIK 326 10 6 37.67 b3b8y1y6y8y10 1015.57 51.251 84912 2 508.29 -4.69

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 32.35 b10b11b14y1y7y11y13 2750.30 72.595 73730 3 917.44 4.79

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

8 LSVDYGKK 156 8 5 39.59 b2y4y5y7y8 909.50 28.259 28744 2 455.25 -6.64

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

9
Carbamidomethyl+C(15)

;Oxidation+M()
AYHEQLSVAEITNACFEPANQMV

K
280 24 8 28.37 b6°b6b13*b13b16y4y6y8 2766.31 62.042 47474 3922.78 9.88

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

10 Oxidation+M()
AFVHWYVGEGMEEGEFSEAREDL

AALEK
402 28 5 25.12 b3b9b10b13y4 3215.44 91.525 3075 3 1072.49 -6.30

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

11 SVDYGKK 157 7 0 1.35 796.41 28.241 10890 2 398.71 -6.82

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 QLFHPEQLITGKEDAANNYAR 84 21 11 53.17
b6*b6y2y3y5y6y7y9y12y2

1*y21
2415.17 61.209 194281 4 604.55 -13.34

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 LISQIVSSITASLR 229 14 5 18.27 b5°b5y4y8y14 1487.88 99.046 34411 2 744.44 1.80

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7 AVMIDLEPTVVDEVR 64 15 4 17.17 b7y2y8y11 1685.88 78.393 25471 2 843.44 0.36

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8 INDDDSFTTFFSETGNGK 42 18 5 33.61 y6y10y12*y12y14 1994.87 51.250 6097 3 665.63 5.57

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

9
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

AYHEQLSVAEITSSCFEPNSQMVK
CDPR

280 28 8 26.33 b3b5b7b9°b9y5y11°y11 3283.45 80.409 8726 4 821.62 -8.18

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

10
Carbamidomethyl+C(5);

Oxidation+M(30)
LTDACSGLQGFLIFHSFGGGTGSG

FTSLLMER
124 32 6 22.97 b12b13°b13b16y6y12 3379.62 90.408 5967 3 1127.21 4.70

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

11 DIERPTYTNLNR 217 12 5 26.85 b4°b4b9b11*b11 1491.75 51.719 13650 2 746.38 -3.36



|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

12 PGGDLAK 363 7 4 23.67 b3b5b6°b6 657.35 64.919 2997 2 329.18 -12.35

|O43707|ACTN4_HUMAN Alpha-actinin-4 1 VGWEQLLTTIAR 733 12 18 148.32
b3b4b5°b5b6°b6b8y1y2y3y

4y5y6°y6y7y8y9y12
1386.77 97.027 222796 2 693.89 -1.06

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 AIMTYVSSFYHAFSGAQK 255 18 26 135.57

b2b5°b5b13b15y1y2*y2y4
*y4y5y6°y6y7y8y10°y10y1
1y12°y12*y12y13y16°y16*

y16y18

2007.95 89.488 161074 3 669.99 -7.23

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 TINEVENQILTR 745 12 12 72.83
b2°b2b3b10*b10y1y3y4y5

y6y10y12
1429.77 59.074 115237 2 715.39 4.95

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 Carbamidomethyl+C(7) EGLLLWCQR 166 9 5 43.75 b8y3y5y6y9 1174.60 75.268 47346 2 587.80 -1.87

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 HEAFESDLAAHQDR 455 14 13 76.47
b2b3°b3b5b8b10y4y9*y9y

10*y10y12y14
1625.72 35.568 28234 3 542.58 -5.03

|O43707|ACTN4_HUMAN Alpha-actinin-4 6 LMLLLEVISGER 83 12 3 28.38 y3y4y6 1372.78 105.908 4821 2 686.90 -1.69

|O43707|ACTN4_HUMAN Alpha-actinin-4 7 GYEEWLLNEIR 395 11 3 23.16 b7b10y3 1421.70 86.438 4401 1 1421.70 -5.75

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 Carbamidomethyl+C(11) RELPPDQAEYCIAR 868 14 4 18.27 b2b9y5y9 1717.83 44.922 2129 2 859.42 -2.42

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 GISQEQMQEFR 760 11 5 34.92 b2b5b8b10y11 1352.64 53.327 2079 2 676.82 10.92

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 AGTQIENIDEDFR 66 13 5 41.1 b3b5b8y4y6 1507.70 31.962 22168 2 754.35 -1.54

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 ETTDTDTADQVIASFK 837 16 3 22.77 b13b14y3 1741.84 84.826 14183 3 581.28 13.32

|O43707|ACTN4_HUMAN Alpha-actinin-4 12 MLDAEDIVNTARPDEK 239 16 3 24.61 y3y5y6 1816.88 61.840 13885 3 606.30 1.61

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 DDPVTNLNNAFEVAEK 217 16 4 35.98 b14y9y10y11 1775.86 61.503 13074 3 592.63 10.79

|O43707|ACTN4_HUMAN Alpha-actinin-4 14
VEQIAAIAQELNELDYYDSHNVNT

R
469 25 5 11.89 b4°b4b13y10*y10 2905.40 118.182 8674 3 969.14 -0.17

|O43707|ACTN4_HUMAN Alpha-actinin-4 15 MVSDINNGWQHLEQAEK 378 17 8 40.29 b3b6b10y4°y4y8y10*y10 1998.90 41.783 5957 3 666.97 -18.99

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 LSNRPAFMPSEGK 365 13 12 76.02
b3b6b11°b11b12°b12y4y5y

7°y7y9°y9
1433.72 97.015 5927 2 717.36 -1.96

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 INNVNK 108 6 1 13.2 b3 701.39 40.624 3925 2 351.20 -9.57

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 Carbamidomethyl+C(10) ELPPDQAEYCIAR 869 13 5 28.83 y4y6y8°y8*y8 1561.75 55.918 3920 2 781.38 14.69

|O43707|ACTN4_HUMAN Alpha-actinin-4 19 LVSIGAEEIVDGNAK 125 15 8 38.02 b7y5*y5y9°y9*y9y11y12 1514.78 79.280 3401 2 757.89 -18.53

|O43707|ACTN4_HUMAN Alpha-actinin-4 20 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 9 53.71
b4b9°b9b10°b10b13y11y1

2°y12
1624.78 62.030 3037 4 406.95 7.59

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 Carbamidomethyl+C(14)
DHGGALGPEEFKACLISLGYDVEN

DR
779 26 5 14.85 b6b13y12*y12y22 2862.32 93.629 7794 3 954.78 -4.18

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 TAPYKNVNVQNFHISWK 176 17 6 21.57 b3b5°b5y5°y5y7 2046.03 56.070 5378 3 682.68 -14.20

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 DAKGISQEQMQEFR 757 14 8 43.46 b4°b4b8b9*b9b10°b10y4 1666.79 45.990 3353 3 556.27 3.15

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 KDDPVTNLNNAFEVAEK 216 17 3 15.44 b11b14y9 1903.92 60.939 2134 2 952.46 -12.76

|O43707|ACTN4_HUMAN Alpha-actinin-4 25 Phosphoryl STY(14) IMSLVDPNHSGLVTFQAFIDFMSR 813 24 6 22.1
b10b14_H3PO4 

b14°b14b20y9y13
2805.27 76.438 5537 2 1403.14 -13.49

|O43707|ACTN4_HUMAN Alpha-actinin-4 26 Phosphoryl STY(10) HRDYETATLSDIK 437 13 4 41.57 b5b7b8b9 1628.74 81.884 5505 2 814.87 10.94



|O43707|ACTN4_HUMAN Alpha-actinin-4 27 Oxidation+M() LSNRPAFMPSEGK 365 13 5 61.31 y3y6y8y11y12 1449.71 86.299 5153 2 725.36 -4.80

|O43707|ACTN4_HUMAN Alpha-actinin-4 28 Oxidation+M() AIMTYVSSFYHAFSGAQK 255 18 3 14.75 b7b12y10 2023.96 59.603 1920 2 1012.49 3.08

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

1 Carbamidomethyl+C(7)
AALANLCIGDVITAIDGENTSNMT

HLEAQNR
38 31 19 112.66

b1b3b4b5*b5y3*y3y4*y4y
5*y5y6y7y11y15y23y25y2

6y31
3312.58 94.820 49955 3 1104.87 -3.17

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

2 MTTQQIDLQGPGPWGFR 0 17 4 24.8 b8b13b16y5 1931.97 85.465 6653 3 644.66 12.32

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

3 Carbamidomethyl+C(11) GHFFVEDQIYCEK 296 13 3 19.58 b8b11y5 1671.77 88.990 2033 3 557.93 13.73

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

4 TTQQIDLQGPGPWGFR 1 16 3 16.24 b11b13y5 1800.90 65.024 1803 3 600.97 -3.12

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

5 VTPPEGYEVVTVFPK 314 15 4 17.17 b9b12°b12y13 1661.88 72.260 59197 2 831.44 1.69

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

6
VITNQYNNPAGLYSSENISNFNNA

LESK
138 28 3 11.33 b14y8y15 3101.49 74.829 51915 4 776.13 2.05

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

7 SAMPFTASPASSTTAR 122 16 5 33.68 y7y8y11y13°y13 1582.76 49.413 17596 2 791.88 5.17

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

8 MNLASEPQEVLHIGSAHNR 103 19 7 57.03 b4y3y6y7y8y10y13 2103.04 61.206 16654 3 701.69 1.86

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

9 Carbamidomethyl+C(4) LPMCDK 256 6 1 13.2 b3 763.36 83.814 7580 1 763.36 9.51

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

10 QSTSFLVLQEILESEEK 211 17 3 15.44 b9y12y15 1980.04 90.281 7415 3 660.68 9.25

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

11 VWSPLVTEEGK 87 11 5 35.11 b3°b3b4b10y4 1244.64 43.578 2627 2622.82 -13.63

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

12 LVGGKDFEQPLAISR 17 15 3 25.25 y4y6y10 1629.89 57.880 37730 3 543.97 -4.57

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

13
QSTSFLVLQEILESEEKGDPNKPSG

FR
211 27 5 16.88 b6*b6y5y8y14 3035.51 87.037 16852 4 759.63 -7.32

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

14 Carbamidomethyl+C(11) GHFFVEDQIYCEKHAR 296 16 3 16.24 b10b13y11 2035.94 77.266 6401 3 679.32 -3.90

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

15 Carbamidomethyl+C(13) QKGHFFVEDQIYCEK 294 15 3 17.17 b12y10y14 1927.91 91.225 5119 2 964.46 4.75

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

16 Phosphoryl STY(11) VTPPEGYEVVTVFPK 314 15 3 17.17 b9b12_HPO3 b12y8 1741.85 56.239 7302 3 581.29 6.31

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

17 Phosphoryl STY(21)
TAASGVEANSRPLDHAQPPSSLVI

DK
166 26 10 49.52

b3b6b10_HPO3 
b10b19y6y9y10°y10y20y2

4
2740.32 136.377 1508 3 914.11 1.25

|O00151|PDLI1_HUMAN PDZ and LIM 
domain protein 1

18 Oxidation+M(3) SAMPFTASPASSTTAR 122 16 3 22.77 b12b13y12 1598.73 56.984 1793 3 533.58 -10.16

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 6 47.64 b3y5y7y8y9y12 1319.71 62.942 110098 2 660.36 2.50

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 7 42.77 b2b4°b4y7y8y11y12 1822.91 42.608 67345 3 608.31 -6.56

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4 GHYTEGAELVDSVLDVVRK 103 19 5 22.39 b4b7°b7b13y4 2087.07 86.255 39743 3 696.36 -4.21

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5 ALTVPELTQQMFDAK 282 15 6 28 b6b11b13°b13y1y11 1691.88 85.032 28221 2 846.44 5.41

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 13 40.42

b5°b5b9b13y3°y3y4°y4y8y
10°y10y24y27

3077.41 117.509 24144 3 1026.47 -1.51

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

7 ISEQFTAMFRR 380 11 11 68.38
b2b3b4°b4b5°b5b6b9y10y

11*y11
1385.71 57.850 7991 2 693.36 9.51

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

8 MSSTFIGNSTAIQELFK 362 17 5 15.44 b9b13y2y11°y11 1873.93 99.479 2890 3 625.31 -3.71



|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

9
SGAFGHLFRPDNFIFGQSGAGNN

WAK
77 26 5 26.06 b5y10y13y14y17 2795.30 69.613 10079 3 932.44 -15.37

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

10 VREEYPDR 154 8 5 52.33 b3b5°b5y3y6 1063.53 57.857 4579 2 532.27 11.02

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

11 MSMKEVDEQMLAIQSK 320 16 3 16.24 b6b12y12 1867.87 98.095 3527 4 467.72 -12.81

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

12 Phosphoryl STY(10) MSSTFIGNSTAIQELFKR 362 18 4 22.15 b7°b7b8_H3PO4 b8y9 2109.99 107.285 12868 2 1055.50 -1.27

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

13 Phosphoryl STY(9) MSSTFIGNSTAIQELFK 362 17 4 24.8 b7y5y9y12 1953.91 110.535 2001 2 977.46 9.68

|P00924|ENO1_YEAST Enolase 1 1 SIVPSGASTGVHEALEMR 32 18 17 104.39
b1b7y1y2y4y5y6°y6y9y11°
y11y13°y13y14y15y16y18

1840.91 59.941 114617 3 614.31 -9.22

|P00924|ENO1_YEAST Enolase 1 2 NVNDVIAPAFVK 67 12 11 59.63
b1b2b4b5°b5b6y1y5y6y10

y12
1286.71 64.850 109953 2 643.86 -0.38

|P00924|ENO1_YEAST Enolase 1 3 IGSEVYHNLK 185 10 4 35.72 y3y4y5y10 1159.60 35.929 100665 3 387.20 -12.84

|P00924|ENO1_YEAST Enolase 1 4 VNQIGTLSESIK 346 12 9 66.4 b2b9*b9y3y5y8y9y10y12 1288.71 53.107 77315 2 644.86 -1.61

|P00924|ENO1_YEAST Enolase 1 5 IEEELGDNAVFAGENFHHGDK 415 21 5 28.11 b3b4b6y8y11 2328.04 56.299 43146 4 582.77 -6.19
|P00924|ENO1_YEAST Enolase 1 6 IATAIEK 330 7 6 39.14 y2°y2y3y5y6y7 745.44 26.314 19027 2 373.22 -13.18
|P00924|ENO1_YEAST Enolase 1 7 AAQDSFAAGWGVMVSHR 358 17 3 15.44 b3y11y14 1789.83 104.035 144687 2 895.42 -10.30
|P00924|ENO1_YEAST Enolase 1 8 AADALLLK 338 8 8 90.57 b3°b3b5y3y4y5y6y7 814.49 51.716 85389 2 407.75 -16.19
|P00924|ENO1_YEAST Enolase 1 9 YDLDFK 258 6 3 25.94 y4y5°y5 800.37 53.395 53151 2 400.69 -12.74
|P00924|ENO1_YEAST Enolase 1 10 LNQLLR 409 6 5 38.69 b3y4*y4y5*y5 756.46 40.628 32430 2 378.74 -11.05

|P00924|ENO1_YEAST Enolase 1 11 Carbamidomethyl+C(5) IGLDCASSEFFK 243 12 6 30.61 b3b7°b7y6°y6y11 1373.66 90.388 18956 2 687.33 10.93

|P00924|ENO1_YEAST Enolase 1 12 NVPLYK 126 6 1 13.2 b3 733.42 34.506 9266 2 367.21 -9.40
|P00924|ENO1_YEAST Enolase 1 13 AVDDFLISLDGTANK 88 15 3 17.17 b3b13y7 1578.80 81.376 7843 2 789.90 -0.23
|P00924|ENO1_YEAST Enolase 1 14 GNPTVEVELTTEK 15 13 6 30.78 b6°b6b11°b11b12y8 1416.74 63.946 3119 3 472.92 11.55
|P00924|ENO1_YEAST Enolase 1 15 SVYDSR 9 6 1 13.2 b4 726.34 33.269 2568 1 726.34 -1.09
|P00924|ENO1_YEAST Enolase 1 16 MAVSKVYAR 0 9 4 29.25 b5b7°b7y3 1024.56 55.962 198518 2 512.78 -1.07

|P00924|ENO1_YEAST Enolase 1 17 IEEELGDNAVFAGENFHHGDKL 415 22 5 29.07 b15y10y12y15y17 2441.12 62.597 52440 4 611.03 -8.50

|P00924|ENO1_YEAST Enolase 1 18 AAGHDGKVK 234 9 3 37.03 b5b6b7 882.47 29.470 8639 2 441.74 -13.90

|P00924|ENO1_YEAST Enolase 1 19 RYPIVSIEDPFAEDDWEAWSHFFK 288 24 3 18.46 y4y8y11 2984.43 116.566 6214 4 746.86 13.99

|P00924|ENO1_YEAST Enolase 1 20 YDLDFKNPNSDK 258 12 5 21.17 b3b5y4°y4*y4 1455.67 86.205 3876 2 728.34 -1.01

|P00924|ENO1_YEAST Enolase 1 21 Phosphoryl STY(12) AVDDFLISLDGTANK 88 15 6 40.04
b3b6°b6b11°b11b13_H3P

O4 b13
1658.75 65.054 3149 2 829.88 -4.78

|P00924|ENO1_YEAST Enolase 1 22 Oxidation+M(13) AAQDSFAAGWGVMVSHR 358 17 10 49.81
b3b6b14y8°y8y9°y9y11y13

°y13
1805.85 71.021 5419 3 602.62 5.00

|P00924|ENO1_YEAST Enolase 1 23 VPSGASTGVHEALEMR 34 16 1 7.45 b14 1640.80 59.998 3534 2 820.90 -2.98
|P00924|ENO1_YEAST Enolase 1 24 SEVYHNLK 187 8 1 8 b5 989.51 35.907 2861 2 495.26 2.47

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

1 Carbamidomethyl+C(6) NTGIICTIGPASR 43 13 11 106.85
b2b3b4y4y5y6y7y8y9y11y

13
1359.71 52.871 66151 2 680.36 1.71

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

2 ITLDNAYMEK 141 10 10 65.98 b2°b2y1y2y3y6y7y8y9y10 1197.58 51.932 65587 2 599.30 1.12

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

3 GDLGIEIPAEK 294 11 8 50.41 b3b4b5y2°y2y4y6y11 1141.61 59.230 64817 2 571.31 -0.64

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

4 EAEAAIYHLQLFEELRR 383 17 8 22.43
b3°b3b17y1y10y11*y11y1

7
2088.07 78.693 61986 3 696.70 -6.08

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

5 GADFLVTEVENGGSLGSK 188 18 9 45.97 b5b6y2y3y5y12y13°y13y18 1779.88 73.027 59406 2 890.44 1.23

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

6 APIIAVTR 447 8 6 34.82 b2b3y1y4y7y8 840.52 44.128 48676 2 420.76 -12.93

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

7 TATESFASDPILYRPVAVALDTK 92 23 5 12.44 b5°b5y3y14y23 2465.30 81.732 44846 3 822.44 3.47

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

8 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 8 73.33 y2y5y6y7y8°y8y9y10 2557.27 89.446 44684 3 853.10 -0.67



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

9 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AK
342 25 8 17.85 b1b14y1y2y5y8y15y25 2494.16 89.096 32534 3 832.06 8.12

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

10 FGVEQDVDMVFASFIRK 230 17 7 61.66 b2b3b4b6b9b13b16 1987.98 104.026 20585 3 663.33 -6.32

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

11 DPVQEAWAEDVDLR 475 14 9 40.45
b3b4*b4b6°b6b13*b13y11

y14
1642.76 61.901 15238 3 548.26 -8.55

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

12 GSGTAEVELKK 125 11 7 45.9 b2°b2y3y5y6y7y11 1118.60 25.035 11534 2 559.81 -1.31

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

13 LAPITSDPTEATAVGAVEASFK 400 22 3 12.79 b12y10y12 2175.13 79.974 59304 2 1088.07 4.27

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

14 GVNLPGAAVDLPAVSEK 207 17 6 43.47 b3b8y3y6y10y13 1636.90 68.884 19022 2 818.95 7.38

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

15 Carbamidomethyl+C(1) CDENILWLDYK 151 11 3 34.92 y3y4y5 1468.68 46.045 12657 2 734.85 3.82

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

16 LNFSHGTHEYHAETIK 73 16 4 22.87 b9b12y10y12 1883.89 75.415 8758 2 942.45 -8.23

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

17 Carbamidomethyl+C(30)
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCR
1 31 3 11.01 b13b20y7 3513.60 85.207 3165 3 1171.87 -12.44

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

18 FGVEQDVDMVFASFIR 230 16 5 40.78 b6y3y4y5y11 1859.90 113.423 2774 3 620.64 -0.46

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

19 IENHEGVR 270 8 6 34.82 b4*b4y3y7°y7*y7 953.49 21.567 2276 2 477.25 9.54

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

20 Carbamidomethyl+C(7) AGKPVICATQMLESMIK 319 17 6 41.54 b10b11b15y7y12y14 1876.95 105.298 1696 2 938.98 -10.28

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

21
TATESFASDPILYRPVAVALDTKG

PEIR
92 28 5 19.2 b5b7b14y19y21 3017.57 80.624 187216 4 755.15 -6.63

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

22 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AKGDYPLEAVR
342 34 14 90.98

b4b5b6b9b12y3y4y6y12y1
4y15y16y25y28

3494.65 93.804 70920 3 1165.55 2.45

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

23 KGDVVIVLTGWRPGSGFTNTMR 504 22 4 17.05 b5b7y8y10 2391.26 77.994 57701 3 797.76 -1.74

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

24 KGVNLPGAAVDLPAVSEK 206 18 5 29.21 b7b9y3y6y12 1764.98 62.945 47825 3 589.00 -5.81

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

25
FDEILEASDGIMVARGDLGIEIPAE

K
279 26 4 17.82 b5°b5b14b17 2788.43 82.156 23420 3 930.15 7.27

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

26 DIQDLKFGVEQDVDMVFASFIR 224 22 4 34.12 b13°b13b14b15 2572.24 80.578 10481 4 643.82 -13.48

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

27 GADFLVTEVENGGSLGSKK 188 19 3 23.33 b8b9b15 1907.99 56.593 10243 3 636.67 11.00

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

28 SGMNVARLNFSHGTHEYHAETIK 66 23 4 12.44 b7b9*b9y12 2599.28 53.231 6984 3 867.10 13.71

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

29 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 5 21.54 b10y6°y6y7°y7 2557.27 117.507 5899 3 853.09 -2.67

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

30 IENHEGVRR 270 9 4 29.25 b4*b4b5y8 1109.59 31.178 5326 2 555.30 4.73

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

31 Carbamidomethyl+C(30)
SKPHSEAGTAFIQTQQLHAAMAD

TFLEHMCRLDIDSPPITAR
1 42 6 52.31 b8b9°b9b10°b10b11 4692.23 105.806 4542 4 1173.81 -9.78

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

32 RFDEILEASDGIMVAR 278 16 3 16.24 b8b13y11 1821.89 85.748 4427 3 607.97 -13.20

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

33 Carbamidomethyl+C(6) MMIGRCNR 311 8 4 46.31 b4b5y4y5 1037.49 27.146 2476 2 519.25 10.00

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

34
NVRTATESFASDPILYRPVAVALD

TK
89 26 3 17.82 b9b11b15 2834.49 111.157 2327 3 945.50 -5.08

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

35 Phosphoryl STY(7) GADFLVTEVENGGSLGSK 188 18 3 23.67 b4b6b7_H3PO4 b7 1859.83 44.963 2923 2 930.42 -0.07

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

36
Carbamidomethyl+C(7);

Oxidation+M(15)
AGKPVICATQMLESMIK 319 17 8 34.32 b11*b11y4°y4y5y8y12°y12 1892.96 120.657 2626 2 946.99 -0.52



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

37
Carbamidomethyl+C(31)

;Oxidation+M()
MSKPHSEAGTAFIQTQQLHAAMA

DTFLEHMCR
0 32 5 25.29 b5°b5b6b8b13 3660.72 119.688 1545 4 915.93 9.34

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 MELERPGGNEITR 258 13 15 105.09
b2b5b11y3y4°y4y6y7y8°y8

*y8y11*y11y12y13
1501.74 40.913 190977 3 501.25 -3.90

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 GLIDEVNQDFTNR 71 13 18 113.28
b3b5°b5b6°b6b13°b13y2y3
y4°y4y7y8*y8y9y10y11y13

1520.74 68.733 136727 2 760.88 5.94

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 QLEQVIAK 202 8 5 47.56 b3y2y3y4y6 928.54 37.543 119582 2 464.77 -4.08

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 ALTDMPQMR 249 9 7 52.78 y1y4*y4y5y6y7y9 1062.51 50.146 111490 2 531.76 -0.11

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 NSLFEYQK 89 8 16 47.56
b1*b1b2°b2b3b8y2*y2y4°y

4*y4y5y6*y6y8*y8
1028.50 49.570 80317 2 514.75 -2.49

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 11 66.33

b14y2y3y4y6y7y11y12y13
y15y30

3128.45 90.503 69224 3 1043.49 13.74

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 TFPGFFSPMLGEFVSETESR 527 20 15 104.14
b2b10b15y1y4y5y6y7°y7y8

y9y13y14y18y20
2265.07 108.402 54963 2 1133.04 6.57

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 ESSSHHPGIAEFPSR 558 15 9 56.2 b6°b6b15y3y4y5y8y9y15 1637.76 37.881 42780 3 546.59 -5.89

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 TVIGPDGHKEVTK 467 13 10 72.29 b2y2y3y4y5y7°y7y8y10y13 1380.73 22.647 27983 3 460.92 -10.43

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 GGSTSYGTGSETESPR 271 16 11 89.51
b5y6°y6y7y8y9°y9y10y11y

12y16
1572.68 24.291 17987 2 786.85 3.80

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 EVDLKDYEDQQK 190 12 17 92.11
b2b4b6b8b10°b10b11°b11
y2*y2y4°y4*y4y5y11*y11y

12
1509.71 47.057 13772 2 755.36 0.24

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12 NPSSAGSWNSGSSGPGSTGNR 287 21 4 20.53 b7b9b15y9 1963.86 43.985 3678 3 655.29 7.02

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 MADEAGSEADHEGTHSTKR 602 19 7 45.75 b3y2y3y7y8y14y15 2028.86 14.884 2432 3 676.96 -6.02

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 MKPVPDLVPGNFK 225 13 5 32.54 b4y5y8°y8y11 1441.78 63.218 68693 3 481.26 -7.96

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 DSHSLTTNIMEILR 100 14 5 37.87 b3b10b13y3y11 1629.83 86.888 42840 2 815.42 0.97

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 IEVLK 137 5 2 25.49 b3y3 601.39 34.538 5944 1 601.39 -1.42

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 TWQDYK 687 6 1 13.2 y4 840.40 75.196 4674 1 840.40 9.22

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 Carbamidomethyl+C(3)
IVCLVLSVVGTAWTADSGEGDFL

AEGGGVR
5 30 3 11.09 b16y6y13 3035.45 100.820 3990 3 1012.49 -22.04

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 GSESGIFTNTK 547 11 4 35.11 b4b8b9y4 1140.53 82.587 1661 1 1140.53 -16.70

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20
MELERPGGNEITRGGSTSYGTGSE

TESPR
258 29 6 22.95 b7y4y6y9°y9y11 3055.40 117.505 68791 4 764.61 -0.64

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 QFTSSTSYNRGDSTFESK 581 18 4 20.44 b6b11y4y13 2041.90 38.390 53928 3 681.31 -4.18

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 DSHSLTTNIMEILRGDFSSANNR 100 23 3 12.44 b10y5y7 2578.26 116.480 12894 3 860.09 10.42

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 3 17.82 b7b12b25 2759.30 111.414 8044 3 920.44 -0.80

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24 HRHPDEAAFFDTASTGK 510 17 4 15.44 b9y8y10°y10 1886.86 34.026 3744 2 943.93 -12.03

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25
Carbamidomethyl+C(1);
Carbamidomethyl+C(5)

CPSGCRMK 63 8 4 49.32 b3b7y4y5 995.44 27.165 2902 2 498.22 13.55



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26 Carbamidomethyl+C(9) VVERHQSACK 38 10 6 41.47 b3°b3y3y4y5°y5 1213.59 27.123 2594 3 405.20 -13.38

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27 EVDLKDYEDQQK 190 12 5 43.34 y5*y5y6y7y10 1509.73 28.762 2354 2 755.37 12.86

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28 EKVTSGSTTTTR 446 12 4 38.69 b9y8y9y10 1267.66 63.968 2029 3 423.23 12.52

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 MKGLIDEVNQDFTNR 69 15 3 23.19 b11b12y7 1779.89 82.656 1777 4 445.73 9.81

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30 ALTDMPQMRMELERPGGNEITR 249 22 4 19.74 b6b9b14y12 2545.21 90.365 1736 3 849.07 -9.88

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31 DNTYNRVSEDLR 123 12 4 21.17 b7b9y5°y5 1481.71 37.201 1559 2 741.36 5.11

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32 Phosphoryl STY() QFTSSTSYNR 581 10 4 32.71 b4b5*b5b8 1270.52 39.634 14570 3 424.18 14.89

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33
Carbamidomethyl+C(3);

Phosphoryl STY(7)
IVCLVLSVVGTAWTADSGEGDFL

AEGGGVR
5 30 5 15.77

b8°b8y10y15_H3PO4 
y15y23

3115.49 100.113 12633 4 779.63 5.33

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34 Phosphoryl STY(5) GGSTSYGTGSETESPR 271 16 7 62.56
b5y6y7_HPO3 
y7°y7y8y9y10

1652.61 25.335 2867 3 551.54 -13.15

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 Phosphoryl STY(5) NNKDSHSLTTNIMEILR 97 17 4 22.43 b4*b4b5y3 2065.99 58.622 1727 2 1033.50 11.70

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 Oxidation+M() ALTDMPQMR 249 9 5 29.25 b4°b4b7°b7y8 1078.50 45.972 56608 2 539.75 -1.81

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 Oxidation+M(13) NNKDSHSLTTNIMEILR 97 17 4 22.84 b3b8°b8b14 2001.99 100.099 28007 2 1001.50 -5.06

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

38 Oxidation+M(9) TFPGFFSPMLGEFVSETESR 527 20 3 23.05 y3y4y6 2281.07 104.395 22040 2 1141.04 7.49

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

39
Carbamidomethyl+C(11)

;Oxidation+M(15)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 4 15.77 b3y5y7y10 3144.38 96.984 5466 3 1048.80 -4.89

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

40 Oxidation+M(1) MELERPGGNEITR 258 13 7 56.85 b5b6b9b12*b12y6y7 1517.72 42.860 4926 3 506.58 -9.57

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

41 IGPDGHKEVTK 469 11 1 7.31 b9 1180.63 22.635 13866 2 590.82 -4.24

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

42 GPDGHKEVTK 470 10 0 3.6 1067.55 22.624 7834 2 534.28 -2.17

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

43 LERPGGNEITR 260 11 2 15.87 b3b8 1241.65 40.924 6732 2 621.33 -5.80

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

44 NSLFEYQK 89 8 0 1.35 1011.49 49.547 2297 2 506.25 11.04

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2 AVLVDLEPGTMDSVR 62 15 8 35.18 b2b3b11y2y8y9y11y15 1601.81 70.193 49736 2 801.41 -3.81

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 MSATFIGNNTAIQELFK 362 17 5 32.37 b7b9°b9b12b13 1884.97 96.380 2606 2 942.99 8.10

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6
Carbamidomethyl+C(23)

;Phosphoryl STY()
LPTPTYGDLNHLVSATMSGVTTC

LR
216 25 4 24.86 b4b5y4y10 2784.33 111.471 12575 4 696.84 12.01

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7 Oxidation+M(8) VSEQFTAMFRR 380 11 5 39.88 b5b7b10*b10y7 1387.69 76.928 2606 3 463.24 11.61

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

1 LAVNMVPFPR 180 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12



|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

2 IREEYPDR 82 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

3 Carbamidomethyl+C(18)
SGPFGQVLRPDNFIFGQCGAGNN

WAK
5 26 3 11.67 b4y5y7 2837.36 95.173 4623 3 946.46 0.69

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

4 LHFFMPGFAPLTSR 190 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

5
Carbamidomethyl+C(18)

;Oxidation+M(26)
MSASFIGNNAAIQELFTCVSEQFT

AMFR
290 28 6 29.41 b5b12b15y4y5°y5 3186.46 83.582 38218 3 1062.82 -4.44

|A6NKZ8|YI016_HUMAN Putative tubulin 
beta chain-like protein ENSP00000290377

6 Oxidation+M() YTEGAELTESVMDVVRK 33 17 4 24.8 b5b13b15y13 1942.94 78.554 35373 3 648.32 -2.51

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 16 67.07
b4*b4b5*b5b6*b6b7*b7b1

1°b11y1y2y8y12y14y18
1825.00 64.922 216139 2 913.00 5.55

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 16 60.05
b2*b2b3°b3b5°b5b7y2y4*y

4y7y8y12*y12y14*y14
1718.86 51.755 209644 3 573.63 -11.43

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 7 37.33 b8y4y8y11°y11*y11y16 1864.91 83.137 85045 2 932.96 3.34

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 DVNAAIATIK 326 10 6 37.67 b3b8y1y6y8y10 1015.57 51.251 84912 2 508.29 -4.69

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 7 32.35 b10b11b14y1y7y11y13 2750.30 72.595 73730 3 917.44 4.79

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 FDGALNVDLTEFQTNLVPYPR 243 21 11 54.9
b2b3b4b16b17b21y2y4y5y

11y21
2409.22 93.917 46804 2 1205.11 3.75

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

7 TIGGGDDSFNTFFSETGAGK 40 20 4 13.63 b12b14°b14y14 2007.92 76.324 61347 2 1004.46 12.28

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

8 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 9 47.39

b3y3y4y6y12°y12y13y14°y
14

3359.62 119.555 46958 4 840.66 -10.03

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

9 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 5 44.11 b3b4y5y9y10 1598.78 82.462 43537 2 799.89 4.96

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

10 EDAASNYAR 96 9 6 57.75 b3b6*b6b7y6y8 996.45 24.311 37817 2 498.73 13.97

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

11 FDLMYAK 394 7 6 48.87 b3°b3b4b6°b6y6 887.43 27.123 5583 2 444.22 -4.68

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

12 Oxidation+M(12) WAFVHWYVGEGMEEGEFSEAR 401 21 3 21.63 b3y5y6 2532.10 95.342 9787 3 844.70 1.06

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 AGAAPYVQAFDSLLAGPVAEYLK 37 23 15 120.2
b3b4b5b6b7b15y2y3y4°y4

y5y7y8y9y23
2351.21 114.498 71719 3 784.41 -5.81

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 7 30.14 b1b2y1y3y8y9y11 1235.60 45.767 62733 2 618.30 3.16

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3 LSDLLAPISEQIK 100 13 6 32.91 b1b3b4y5°y5y7 1426.82 76.848 45260 2 713.91 5.05

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 11 70.84
b3b11y3y5y6*y6y9y11*y1

1y12y16
1757.89 42.704 39187 2 879.45 0.35

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 LEAVSHTSDMHR 17 12 10 72.83 b2b3b5y1y3y5y6y7y8°y8 1382.64 23.426 31525 3 461.55 -7.68

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6 VENQENVSNLVIEDTELK 330 18 9 76.46 b3y4y5y6y7y8y11y15y18 2073.05 69.366 30620 2 1037.03 7.18

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7 EMNDAAMFYTNR 155 12 5 48.11 y4y5y6y7y12 1462.62 56.638 26114 2 731.81 8.43

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8 SGPKPFSAPKPQTSPSPK 294 18 17 63.39
b1b2°b2b5b7°b7b8°b8y2y4

°y4y6y7°y7y8y10y18
1837.97 33.221 14393 3 613.33 -7.24



|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 5 17.85 b7b9°b9b14y14 2811.35 61.900 27294 3 937.79 12.85

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10 AVGR 13 4 1 12.3 b3 402.25 91.609 21774 1 402.25 -1.82

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 HAEMVHTGLK 71 10 4 37.67 b4b6y5y8 1122.56 27.144 5697 3 374.86 -12.72

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 GYADSPSK 29 8 3 34.82 b4y4y6 824.38 98.831 5221 1 824.38 0.89

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 VQVMGK 398 6 1 13.2 b5 661.38 27.201 2655 2 331.19 11.07

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 9 46.63 b3b4b11b14y5y7y8y21y25 3165.69 88.735 67498 31055.90 1.23

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15
SSLFAQINQGESITHALKHVSDDM

K
254 25 4 11.89 b10b13°b13y14 2756.36 117.550 26051 3 919.46 -2.66

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 LEAVSHTSDMHRGYADSPSK 17 20 4 18.55 b3b10y8y10 2187.99 28.723 18694 4 547.75 -10.60

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 ADMQNLVERLER 1 12 3 28.38 b3b6b7 1473.75 21.538 7898 3 491.92 -1.33

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

18 LGLVFDDVVGIVEIINSKDVK 377 21 3 33.97 b3b4b5 2272.28 115.446 5363 3 758.10 -1.29

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

19 Carbamidomethyl+C(12) VPTISINKTDGCHAYLSK 404 18 4 14.75 b12y12°y12y17 2004.05 48.069 2834 2 1002.53 14.86

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

20
GYADSPSKAGAAPYVQAFDSLLA

GPVAEYLK
29 31 4 35.64 b8b11b12b13 3156.55 109.671 1900 3 1052.85 -12.99

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

21
Carbamidomethyl+C(21)
;Carbamidomethyl+C(32
);Phosphoryl STY(13)

ELSGLPSGPSAGSGPPPPPPCPPPPP
VSTISCSYESASR

215 39 4 23.86 b12b13y4y13 3950.79 85.120 2324 3 1317.60 0.06

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

22 QENVSNLVIEDTELK 333 15 0 5.85 1730.88 69.290 21703 2 865.94 0.63

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

23 AVSHTSDMHR 19 10 4 20.86 b4°b4b5°b5 1140.53 23.435 4109 3 380.85 3.96

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

24 SDLLAPISEQIK 101 12 0 3.6 1313.72 76.805 3776 2 657.37 -5.67

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

25 SGPKPFSAPKPQTSPSPK 294 18 0 5.85 1819.94 33.198 2391 4 455.74 -13.35

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 17 110.94
b2*b2b3b4y2y3y4°y4y5°y5

y6y7y8y9°y9*y9y10
1243.65 58.328 293189 2 622.33 0.59

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 IQALQQQADEAEDR 13 14 19 106.21
b2*b2b3y1y2°y2y3y4y5°y5
y8y9*y9y10°y10*y10y11y1

2y14
1614.78 38.540 103175 2 807.89 4.54

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 Carbamidomethyl+C(19) EENVGLHQTLDQTLNELNCI 228 20 9 13.63
b2°b2b12y1y2y3y13°y13y2

0
2340.13 88.395 97658 2 1170.57 7.20

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 LATALQK 69 7 6 48.87 b4y3y5y6°y6y7 744.46 27.312 23328 2 372.73 -7.79

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 MEIQEMQLK 104 9 3 37.03 y4y7y8 1149.57 55.945 90918 2 575.29 6.58

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 AEGDVAALNR 44 10 4 25.72 b6°b6y6y8 1015.51 32.025 40718 2 508.26 -3.55

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 AGLNSLEAVK 1 10 5 40.49 b5b7°b7*b7b9 1001.58 67.289 3675 2 501.29 18.22

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 NVTNNLKSLEAASEK 162 15 6 24.36 b3°b3*b3b8y3y12 1617.85 88.913 165197 2 809.43 4.68

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 AEGDVAALNRR 44 11 4 23.16 b5y7y9*y9 1171.62 28.700 87523 2 586.31 1.46

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 KIQALQQQADEAEDR 12 15 5 49.65 b3b4b5y6y7 1742.86 35.697 38524 3 581.62 -5.18



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 IQALQQQADEAEDRAQGLQR 13 20 4 33.84 b10b11*b11b12 2268.15 46.051 6565 3 756.72 9.58

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 MAGLNSLEAVKR 0 12 3 28.38 b4b5b8 1288.70 31.077 4390 2 644.85 -3.22

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 EENVGLHQT 228 9 0 6.75 1026.48 88.376 1604 1 1026.48 -0.36

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1 LIASMSSDSLR 705 11 15 107.41
b2b3b9y1y3y4y5y6°y6y7°y

7y8y9°y9y11
1179.61 49.339 166889 2 590.31 2.48

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHRK 682 23 6 26.69 b3°b3b10y7y11y12 2850.40 56.104 146779 4 713.36 -5.91

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 9 40.26

b3b6b13b14°b14y3y5y6y2
5

2602.31 74.359 125986 3 868.11 -1.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4 GTYIPVPIVSELQSGK 114 16 10 68.13
b3°b3b4b13y3y6y7y8y12y

16
1687.93 83.413 101334 2 844.47 3.62

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5 STVLTIPEIIIK 624 12 10 63.39 b2°b2b3°b3y4y6y7y8y9y12 1326.82 88.105 87189 2 663.91 -1.75

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 MYVAVWTPYGVLR 159 13 6 51.1 b3b4b5y6y7y13 1554.82 90.164 80321 2 777.91 1.49

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 KDGTHVVENVDATHIGK 446 17 6 21.57 b3°b3b6y2y3y9 1819.90 34.216 54035 4 455.73 -14.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 LSIQSSPK 144 8 8 65.08 y2y3y4y5*y5y6y7y8 859.48 30.029 46751 2 430.25 -4.12

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9 AQMDLSGR 245 8 9 34.82 b1b2*b2b4y3°y3y6°y6y8 877.42 29.600 42060 2 439.21 -1.95

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 DGTHVVENVDATHIGK 447 16 11 84.98
b4b5°b5b7b8b13y3y4y6y7

y16
1691.83 39.315 40226 3 564.61 -5.20

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11 VEYVIGR 101 7 4 36.13 b5y5y6y7 835.46 41.792 16711 2 418.23 -5.99

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EK
175 25 5 18.12 y2y3y6°y6y12 3061.34 95.604 3331 2 1531.17 -0.40

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 GVNLQEFLNVTSVHLFK 38 17 9 32.18
b5*b5b7°b7*b7y3y4y13*y

13
1945.03 98.936 136391 3 649.02 -10.23

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14 ETFDVTLEPLSFK 571 13 6 43.53 b3°b3b5b8b9y6 1525.75 47.064 72644 3 509.25 -21.76

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHR 682 22 4 19.74 b11y4y7y12 2722.34 60.144 31080 4 681.34 5.02

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 EEYVLNDIGVIFYGEVNDIK 202 20 6 52.22 b4b6b9b10b13b14 2329.20 71.966 30632 2 1165.10 16.67

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 SNVDMDFEVENAVLGK 516 16 4 23.94 y8*y8y10y12 1766.85 98.806 18631 2 883.93 15.96

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 GQSFYVQIDFSRPYDPR 79 17 4 22.43 b10*b10b11y6 2075.02 63.257 16344 3 692.34 10.47

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 VGSAMVNAK 261 9 5 37.03 y4y7°y7y8*y8 876.46 24.090 16270 2 438.73 -5.85

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 Carbamidomethyl+C(4) YGQCWVFAGVFNTFLR 311 16 8 82.15 b3b4y3y4y5y6y8y9 1964.95 113.374 15174 2 982.98 3.23

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 FQEGQEEER 483 9 6 29.25 b4°b4*b4y3°y3y7 1151.49 19.616 7699 2 576.25 -3.29

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPV
GFGGWQAVDSTPQENSDGMYR

367 42 19 104.66
b7b9b11b19b21b23b25b26
y4y5y7y8y11°y11y12°y12y

14°y14y15
4959.15 96.350 6810 3 1653.72 2.46

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 VDHHTDK 62 7 3 39.14 b3b5b6 851.39 86.292 4588 1 851.39 -10.47

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 Carbamidomethyl+C(9) LSIQSSPKCIVGK 144 13 3 27.06 b4b5b11 1416.78 42.542 201387 2 708.89 -4.39

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25 VEYVIGRYPQENK 101 13 4 27.06 y6y8y9*y9 1594.83 46.029 59805 3 532.28 6.58

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

26 GNPIKVSR 253 8 3 39.59 y4y5y6 870.51 22.906 23585 2 435.76 -5.47



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

27
QIGGDGMMDITDTYKFQEGQEEE

R
468 24 4 12.15 b6*b6y3y19 2777.21 67.423 15612 3 926.41 4.13

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

28 KLIASMSSDSLR 704 12 3 21.17 b3b10y8 1307.70 76.817 12520 3 436.57 4.01

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

29 Carbamidomethyl+C(17)
TSRNPETDTYILFNPWCEDDAVYL

DNEK
172 28 4 14.06 b3b6y6y11 3405.51 89.283 11684 3 1135.84 -2.94

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

30 FQEGQEEERLALETALMYGAK 483 21 4 26.21 b9b12y5y6 2413.16 107.196 1900 3 805.06 -4.86

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

31 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHRK 682 23 3 22.53 y11y12y21 2850.44 105.854 1781 3 950.82 6.51

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

32 KDGTHVVENVDATHIGK 446 17 3 24.09 b3b4b8 1819.92 111.237 1684 2 910.46 -5.57

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

33 Phosphoryl STY() GVNLQEFLNVTSVHLFK 38 17 4 15.44 b9*b9y4y7 2025.01 32.020 2842 3 675.68 -0.06

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

34 Oxidation+M(1) MYVAVWTPYGVLR 159 13 4 32.54 b7b9b11y12 1570.83 105.325 4156 2 785.92 13.60

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

35 Oxidation+M(9)
GTQVVGSDMTVTVQFTNPLKETL

R
638 24 3 22.44 b3b8b9 2637.34 111.796 2047 3 879.79 -4.26

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

36 MYVAVWTPYGVLR 159 13 0 3.6 1536.78 90.087 2123 2 768.90 -9.77

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

2 AVLVDLEPGTMDSVR 62 15 8 35.18 b2b3b11y2y8y9y11y15 1601.81 70.193 49736 2 801.41 -3.81

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

3 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

4 MSVTFTGNNTAVQELKR 362 17 4 22.84 b7b12*b12b15 1895.94 51.284 1938 2 948.47 -13.46

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

5 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATVSGVTTC

LR
216 25 3 11.89 b4b12y8 2672.39 90.288 46071 3 891.47 7.49

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

6 YTEGAELMESVMDVVR 105 16 4 26.27 b3y4y9y12 1828.81 103.712 18603 2 914.91 -21.16

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

7 MSVTFTGNNTAVQELK 362 16 4 33.68 b4b8b12b13 1739.84 89.464 16792 2 870.42 -16.28

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

8
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 7 38.68 b5b6b8y10y13y14y19 3112.49 95.071 10069 3 1038.17 16.71

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

9 VSEQFTATFR 379 10 7 38.46 b3b4*b4b8°b8*b8y8 1185.60 44.976 4072 2 593.30 10.71

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

10 LHFFMPGFAPLTSQGSQQYR 262 20 4 13.63 b7b12y9°y9 2312.12 99.560 3964 3 771.38 -4.43

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

11 EVDEQMFNIQDK 324 12 7 46.09 b5b6b8y4*y4y5*y5 1495.64 21.550 2160 3 499.22 -19.91

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

12 SGPFAEVFRPDNFISR 77 16 4 22.77 b13*b13y10y11 1838.94 64.933 1649 2 919.98 13.87

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

13 Carbamidomethyl+C(3) HGCYLTAAAIFR 306 12 4 32.67 b5b6b10y9 1379.70 36.396 1585 2 690.35 7.61

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

14 Carbamidomethyl+C(18)
SGPFAEVFRPDNFISRQCGAGNN

WAK
77 26 6 20.52 b5b12b15y8y14*y14 2925.37 83.210 26720 4 732.10 -5.93

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

15 Carbamidomethyl+C(23)
LPTPTYGDLNHLVSATVSGVTTC

LRFPGQLNADLR
216 35 3 22.94 b4b8b9 3783.90 120.644 12566 5 757.59 -13.48

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

16 Carbamidomethyl+C(18)
NSSYFADWLPNNIKTAVCDIPPWG

LK
336 26 3 11.67 b5b12y9 3006.46 136.512 11941 2 1503.73 -8.12

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

17 Carbamidomethyl+C(12) MREIVLTQTGQCGNQIGAK 0 19 3 14.15 b6b12y10 2104.06 86.906 2828 2 1052.53 -2.44

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

18 GRYTEGAELMESVMDVVR 103 18 3 22.15 b10y13y14 2041.98 72.988 2762 2 1021.50 7.89

|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

19
Carbamidomethyl+C(11)

;Phosphoryl STY()
REIVLTQTGQCGNQIGAK 1 18 4 23.52 b8b10b13_H3PO4 b13y9 2052.96 63.276 3201 3 684.99 -7.85



|Q99867|TBB4Q_HUMAN Putative tubulin 
beta-4q chain

20 Oxidation+M(5) LHFFMPGFAPLTSQGSQQYR 262 20 5 37.08 b5b6y4y6y7 2328.12 34.081 2548 3 776.71 -3.25

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 LNGTDPEDVIR 93 11 9 79.18 y1y3y4y5y6y8y9°y9y11 1228.62 47.884 118590 2 614.81 2.98

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 ATSNVFAMFDQSQIQEFK 17 18 6 27.84 b4b5y2y4y10y18 2091.00 89.191 58630 2 1046.00 5.49

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 ELLTTMGDR 124 9 6 52.78 b9y3y5y6y7y9 1035.52 47.932 36626 2 518.26 1.18

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 GNFNYVEFTR 151 10 5 50.22 y4y5y6°y6y7 1246.59 61.563 36397 2 623.80 4.31

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5 Carbamidomethyl+C(5) NAFACFDEEASGFIHEDHLR 104 20 4 26.68 b3b4y3y13 2364.98 80.247 29625 4 592.00 -19.61

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 ELLTTMGDRFTDEEVDEMYR 124 20 4 21.76 b15y3y4°y4 2450.09 75.504 23120 3 817.37 3.29

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7 RPQRATSNVFAMFDQSQIQEFK 13 22 5 36.47 b3y4y12y13y14 2628.32 79.216 3045 3 876.78 6.22

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 Carbamidomethyl+C(16)
LNGTDPEDVIRNAFACFDEEASGF

IHEDHLR
93 31 5 23.93 b12b13*b13y11y13 3574.62 72.914 2937 3 1192.21 -3.69

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

9 GNFNYVEFTRILK 151 13 3 28.83 b3b6b11 1600.85 70.247 2871 3 534.29 3.28

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

10 DGFIDKEDLHDMLASLGK 45 18 3 14.75 b10y3y12 2003.97 84.313 2646 3 668.66 -0.55

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 20 109.48
b2b4b5*b5b10°b10*b10b1
1*b11b12*b12y1y2y4y7y8

y9y11*y11y13
1354.74 44.126 164170 2 677.87 2.97

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 11 63.42
b2y1y2y3y6y7*y7y8y9y11

*y11
1341.64 47.762 89839 2 671.32 6.01

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 AEPAVPQAPQK 35 11 5 23.16 b1b5b9y4*y4 1135.60 25.339 2401 2 568.30 -8.38

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 VDFETFLPMLQAVAK 121 15 3 25.25 b3b7b10 1708.89 35.589 13743 4 427.98 -7.50

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 SDELK 113 5 1 12.75 y4 591.30 25.366 3306 1 591.30 -5.88

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 VLGNPKSDELK 107 11 3 23.16 b4b9y6 1199.67 68.739 78607 2 600.34 9.56

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 GQGTYEDYLEGFRVFDK 138 17 5 39.76 b11y3y9y10y11 2023.94 77.009 7227 4 506.74 -1.87

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

8 NRGQGTYEDYLEGFR 136 15 3 17.17 b9y6y10 1804.83 76.049 3183 2 902.92 1.69

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

9 Oxidation+M(9) VDFETFLPMLQAVAK 121 15 3 25.25 b3b9b12 1724.88 46.041 3236 3 575.63 -6.23

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 8 66.72 b5b6y3y4y7y8y9y17 1990.05 96.708 224806 3 664.02 -9.81

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 11 78.91
b2b3b5y2y4°y4y7y8y9y10y

11
1337.63 51.706 163361 2 669.32 2.01

|Q9Y281|COF2_HUMAN Cofilin-2 3 YALYDATYETKESK 81 14 3 18.27 b4b8y8 1681.79 72.528 2753 3 561.27 -2.61
|Q9Y281|COF2_HUMAN Cofilin-2 4 HEWQVNGLDDIK 132 12 4 31.39 y4y6°y6y8 1453.68 63.867 14704 3 485.23 -16.54

|Q9Y281|COF2_HUMAN Cofilin-2 5 Carbamidomethyl+C(5) AVLFCLSDDK 34 10 3 27.48 b6b7y8 1167.57 21.618 1943 3 389.86 -0.84

|Q9Y281|COF2_HUMAN Cofilin-2 6 Carbamidomethyl+C(6) KAVLFCLSDDK 33 11 6 39.88 b10°b10y3y8y10°y10 1295.68 35.578 16778 2 648.34 7.35

|Q9Y281|COF2_HUMAN Cofilin-2 7 Phosphoryl STY(6) MASGVTVNDEVIK 0 13 5 24.35 b4y8_H3PO4 y8°y8y9°y9 1442.67 55.235 2079 2 721.84 12.69

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

2
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 4 22.6 y3y4y7y32 3311.56 81.000 50613 3 1104.52 7.08



|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

3 IREEYPDR 154 8 10 65.08 b2b4b5°b5b7y1y2°y2y3y5 1077.53 23.392 42843 2 539.27 -0.34

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

4 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

5 Carbamidomethyl+C(18)
MSATFIGNNAAIQELFTCVSEQFT

AMFR
362 28 5 19.2 b4b10b21y5y9 3184.43 75.288 26765 4 796.86 -18.71

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

6 Carbamidomethyl+C(21)
GLKMSATFIGNNAAIQELFTCVSE

QFTAMFR
359 31 3 11.01 b6b8y7 3482.65 80.699 9889 3 1161.55 -13.11

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

7 Carbamidomethyl+C(26)
TLKLPTPTYGDLNHLVSATMSGV

TTCLR
213 28 3 17.34 y10y13y22 3046.58 134.880 1851 3 1016.20 4.09

|A6NNZ2|TBB8B_HUMAN Tubulin beta-8 
chain B

8 Phosphoryl STY() YTEGAELTESVMDVVR 105 16 6 32.9 b3b8°b8b14y7y11 1878.80 59.210 29242 2 939.90 -6.56

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 17 110.94
b2*b2b3b4y2y3y4°y4y5°y5

y6y7y8y9°y9*y9y10
1243.65 58.328 293189 2 622.33 0.59

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 AADAEAEVASLNRR 77 14 3 26.05 b3b11b12 1472.73 54.321 25058 2 736.87 -12.60

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 LATALQK 105 7 6 48.87 b4y3y5y6°y6y7 744.46 27.312 23328 2 372.73 -7.79

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 AISEELDHALNDMTSI 268 16 6 32.9 b7b9y10y13*y13y15 1758.81 68.567 11498 3 586.94 -4.23

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 MELQEIQLK 140 9 3 29.25 b6y4y6 1131.61 61.484 55899 2 566.31 -2.27

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 QLEDELAAMQK 37 11 5 23.16 b6b8°b8y6*y6 1275.64 56.114 4753 3 425.88 9.00

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 KLVIIEGDLER 167 11 6 53.42 b3b4y4°y4y5y6 1284.75 56.652 29186 2 642.88 1.62

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 ENALDRAEQAEAEQK 15 15 4 17.17 b9°b9y4y10 1701.78 53.898 5930 2 851.40 -11.33

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 SKQLEDELAAMQK 35 13 3 24.35 b10b11y8 1490.77 66.139 3050 3 497.59 11.46

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 Carbamidomethyl+C(1) CSELEEELKNVTNNLK 189 16 4 24.61 b11°b11b12b15 1919.93 107.251 2499 2 960.47 -5.21

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 Oxidation+M(9) QLEDELAAMQKK 37 12 3 21.17 b6y4y10 1419.73 60.847 5384 2 710.37 8.51

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 10 46.14
b6b12°b12b14b21b31y9y1

1y12y13
5228.33 86.438 69715 4 1307.84 3.46

|Q15942|ZYX_HUMAN Zyxin 2 SSTKPAAGGTAPLPPWK 184 17 6 15.44 b8b10b17y1y4y17 1665.92 85.048 44142 2 833.46 13.26

|Q15942|ZYX_HUMAN Zyxin 3 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 8 39.88 b4*b4y4y6y8*y8y11*y11 1259.63 41.408 40690 2 630.32 8.04

|Q15942|ZYX_HUMAN Zyxin 4 EVEELEQLTQQLMQDMEHPQR 354 21 13 49.98
b2°b2b4°b4b5°b5y1y3y4y5

*y5y7y21
2611.21 103.775 29231 3 871.07 -0.94

|Q15942|ZYX_HUMAN Zyxin 5 FSPGAPGGSGSQPNQK 279 16 14 90.12
b5b9°b9b12°y4y6*y6y7*y7

y10y11*y11y13y14
1515.72 27.813 14853 2 758.37 3.38

|Q15942|ZYX_HUMAN Zyxin 6 GPPASSPAPAPK 253 12 7 57.07 b2b4b7y4y7y8y10 1076.57 21.590 9509 2 538.79 -4.65

|Q15942|ZYX_HUMAN Zyxin 7
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CNTCGEPITDR 443 11 9 68.38 b2b3y5y6°y6y7y8y9°y9 1322.56 27.039 7866 2 661.78 9.32

|Q15942|ZYX_HUMAN Zyxin 8
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 16 71.95

b3b9b10b11b15°b15y5*y5
y6*y6y8°y8y11°y11*y11y1

2
2597.28 56.028 68493 3 866.43 1.79

|Q15942|ZYX_HUMAN Zyxin 9 VNPFRPGDSEPPPAPGAQR 35 19 3 21.11 b8b10b14 1989.01 101.931 5714 2 995.01 9.94
|Q15942|ZYX_HUMAN Zyxin 10 SPGAPGPLTLK 343 11 4 34.92 b5b7b9°b9 1037.59 37.300 4424 3 346.54 -6.94



|Q15942|ZYX_HUMAN Zyxin 11 NDPFK 160 5 1 12.75 b3 620.30 88.799 3759 1 620.30 -6.99

|Q15942|ZYX_HUMAN Zyxin 12 VSSIDLEIDSLSSLLDDMTKNDPFK 140 25 5 34.42 b5°b5b6b7y3 2782.36 123.354 8053 3 928.13 -2.98

|Q15942|ZYX_HUMAN Zyxin 13 GPPASSPAPAPKFSPVTPK 253 19 4 23.33 b6b7°b7b14 1832.97 109.809 2869 3 611.66 -10.52
|Q15942|ZYX_HUMAN Zyxin 14 Phosphoryl STY(9) SPGAPGPLTLK 343 11 3 23.16 b7b10y10 1117.54 86.981 1806 2 559.27 -12.89

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

1 TTPSYVAFTDTER 38 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

2 TPSSSTQATLEIDSLFEGVDFYK 274 23 9 50.24 b4b5b7b11b14y7y8y12y23 2535.24 102.740 10250 3 845.75 10.40

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

3 FADTTVQSDMK 79 11 5 35.11 b6y3y4y9*y9 1242.56 67.270 179618 3 414.86 -9.23

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

4 VEILANDQGNR 27 11 9 62.36
b8°b8b9b10y6*y6y7*y7y1

0
1228.61 98.180 142709 2 614.81 -12.12

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

5 ETAEAYLGQPVK 130 12 5 21.17 b3°b3b11y11*y11 1305.66 40.539 11829 3 435.89 -3.27

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

6 Carbamidomethyl+C(14) ELAVGIDLGTTYSCVGVFQQGR 5 22 5 24 b12b16y4y9y16 2370.14 89.722 8256 3 790.72 -16.48

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

7 HWPFQVVSEGGKPK 90 14 4 30.05 b3b10b13y9 1595.81 60.838 5851 2 798.41 -12.39

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

8 SQAALNPHNTVFDAK 58 15 7 24.36 b10°b10*b10b13y4°y4y8 1612.81 65.055 3074 3 538.27 0.61

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

9 Phosphoryl STY(5) HAVITVPTYFSNSQR 142 15 5 28 b3b5b11y13*y13 1799.86 65.768 22082 2 900.43 11.53

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

10
Carbamidomethyl+C(19)

;Oxidation+M(1)
MQAPRELAVGIDLGTTYSCVGVF

QQGR
0 27 7 24.32 b5b8b10°b10*b10b13y13 2969.43 104.855 22109 4 743.11 -10.03

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

1 IQLVEEELDR 91 10 17 110.94
b2*b2b3b4y2y3y4°y4y5°y5

y6y7y8y9°y9*y9y10
1243.65 58.328 293189 2 622.33 0.59

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

2 LATALQK 105 7 6 48.87 b4y3y5y6°y6y7 744.46 27.312 23328 2 372.73 -7.79

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

3 AISEELDHALNDMTSI 268 16 6 32.9 b7b9y10y13*y13y15 1758.81 68.567 11498 3 586.94 -4.23

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

4 YEEEIK 220 6 1 13.2 y5 810.38 24.368 18513 2 405.70 -3.92

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

5 MEIQEIQLK 140 9 3 44.81 b3b5b7 1131.63 37.315 4495 2 566.32 17.48

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

6 LELAEK 70 6 1 13.2 y3 702.40 54.491 3808 1 702.40 -0.26

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

7 AELSEGK 182 7 4 39.14 b4y3°y3y6 733.38 28.772 2485 1 733.38 8.32

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

8 AAEDR 30 5 1 12.75 y3 561.27 37.244 2311 1 561.27 13.70

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

9 YEEVAR 161 6 1 13.2 y3 766.37 34.590 2159 1 766.37 2.39

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

10 AEERAELSEGK 178 11 3 23.16 b10y5y10 1218.59 68.021 29585 2 609.80 -7.81

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

11 SIDDLEDELYAQKLK 251 15 5 23.19 b10b11°b11y10°y10 1779.89 136.780 4101 1 1779.89 -9.05

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

12 Carbamidomethyl+C(8) AELSEGKCAELEEELK 182 16 6 36.01 b5b8b9b11°b11y9 1834.87 105.827 2314 3 612.29 -4.12

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

13 LEKSIDDLEDELYAQK 248 16 3 22.77 b6y8y9 1908.94 87.543 2247 3 636.99 -0.58

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

14 LATALQK 105 7 0 0.9 726.44 27.301 5105 2 363.73 -4.29

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 SINPDEAVAYGAAVQAAILMGDK 363 23 5 18.85 b3b5b8°b8y23 2304.13 68.998 70011 4 576.79 -12.61

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 VEIIANDQGNR 27 11 12 97.68
b2b3b4y4*y4y6y7y8y9°y9y

10y11
1228.63 35.212 65264 2 614.82 0.10



|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3 TTPSYVAFTDTER 38 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 NQVAMNPQNTVFDAK 58 15 4 17.17 b5b12y12y15 1676.79 70.284 2713 3 559.60 -9.83

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5 Carbamidomethyl+C(14) GIAIGIDLGTTYSCVGVFQHGK 5 22 6 23.1 b2b5y3y4y11y22 2293.15 96.486 2162 3 765.06 -5.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 7 27.26 b4b7b12b14y4y11°y11 2947.43 51.797 4418 3 983.15 -8.86

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7 FNDPVVQADMK 79 11 5 45.64 b5b7y3y4y6 1263.58 36.416 2533 2 632.30 -16.33

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8 LLQDYFNGRDLNK 350 13 4 28.14 b3b9y8y11 1595.81 60.032 29749 2 798.41 -3.06

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9 ISESDKNK 563 8 10 65.08
b3b6°b6y4°y4*y4y5*y5y6*

y6
920.46 31.126 28891 2 460.74 -5.70

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10
ATAGDTHLGGEDFDNRLVSHFVE

EFK
222 26 3 11.67 b11y9y12 2891.36 65.688 22940 3 964.46 0.59

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11
RTLSSSTQANLEIDSLYEGIDFYTSI

TR
273 28 3 22.35 b9b10b15 3180.54 87.463 8096 3 1060.85 -8.83

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12 GENKAFYPEEISSMVLTK 110 18 9 45.97
b4b9b11°b11b12°b12y12°y

12y13
2043.00 105.208 6817 3 681.67 -3.05

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 IAAKNALESYAFNMK 537 15 4 35.27 y3y4y7y9 1670.85 67.260 6200 4 418.47 -5.70

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14 EEIERMVLDAEK 514 12 5 45.12 b4b7b9y5y11 1461.72 105.815 3887 2 731.37 -0.33

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

15 Carbamidomethyl+C(7) ARFEELCADLFR 301 12 5 21.17 b4°b4b9y6°y6 1526.74 31.160 3782 3 509.58 -1.52

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

16
DAGVIAGLNVLRIINEPTAAAIAYG

LDK
161 28 5 23.6 b13y5y7y9y11 2838.57 136.342 2993 3 946.86 -1.20

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

17 YKAEDEVQR 526 9 4 43.75 b4y3y5y6 1137.55 19.678 2770 2 569.28 0.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

18
SINPDEAVAYGAAVQAAILMGDK

SEK
363 26 3 11.67 b11b13y8 2648.29 102.407 2450 4 662.83 -11.98

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

19
QTQIFTTYSDNQPGVLIQVYEGER

AMTK
425 28 4 11.33 b6y6°y6y11 3217.55 110.755 2180 3 1073.19 -11.53

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

20
Carbamidomethyl+C(6);

Phosphoryl STY(11)
ELEQMCNPIITK 599 12 3 21.17 b9y3y11 1555.67 73.873 9069 3 519.23 -4.32

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

21 Oxidation+M(5) NQVAMNPQNTVFDAK 58 15 4 17.17 b3b7y8°y8 1692.81 99.574 43714 2 846.91 6.20

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

22 Oxidation+M(10) FNDPVVQADMK 79 11 6 35.11 b5*b5b6b8y8*y8 1279.60 65.705 30321 2 640.30 2.10

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

23 Oxidation+M(1) MVLDAEK 519 7 3 39.14 b4b6y4 821.41 100.058 6139 1 821.41 4.38

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

24 Oxidation+M(5) NQVAMNPQNTVFDAKR 58 16 4 26.94 b4b5b7y12 1848.91 71.862 3190 3 616.98 4.89

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 21 99.29
b2b3b8*b8b9*b9b11y2°y2
y3°y3y4y9°y9y10°y10*y10

y11°y11y12*y12
1443.65 32.305 779358 2 722.33 2.20

|P02768|ALBU_HUMAN Serum albumin 2
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 16 78.28
b2b9*b9y2*y2y3y4y5y6°y6

*y6y7°y7*y7y8y9
1138.50 31.096 138489 2 569.75 2.79

|P02768|ALBU_HUMAN Serum albumin 3 VPQVSTPTLVEVSR 438 14 5 47.25 y8y9y10y11y14 1511.84 59.355 93093 2 756.42 -0.57

|P02768|ALBU_HUMAN Serum albumin 4 LVNEVTEFAK 65 10 7 38.46 b7y1y5y6y8*y8y10 1149.61 53.698 78236 2 575.31 -2.55

|P02768|ALBU_HUMAN Serum albumin 5 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 16 115.47
b2b3b4b5b6y2y3y5y7°y7y

10y12°y12y15y19y21
2490.27 107.353 71091 3 830.76 -4.41



|P02768|ALBU_HUMAN Serum albumin 6 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 5 26.94 b7y6y7y9°y9 1996.91 42.617 56256 4 499.98 -11.92

|P02768|ALBU_HUMAN Serum albumin 7 FQNALLVR 426 8 7 47.56 b2b4y2y3y4y6y8 960.56 54.541 51729 2 480.78 -6.74

|P02768|ALBU_HUMAN Serum albumin 8 AEFAEVSK 249 8 7 65.08 b3b4b6°b6y4y6y8 880.44 31.927 37950 2440.72 -3.40

|P02768|ALBU_HUMAN Serum albumin 9 Carbamidomethyl+C(3) RPCFSALEVDETYVPK 508 16 5 23.94 b7b11b14y2y16 1910.93 64.573 20584 3 637.65 -2.75

|P02768|ALBU_HUMAN Serum albumin 10 DLGEENFK 36 8 4 39.59 y4*y4y5y6 951.44 44.116 3652 1 951.44 1.48

|P02768|ALBU_HUMAN Serum albumin 11 LVTDLTK 257 7 5 48.87 b5y4y5°y5y6 789.46 37.500 650400 2 395.23 -17.86

|P02768|ALBU_HUMAN Serum albumin 12
Carbamidomethyl+C(9);
Carbamidomethyl+C(10)

ETYGEMADCCAK 105 12 3 28.38 y6y9y10 1434.54 34.890 28490 2 717.78 7.32

|P02768|ALBU_HUMAN Serum albumin 13 Carbamidomethyl+C(3) QNCELFEQLGEYK 413 13 3 24.35 b9y4y5 1657.72 65.100 24536 3 553.24 -20.03

|P02768|ALBU_HUMAN Serum albumin 14 TYETTLEK 375 8 3 39.59 b4b5b6 984.49 31.165 23580 2 492.75 -2.67

|P02768|ALBU_HUMAN Serum albumin 15 YLYEIAR 161 7 4 39.14 b4°b4y3y6 927.49 78.833 12952 2 464.25 -3.62

|P02768|ALBU_HUMAN Serum albumin 16 AVMDDFAAFVEK 569 12 3 28.38 y4y10y11 1342.62 54.495 11474 3 448.21 -11.46

|P02768|ALBU_HUMAN Serum albumin 17 SEVAHR 28 6 1 13.2 b4 698.35 26.465 11066 1 698.35 -10.05

|P02768|ALBU_HUMAN Serum albumin 18 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 3 21.93 b13y10y11 2260.06 99.616 8096 3 754.03 17.39

|P02768|ALBU_HUMAN Serum albumin 19 LDELR 205 5 1 12.75 y4 645.35 50.888 2487 1 645.35 -12.48

|P02768|ALBU_HUMAN Serum albumin 20 AWAVAR 236 6 1 13.2 b4 673.38 36.460 2322 1 673.38 8.88

|P02768|ALBU_HUMAN Serum albumin 21 KVPQVSTPTLVEVSR 437 15 32 223.14

b4*b4b5*b5b6*b6b7°b7b9
°b9b10*b10b11y3y4°y4y5°
y5y6y7y8°y8y9°y9y10°y10
y11°y11y12*y12y13°y13

1639.93 54.503 899493 3 547.31 -6.03

|P02768|ALBU_HUMAN Serum albumin 22
Carbamidomethyl+C(5);
Carbamidomethyl+C(6);
Carbamidomethyl+C(13)

VHTECCHGDLLECADDRADLAK 264 22 5 42.04 y5y7y8y9y12 2585.11 46.437 70966 4 647.03 -4.44

|P02768|ALBU_HUMAN Serum albumin 23
Carbamidomethyl+C(3);
Carbamidomethyl+C(16)

MPCAEDYLSVVLNQLCVLHEKTP
VSDR

469 27 5 25.57 b12y5y8y9y12 3173.54 94.437 43936 3 1058.52 -0.38

|P02768|ALBU_HUMAN Serum albumin 24 Carbamidomethyl+C(8) QEPERNECFLQHK 117 13 5 27.06 y5y7°y7*y7y8 1714.78 68.060 25048 2 857.89 -11.46

|P02768|ALBU_HUMAN Serum albumin 25 Carbamidomethyl+C(3) DVCKNYAEAK 337 10 6 46.24 b6y5°y5y7y9*y9 1197.57 29.423 24714 2 599.29 10.91

|P02768|ALBU_HUMAN Serum albumin 26 EQLKAVMDDFAAFVEK 565 16 4 24.61 b8b9b13°b13 1840.91 85.696 14803 2 920.96 -3.85

|P02768|ALBU_HUMAN Serum albumin 27 NYAEAKDVFLGMFLYEYAR 341 19 3 14.15 b11b14y5 2300.10 67.284 8193 3 767.37 -2.12

|P02768|ALBU_HUMAN Serum albumin 28 Carbamidomethyl+C(3) ETCFAEEGKK 588 10 3 25.72 b3y6y8 1198.56 26.070 3944 3 400.19 13.34

|P02768|ALBU_HUMAN Serum albumin 29 Oxidation+M(6) DVFLGMFLYEYARR 347 14 7 56.72 b5b6°b6b7b12y10y11 1795.86 75.280 8267 2 898.43 -14.27

|P02768|ALBU_HUMAN Serum albumin 30 Oxidation+M(12) NYAEAKDVFLGMFLYEYAR 341 19 3 14.15 b11y7y13 2316.07 76.407 4610 3 772.69 -14.23

|P02768|ALBU_HUMAN Serum albumin 31 AEFAEVSK 249 8 1 9.32 b5 862.42 31.993 15334 1 862.42 -2.19



|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1 VGAHAGEYGAEALER 17 15 21 177.12
b4b5b7b8b9°b9b10°b10b1
1b14y1y2°y2y3y4y5y6y7y1

0y11y15
1529.72 39.303 356146 3 510.58 -9.02

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2 MFLSFPTTK 32 9 13 85
b2b3y2°y2y3y4°y4y5°y5y6

y7y8y9
1071.55 73.488 270529 2 536.28 -2.96

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 VDPVNFK 93 7 4 39.14 b3y2y4y6 818.43 41.840 34411 2 409.72 -7.68

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 TYFPHFDLSHGSAQVK 41 16 5 48.47 y7y9y10y12y13 1833.86 61.606 379889 4 459.22 -18.37

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDK
100 28 5 19.2 b4b6y3y5y7 3024.59 94.769 154864 4 756.90 -13.24

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 11 62.52

b4b5b6°b6b7b14y4y7y9y1
0y18

4258.29 135.862 41369 5 852.46 -9.98

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7 VLSPADKTNVK 1 11 14 90.87
b6b7b9*b9y3*y3y4*y4y5y

6*y6y9°y9*y9
1171.66 25.288 40077 2 586.34 -3.23

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

8
MFLSFPTTKTYFPHFDLSHGSAQV

K
32 25 7 17.85 b7°b7y7°y7y12*y12y14 2886.47 109.767 2741 3 962.83 13.79

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

9 TYFPHFDLSHGSAQVKGHGK 41 20 3 21.76 b5b6y3 2213.07 122.794 2655 3 738.36 -10.59

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

10
KVADALTNAVAHVDDMPNALSA

LSDLHAHK
61 30 3 11.09 b15y7y13 3124.58 100.090 1980 3 1042.20 -0.86

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 IINEPTAAAIAYGLDKK 172 17 7 35.38 b2y2y5y10y13y15y17 1787.97 64.158 66970 3 596.66 -9.01

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 VEIIANDQGNR 26 11 12 97.68
b2b3b4y4*y4y6y7y8y9°y9y

10y11
1228.63 35.212 65264 2 614.82 0.10

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 TTPSYVAFTDTER 37 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4 STAGDTHLGGEDFDNR 223 16 6 22.77 b2°b2b12y8y9y16 1691.72 37.451 22871 3 564.58 -4.04

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5 VHSAVITVPAYFNDSQR 139 17 4 26.05 b14y7y9y10 1903.95 63.631 17746 2 952.48 -6.15

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 5 16.88 b3b5°b5b7y8 2983.45 76.023 12936 3 995.15 2.78

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7 MVSHLAEEFK 239 10 8 50.42 b5°b5b9y3°y3y7°y7y8 1190.61 53.207 10346 2 595.81 18.35

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8 Carbamidomethyl+C(1) CQEVINWLDR 576 10 8 37.67 b6b8°b8*b8y4°y4y9°y9 1332.63 136.330 4453 1 1332.63 -7.05

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9 ELER 600 4 2 12.3 b3°b3 546.29 30.127 3918 1 546.29 -2.23

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10 MVQEAER 520 7 4 36.13 b5*b5b6y4 862.42 27.736 3512 1 862.42 18.61

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 QTVEDEK 553 7 6 48.87 b4*b4y3°y3y4y5 848.42 119.542 1593 1 848.42 21.01

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12
RTLSSSTQASIEIDSLYEGVDFYTSI

TR
274 28 5 16.47 b8°b8y6y9y18 3139.51 109.743 22949 4 785.63 -11.04

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13
NTTIPTKQTQTFTTYSDNQSSVLV

QVYEGER
419 31 3 11.01 b6b13y3 3535.73 125.902 22033 3 1179.25 3.38

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14 FEDATVQSDMKHWPFR 78 16 3 24.61 y8y9y14 1993.92 79.166 14523 3 665.31 -2.76

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15 ENKITITNDK 500 10 4 25.72 b3*b3b6y3 1175.62 49.567 10598 2 588.31 -8.62

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16 DDIDRMVQEAER 515 12 3 34.4 b7b8b9 1476.66 29.431 6439 2 738.83 -11.33

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17 KFEDATVQSDMK 77 12 7 63.39 b7y4y5*y5y6y10y11 1398.65 44.064 4555 2 699.83 -4.10

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18 Carbamidomethyl+C(18)
MSARGPAIGIDLGTTYSCVGVFQH

GK
0 26 7 24.63 b5°b5b11°b11y11°y11y12 2722.32 75.336 4415 3 908.11 -9.33



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19 Phosphoryl STY(10) NQVAMNPTNTIFDAKR 57 16 11 53.34
b4b5*b5b8°b8b11_H3PO4 

b11y7°y7y9°y9y10
1899.85 44.971 9277 2 950.43 -10.28

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20 Phosphoryl STY(8) TFFPEEISSMVLTK 113 14 3 18.27 b4b6_H3PO4 b6y7 1708.80 57.808 4460 2 854.90 9.00

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 Phosphoryl STY(6) EIAEAYLGGK 129 10 5 58.2 b3b5b7_HPO3 b7y3y6 1130.52 21.598 2220 2 565.76 10.91

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22 Phosphoryl STY(10) NQVAMNPTNTIFDAK 57 15 6 42.79
b3b5b8°b8b11_H3PO4 

b11y4
1743.77 44.924 1545 2 872.39 2.03

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

23 Oxidation+M(5) NQVAMNPTNTIFDAKR 57 16 5 33.68 b4b5b11b13*b13 1835.92 75.383 4439 2 918.46 6.78

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

24 Oxidation+M(1) MVSHLAEEFK 239 10 4 25.72 b7°b7b9y5 1206.57 73.835 3909 2 603.79 -13.96

|P27348|1433T_HUMAN 14-3-3 protein 
theta

1 NLLSVAYK 41 8 7 34.82 b1b4*b4y2y3y6y8 907.52 57.340 117498 2 454.26 -3.63

|P27348|1433T_HUMAN 14-3-3 protein 
theta

2 QTIDNSQGAYQEAFDISK 139 18 5 20.44 b6b14y9y16y18 2014.93 75.486 56148 2 1007.97 -2.00

|P27348|1433T_HUMAN 14-3-3 protein 
theta

3 VISSIEQK 60 8 4 39.59 y4y6y7y8 903.51 28.272 28083 2 452.26 -5.94

|P27348|1433T_HUMAN 14-3-3 protein 
theta

4
TAFDEAIAELDTLNEDSYKDSTLI

MQLLR
193 29 8 21.33 b2°b2b6b7°b7b12y5y29 3315.65 128.209 11558 31105.89 5.82

|P27348|1433T_HUMAN 14-3-3 protein 
theta

5 KEMQPTHPIR 157 10 9 52.18 b2°b2b3°b3b4y2y3y6y7 1236.64 19.688 3042 3 412.88 -13.33

|P27348|1433T_HUMAN 14-3-3 protein 
theta

6 EMQPTHPIR 158 9 5 43.75 b4b6b7°b7y3 1108.55 26.316 14655 2 554.78 -5.51

|P27348|1433T_HUMAN 14-3-3 protein 
theta

7 TAFDEAIAELDTLNEDSYK 193 19 3 21.11 b3b8b10 2144.97 63.192 10947 3 715.66 -10.24

|P27348|1433T_HUMAN 14-3-3 protein 
theta

8 AVTEQGAELSNEER 27 14 7 43.31 b10b11*b11y3°y3y8y10 1532.71 45.930 4603 2 766.86 -8.12

|P27348|1433T_HUMAN 14-3-3 protein 
theta

9 VESELR 85 6 1 13.2 b4 732.39 29.515 2663 1 732.39 -3.50

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

1 LIGNMALLPIR 14 11 5 35.11 b2b3y5y6y9 1210.73 82.078 26039 2 605.87 -4.84

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

2 DTDIVDEAIYYFK 37 13 6 19.58 b12b13°b13y9y12y13 1591.76 94.976 2384 2 796.38 4.60

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

3 MPAYHSSLMDPDTK 0 14 3 18.27 b3y7y11 1592.72 31.925 12688 2 796.86 7.74

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

4 VFDPQNDKPSK 147 11 12 84.93
b3b5°b5*b5b6b7°b7b10y7°

y7*y7y8
1274.63 27.127 5629 3 425.55 -8.14

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

5 SQGEK 88 5 1 12.75 b4 548.26 27.105 4646 1 548.26 -6.35

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

6 Carbamidomethyl+C(2) LCEKVFDPQNDKPSK 143 15 7 28 b4°b4b7b9*b9y11*y11 1804.91 73.831 97358 3 602.31 9.67

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

7 SQFKGPAPR 25 9 4 52.78 b5b6b7b8 987.54 25.311 7374 2 494.28 7.23

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

8
MPAYHSSLMDPDTKLIGNMALLPI

R
0 25 5 24.86 b6°b6b14y3y4 2784.46 82.064 6151 3 928.82 12.80

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

9
EMYTLGITNFPIPGEPGFPLNAIYA

KPANKQEDEVMR
93 37 9 36.68

b9°b9b10°b10b11°b11y8°y
8y11

4151.02 107.301 4042 3 1384.34 -10.82



|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

10 QFMNKSLSGPGQ 166 12 3 25.15 b5y5y6 1293.63 53.785 3303 2 647.32 4.06

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

11 Carbamidomethyl+C(8) QETGLRLCEK 137 10 5 39.43 b4b5*b5y5y7 1233.62 67.404 3186 2 617.31 -7.62

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

12 Carbamidomethyl+C(15) VFDPQNDKPSKWWTCFVK 147 18 6 29.21 b4b9*b9b14y4y8 2282.08 36.428 2180 3 761.36 -12.41

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

13 Oxidation+M(7)
SQGEKEMYTLGITNFPIPGEPGFPL

NAIYAKPANK
88 35 4 16.58 b3b5°b5b14 3808.96 105.165 6749 4 953.00 10.06

|O15145|ARPC3_HUMAN Actin-related 
protein 2/3 complex subunit 3

14 Oxidation+M(1) MPAYHSSLMDPDTK 0 14 4 18.27 b5b8°b8y4 1608.70 31.944 4772 2 804.85 -1.52

|P05106|ITB3_HUMAN Integrin beta-3 1 Carbamidomethyl+C(27)
IGFGAFVDKPVSPYMYISPPEALE

NPCYDMK
176 31 9 47.75

b18y2y3y4y12y13y14y18y
31

3535.67 93.547 63730 3 1179.23 2.42

|P05106|ITB3_HUMAN Integrin beta-3 2 NDASHLLVFTTDAK 265 14 6 36.97 b2b6b7y3y4y14 1531.76 62.567 62146 3 511.26 -9.40

|P05106|ITB3_HUMAN Integrin beta-3 3
Carbamidomethyl+C(2);
Carbamidomethyl+C(4);
Carbamidomethyl+C(9)

YCECDDFSCVR 545 11 5 34.92 y2y7y8y9y11 1510.55 44.489 393772 755.78 7.60

|P05106|ITB3_HUMAN Integrin beta-3 4
Carbamidomethyl+C(4);
Carbamidomethyl+C(12)

TDTCMSSNGLLCSGR 589 15 6 35.27 y4°y4y8y10y11y15 1658.71 47.884 39318 2 829.86 7.51

|P05106|ITB3_HUMAN Integrin beta-3 5 Carbamidomethyl+C(3) DNCAPESIEFPVSEAR 72 16 5 24.61 y5y6y12°y12y16 1820.82 62.869 37449 2 910.92 6.77

|P05106|ITB3_HUMAN Integrin beta-3 6 EATSTFTNITYR 774 12 11 66.4
b11*b11y3y5*y5y6*y6y8°y

8y9y12
1403.68 52.671 36575 2 702.35 2.78

|P05106|ITB3_HUMAN Integrin beta-3 7

Carbamidomethyl+C(3);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(10)

GECLCGQCVCHSSDFGK 524 17 13 96.31
b2°b2b3°b3y2y3y5y6y8y9y

10y12y15
2000.79 38.784 17106 2 1000.90 9.27

|P05106|ITB3_HUMAN Integrin beta-3 8

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(12
);Carbamidomethyl+C(2

5)

CGPGWLGSQCECSEEDYRPSQQD
ECSPR

487 28 3 11.33 b5b9y12 3374.33 52.458 20400 3 1125.45 3.55

|P05106|ITB3_HUMAN Integrin beta-3 9 Carbamidomethyl+C(12)
LAGIVQPNDGQCHVGSDNHYSAS

TTMDYPSLGLMTEK
287 37 4 12.03 b4b16y5y10 3993.83 71.012 10139 3 1331.95 5.87

|P05106|ITB3_HUMAN Integrin beta-3 10 QVEDYPVDIYYLMDLSYSMK 131 20 5 18.55 b8b11y7y11°y11 2472.18 74.470 9359 3 824.73 19.85

|P05106|ITB3_HUMAN Integrin beta-3 11 IGDTVSFSIEAK 416 12 3 21.17 b4b10y9 1266.65 60.188 8840 2 633.83 -8.87

|P05106|ITB3_HUMAN Integrin beta-3 12 Carbamidomethyl+C(3) TTCLPMFGYK 207 10 4 27.48 b4b5°b5y6 1217.59 51.791 3015 2 609.30 20.55

|P05106|ITB3_HUMAN Integrin beta-3 13 Carbamidomethyl+C(5) DAVNCTYK 676 8 6 46.31 b3°b3b4°b4y4y5 970.42 19.680 2543 2 485.71 -13.96

|P05106|ITB3_HUMAN Integrin beta-3 14 NFSIQVR 124 7 6 39.14 b4°b4b5°b5b6*b6 863.47 27.100 2048 2 432.24 -4.88

|P05106|ITB3_HUMAN Integrin beta-3 15 IGDTVSFSIEAKVR 416 14 6 43.31 b6°b6b7y6y8y11 1521.85 91.618 449081 2 761.43 13.48

|P05106|ITB3_HUMAN Integrin beta-3 16
VLEDRPLSDKGSGDSSQVTQVSP

QR
88 25 12 73.36

b5b7b9b14b17°b17b18y3*
y3y4y6y7

2685.32 39.214 78195 4 672.09 -7.09

|P05106|ITB3_HUMAN Integrin beta-3 17 GSGDSSQVTQVSPQRIALR 98 19 4 14.15 b15°b15b18y4 1986.01 76.998 40324 3 662.68 -11.80



|P05106|ITB3_HUMAN Integrin beta-3 18 FEEERAR 755 7 4 36.13 b3y5°y5y6 936.44 31.146 19172 2 468.72 -14.27

|P05106|ITB3_HUMAN Integrin beta-3 19 EATSTFTNITYRGT 774 14 5 37.87 b5b8b11y5y7 1561.74 53.278 6597 2 781.37 -7.58

|P05106|ITB3_HUMAN Integrin beta-3 20 Carbamidomethyl+C(8) ENLLKDNCAPESIEFPVSEAR 67 21 3 22.83 y6y7y12 2418.18 67.717 2969 2 1209.60 9.89

|P05106|ITB3_HUMAN Integrin beta-3 21
NFSIQVRQVEDYPVDIYYLMDLSY

SMK
124 27 4 16.88 b11y4y11y22 3316.63 78.583 2645 3 1106.22 13.10

|P05106|ITB3_HUMAN Integrin beta-3 22 Carbamidomethyl+C(18) NRDAPEGGFDAIMQATVCDEK 240 21 5 13.18 b6*b6y7y15°y15 2324.02 76.406 1725 3 775.34 -4.62

|P05106|ITB3_HUMAN Integrin beta-3 23 WDTANNPLYKEATSTFTNITYR 764 22 9 24
b3b10*b10y3°y3y8*y8y10

*y10
2606.25 135.914 1567 2 1303.63 -0.56

|P05106|ITB3_HUMAN Integrin beta-3 24 Phosphoryl STY(13) WDTANNPLYKEATSTFTNITYR 764 22 6 24
b7b9b11*b11y9y12_H3PO

4 y12
2686.21 86.326 3313 2 1343.61 1.45

|P05106|ITB3_HUMAN Integrin beta-3 25
Carbamidomethyl+C(18)

;Oxidation+M(13)
NRDAPEGGFDAIMQATVCDEK 240 21 5 17.76 b8b13y3°y3y8 2340.01 40.596 8208 3 780.68 -4.28

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

1 IQLVEEELDR 91 10 17 110.94
b2*b2b3b4y2y3y4°y4y5°y5

y6y7y8y9°y9*y9y10
1243.65 58.328 293189 2 622.33 0.59

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

2 LATALQK 105 7 6 48.87 b4y3y5y6°y6y7 744.46 27.312 23328 2 372.73 -7.79

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

3 LEQAEK 70 6 3 28.95 b3b5°b5 717.38 26.318 6244 2 359.19 0.51

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

4 TIDDLEDEVYAQK 251 13 4 19.58 b7y6y10*y10 1538.74 31.122 3311 3 513.58 9.76

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

5 QLEEEQQALQKK 37 12 3 28.38 b7b9b10 1471.78 44.883 19700 2 736.40 6.05

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

6 LEEAEKAADESER 112 13 8 84.56 b3b7y3y4y5y6y8y9 1476.68 23.426 18657 3 492.90 -2.73

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

7 Carbamidomethyl+C(8) AEVAESKCGDLEEELK 182 16 9 32.9
b3b8°b8b12°b12y9°y9y11°

y11
1806.83 46.541 18461 2 903.92 -5.54

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

8 IQLVEEELDRAQER 91 14 6 18.27 b7°b7*b7y4°y4y11 1727.89 57.824 12107 3 576.63 -4.03

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

9 EAETRAEFAER 233 11 3 26.17 b4y9y10 1308.62 63.757 11563 2 654.81 1.40

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

10 EDKYEEEIK 217 9 3 29.25 b4y3y4 1182.56 29.423 3126 2 591.78 4.34

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

11 SLEAQADKYSTK 205 12 4 25.15 b6y6°y6y7 1340.67 35.562 3046 3 447.56 -2.73

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

12 AMKDEEK 133 7 4 39.14 b4y4y6°y6 850.40 124.721 2995 1 850.40 -2.58

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

1 VFASLPQVER 7 10 8 38.46 b1b2b3y5*y5y7y8y10 1145.63 57.908 57928 2 573.32 0.64

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

2
SYIYSGSHDGHINYWDSETGENDS

FAGK
334 28 5 21.54 b1b12y7y8y28 3136.30 58.926 50866 4 784.83 -6.07

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

3 YEYQPFAGK 95 9 5 29.25 b7y7y8y9*y9 1102.53 48.086 39852 2 551.77 5.43

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

4 GNNFLYTNGK 28 10 9 38.46 b6y2y5*y5y6°y6*y6y8y10 1127.55 44.096 31712 2 564.28 3.25

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

5
AHDGGIYAISWSPDSTHLLSASGD

K
231 25 11 37.27

b2b3b6b7°b7b11°b11b18y
3y11y25

2585.20 71.852 28517 4 647.06 -8.59

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

6 IAVVGEGR 116 8 6 65.08 y3y4y5y6y7y8 800.46 31.039 19958 2 400.73 -7.85

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

7 Carbamidomethyl+C(26)
IWDVSVNSVVSTFPMGSTVLDQQ

LGCLWQK
259 30 5 28.69 b4b8b16y10y11 3394.69 111.130 9215 3 1132.23 1.65

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

8 FATASADGQIYIYDGK 203 16 4 16.24 b10y4y11°y11 1719.84 58.708 2053 2 860.43 12.42



|O75083|WDR1_HUMAN WD repeat-
containing protein 1

9 NIDNPALADIYTEHAHQVVVAK 43 22 14 85.55
b3b4b6b7*b7b9°b9y3y13y

16*y16y17y18y20
2418.20 61.386 193915 4 605.31 -16.36

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

10
VVTVFSVADGYSENNVFYGHHA

K
511 23 3 22.53 y3y6y7 2540.23 73.158 45037 4 635.81 4.90

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

11 DHLLSVSLSGYINYLDR 289 17 4 26.05 b13y9y10y12 1964.99 84.408 13943 3 655.67 -6.65

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

12 Carbamidomethyl+C(4) FVNCVR 190 6 3 38.69 y3y4y5 794.40 27.107 13573 2 397.70 -3.53

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

13 FGAVFLWDSGSSVGEITGHNK 126 21 7 42.64 b12y3y5y9y13°y13y15 2208.08 96.263 9554 3 736.70 5.75

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

14 LDVQPK 405 6 1 13.2 b5 699.40 34.359 4574 1 699.40 -3.49

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

15 FTIGDHSR 182 8 5 47.56 b3b4°b4b5y3 932.45 115.380 1845 1 932.45 -9.23

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

16 YAPSGFYIASGDVSGK 65 16 3 24.61 b3b8b9 1618.76 93.588 1805 3 540.26 -6.33

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

17
AHDGGIYAISWSPDSTHLLSASGD

KTSK
231 28 10 52.67

b7b8b10b11y5°y5y7y10°y1
0y13

2901.38 67.558 38343 4 726.10 -7.32

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

18 Carbamidomethyl+C(2)
KCFSIDNPGYEPEVVAVHPGGDT

VAIGGVDGNVR
436 34 4 38.91 y4y5y7y8 3525.69 68.218 25411 4 882.18 -4.99

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

19 Carbamidomethyl+C(15)
QSRPYRLATGSDDNCAAFFEGPPF

K
155 25 5 21.43 b14y12*y12y13°y13 2831.32 68.630 9563 3 944.44 -0.26

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

20
SYIYSGSHDGHINYWDSETGENDS

FAGKGHTNQVSR
334 36 4 22.49 b4°b4y13y14 4015.79 70.974 4245 3 1339.27 10.27

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

21 Carbamidomethyl+C(2)
VCALGGSKAHDGGIYAISWSPDST

HLLSASGDK
223 33 4 14.95 b15y4y7y12 3357.66 109.876 3096 3 1119.89 13.16

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

22 Carbamidomethyl+C(6) TGEKVCALGGSK 219 12 4 25.15 b8b9°b9y3 1206.60 64.914 2763 2 603.81 -8.80

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

23 Carbamidomethyl+C(3)
IVCLAWSPDNEHFASGGMDMMV

YVWTLSDPETRVK
534 35 7 29.04 b4b7°b7b9°b9b12b21 4041.83 128.375 1896 4 1011.21 -7.97

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

24 DIAWTEDSKR 106 10 3 27.48 b4y6y7 1220.60 57.892 1890 1 1220.60 8.20

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

25 Carbamidomethyl+C(4) FVNCVRFSPDGNR 190 13 3 27.06 y6y7y10 1567.76 137.669 1752 2 784.38 11.06

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

26 FATASADGQIYIYDGKTGEK 203 20 4 18.55 b7b10y8y11 2135.02 100.678 1738 2 1068.01 -4.92

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

27 Phosphoryl STY(12) NIDNPALADIYTEHAHQVVVAK 43 22 3 22.66 b6b11b12 2498.17 71.615 3670 3 833.39 -11.53

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

28 Phosphoryl STY(12)
VVTVFSVADGYSENNVFYGHHA

K
511 23 3 12.44 b10b13_H3PO4 b13y9 2620.18 68.549 1786 2 1310.59 1.40

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

1 SINPDEAVAYGAAVQAAILMGDK 361 23 5 18.85 b3b5b8°b8y23 2304.13 68.998 70011 4 576.79 -12.61

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

2 VEIIANDQGNR 25 11 12 97.68
b2b3b4y4*y4y6y7y8y9°y9y

10y11
1228.63 35.212 65264 2 614.82 0.10

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

3 TTPSYVAFTDTER 36 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

4 LLQDFFNGR 348 9 3 29.25 b3b5y6 1109.57 71.100 12398 2 555.29 -1.98

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

5 STLEPVEK 311 8 6 60.31 b4b5°b5b6b7y5 902.47 54.448 6782 2 451.74 -19.21

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

6 Carbamidomethyl+C(14) AAAIGIDLGTTYSCVGVFQHGK 3 22 4 28.63 y5y9y11y13 2265.11 76.187 6537 3 755.71 -12.39

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

7 NQVALNPQNTVFDAK 56 15 3 17.17 b6y4y7 1658.87 68.871 4212 2 829.94 13.69

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

8 Carbamidomethyl+C(6)
ELEQVCNPIISGLYQGAGGPGPGG

FGAQGPK
597 31 3 11.01 b13y10y18 3055.50 82.575 3592 3 1019.17 1.12

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

9 ATAGDTHLGGEDFDNR 220 16 3 23.94 b3b10b12 1675.76 35.665 1517 2 838.38 16.10



|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

10 Carbamidomethyl+C(17)
MAKAAAIGIDLGTTYSCVGVFQH

GK
0 25 7 21.28 b3b5y9*y9y11°y11y13 2595.31 100.168 214462 3 865.77 -0.28

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

11 LLQDFFNGRDLNK 348 13 4 28.14 b8b11y6y11 1579.84 61.029 45755 3 527.28 10.97

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

12 AFYPEEISSMVLTKMK 112 16 5 26.94 b7b8b13y13°y13 1873.95 99.058 12269 2 937.48 1.95

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

13
DAGVIAGLNVLRIINEPTAAAIAYG

LDR
159 28 3 21.54 b3b4y13 2866.55 74.386 8235 3 956.19 -10.90

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

14 NALESYAFNMKSAVEDEGLK 539 20 3 20.42 y6y8y17 2216.05 114.745 2250 2 1108.53 -1.32

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

15
Carbamidomethyl+C(14)

;Phosphoryl STY(11)
AAAIGIDLGTTYSCVGVFQHGK 3 22 5 19.74 b12y4y9y11°y11 2345.09 136.333 1734 2 1173.05 -2.19

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

16 Oxidation+M() NALESYAFNMK 539 11 4 26.17 b4*b4y7y8 1303.59 26.109 3731 2 652.30 -10.02

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

1 VEIIANDQGNR 49 11 12 97.68
b2b3b4y4*y4y6y7y8y9°y9y

10y11
1228.63 35.212 65264 2 614.82 0.10

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

2 NQLTSNPENTVFDAK 81 15 4 17.17 b7b11y2y11 1677.80 53.769 17884 2 839.40 -6.33

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

3 SQIFSTASDNQPTVTIK 447 17 7 34.32 b2*b2b3b4b7b16y12 1836.94 57.158 17733 2 918.98 5.25

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

4 EFFNGKEPSR 376 10 4 25.72 b6b9°b9y6 1210.58 36.624 5874 2 605.80 -0.91

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

5 LYGSAGPPPTGEEDTAEK 633 18 3 14.75 b6y4y11 1818.86 40.747 4006 3 606.96 10.07

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

6 ALSSQHQAR 297 9 4 29.25 b3b6y6°y6 997.51 74.419 46227 2 499.26 -12.24

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

7 ITPSYVAFTPEGER 60 14 5 26.09 b10b13y8y11°y11 1566.79 59.944 24274 2 783.90 3.74

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

8 IEWLESHQDADIEDFK 601 16 8 42.64 b7°b7b10b11b13*b13y4y8 1974.91 68.666 21760 3 658.97 -0.37

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

9 VYEGERPLTK 464 10 6 39.43 b4°b4b6°b6y7y8 1191.62 27.706 18362 3 397.88 -10.86

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

10 EVEK 290 4 1 12.3 y3 504.27 23.536 14997 1 504.27 2.54

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

11 ITITNDQNR 523 9 4 29.25 b7y7y8*y8 1074.55 27.254 11827 2 537.78 -1.25

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

12 AVEEK 596 5 3 25.49 b3y4°y4 575.31 23.529 6791 1 575.31 6.37

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

13 FEELNMDLFR 326 10 3 25.72 b8y6y9 1313.65 39.343 6123 2 657.33 21.47

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

14 SDIDEIVLVGGSTR 353 14 5 50.3 b8b9y5y6y7 1460.76 62.074 6011 2 730.89 3.68

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

15 LSSEDK 585 6 3 25.94 b4°b4y3 678.34 41.803 5267 1 678.34 9.99

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

16 IDTR 558 4 1 12.3 y3 504.28 70.372 5056 1 504.28 -2.84

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

17 Carbamidomethyl+C(17) EDVGTVVGIDLGTTYSCVGVFK 24 22 3 12.79 b5y10y13 2316.17 61.926 3113 3 772.73 10.54

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

18 VEIIANDQGNRITPSYVAFTPEGER 49 25 4 26.21 y3y7y15y18 2776.38 90.623 215471 3 926.13 -3.25

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

19 AKFEELNMDLFR 324 12 4 30.61 b3b8y4y10 1512.75 80.359 33810 2 756.88 -0.40

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

20 IEWLESHQDADIEDFKAK 601 18 12 47.6
b6b13°b13*b13y6°y6y7y12

°y12*y12y13*y13
2174.04 62.685 10253 4 544.27 1.91

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

21 VTAEDKGTGNK 510 11 5 35.11 b4b7b8y7°y7 1119.56 46.985 9161 2 560.28 -4.80



|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

22 NQLTSNPENTVFDAKR 81 16 5 26.27 b12y4y9°y9y14 1833.88 79.398 7143 1 1833.88 -13.85

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

23 AVEEKIEWLESHQDADIEDFK 596 21 7 29.55 b4y5y6y10°y10y13°y13 2531.17 87.670 4628 3 844.39 -9.36

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

24 IEIESFYEGEDFSETLTRAK 306 20 6 26.32 b3°b3b5b7y8y12 2364.09 108.944 3348 2 1182.55 -13.94

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

25 MVNDAEKFAEEDK 540 13 7 19.58 b8°b8*b8b10°b10y7°y7 1525.68 27.148 2587 3 509.23 0.08

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

26 Phosphoryl STY(5) SQIFSTASDNQPTVTIK 447 17 3 15.44 b3y14y16 1916.88 89.175 8178 3 639.63 -3.50

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

27 Phosphoryl STY(5) ITPSYVAFTPEGER 60 14 4 30.05 b4y3y6y10_H3PO4 y10 1646.76 44.881 3189 2 823.88 12.60

|P11021|GRP78_HUMAN 78 kDa glucose-
regulated protein

28 Oxidation+M(11) DAGTIAGLNVMR 185 12 3 21.17 b4y4y11 1233.62 59.233 5407 2 617.31 -2.77

|P35609|ACTN2_HUMAN Alpha-actinin-2 1 Carbamidomethyl+C(7) EGLLLWCQR 154 9 5 43.75 b8y3y5y6y9 1174.60 75.268 47346 2 587.80 -1.87

|P35609|ACTN2_HUMAN Alpha-actinin-2 2 HEAFESDLAAHQDR 443 14 13 76.47
b2b3°b3b5b8b10y4y9*y9y

10*y10y12y14
1625.72 35.568 28234 3 542.58 -5.03

|P35609|ACTN2_HUMAN Alpha-actinin-2 3 ASTHETWAYGK 409 11 10 50.87
b1b5°b5b6b7b9b11y2y6y1

1
1250.58 29.523 8701 2 625.79 -1.85

|P35609|ACTN2_HUMAN Alpha-actinin-2 4 LMLLLEVISGER 71 12 3 28.38 y3y4y6 1372.78 105.908 4821 2 686.90 -1.69

|P35609|ACTN2_HUMAN Alpha-actinin-2 5 GYEEWLLNEIR 383 11 3 23.16 b7b10y3 1421.70 86.438 4401 1 1421.70 -5.75

|P35609|ACTN2_HUMAN Alpha-actinin-2 6 NGLMDHEDFR 769 10 7 25.72 b1*b1b2b3b5y3°y3 1233.53 21.584 2059 2 617.27 1.98

|P35609|ACTN2_HUMAN Alpha-actinin-2 7 ASFNHFDRR 759 9 3 22.52 b3b8y8* 1149.55 44.114 1946 2 575.28 -5.84

|P35609|ACTN2_HUMAN Alpha-actinin-2 8 DYESASLTEVR 427 11 5 53.88 b10y5y6y8y9 1269.62 36.425 688343 423.88 20.29

|P35609|ACTN2_HUMAN Alpha-actinin-2 9 MLDAEDIVNTPKPDER 227 16 5 26.27 b5y3y5°y5y7 1842.89 77.717 10433 3 614.97 -1.52

|P35609|ACTN2_HUMAN Alpha-actinin-2 10 NVNIQNFHTSWK 169 12 5 34.59 b9b10°b10y6y9 1487.76 44.871 9956 3 496.59 11.16

|P35609|ACTN2_HUMAN Alpha-actinin-2 11 Carbamidomethyl+C(2) ICDQWDR 485 7 5 36.13 b4°b4*b4y4y5 992.43 27.166 9543 2 496.72 3.94

|P35609|ACTN2_HUMAN Alpha-actinin-2 12 ISSSNPYSTVTMDELR 592 16 8 55.86 b5°b5b6b7b8y8y10°y10 1799.83 62.630 8769 2900.42 -12.55

|P35609|ACTN2_HUMAN Alpha-actinin-2 13 LEHLAEK 398 7 4 39.14 b3b5y3°y3 839.45 44.883 6867 2 420.23 -13.09

|P35609|ACTN2_HUMAN Alpha-actinin-2 14 Carbamidomethyl+C(2) ACLISMGYDLGEAEFAR 779 17 3 15.44 b11b13y6 1902.85 83.208 6659 3 634.96 -9.24

|P35609|ACTN2_HUMAN Alpha-actinin-2 15 LEDFR 319 5 1 12.75 b3 679.34 65.007 3405 1 679.34 5.66

|P35609|ACTN2_HUMAN Alpha-actinin-2 16 QYEHNIINYK 679 10 4 35.72 y7y8y9*y9 1321.63 136.328 3135 1 1321.63 -19.95

|P35609|ACTN2_HUMAN Alpha-actinin-2 17 DQSLQEELAR 621 10 4 25.72 b9y7y9°y9 1188.58 71.847 2932 2 594.80 -1.23

|P35609|ACTN2_HUMAN Alpha-actinin-2 18 ATLPEADGER 562 10 9 69.69 b8°b8b9y3y7°y7y8°y8y9 1058.53 25.347 2332 3 353.51 14.76

|P35609|ACTN2_HUMAN Alpha-actinin-2 19 Carbamidomethyl+C(6) DGLGLCALIHRHRPDLIDYSK 181 21 5 17.76 b4°b4b7y3y10 2449.29 55.974 103286 3 817.10 5.08

|P35609|ACTN2_HUMAN Alpha-actinin-2 20 ISSSNPYSTVTMDELRTK 592 18 4 20.44 b4b10y7y11 2028.96 82.302 96494 3 676.99 -13.48

|P35609|ACTN2_HUMAN Alpha-actinin-2 21 MVSDIAGAWQRLEQAEK 366 17 3 15.44 b10b13y4 1931.98 82.286 10271 2 966.50 10.11

|P35609|ACTN2_HUMAN Alpha-actinin-2 22 Carbamidomethyl+C(10) ELPPDQAQYCIKR 852 13 4 27.06 b5°b5b9b10 1617.78 31.108 9757 4 405.20 -14.11



|P35609|ACTN2_HUMAN Alpha-actinin-2 23 TPEKTMQAMQK 307 11 9 76.36 b4b6b9b10*b10y6y7y9*y9 1292.63 75.336 6325 2 646.82 -1.42

|P35609|ACTN2_HUMAN Alpha-actinin-2 24 QYEHNIINYKNNID K 679 15 3 17.17 b9y5y12 1905.92 72.385 5861 2 953.47 -10.89

|P35609|ACTN2_HUMAN Alpha-actinin-2 25 ATLPEADGERQSIMAIQNEVEK 562 22 6 25.8 b8b14°b14y5°y5y6 2429.17 78.012 4152 4 608.05 -10.35

|P35609|ACTN2_HUMAN Alpha-actinin-2 26 IANVNKALDYIASK 96 14 4 29.26 b3b5b6y3 1519.83 28.714 2438 4 380.71 -11.24

|P35609|ACTN2_HUMAN Alpha-actinin-2 27 DQSLQEELARQHANER 621 16 10 65.9
b5b8b11y5y6y7°y7*y7y8*y

8
1923.94 110.548 1611 2 962.48 8.95

|P35609|ACTN2_HUMAN Alpha-actinin-2 28 Phosphoryl STY(12) IMTLVDPNGQGTVTFQSFIDFMTR 796 24 8 30.92
b10°b10b13b15b16*b16y6

y11_H3PO4 y11
2798.27 76.477 27207 3 933.43 -4.54

|P35609|ACTN2_HUMAN Alpha-actinin-2 29 Phosphoryl STY(7) ALDYIASK 102 8 4 39.59 b4b5°b5b6 960.42 40.766 9136 3 320.81 -10.68

|P35609|ACTN2_HUMAN Alpha-actinin-2 30
Carbamidomethyl+C(10)

;Phosphoryl STY(9)
ELPPDQAQYCIKR 852 13 6 51.31 b5b6b7b8°b8y6 1697.76 35.562 3517 3 566.59 -2.37

|P35609|ACTN2_HUMAN Alpha-actinin-2 31 Phosphoryl STY(13) EQILLQKDYESASLTEVR 420 18 3 14.75 b3b11y4 2202.08 57.817 2847 2 1101.55 11.53

|P35609|ACTN2_HUMAN Alpha-actinin-2 32 Oxidation+M(19)
NQIEPGVQYNYVYDEDEYMIQEE

EWDRDLLLDPAWEK
1 37 6 20.93 b5°b5b6b9*b9y7 4651.14 119.585 21049 4 1163.54 13.12

|P35609|ACTN2_HUMAN Alpha-actinin-2 33 Oxidation+M(22) IMTLVDPNGQGTVTFQSFIDFMTR 796 24 4 15.83 b9b11y3y6 2734.34 107.126 1643 2 1367.67 7.23

|P35609|ACTN2_HUMAN Alpha-actinin-2 34 LMDHEDFR 771 8 1 8 b5 1062.46 21.518 1559 2 531.73 -8.96

|P35609|ACTN2_HUMAN Alpha-actinin-2 35 STHETWAYGK 410 10 0 2.7 1179.54 29.567 1500 3 393.85 1.35

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

1 LAVNMVPFPR 252 10 14 109.18
b2b3b5*b5y1y3y4y5y6y7y

8y9*y9y10
1143.63 71.952 238985 2 572.32 -5.12

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

2 LHFFMPGFAPLTSR 262 14 3 18.27 b12y3y12 1620.83 112.804 1500 2 810.92 -2.64

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

3 AALVDLEPGTMDSVR 62 15 4 35.27 y6y8y13y14 1573.76 86.836 17962 2 787.39 -16.06

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

4 ISEQFSAMFR 380 10 3 25.72 b6y5y7 1215.60 59.150 4925 2 608.30 13.16

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

5
SGPFGQLFRPDNFIFGQTGAGNN

WAK
77 26 8 43.95 b4b5b6°b6b14y5y13y17 2826.34 87.556 4425 4 707.34 -12.87

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

6 ALTVPELTQQMFDAR 282 15 4 25.25 y3y4°y4y7 1719.85 85.028 4388 3 573.96 -11.21

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

7 Carbamidomethyl+C(4) VAVCDIPPR 350 9 4 43.75 b3b7b8y7 1026.55 62.658 3704 2 513.78 6.66

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

8 YVPRAALVDLEPGTMDSVR 58 19 3 14.15 b3y9y11 2089.10 79.458 2817 2 1045.05 9.82

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

9 EEFPDRIMNTFSVMPSPK 156 18 7 35.28
b10°b10*b10b11b12y13*y

13
2125.01 67.370 1695 2 1063.01 0.34

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

10
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHIQAGQCGNQIGTK 0 19 3 14.15 b4b12y11 2156.05 75.400 7475 4 539.77 -8.95

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

11 Oxidation+M(11) ALTVPELTQQMFDAR 282 15 5 17.17 b4°b4b14y14*y14 1735.85 136.612 2883 1 1735.85 -13.22

|Q9BUF5|TBB6_HUMAN Tubulin beta-6 
chain

12 Oxidation+M(11) AALVDLEPGTMDSVR 62 15 3 17.17 b3b11y5 1589.78 136.541 2683 1 1589.78 -1.92

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

1 NLLSVAYK 43 8 7 34.82 b1b4*b4y2y3y6y8 907.52 57.340 117498 2 454.26 -3.63

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

2 VISSIEQK 62 8 4 39.59 y4y6y7y8 903.51 28.272 28083 2 452.26 -5.94

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

3
TAFDEAIAELDTLNEESYKDSTLI

MQLLR
195 29 10 13.71 b1b2b6b8°b8y1y2y3y5y29 3329.64 130.547 22750 3 1110.55 -1.69



|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

4 KEMQPTHPIR 159 10 9 52.18 b2°b2b3°b3b4y2y3y6y7 1236.64 19.688 3042 3 412.88 -13.33

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

5 Carbamidomethyl+C(9) IEAELQDICNDVLELLDK 87 18 4 31.27 y5y9y13y14 2130.07 93.225 35684 3 710.70 4.81

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

6 YLSEVASGDNK 129 11 5 26.17 b5°b5y5y6*y6 1182.59 70.986 22495 2 591.80 20.65

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

7 QTTVSNSQQAYQEAFEISK 140 19 4 14.15 b10b12*b12y13 2159.06 52.043 12555 3 720.36 18.32

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

8 TAFDEAIAELDTLNEESYK 195 19 11 54.37
b3b8b9b14*b14y4y5y9°y9

y13*y13
2159.01 107.235 1707 3 720.34 2.49

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

9 GDYFRYLSEVASGDNK 124 16 3 16.24 b4b9y5 1820.86 73.744 8956 4 455.97 7.24

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

10 AVTEQGHELSNEERNLLSVAYK 29 22 3 12.79 b7b15y3 2487.21 71.900 3413 3 829.74 -14.13

|P31946|1433B_HUMAN 14-3-3 protein 
beta/alpha

11 Phosphoryl STY(7) YLSEVASGDNK 129 11 3 23.16
b6y6_H3PO4 y6y8_HPO3 

y8
1262.51 27.097 3552 2 631.76 -9.48

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

1 ALESPERPFLAILGGAK 199 17 4 15.44 b9b11y15y17 1768.98 83.075 48735 3 590.33 -10.07

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

2 LGDVYVNDAFGTAHR 156 15 8 66.4 b3b4y3y5y6y11y14y15 1634.79 57.193 43320 3 545.60 -3.96

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

3 Carbamidomethyl+C(2) ACANPAAGSVILLENLR 106 17 7 32.18 b2b3b12y3y4y13y17 1768.94 82.588 40467 2 884.97 -0.90

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

4 Carbamidomethyl+C(19)
TGQATVASGIPAGWMGLDCGPES

SKK
297 26 8 30.72

b1b5b15b17y14y15°y15y2
0

2605.25 70.328 26768 3 869.09 3.37

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

5 FHVEEEGK 123 8 7 47.56 b6y2y4°y4y5y6y8 974.46 24.364 8749 2 487.73 4.32

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

6 SVVLMSHLGRPDGVPMPDK 56 19 8 47.36 b6b14y3y4°y4y6y8y10 2035.01 71.029 198430 3 679.01 -19.19

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

7 Carbamidomethyl+C(2) DCVGPEVEK 97 9 4 43.75 b4y4y5y7 1032.48 27.760 15171 2 516.74 8.87

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

8 VSHVSTGGGASLELLEGK 388 18 3 21.91 b6b11b13 1740.91 68.105 11982 3 580.98 -1.12

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

9

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(15

)

GCITIIGGGDTATCCAK 365 17 3 15.44 b10y3y11 1754.81 50.960 10925 2 877.91 11.62

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

10 AHSSMVGVNLPQK 171 13 9 61.31
b4°b4b6°b6b9°b9b11b12°b

12
1367.68 86.203 10105 2 684.34 -21.60

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

11 VLNNMEIGTSLFDEEGAK 246 18 3 14.75 b5b15y9 1966.98 99.374 8976 3 656.33 20.79

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

12 Carbamidomethyl+C(19)
TGQATVASGIPAGWMGLDCGPES

SK
297 25 5 25.95 b6b9b17b19y9 2477.18 89.012 4187 3 826.40 15.08

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

13 VNEMIIGGGMAFTFLK 230 16 4 22.87 b4b7y8y10 1727.86 111.152 3175 2 864.43 -15.33

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

14 ALMDEVVK 353 8 8 62.07 b3b4°b4b7°b7y6y7°y7 904.47 27.098 2826 1 904.47 -17.07

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

15 QIVWNGPVGVFEWEAFAR 332 18 6 14.75 b7*b7b9*b9y5°y5 2105.09 118.205 1680 2 1053.05 11.83

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

16 NNQITNNQR 30 9 3 37.03 b4b5b8 1101.53 64.926 1553 1 1101.53 -8.20

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

17 ITLPVDFVTADKFDENAK 279 18 7 56.09 y4y10y12y13°y13y15y16 2023.02 79.524 56463 3 675.01 -8.51

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

18 Carbamidomethyl+C(19)
TGQATVASGIPAGWMGLDCGPES

SKK
297 26 3 22.34 b10b11b14 2605.25 106.674 3557 3 869.09 5.44

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

19 Phosphoryl STY(13) VNEMIIGGGMAFTFLK 230 16 6 39.43 b11b13°b13b15y10y11 1807.82 46.561 11788 3 603.28 -9.86

|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

20 Oxidation+M(16) SVVLMSHLGRPDGVPMPDK 56 19 6 40.36 b6b7b9y3y4y17 2051.03 46.029 14399 3 684.35 -3.09



|P00558|PGK1_HUMAN Phosphoglycerate 
kinase 1

21 Oxidation+M(10) VNEMIIGGGMAFTFLK 230 16 3 23.94 b9b11b13 1743.88 79.095 4754 2 872.45 1.54

|P35580|MYH10_HUMAN Myosin-10 1 TQLEELEDELQATEDAK 1545 17 23 178.33
b2*b2b4b5b9b11°b11b13b
14y2y3y4y5y6y8y9°y9y11y

12y13°y13y15y17
1961.93 78.129 173219 2 981.47 5.48

|P35580|MYH10_HUMAN Myosin-10 2 LDPHLVLDQLR 689 11 8 79.18 y3y4*y4y5y6y7y9y11 1318.74 70.486 163228 2 659.88 -3.15

|P35580|MYH10_HUMAN Myosin-10 3 NTNPNFVR 669 8 12 31.81
b1*b1b2°b2b5*b5y2y5*y5

y6*y6y8
961.48 31.100 115220 2 481.25 -0.06

|P35580|MYH10_HUMAN Myosin-10 4 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 8 35.44 b3b5y2y4y5y10y13y20 2286.10 79.023 99109 3 762.70 -5.23

|P35580|MYH10_HUMAN Myosin-10 5 Carbamidomethyl+C(4) ADFCIIHYAGK 572 11 10 78.91 b3b7y1y2y3y4y5y7y8y11 1294.62 58.016 86162 2 647.81 -2.45

|P35580|MYH10_HUMAN Myosin-10 6 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 59.51 b1b2*b2b4y3y4y5y7y9*y9 1017.51 47.905 75078 2 509.26 -1.50

|P35580|MYH10_HUMAN Myosin-10 7 AGVLAHLEEER 771 11 7 50.87 b3y2y4y5y6y8y11 1223.64 48.935 70232 2 612.32 -0.70

|P35580|MYH10_HUMAN Myosin-10 8 FDQLLAEEK 1452 9 8 43.24 b2b6*b6b7y2y5y6y9 1092.56 49.312 48659 2 546.78 1.12

|P35580|MYH10_HUMAN Myosin-10 9 QVRELEAELEDER 1596 13 4 28.83 y3y7y10y13 1615.81 81.264 7734 3 539.28 13.60

|P35580|MYH10_HUMAN Myosin-10 10 LDGETTDLQDQIAELQAQIDELK 1059 23 3 18.85 b5b12b14 2586.31 87.179 6314 3 862.77 12.27

|P35580|MYH10_HUMAN Myosin-10 11 GGPISFSSSR 1930 10 5 35.72 y2y5y6y7y10 994.48 27.687 4672 2 497.74 -13.93

|P35580|MYH10_HUMAN Myosin-10 12 IVGLDQVTGMTETAFGSAYK 624 20 3 23.05 y7y13y14 2088.01 103.970 3168 2 1044.51 -10.76

|P35580|MYH10_HUMAN Myosin-10 13 DAASLESQLQDTQELLQEETR 1308 21 4 26.21 b6b13y5y6 2404.14 103.612 2935 3 802.05 -2.44

|P35580|MYH10_HUMAN Myosin-10 14 LQQLFNHTMFILEQEEYQR 482 19 4 14.15 b2b8b11y5 2467.24 102.660 2427 3 823.08 11.97

|P35580|MYH10_HUMAN Myosin-10 15 ALEEETK 1181 7 3 39.14 b4y3y6 819.40 36.454 2060 2 410.21 -7.23

|P35580|MYH10_HUMAN Myosin-10 16 LQQELDDLTVDLDHQR 1424 16 4 23.94 y2y7y11y13 1937.96 79.262 2008 4 485.25 3.59

|P35580|MYH10_HUMAN Myosin-10 17 LQAQMKDYQRELEEAR 1649 16 3 22.77 b9y4y5 2007.98 71.711 1981 4 502.75 -8.09

|P35580|MYH10_HUMAN Myosin-10 18 EVSTLK 1919 6 4 25.94 b3°b3y3°y3 676.39 37.487 67805 1 676.39 2.26

|P35580|MYH10_HUMAN Myosin-10 19 QLEEAEEEATR 1884 11 8 35.11 b4°b4*b4b5°b5*b5b7y10 1304.60 41.723 42180 2 652.81 5.99

|P35580|MYH10_HUMAN Myosin-10 20 SLEAEILQLQEELASSER 1683 18 3 14.75 b8y4y13 2045.03 75.919 24135 3 682.35 -5.97

|P35580|MYH10_HUMAN Myosin-10 21 LDAQVQELHAK 1256 11 4 59.7 b4b6b8b10 1251.65 79.268 15242 2 626.33 -13.95

|P35580|MYH10_HUMAN Myosin-10 22 MEIDLK 1621 6 3 25.94 b3b4°b4 748.38 31.162 12208 1 748.38 -10.03

|P35580|MYH10_HUMAN Myosin-10 23 MEEEILLLEDQNSK 982 14 3 23.71 b7b8y4 1690.85 71.932 12167 2 845.93 17.98

|P35580|MYH10_HUMAN Myosin-10 24 ALAYDK 1411 6 2 25.94 b5y3 680.36 31.949 12130 1 680.36 -6.46

|P35580|MYH10_HUMAN Myosin-10 25 HQQLLEEK 881 8 4 39.59 b3*b3b6b7 1024.54 44.855 11907 2 512.77 -1.91

|P35580|MYH10_HUMAN Myosin-10 26 NHEAQIQDMR 1188 10 4 25.72 b5b8°b8y8 1241.56 30.373 9713 3 414.53 -4.23

|P35580|MYH10_HUMAN Myosin-10 27 LLIK 1592 4 1 12.3 y3 486.37 53.478 8956 1 486.37 6.21



|P35580|MYH10_HUMAN Myosin-10 28 VDDDLGTIESLEEAK 1379 15 4 17.17 b14y8°y8y13 1633.78 72.470 8227 3 545.26 -0.30

|P35580|MYH10_HUMAN Myosin-10 29 AVIYNPATQADWTAK 18 15 6 28 b6*b6b9b11y8°y8 1648.84 45.989 6256 2 824.92 2.37

|P35580|MYH10_HUMAN Myosin-10 30 VEGELEEMER 870 10 8 58.2 b7b9°b9y3°y3y5y8°y8 1220.55 27.166 4445 2 610.78 -0.70

|P35580|MYH10_HUMAN Myosin-10 31 IGQLEEQLEQEAK 1822 13 5 44.58 y4y5y7y8°y8 1514.74 39.677 3697 3 505.58 -21.52

|P35580|MYH10_HUMAN Myosin-10 32 QEEELQAK 849 8 5 31.81 b6b7y7°y7*y7 974.48 71.058 3663 2 487.74 2.19

|P35580|MYH10_HUMAN Myosin-10 33 HADQYK 1863 6 5 38.69 b3b4*b4y4*y4 761.35 27.127 3558 1 761.35 -9.38

|P35580|MYH10_HUMAN Myosin-10 34 Carbamidomethyl+C(12) ITDIIIFFQAVCR 785 13 5 32.54 b11y3y7y12°y12 1595.88 64.906 3544 3 532.63 12.93

|P35580|MYH10_HUMAN Myosin-10 35 AMVNK 68 5 1 12.75 b4 562.30 26.322 3530 1 562.30 0.65

|P35580|MYH10_HUMAN Myosin-10 36 NSLQEQQEEEEEAR 1345 14 5 23.71 b13°b13y12y13*y13 1718.71 136.664 3025 1 1718.71 -20.88

|P35580|MYH10_HUMAN Myosin-10 37 GDEVMVELAENGK 54 13 4 24.35 b8°b8b9y9 1390.64 24.388 2789 3 464.22 -10.71

|P35580|MYH10_HUMAN Myosin-10 38 DHNIPGELER 206 10 7 50.22 b4°b4b5b6°b6b8°b8 1179.56 27.147 2686 2 590.28 -16.76

|P35580|MYH10_HUMAN Myosin-10 39 HEMPPHIYAISESAYR 147 16 3 16.24 b4y4y14 1900.86 89.164 2232 4 475.97 -20.49

|P35580|MYH10_HUMAN Myosin-10 40 ELEEAR 1659 6 2 25.94 b3y4 746.36 110.549 2179 1 746.36 -7.11

|P35580|MYH10_HUMAN Myosin-10 41 QLEEEK 1339 6 1 13.2 y3 775.39 20.599 1875 2 388.20 11.57

|P35580|MYH10_HUMAN Myosin-10 42 DEQNEEKK 1583 8 4 39.59 y3y4°y4y6 1019.46 40.563 118929 1 1019.46 -6.29

|P35580|MYH10_HUMAN Myosin-10 43 SISARYAEER 1461 10 3 25.72 b7y5y8 1181.59 68.794 75127 2 591.30 -2.58

|P35580|MYH10_HUMAN Myosin-10 44 INKALDR 439 7 4 36.13 b3b4y6*y6 829.50 49.582 64429 2 415.25 13.76

|P35580|MYH10_HUMAN Myosin-10 45 RHEMPPHIYAISESAYR 146 17 9 52.82 b4b6b8b13y7°y7y9°y9y11 2056.99 71.027 46056 3 686.34 -4.51

|P35580|MYH10_HUMAN Myosin-10 46 QTKVEGELEEMER 867 13 7 39.34 b8*b8b11°b11b12y3y8 1577.74 62.683 36497 3 526.58 -5.65

|P35580|MYH10_HUMAN Myosin-10 47 HATALEELSEQLEQAKR 1200 17 5 22.43 b13*b13b14°b14y16 1953.00 79.270 22814 3 651.67 -3.63

|P35580|MYH10_HUMAN Myosin-10 48 KALEEETK 1180 8 3 39.59 y4y5y7 947.50 39.597 20567 2 474.25 -8.57

|P35580|MYH10_HUMAN Myosin-10 49 LRHWQWWR 828 8 3 34.82 b7y3y7 1267.65 60.922 19762 2 634.33 -5.01

|P35580|MYH10_HUMAN Myosin-10 50 NLPIYSENIIEMYRGK 129 16 4 16.24 b3b7*b7y6 1939.98 116.698 16367 2 970.49 -7.30

|P35580|MYH10_HUMAN Myosin-10 51 DAEALSQRLEEK 1399 12 4 31.39 b5b8b10°b10 1388.70 55.954 10305 2 694.85 -3.87

|P35580|MYH10_HUMAN Myosin-10 52 VEEEEERNQILQNEK 930 15 3 25.25 b4b10b13 1886.93 53.847 9915 3 629.65 11.00

|P35580|MYH10_HUMAN Myosin-10 53 NVHELEKSK 1525 9 6 52.78 b4°b4b6°b6b7b8 1083.58 61.941 8695 2 542.30 3.04

|P35580|MYH10_HUMAN Myosin-10 54
DLSEELEALKTELEDTLDTTAAQQ

ELR
1142 27 4 22.33 y7y8y13*y13 3061.47 90.822 8594 3 1021.16 -10.93

|P35580|MYH10_HUMAN Myosin-10 55 HWQWWRVFTK 830 10 3 27.48 b3b4y3 1473.75 31.939 8367 3 491.92 -4.97

|P35580|MYH10_HUMAN Myosin-10 56 KQELEEILHDLESR 916 14 6 30.05 b5b10*b10b12°b12y5 1738.88 62.067 6144 3 580.30 -12.29



|P35580|MYH10_HUMAN Myosin-10 57 VEGELEEMERK 870 11 4 23.16 b3b5°b5y4 1348.65 79.329 5908 2 674.83 7.24

|P35580|MYH10_HUMAN Myosin-10 58
SDLLLEGFNNYRFLSNGYIPIPGQQ

DK
296 27 8 16.88 b4°b4b6b13°b13y3°y3*y3 3098.53 90.380 5263 31033.52 -8.43

|P35580|MYH10_HUMAN Myosin-10 59 DYQRELEEAR 1655 10 11 104.22
b3b5b6b7b8°b8*b8y5y7°y7

y9
1308.61 28.722 5209 2 654.81 -4.20

|P35580|MYH10_HUMAN Myosin-10 60 YLFVDRAVIYNPATQADWTA K 12 21 6 13.18 b6°b6y9°y9y12*y12 2442.21 107.357 4869 3 814.74 -14.10

|P35580|MYH10_HUMAN Myosin-10 61 QLRADMEDLMSSK 1507 13 5 19.58 b9°b9y4°y4y7 1523.72 87.526 4691 2 762.36 1.92

|P35580|MYH10_HUMAN Myosin-10 62 AVIYNPATQADWTAKK 18 16 3 22.77 b12y12y13 1776.92 135.154 4246 2 888.96 -6.59

|P35580|MYH10_HUMAN Myosin-10 63 TGLEDPERYLFVDR 4 14 3 26.85 b8b10b12 1709.85 91.447 4239 3 570.62 -1.21

|P35580|MYH10_HUMAN Myosin-10 64 ELEEARASR 1659 9 3 29.25 b6y6y7 1060.52 28.341 4035 2 530.77 -12.89

|P35580|MYH10_HUMAN Myosin-10 65 QELEEILHDLESRVEEEEER 917 20 5 29.53 y3y4y9y12°y12 2511.19 53.262 3852 4 628.55 0.97

|P35580|MYH10_HUMAN Myosin-10 66 RQLHLEGASLELSDDDTESK 1943 20 7 40.26 b16y5y9y12°y12y13y16 2243.05 80.444 3850 3 748.35 -13.82

|P35580|MYH10_HUMAN Myosin-10 67 Carbamidomethyl+C(3) QACERMIR 744 8 3 34.82 b3y3y5 1063.51 25.358 3769 2 532.26 -5.74

|P35580|MYH10_HUMAN Myosin-10 68 Carbamidomethyl+C(4) IAECSSQLAEEEEKAK 1007 16 7 40.1 b4b8°b8*b8b9y8y9 1821.85 68.588 3421 4 456.22 -0.67

|P35580|MYH10_HUMAN Myosin-10 69 Carbamidomethyl+C(12) QGLETDNKELACEVK 1226 15 8 35.18
b4b12*b12b13*b13y4y10°

y10
1733.84 51.840 3231 2 867.43 3.17

|P35580|MYH10_HUMAN Myosin-10 70 KVDDDLGTIESLEEAK 1378 16 4 26.27 b7y3y7y13 1761.88 105.323 2125 2 881.44 1.39

|P35580|MYH10_HUMAN Myosin-10 71 HADQYKEQMEK 1863 11 3 23.16 b6y4y10 1406.65 61.917 2075 1 1406.65 11.11

|P35580|MYH10_HUMAN Myosin-10 72 GGPISFSSSRSGR 1930 13 3 27.06 b6b8b9 1294.65 75.449 2048 2 647.83 -1.13

|P35580|MYH10_HUMAN Myosin-10 73 NSLQEQQEEEEEARK 1345 15 4 36.45 b6b7b8y6 1846.84 83.371 2019 2 923.92 -2.91

|P35580|MYH10_HUMAN Myosin-10 74 ALEEALEAKEEFER 1490 14 3 18.27 b4b12y10 1663.84 79.247 1766 3 555.28 10.71

|P35580|MYH10_HUMAN Myosin-10 75 EEELQGALARGDDETLHK 1088 18 7 25.28 b8b9°b9b12°b12y8°y8 2010.95 128.381 1719 2 1005.98 -9.65

|P35580|MYH10_HUMAN Myosin-10 76 DELADEITNSASGKSALLDEK 1710 21 3 33.97 b11b12b13 2206.06 62.616 1676 3 736.03 -5.20

|P35580|MYH10_HUMAN Myosin-10 77
DVDRIVGLDQVTGMTETAFGSAY

K
620 24 5 18.42 b5y6y9°y9y12 2573.23 105.830 1508 2 1287.12 -11.48

|P35580|MYH10_HUMAN Myosin-10 78 Phosphoryl STY(11) NMDPLNDNVATLLHQSSDR 594 19 4 22.39 b10y3y7y12 2219.97 84.128 22863 3 740.66 2.86

|P35580|MYH10_HUMAN Myosin-10 79 Phosphoryl STY(8) LQAQMKDYQRELEEAR 1649 16 3 24.61 y7y9y10 2087.94 73.965 6828 2 1044.47 -6.20

|P35580|MYH10_HUMAN Myosin-10 80 Phosphoryl STY(15) SLEAEILQLQEELASSER 1683 18 5 20.44 b5b13y3°y3y12 2124.97 107.306 3731 3 709.00 -10.91

|P35580|MYH10_HUMAN Myosin-10 81 Phosphoryl STY(16) LQRELDDATEANEGLSR 1902 17 7 60.1
b11b12°b12b14_H3PO4 

b13b14b15°b15
1996.89 98.951 2684 3 666.30 -0.37

|P35580|MYH10_HUMAN Myosin-10 82 Oxidation+M(4) EIFMQVEDER 1852 10 3 25.72 b4b8y5 1311.58 38.799 6052 2 656.30 -4.19

|P35580|MYH10_HUMAN Myosin-10 83 Oxidation+M(4) QEVMISDLEER 1031 11 3 23.16 b8y5y10 1364.64 62.772 4503 3 455.55 4.92

|P35580|MYH10_HUMAN Myosin-10 84 Oxidation+M(15) IAQLEEELEEEQSNMELLNDR 1737 21 4 17.76 b3b10y8y10 2548.18 123.540 3712 3 850.07 3.74

|P35580|MYH10_HUMAN Myosin-10 85 Oxidation+M(4) EIFMQVEDERR 1852 11 4 23.16 b3y6°y6y9 1467.68 38.519 3293 2 734.35 -3.24



|P35580|MYH10_HUMAN Myosin-10 86 Oxidation+M(8) VEGELEEMERK 870 11 4 39.88 b4b6b10y8 1364.64 53.240 2185 3 455.55 -0.45

|P35580|MYH10_HUMAN Myosin-10 87 Oxidation+M(3) HEMPPHIYAISESAYR 147 16 4 35.93 b9b10y7y8 1916.91 53.868 1853 2 958.96 9.55

|P35580|MYH10_HUMAN Myosin-10 88 AQMKDYQRELEEAR 1651 14 5 24.61 b4b6°b6b7°b7 1766.83 71.784 10423 3 589.61 -13.33

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

1 MKDMQMDK 357 8 9 60.31 b6b8°b8y2y3y4y5y7*y7 1026.44 27.164 4060 2 513.72 -1.67

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

2
Carbamidomethyl+C(6);
Carbamidomethyl+C(12)

DLIYTCRDNKDCLIDK 169 16 4 16.24 b7b10*b10y11 2041.97 71.062 2539 4 511.25 2.69

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

3 LIGDTPIDTFLMEMLETPLQIT 441 22 6 25.8 b11°b11b12y4y11*y11 2491.27 102.722 200606 3 831.09 -0.78

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

4 GLSNPSEVETLR 382 12 5 32.67 b5y6y7°y7y10 1301.66 53.165 1517 1 1301.66 -5.53

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

5 Carbamidomethyl+C(4) YQKCLVMGMK 195 10 3 40.49 b4b6b9 1257.63 53.982 9230 2 629.32 12.23

|P48443|RXRG_HUMAN Retinoic acid 
receptor RXR-gamma

6
Carbamidomethyl+C(7);
Carbamidomethyl+C(10)

HYGVYSCEGCKGFFK 149 15 3 17.17 b4y4y7 1838.78 37.261 1757 3 613.60 -11.42

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

1 TTPSYVAFTDTER 38 13 9 92.82 b1y3y4y5y6y7y9y11y13 1487.70 54.288 61045 2 744.35 0.74

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

2 QGDPSTGPIIEEVD 629 14 4 29.26 b8y6y8y9 1456.68 49.213 20805 3 486.23 -3.52

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

3 Carbamidomethyl+C(1) CREVLAWLEHNQLAEK 575 16 4 16.24 b4°b4b7y8 1996.02 100.000 3045 3 666.01 6.36

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

4 NSLEAHVFHVK 541 11 4 23.16 b3°b3b8y10 1280.69 73.234 1073512 640.85 14.87

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

5 Carbamidomethyl+C(13) LYGGPGVPGGSSCGTQAR 611 18 3 14.75 b8b14y11 1720.79 59.987 74448 3 574.27 -10.14

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

6 EVLAWLEHNQLAEK 577 14 4 31.53 b5b8y7y8 1679.86 36.428 11511 3 560.63 -6.18

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

7 Carbamidomethyl+C(6) ELEQICRPIFSR 599 12 5 28.38 b7b10*b10b11*b11 1547.79 75.388 1839 2 774.40 -8.12

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

8 IPEEDR 563 6 1 13.2 y4 758.37 54.182 1583 2 379.69 -1.85

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

9 FADTTVQSDMKHWPFR 79 16 3 16.24 b6b9y5 1965.94 47.069 9549 2 983.47 6.33

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

10 Carbamidomethyl+C(19)
MQAPRELAVGIDLGTTYSCVGVF

QQGR
0 27 4 21.49 b7°b7b8y16 2953.42 110.544 5626 3 985.15 -14.05

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

11 EEVERMVHEAEQYK 514 14 3 18.27 b3b6y3 1776.82 26.384 5026 3 592.95 -0.41

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

12 EVLAWLEHNQLAEKEEYEHQK 577 21 11 72.16
b7b13b16b19y4y5°y5y6y1

0y11*y11
2623.28 116.624 2789 3 875.10 0.74

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

13 KFADTTVQSDMK 78 12 4 46.35 b4b5b8b9 1370.64 136.329 1976 1 1370.64 -14.52

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

14 Phosphoryl STY(9)
TLSSSTQATLEIDSLFEGVDFYTSI

TR
274 27 3 11.49 b8b10y9 3061.45 117.510 14748 3 1021.15 9.97

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

15 Oxidation+M() FADTTVQSDMK 79 11 4 23.16 b3b5°b5y3 1258.55 39.666 17611 2 629.78 -8.63

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

1 ALNSTATQR 564 9 11 72.26
b1b3*b3b6b7°b7y3*y3y4y

8°y8
961.52 25.312 13564 2 481.26 9.78

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

2 KEEAREEFLSASPEPR 316 16 4 26.27 b9b11b13y10 1874.91 72.363 1668 3 625.64 -7.55

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

3 Carbamidomethyl+C(10) AGNTALHLACQNSHSQSTR 139 19 4 21.11 b5b7b11°b11 2052.93 58.532 16376 3 684.98 -14.63



|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

4 GSVSAGDTPSSEQAVAR 299 17 14 90.9
b4b5b7b9°b9b12y8y9°y9y1

0*y10y11y13°y13
1618.77 44.905 15563 3 540.26 -0.75

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

5 LSGDSR 516 6 1 13.2 b4 634.32 53.990 8551 1 634.32 6.45

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

6 AQSVPR 286 6 1 13.2 b3 657.37 65.083 7712 1 657.37 4.46

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

7 DTSQALELTQYFFEAVSTQMEK 659 22 18 94.31
b7°b7b8b11*b11b12*b12y
4°y4y5*y5y6°y6y7°y7y11°

y11y12
2566.21 86.214 4036 2 1283.61 4.00

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

8 Carbamidomethyl+C(9) VMQAPINGCR 403 10 7 70.94 b4b7y3y6*y6y7y9 1145.55 62.018 2440 2 573.28 -3.94

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

9 NQAGDTALHVAAALNHKK 203 18 6 33.67 b7°b7b8*b8b9*b9 1858.98 51.260 23954 2 929.99 -3.61

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

10 Carbamidomethyl+C(19) ALNSTATQRLQQELSSSDCTGSR 564 23 3 12.44 b6y15y22 2510.22 83.350 19443 2 1255.61 12.06

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

11 LGQMENKTQHQMR 446 13 5 32.54 b7y4y10*y10y12 1600.75 46.448 9728 2 800.88 -11.59

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

12 SLEEELAKLR 710 10 3 25.72 b5b7y3 1187.68 67.503 9568 2 594.34 11.41

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

13
DEVAQSKGSVSAGDTPSSEQAVA

R
292 24 6 26.08 b5b15*b15y9y13y14 2376.11 78.714 5376 2 1188.56 -8.32

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

14 DGNTALHEASWHGFSQSAKLLVK 106 23 4 35.86 b5b6b7b12 2496.25 64.991 4766 3 832.75 -6.75

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

15 Carbamidomethyl+C(8) LSAERTECLNR 468 11 4 30.14 b7°b7b9b10 1348.64 136.309 4426 1 1348.64 -14.66

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

16 Carbamidomethyl+C(12) DGKVMQAPINGCR 400 13 5 27.06 b6°b6b7b12°b12 1445.71 42.924 4417 2 723.36 9.71

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

17 NLHAHNHPKK 363 10 4 46.24 b3b5b7y8 1195.64 25.291 3969 2 598.33 -0.71

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

18 Carbamidomethyl+C(12) QISLVDELKTWCMLK 494 15 3 23.19 b3b4y4 1863.98 97.173 3495 3 622.00 3.80

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

19
VSAFSDPTPPADQQPGHQKNLHA

HNHPK
344 28 8 26.33 b5°b5b11b13b23y8*y8y12 3055.48 107.179 20864 764.63 -2.72

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

20 Phosphoryl STY(8) GSVSAGDTPSSEQAVARK 299 18 3 14.75 b6y11y13_HPO3 y13 1826.79 71.044 2148 3 609.60 -13.50

|Q9Y2G4|ANKR6_HUMAN Ankyrin 
repeat domain-containing protein 6

21 Oxidation+M(20) DTSQALELTQYFFEAVSTQMEK 659 22 5 19.74 b5y5°y5y7y13 2582.20 91.555 3979 2 1291.60 -0.28

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

1 Carbamidomethyl+C(12) GPGLVAGANIPCGDDNKK 860 18 3 14.75 b4y11y16 1782.87 48.993 10248 3 594.96 -3.97

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

2 IEEVTAQK 71 8 7 62.07 b2b5b6b7y4y5*y5 917.49 29.419 6128 2 459.25 -6.72



|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

3 Carbamidomethyl+C(7)
SLLAGYCPTYMPDLVLHGTGSDE

K
945 24 4 21.44 b1b9b10y12 2624.26 100.567 5390 3 875.43 9.12

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

4 SQTTSLENGIIPRR 272 14 4 31.53 b4b5y4y13 1571.85 74.330 3142 1 1571.85 3.03

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

5 LSEGDEGESDK 782 11 4 26.17 b5b6y4y11 1165.49 44.118 2117 3 389.17 -0.31

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

6 Carbamidomethyl+C(4) LPSCEVLGAGMK 664 12 3 21.17 b11y3y11 1261.64 51.794 66524 2 631.32 11.32

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

7 QVLFDSK 60 7 4 36.13 b5b6°b6y4 836.44 32.025 26412 2 418.72 -18.83

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

8 LEATR 833 5 4 25.49 y3°y3y4°y4 589.33 54.518 22545 1 589.33 2.69

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

9 VFSAR 170 5 2 25.49 y3y4 579.33 61.199 19911 1 579.33 7.90

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

10 DLVQR 511 5 2 25.49 b3y3 630.36 26.346 7612 1 630.36 3.87

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

11 GFAEDR 793 6 4 25.94 b4°b4b5°b5 694.31 29.571 6322 1 694.31 -2.55

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

12
YQYTRPASDVNMLGEMMFGSVA

MSYK
125 26 5 17.34 b6*b6b13b21y3 2976.30 98.006 5592 4 744.83 -11.98

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

13 GSSGSSAAASAQGR 13 14 5 18.27 b4y9y13°y13*y13 1193.54 39.718 4998 3 398.52 -11.56

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

14

Carbamidomethyl+C(9);
Carbamidomethyl+C(13)
;Carbamidomethyl+C(29

)

RPEQGSEACSAGCLGPASDASWK
PQNAFCGDEK

620 33 3 10.9 b14b16y12 3567.58 81.880 4914 4 892.65 12.11

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

15 Carbamidomethyl+C(4) NQLCQR 410 6 1 13.2 y3 818.40 34.505 3583 1 818.40 10.66

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

16 Carbamidomethyl+C(2) ACGPSLEASEAADVAQDPQVSR 743 22 4 17.05 b6b11y6y11 2258.07 87.500 3571 2 1129.54 16.76

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

17 Carbamidomethyl+C(8) LHLPADFCIMHLEDR 1043 15 4 17.17 b11°b11y4y10 1866.91 74.349 3045 2 933.96 7.98

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

18 TSQSVNMLAK 467 10 7 38.46 b4*b4b5°b5b8*b8y8 1078.55 103.719 2303 2 539.78 -5.32

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

19 TGSNLAHSTPVDMPSR 213 16 7 43.79 b3b4b7b8°b8*b8y4 1669.76 27.780 2104 4 418.20 -19.74

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

20 WSVQVATSQR 1003 10 4 25.72 b3b8y3*y3 1161.62 54.656 1916 2 581.31 15.13

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

21 IAEPVWLTMMSGTLEK 394 16 3 16.24 b4y4y8 1805.91 110.460 1787 2 903.46 -6.35

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

22 Carbamidomethyl+C(7) LIVYQDCDR 48 9 5 29.25 b6°b6*b6y7y8 1181.57 27.121 1781 2 591.29 4.75

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

23 VTFQIGSFASPESDFESR 716 18 4 14.75 b3°b3b12y3 2003.95 84.163 1640 4 501.74 5.48

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

24 Carbamidomethyl+C(12) GPGLVAGANIPCGDDNK 860 17 3 15.44 b8y10y13 1654.78 62.029 1542 4 414.45 -2.14

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

25 Carbamidomethyl+C(4) NQLCQRFLK 410 9 5 37.03 b3*b3b7b8*b8 1206.63 98.141 103946 2 603.82 -6.88

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

26 Carbamidomethyl+C(13) EAPQDGSSRLPSCEVLGAGMK 655 21 5 23.54 b13°b13b16b17y5 2189.01 65.127 72639 4 548.01 -8.48

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

27 Carbamidomethyl+C(11)
HNPWPTGFPECPEGTDSRDLGLK

PDK
590 26 3 11.67 b6y16y21 2950.38 78.148 28496 4 738.35 -0.91

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

28 Carbamidomethyl+C(8) LHLPADFCIMHLEDRLQEMYLK 1043 22 3 21.54 b10b11y6 2772.33 117.561 14973 3 924.78 -12.68

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

29 VTFQIGSFASPESDFESRMK 716 20 5 13.63 b6b9*b9y12°y12 2263.07 114.716 11397 3 755.03 0.76

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

30 Carbamidomethyl+C(10) SAIEKAMISCR 348 11 4 35.11 b5b6b10y4 1265.63 51.790 9676 2 633.32 -1.54



|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

31 Carbamidomethyl+C(6) SVAWPCPDRHLR 697 12 3 28.38 y3y8y9 1493.73 50.641 9509 3 498.58 -5.88

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

32 Carbamidomethyl+C(4)
VKACGPSLEASEAADVAQDPQVS

R
741 24 3 12.15 b23y7y16 2485.21 82.005 3819 2 1243.11 3.24

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

33
Carbamidomethyl+C(4);
Carbamidomethyl+C(19)

LPSCEVLGAGMKMDQQAVCELL
K

664 23 4 34.29 b6°b6b7b8 2577.27 102.465 3333 4 645.07 7.10

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

34
Carbamidomethyl+C(5);
Carbamidomethyl+C(6)

ISAKCCQGSSSVSSSSSSSISSHSSS
GGSSHHAK

86 34 4 12.48 b12b17y6y13 3339.48 91.336 2594 2 1670.24 5.85

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

35
YQYTRPASDVNMLGEMMFGSVA

MSYKGSTLK
125 31 4 11.01 b6°b6b9y10 3462.58 118.277 2397 5 693.32 -10.65

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

36 RGSSGSSAAASAQGR 12 15 10 63.39
b11b13y7*y7y8y12°y12y1

3°y13y14
1349.65 55.244 2108 3 450.55 -1.63

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

37 Phosphoryl STY(8) WSVQVATSQRK 1003 11 8 61.39 b3b6y4y8*y8y9y10*y10 1369.67 53.173 3871 2 685.34 14.88

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

38 Phosphoryl STY() TGSNLAHSTPVDMPSR 213 16 6 22.87 b4°b4b7°b7y4y9 1749.75 31.140 1574 2 875.38 -0.49

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

39
Carbamidomethyl+C(7);

Oxidation+M(11)
SLLAGYCPTYMPDLVLHGTGSDE

K
945 24 3 21.44 b8b9y5 2640.23 74.347 22752 4 660.81 -2.13

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

40
Carbamidomethyl+C(8);

Oxidation+M(10)
LHLPADFCIMHLEDR 1043 15 4 17.17 b9°b9y4y8 1882.90 75.338 11009 3 628.30 1.62

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

41 Oxidation+M(13) TGSNLAHSTPVDMPSR 213 16 4 26.94 b9b11b12y11 1685.80 42.881 2790 3 562.60 4.06

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

42 QTTSLENGIIPRR 273 13 1 7.25 b8 1484.82 74.345 16848 2 742.91 0.99

|Q9P278|FNIP2_HUMAN Folliculin-
interacting protein 2

43 SQTTSLENGIIPRR 272 14 1 7.25 y3 1554.81 74.303 5256 3 518.94 -5.26

|P35527|K1C9_HUMAN Keratin 1
DIENQYETQITQIEHEVSSSGQEVQ

SSAK
339 29 5 11.2 b2b4y8y24y29 3264.53 82.453 19726 3 1088.85 5.09

|P35527|K1C9_HUMAN Keratin 2 SGGGGGGGLGSGGSIR 13 16 13 63.96
b1b2b3°b3b5b6b14b15y2y

7y8°y8y16
1232.60 28.776 14446 2 616.80 1.68

|P35527|K1C9_HUMAN Keratin 3
DIENQYETQITQIEHEVSSSGQEVQ

SSAKEVTQLR
339 35 3 16.58 b3b10b12 3990.90 47.035 2772 3 1330.97 -3.18

|P35527|K1C9_HUMAN Keratin 4 EIETYHNLLEGGQEDFESSGAGK 449 23 5 27.92 b16y3y6y8y14 2510.14 63.532 25460 3 837.38 2.53

|P35527|K1C9_HUMAN Keratin 5 LASYLDK 163 7 3 36.13 b4y4y5 809.43 36.803 21135 2 405.22 -7.39
|P35527|K1C9_HUMAN Keratin 6 SLEDTK 396 6 1 13.2 y4 692.35 31.942 9858 1 692.35 3.70
|P35527|K1C9_HUMAN Keratin 7 NYSPYYNTIDDLK 199 13 4 24.35 b10*b10b11y10 1605.77 62.633 5540 2 803.39 16.72

|P35527|K1C9_HUMAN Keratin 8
GGGGSFGYSYGGGSGGGFSASSL

GGGFGGGSR
63 32 4 16.76 y10°y10y14y17 2705.22 71.653 4280 5 541.85 21.93

|P35527|K1C9_HUMAN Keratin 9 Carbamidomethyl+C(2) YCGQLQMIQEQISNLEAQITDVR 404 23 7 23.01 b4b13y4y7°y7y9*y9 2737.31 111.419 4257 3 913.11 -5.71

|P35527|K1C9_HUMAN Keratin 10 VQALEEANNDLENK 170 14 4 23.71 b3y10*y10y11 1586.76 44.205 4033 2 793.88 -2.23
|P35527|K1C9_HUMAN Keratin 11 FEMEQNLRQGVDADINGLR 242 19 7 43.44 b7b8°b8b9b11y8y10 2205.10 72.828 28029 2 1103.06 14.06

|P35527|K1C9_HUMAN Keratin 12
QFSSSYLSRSGGGGGGGLGSGGSI

R
4 25 10 44.1

b4°b4b7b14°b14b17y12y1
3y15y23

2288.10 65.065 15239 3 763.37 -1.39

|P35527|K1C9_HUMAN Keratin 13 HGVQELEIELQSQLSKK 374 17 5 24.09 b6°b6*b6b7b12 1966.08 114.795 13613 3 656.03 10.00
|P35527|K1C9_HUMAN Keratin 14 GGGGRFSSSSGYGGGSSR 41 18 5 30.97 b8b9b14y12y16 1619.73 49.437 4958 2 810.37 7.76

|P35527|K1C9_HUMAN Keratin 15
GSRGGSGGSYGGGGSGGGYGGG

SGSR
487 26 3 22.34 y5y6y8 2091.86 92.905 4596 4 523.72 -13.07

|P35527|K1C9_HUMAN Keratin 16 STMQELNSRLASYLDK 154 16 4 16.24 b9b12y6°y6 1855.90 71.037 4546 2 928.45 -11.97
|P35527|K1C9_HUMAN Keratin 17 SGGGGGGGLGSGGSIRSSYSR 13 21 6 33.55 b16b17y4y6°y6y12 1812.87 63.851 2651 2 906.94 5.12

|P35527|K1C9_HUMAN Keratin 18 VQALEEANNDLENKIQDWYDK 170 21 5 23.54 b8b13b14*b14y4 2535.20 94.383 2649 3 845.74 -1.54

|P35527|K1C9_HUMAN Keratin 19 GLGSGGSIR 20 9 0 4.95 803.43 28.824 6863 2 402.22 -10.10



|Q08043|ACTN3_HUMAN Alpha-actinin-3 1 Carbamidomethyl+C(7) EGLLLWCQR 161 9 5 43.75 b8y3y5y6y9 1174.60 75.268 47346 2 587.80 -1.87

|Q08043|ACTN3_HUMAN Alpha-actinin-3 2 HEAFESDLAAHQDR 450 14 13 76.47
b2b3°b3b5b8b10y4y9*y9y

10*y10y12y14
1625.72 35.568 28234 3 542.58 -5.03

|Q08043|ACTN3_HUMAN Alpha-actinin-3 3 LMLLLEVISGER 78 12 3 28.38 y3y4y6 1372.78 105.908 4821 2 686.90 -1.69

|Q08043|ACTN3_HUMAN Alpha-actinin-3 4 AGTQIENIEEDFR 61 13 6 43.53 b4b5b7b12y7°y7 1521.74 53.156 22712 3 507.92 16.53

|Q08043|ACTN3_HUMAN Alpha-actinin-3 5 GLSQEQLNEFR 755 11 6 39.88 b9*b9y7y8y9°y9 1320.67 51.208 18147 2 660.84 8.60

|Q08043|ACTN3_HUMAN Alpha-actinin-3 6 LSHRPAFMPSEGK 360 13 5 32.54 b3°b3y3y9y12 1456.75 54.465 16954 2 728.88 7.88

|Q08043|ACTN3_HUMAN Alpha-actinin-3 7
VEHIAALAQELNELDYHEAASVNS

R
464 25 9 40.26

b5b6b16y5°y5*y5y9y10y1
2

2779.34 70.996 13952 3 927.12 -7.82

|Q08043|ACTN3_HUMAN Alpha-actinin-3 8 VLAVNQENEK 278 10 4 32.71 y4°y4y8y9 1143.61 65.821 12961 1 1143.61 9.50

|Q08043|ACTN3_HUMAN Alpha-actinin-3 9 Carbamidomethyl+C(1) CQLEINFNTLQTK 345 13 3 24.35 b7y6y7 1608.78 54.579 12255 2 804.89 -16.16

|Q08043|ACTN3_HUMAN Alpha-actinin-3 10
GSGAPAGALDYVAFSSALYGESD

L
877 24 6 30.57 b5b9y4y10y12y22 2318.12 108.337 9015 3 773.38 16.11

|Q08043|ACTN3_HUMAN Alpha-actinin-3 11 QQEQNIINYK 686 10 3 25.72 b7y3y6 1277.62 55.100 8988 2 639.31 -20.73

|Q08043|ACTN3_HUMAN Alpha-actinin-3 12 VGEPSMSAMQR 314 11 6 50.41 b4b7b10y4y9°y9 1192.52 91.629 8071 2 596.76 -22.11

|Q08043|ACTN3_HUMAN Alpha-actinin-3 13 NVNVQNFHTSWK 176 12 6 32.67 b8y4y5°y5y7*y7 1473.74 22.256 4201 3 491.92 8.61

|Q08043|ACTN3_HUMAN Alpha-actinin-3 14 QQVNER 638 6 2 25.94 b3y3 773.39 116.641 3355 1 773.39 -3.24

|Q08043|ACTN3_HUMAN Alpha-actinin-3 15 Carbamidomethyl+C(2) ACLISMGYDLGEVEFAR 786 17 5 30.93 b9b11b14y8y14 1930.91 96.518 3074 3 644.31 0.70

|Q08043|ACTN3_HUMAN Alpha-actinin-3 16 FAIQDISVEETSAK 147 14 4 23.71 b6*b6b7y5 1537.75 57.889 2661 2 769.38 -17.46

|Q08043|ACTN3_HUMAN Alpha-actinin-3 17 LAAGLAGSLEEQMAGLR 669 17 5 37.33 b10y3y6y9y16 1686.87 61.997 2495 3 562.96 -10.57

|Q08043|ACTN3_HUMAN Alpha-actinin-3 18 Carbamidomethyl+C(5) LVPSCDQTLQEELAR 623 15 5 25.25 b5b9°b9b12°b12 1758.86 53.847 1866 2 879.93 -4.09

|Q08043|ACTN3_HUMAN Alpha-actinin-3 19 Carbamidomethyl+C(8)
AIMTYVSCFYHAFAGAEQAETAA

NR
250 25 9 64.49 b6b11b12y5y7y8y9y11y12 2779.31 117.523 18584 695.58 18.27

|Q08043|ACTN3_HUMAN Alpha-actinin-3 20 TVPWLENRVGEPSMSAMQR 306 19 4 19.44 b6b14y6y11 2188.06 80.391 99951 3 730.03 0.45

|Q08043|ACTN3_HUMAN Alpha-actinin-3 21 Carbamidomethyl+C(5) LVPSCDQTLQEELARQQVNER 623 21 3 19.82 b3b9b18 2513.26 102.728 40407 3 838.42 6.02

|Q08043|ACTN3_HUMAN Alpha-actinin-3 22
LAAGLAGSLEEQMAGLRQQEQNII

NYK
669 27 3 11.49 b3b12y10 2945.50 116.558 24242 3 982.51 -3.73

|Q08043|ACTN3_HUMAN Alpha-actinin-3 23 ASFNHFDRK 766 9 3 29.25 b4y6y8 1121.55 49.522 7807 2 561.28 4.68

|Q08043|ACTN3_HUMAN Alpha-actinin-3 24 GKEEMLSQR 425 9 3 29.25 b7y4y5 1077.55 47.208 7511 3 359.85 12.35

|Q08043|ACTN3_HUMAN Alpha-actinin-3 25 GLSQEQLNEFRASFNHFDR 755 19 4 14.15 b5y6y11°y11 2295.07 88.757 5791 2 1148.04 -9.89

|Q08043|ACTN3_HUMAN Alpha-actinin-3 26 RQFAAQANAIGPWIQAK 646 17 6 24.8 b3*b3b7b9*b9y13 1869.98 115.427 3490 3 624.00 -14.75

|Q08043|ACTN3_HUMAN Alpha-actinin-3 27 RHEAFESDLAAHQDR 449 15 3 25.25 y3y10y12 1781.85 57.587 2305 2 891.43 9.73

|Q08043|ACTN3_HUMAN Alpha-actinin-3 28
MVPYKGSGAPAGALDYVAFSSAL

YGESDL
872 29 15 52.4

b7°b7b10°b10b12°b12b18y
3°y3y4°y4y7y8y14°y14

2936.38 108.971 2287 5 588.08 -7.65



|Q08043|ACTN3_HUMAN Alpha-actinin-3 29
Carbamidomethyl+C(1);
Carbamidomethyl+C(5)

CQAICDQWDNLGTLTQKR 489 18 3 23.67 y11y13y14 2207.04 107.275 1506 3 736.35 4.98

|Q08043|ACTN3_HUMAN Alpha-actinin-3 30 Oxidation+M(4) MMVMQPEGLGAGEGR 1 15 6 24.36 b9b13y9y13°y13*y13 1578.73 72.829 15681 2 789.87 11.44

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

1 LGDVYVNDAFGTAHR 156 15 8 66.4 b3b4y3y5y6y11y14y15 1634.79 57.193 43320 3 545.60 -3.96

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

2 FHVEEEGK 123 8 7 47.56 b6y2y4°y4y5y6y8 974.46 24.364 8749 2 487.73 4.32

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

3 AVVLMSHLGRPDGVPMPDK 56 19 7 42.07 b17y3y4°y4y6y8y10 2019.03 71.025 487748 3 673.68 -8.22

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

4 AEPDK 141 5 1 12.75 b3 559.28 35.420 7756 1 559.28 10.48

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

5 ELDYFAKALENPVRPFLAILGGAK 192 24 5 26.93 b3b6b10°b10b13 2632.43 51.886 1878 2 1316.72 -7.23

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

6

Carbamidomethyl+C(6);
Carbamidomethyl+C(18)
;Carbamidomethyl+C(19

)

ATSKGCITVIGGGDTATCCAK 361 21 3 22.83 b5b6b16 2128.00 105.863 1656 3 710.01 8.72

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

7 Phosphoryl STY() VNEMIIGGGMAYTFLK 230 16 5 26.27 b3b11*b11b14y5 1823.83 70.327 3143 3 608.61 -4.08

|P07205|PGK2_HUMAN Phosphoglycerate 
kinase 2

8 Oxidation+M(3) ALMDEIVK 353 8 3 34.82 b4y3y6 934.50 35.466 28554 2 467.75 3.98

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 AGFAGDDAPR 718 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 AVFPSIVGRPR 728 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 QEYDESGPSIVHRK 1059 14 19 134.71
b3°b3*b3b14y2y3y4y5y6°y
6y7y8y9y10°y10y11y12y14

*y14
1644.79 30.678 465849 3 548.93 -7.27

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 QEYDESGPSIVHR 1059 13 12 89.81
y1y2y3y4y5y6y8y10°y10y1

1y13*y13
1516.69 36.606 191103 3 506.24 -8.05

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 FTTMAER 899 7 11 51.88
b1b4°b4b5°b5b7y2°y2y5y6

y7
855.41 28.720 6832 2 428.21 5.28

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 6 23.01 b4b12b14y7y14°y14 2550.19 96.330 3242 3 850.73 5.07

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7 VVEVDSMPAASSVK 1 14 3 26.05 b9b11b12 1418.73 49.226 151634 2 709.87 10.24

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 VAPEEHPILLTEAPLNPK 795 18 5 31.27 b5b6b9°b9b13 1968.05 60.297 29371 3 656.69 -13.52

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9 MVVEVDSMPAASSVK 0 15 3 17.17 b12y10y13 1549.75 68.123 8013 2 775.38 -8.19

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10
TTGIVMDSGDGVTHTVPIYEGNA

LPHATLR
847 30 4 23.58 b5b8b13b15 3122.55 100.114 6768 4 781.39 -1.95

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11
Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

CPEALFQPCFLGMESCGIHETTFN
SIMK

956 28 5 16.47 b6b8b14°b14y10 3304.48 76.291 5103 4 826.87 4.80



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12 DLYTNTVLSGGTTMYPGMAHR 991 21 3 13.18 b6y8y11 2285.06 114.704 5069 3 762.36 -4.06

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 Carbamidomethyl+C(9) MNSELSLSCK 629 10 4 25.72 b6y5y7°y7 1168.55 22.252 4881 2 584.78 15.57

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 4 22.34 b3b12b13°b13 2823.29 72.253 4312 3 941.77 -10.46

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 ELENFMAIEEMK 531 12 3 28.38 b3b6b7 1483.71 59.019 3350 2 742.36 21.80

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

16 ESGK 36 4 1 12.3 b3 420.21 21.584 2490 1 420.21 13.36

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

17 ELENFMAIEEMKK 531 13 4 19.58 b4°b4y9y11 1611.78 79.320 64013 2 806.40 5.38

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

18 EEIAMLRLELDTMK 652 14 3 26.85 y3y5y7 1691.87 75.880 20851 2 846.44 -0.79

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

19 GSENSQPEKMSQELEINK 391 18 4 21.91 y4y7°y7y11 2047.95 62.861 16039 3 683.32 -4.47

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

20
KHGSTHVGFPENLTNGATAGNGD

DGLIPPR
543 30 3 22.44 b6b7b13 3029.46 111.703 15878 3 1010.49 -8.62

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

21 MSQELEINKDGDR 400 13 3 19.58 b3b10y10 1534.72 73.786 13933 3 512.24 0.80

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

22 ANLNALDRYGR 295 11 4 39.88 b8y3y4y5 1262.64 55.136 12783 2 631.83 -12.37

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

23 SNVGASGDHDDSAMKTLR 77 18 4 37.29 y10y12y13y14 1860.83 75.400 8080 3 620.95 -12.99

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

24 Carbamidomethyl+C(2) ICELLSDYKEK 470 11 3 26.17 b4y6y7 1397.69 62.066 5938 2 699.35 -7.07

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

25

Carbamidomethyl+C(3);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(18

)

FRCPEALFQPCFLGMESCGIHETTF
NSIMK

954 30 5 23.52 b3b8b9y9y13 3607.61 73.800 4854 3 1203.21 -5.82

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

26 QMPKYSSENSNPEQDLK 481 17 5 22.43 b9y9*y9y10°y10 1994.93 101.478 4306 2 997.97 7.65

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

27 Carbamidomethyl+C(12) EYAVSSHHHVICQLLSDYKEK 342 21 3 21.63 b3y5y6 2543.20 116.227 3449 3 848.40 -14.11

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

28 GSENGQPEKR 509 10 5 27.48 b8y5y6°y6*y6 1101.53 26.316 3059 2 551.27 0.11

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

29 KDLYTNTVLSGGTTMYPGMAHR 990 22 3 12.79 b6b13y5 2413.15 114.407 2987 3 805.06 -3.84

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

30 ESGKSNVGTSGDHDDSAMK 36 19 8 27.68
b7*b7b9b11°b11*b11y5y1

0
1921.84 44.959 2251 2 961.42 8.83



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

31 LTSEEESQRLK 498 11 4 23.16 b3b10y7*y7 1319.67 114.296 1959 11319.67 -6.57

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

32 EVEEEMKK 413 8 5 49.32 b3°b3b6y6y7 1021.48 25.277 1521 2 511.24 -5.62

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

33 Phosphoryl STY()
HESNNVGLLENLTNGVTAGNGD

NGLIPQR
421 29 8 34.08

b7_H3PO4 
b7b9b12b14b21°b21y10y1

3
3083.43 107.180 5077 4 771.61 -5.23

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

34 Phosphoryl STY(7) DVLHENSTLREEIAMLR 642 17 3 15.44 b6b10y12 2106.00 82.508 2104 2 1053.50 0.58

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

35 Phosphoryl STY(13)
HGSTHVGFPENLTNGATAGNGDD

GLIPPRK
544 30 3 11.09 b8b11y16 3109.45 90.356 2088 3 1037.15 3.22

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

36 Oxidation+M(1)
MTQIMFETFNTPAMYVAIQAVPSL

YTSGR
818 29 3 11.2 b4y5y19 3283.62 77.061 93551 4 821.66 12.57

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

37
Carbamidomethyl+C(25)

;Oxidation+M()
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 3 11.67 b14b23y11 2839.34 85.309 42554 4 710.59 7.91

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

38 Oxidation+M() DGDRELENFMAIEEMK 527 16 6 46.44 b11b13y3y6y8y10 1942.87 59.121 6556 2 971.94 8.98

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

39 FTTMAER 899 7 0 0.9 837.39 28.766 2689 2 419.20 -3.13

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

1 Carbamidomethyl+C(19) VALEGLRPTIPPGISPHVCK 403 20 3 21.76 b10y8y9 2141.17 64.536 79298 4 536.05 -9.92

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

2 Carbamidomethyl+C(14)
IFSHPNVLPVLGACQSPPAPHPTLI
THWMPYGSLYNVLHEGTNFVVD

QSQAVK
243 53 12 34.35

b4b5b8b12b16y4*y4y6*y6
y7y13y37

5863.87 100.179 68716 6 978.15 -14.41

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

3 FDMIVPILEK 438 10 5 41.47 b2b3y5y6y7 1204.66 87.719 64137 2 602.83 -4.36

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

4 YGEMPVDK 131 8 6 34.82 b2b3b5y1y2y4 938.43 33.358 36299 2 469.72 3.84

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

5 Carbamidomethyl+C(25)
LWLDNTENDLNQGDDHGFSPLH

WACR
17 26 6 21.87 b2b15y3y4y13y26 3110.39 81.160 19517 3 1037.47 3.92

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

6
Carbamidomethyl+C(18)
;Carbamidomethyl+C(39

)

ADINAVNEHGNVPLHYACFWGQ
DQVAEDLVANGALVSICNK

90 41 5 21.67 b3b13y3y5y6 4509.14 89.464 17701 4 1128.04 0.65

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

7 EVPFADLSNMEIGMK 388 15 4 28 b5y6y11y13 1680.81 83.678 31004 2 840.91 8.79

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

8 LLQYK 85 5 2 12.75 y4*y4 664.41 37.955 5640 1 664.41 4.13

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

9 MYAPAWVAPEALQK 349 14 4 29.26 b7b10b11y9 1574.79 51.209 4738 2 787.90 -7.52

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

10 GDDTPLHLAASHGHR 65 15 3 23.19 b9y5y6 1583.74 31.225 3775 2 792.37 -18.50

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

11 MGQNLNR 154 7 3 39.14 b4b6y3 832.40 92.851 2136 1 832.40 -17.08

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

12 INVMNR 59 6 1 13.2 y5 746.40 30.017 1948 1 746.40 8.34

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

13 Carbamidomethyl+C(34)
EVPFADLSNMEIGMKVALEGLRP

TIPPGISPHVCK
388 35 6 26.03 b4b10b18y9y10y17 3802.95 115.464 28888 4 951.49 -3.79

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

14 SVMIDEDMTARISMADVK 323 18 3 14.75 b5b13y5 2011.97 65.075 13025 3 671.33 8.25

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

15 INVMNRGDDTPLHLAASHGHR 59 21 5 20.53 b4y5y10y13°y13 2311.14 111.409 3335 3 771.05 -3.17



|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

16 HALNSRSVMIDEDMTAR 317 17 5 21.57 b3b8°b8y6y11 1945.94 44.219 3241 3 649.32 9.60

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

17 Phosphoryl STY(7) GMAFLHTLEPLIPR 303 14 4 26.09 b5b11y6y10 1674.84 68.906 2985 3 558.95 1.38

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

18 Oxidation+M(10) EVPFADLSNMEIGMK 388 15 6 46.01 b7b10b12y5y10y14 1696.80 70.079 16051 3 566.27 2.09

|Q13418|ILK_HUMAN Integrin-linked 
protein kinase

19 Oxidation+M(1) MYAPAWVAPEALQKKPEDTNR 349 21 3 13.18 b12y11y14 2431.23 104.883 5520 3 811.08 9.94

|P13645|K1C10_HUMAN Keratin 1 LENEIQTYR 441 9 4 52.78 y4y6y7y8 1165.59 39.090 19780 2 583.30 3.04

|P13645|K1C10_HUMAN Keratin 2 Carbamidomethyl+C(2) YCVQLSQIQAQISALEEQLQQIR 399 23 12 61.08
b2b3b4b5b9°b12b22y4y5y

8y11y23
2746.42 111.472 15913 3 916.15 1.07

|P13645|K1C10_HUMAN Keratin 3 Carbamidomethyl+C(7)
GSSGGGCFGGSSGGYGGLGGFGG

GSFR
59 27 5 16.88 b5y3y6y9y27 2343.01 68.857 3374 2 1172.01 13.03

|P13645|K1C10_HUMAN Keratin 4
NVSTGDVNVEMNAAPGVDLTQL

LNNMR
295 27 3 11.49 b4b8y5 2872.37 97.941 3354 3 958.13 -6.97

|P13645|K1C10_HUMAN Keratin 5 DAEAWFNEK 334 9 4 29.25 b4y5y7°y7 1109.51 83.784 7546 2 555.26 13.86
|P13645|K1C10_HUMAN Keratin 6 VTMQNLNDR 147 9 3 29.25 b5y3y8 1090.52 57.921 4824 2 545.76 -11.53
|P13645|K1C10_HUMAN Keratin 7 HYSSSR 9 6 3 25.94 b3b4°b4 736.34 86.243 2755 1 736.34 0.17
|P13645|K1C10_HUMAN Keratin 8 SQYEQLAEQNR 322 11 6 33.68 b3b6°b6y7y9°y9 1365.66 51.218 1853 2 683.33 14.48
|P13645|K1C10_HUMAN Keratin 9 ELTTEIDNNIEQISSYK 345 17 5 24.8 b4b8*b8b10y12 1996.98 67.386 1538 2 998.99 3.06

|P13645|K1C10_HUMAN Keratin 10 LENEIQTYRSLLEGEGSSGGGGR 441 23 10 47.36
b3b6*b6b7*b7b11y5y8y12

y15
2409.15 73.832 30432 3 803.72 -6.28

|P13645|K1C10_HUMAN Keratin 11 VRALEESNYELEGK 163 14 4 29.26 b11y7y11y12 1636.82 93.964 10929 3 546.28 1.72
|P13645|K1C10_HUMAN Keratin 12 ISSSKGSLGGGFSSGGFSGGSFSR 35 24 4 18.46 y6y12°y12y17 2210.03 80.379 6283 3 737.35 -6.85
|P13645|K1C10_HUMAN Keratin 13 SVRYSSSK 1 8 6 60.31 b7y3y5y6y7°y7 913.46 102.443 4864 1 913.46 -9.82
|P13645|K1C10_HUMAN Keratin 14 SQYEQLAEQNRK 322 12 5 47.64 b3y5y6y7y10 1493.72 29.403 2918 3 498.58 -6.46
|P13645|K1C10_HUMAN Keratin 15 HGNSHQGEPRDYSK 184 14 4 26.05 y4y5y9°y9 1611.71 88.512 2917 2 806.36 -10.91

|P13645|K1C10_HUMAN Keratin 16 ELTTEIDNNIEQISSYKSEITELR 345 24 3 18.46 b7b12b21 2825.39 82.791 2645 2 1413.20 -3.97

|P13645|K1C10_HUMAN Keratin 17 Carbamidomethyl+C(10)
SGGGGGGGGCGGGGGVSSLRISS

SK
15 25 7 21.28 b4°b4b20y4°y4y18y20 2051.98 71.018 2553 4 513.75 13.80

|P13645|K1C10_HUMAN Keratin 18 Carbamidomethyl+C(16)
HYSSSRSGGGGGGGGCGGGGGV

SSLR
9 26 5 17.34 b15y3y12y20°y20 2267.00 89.692 2186 3 756.34 1.72

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

1 AVLETEKR 36 8 9 46.31 b1b2b5b6y2y5y6°y6y8 945.54 25.330 12086 2 473.27 2.90

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

2 SAEEINSEAFLASVEKDAKER 74 21 3 13.18 b3b15y5 2323.12 61.284 4424 3 775.05 -7.04

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

3 NVDEISNLIQEMNSDDPVVQQK 14 22 6 25.8 b6*b6b13y8y9°y9 2515.19 71.807 3549 4 629.55 -4.37

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

4 SAEEINSEAFLASVEK 74 16 5 22.87 b12°b12b14y5y10 1723.87 83.528 82921 3 575.29 15.37

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

5 LSVMMK 606 6 2 25.94 y3y4 708.38 46.002 23634 2 354.69 -2.41

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

6 GYLNQVDLQEK 212 11 3 23.16 b10y3y6 1306.66 52.451 9595 3 436.23 -2.06

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

7 EAHELLDSGK 229 10 4 25.72 b3b6°b6y4 1098.53 22.236 5655 3 366.85 -11.56

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

8 ADLQEK 223 6 1 13.2 y5 703.35 55.171 5135 1 703.35 -10.67

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

9 Carbamidomethyl+C(5) ALVDCEWALK 158 10 3 27.48 b7b8y8 1204.59 34.548 5006 2 602.80 -11.65

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

10 LAGSDTQK 653 8 5 34.82 b4b7*b7y4*y4 819.44 49.594 4251 2 410.22 21.30

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

11 Carbamidomethyl+C(5) ILAICTNSYHEAR 584 13 6 32.54 b11°b11*b11y4y9y11 1547.76 58.529 4043 3 516.59 -4.81

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

12 TMISPPQTALK 63 11 3 23.16 b6b9y4 1186.64 28.672 2884 3 396.22 -8.23



|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

13
Carbamidomethyl+C(8);
Carbamidomethyl+C(10)

VSSSSALCQCIAIMGNLSAEPTTR 441 24 7 26.08 b4°b4b13y8y9*y9y14 2553.19 96.259 1929 2 1277.10 -9.85

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

14 DMKVLYTNR 137 9 4 29.25 b5b7y4*y4 1139.58 29.523 7329 2 570.29 -9.64

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

15 Carbamidomethyl+C(6) LWQAVCSRNEENQR 319 14 4 18.27 b9b11y11*y11 1789.82 95.087 2692 2 895.41 -10.50

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

16
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

ALVDCEWALKCDEK 158 14 3 18.27 b9b13y8 1736.78 96.428 2082 3 579.60 -12.16

|Q9H892|TTC12_HUMAN 
Tetratricopeptide repeat protein 12

17
Carbamidomethyl+C(8);
Carbamidomethyl+C(10)

;Oxidation+M(14)
VSSSSALCQCIAIMGNLSAEPTTR 441 24 11 49.62

b6°b6b16*b16b17y5°y5y6y
7°y7y14

2569.22 99.001 1999 2 1285.11 6.46

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 AGFAGDDAPR 718 10 14 110.94
b2b3b4y1y2y3y4y5y6y7°y7

y8y9y10
976.44 29.683 2755233 2 488.73 -4.69

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 AVFPSIVGRPR 728 11 14 120.16
b2b3b9y1y2y3y4y5y6y7y8°

y8y9y10
1198.70 55.035 962517 2 599.85 -4.38

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 QEYDESGPSIVHRK 1059 14 19 134.71
b3°b3*b3b14y2y3y4y5y6°y
6y7y8y9y10°y10y11y12y14

*y14
1644.79 30.678 465849 3 548.93 -7.27

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHR 1059 13 12 89.81
y1y2y3y4y5y6y8y10°y10y1

1y13*y13
1516.69 36.606 191103 3 506.24 -8.05

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 FTTMAER 899 7 11 51.88
b1b4°b4b5°b5b7y2°y2y5y6

y7
855.41 28.720 6832 2 428.21 5.28

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 4 25.44 b9b10y6y13 2578.18 56.124 41168 3 860.07 -7.95

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 ISSENSNPEQDLK 367 13 4 19.58 b4°b4y4y9 1460.72 42.542 3171 3 487.58 20.39

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 AAWWGK 145 6 1 13.2 b4 718.38 79.252 1951 2 359.69 12.49

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATVASSSSLE

K
913 25 5 22.11 b6°b6y5y7y8 2835.33 75.506 4313 3 945.78 -6.03

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10 ISSENSNPEQDLKLTSEEESQR 367 22 5 25.8 b9b18y3*y3y4 2520.20 106.405 1515 2 1260.60 12.88

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 Phosphoryl STY(11) KEKDILHENSTLR 639 13 6 44.11 b9b10°b10y3y9y10 1662.79 61.970 8555 2 831.90 -10.57

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12 Phosphoryl STY() YSVWVGGSILASLSTFQQMWISK 1036 23 5 23.01 b7b17y7y10y13 2668.25 74.272 2083 3 890.09 -12.35

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13 Oxidation+M() ELPDYLMK 883 8 5 47.56 b4°b4b6b7y5 1024.49 78.757 9338 1 1024.49 -7.03

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14
Carbamidomethyl+C(2);

Oxidation+M(12)
LCYVALDFEQEMATVASSSSLEK 915 23 8 59.58 b3b4b5b7°b7b8b12b22 2594.17 91.555 7441 2 1297.59 -11.67

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15 Oxidation+M() ELENFMAIEEMKK 531 13 4 19.58 b3°b3b6y10 1627.78 88.700 2013 2 814.39 5.85



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16 Oxidation+M(1) MVVEVDSMPAASSVK 0 15 3 23.19 b3b4y9 1565.75 54.482 1851 2 783.38 -0.86

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 Oxidation+M() SQEPEINKDGDRELENFMAIEEMK 519 24 3 12.15 b10y6y11 2868.34 82.680 1648 3 956.78 12.43

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 Oxidation+M() FTTMAER 899 7 5 51.88 b3b4°b4b5b6 871.41 29.497 1624 2 436.21 11.77

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

1 LGSQTLTK 51 8 10 49.32 b2b3°b3b4°b4y1y5y7*y7y8 847.49 26.342 188367 2 424.25 1.58

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

2 SQGSWGNR 63 8 7 52.33 b3°b3*b3b6y3*y3y5 891.42 21.624 8781 2446.21 14.79

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

3 SQGSWGNREIVIIDTPDMFSWK 63 22 3 12.79 b5b13y7 2566.21 89.486 2681 2 1283.61 -11.51

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

4 EIFGEDAMGHTIVLFTHK 130 18 3 14.75 b5b9y3 2045.03 76.939 64552 3 682.35 9.13

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

5
Carbamidomethyl+C(4);
Carbamidomethyl+C(8)

TQLCVLFCIQLFLR 268 14 6 26.05 b4°b4*b4b5*b5b8 1810.95 70.272 10070 3 604.32 -14.16

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

6 QAFESK 45 6 1 13.2 y3 709.36 32.636 6910 1 709.36 8.78

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

7 DQNEHSHWGPHAK 1 13 3 19.58 b5b10y4 1542.65 14.904 2667 3 514.89 -19.47

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

8 Carbamidomethyl+C(2) TCSKSQGSWGNR 59 12 5 21.17 b6b8°b8y8*y8 1367.62 38.800 5594 2 684.32 8.75

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

9 Carbamidomethyl+C(1) CGPVGSDERVK 226 11 4 30.14 b4b9°b9b10 1203.59 28.698 5136 2 602.30 6.80

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

10 Carbamidomethyl+C(2) ICAFNNRAEGSNQDDQVK 178 18 4 23.52 b7y6y9y14 2065.94 99.580 2794 4 517.24 2.48

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

11 SQGSWGNREIVIIDTPDMFSWK 63 22 3 12.79 b11y4y10 2566.23 120.703 2588 3 856.08 -3.90

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

12 Phosphoryl STY(13) VKEIFGEDAMGHTIVLFTHK 128 20 6 39.36 b8b9b11y8y11y12 2352.16 105.185 2701 3 784.72 9.03

|Q9UG22|GIMA2_HUMAN GTPase IMAP 
family member 2

13 GSQTLTK 52 7 0 1.35 734.40 26.338 55501 2 367.71 -1.50

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

1 NLLSVAYK 42 8 7 34.82 b1b4*b4y2y3y6y8 907.52 57.340 117498 2 454.26 -3.63

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

2 VISSIEQK 61 8 4 39.59 y4y6y7y8 903.51 28.272 28083 2 452.26 -5.94

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

3 AVTELNEPLSNEDR 28 14 12 65.79
b1b2b5b6b7b8b11y2y7y9y

10°y14
1586.78 47.105 10848 2 793.89 7.08

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

4 YLAEVASGEK 132 10 5 37.67 b3b8y6°y6y9 1066.56 62.684 88238 2 533.78 19.57

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

5 YDDMASAMK 19 9 6 72.26 b3b6b7y4y5y7 1031.44 25.321 1740 2 516.22 21.54

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

6 YDDMASAMKAVTELNEPLSNEDR 19 23 5 27.73 y9y12y13°y13y20 2599.20 83.181 117571 3 867.07 11.84

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

7
QAFDDAIAELDTLNEDSYKDSTLI

MQLLR
198 29 3 21.61 b11y4y5 3328.63 120.786 24903 3 1110.21 0.29

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

8 AVTELNEPLSNEDRNLLSVAYK 28 22 4 12.79 b5b8°b8y18 2475.27 71.685 19718 3 825.76 -2.86

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

9 EAFEISKEQMQPTHPIR 155 17 4 22.84 b3b6b15°b15 2041.02 80.315 7290 3 681.01 2.33

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

10 Carbamidomethyl+C(6) FLIKNCNDFQYESK 106 14 5 31.53 b8b11°b11y5y6 1805.88 68.552 5856 2 903.44 13.38

|Q04917|1433F_HUMAN 14-3-3 protein 
eta

11 VISSIEQKTMADGNEK 61 16 8 39.81 b8y3°y3y5*y5y8y13°y13 1749.85 51.821 2598 2 875.43 -8.93



|Q04917|1433F_HUMAN 14-3-3 protein 
eta

12 Phosphoryl STY(13) EAFEISKEQMQPTHPIR 155 17 8 51.06 b4b5°b5b9b11y5y10y11 2120.97 68.555 8193 3 707.66 -2.88

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

1 Carbamidomethyl+C(6) VIGSGCNLDSAR 157 12 10 92.37 b2y3y4y5y6y8y9°y9y10y12 1248.60 34.656 61983 2 624.80 0.00

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

2 LLIVSNPVDILTYVAWK 132 17 10 75.11
b2b3b4b5y3y4y6y12y13y1

7
1944.13 114.795 38051 2 972.57 4.58

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

3 Carbamidomethyl+C(15)
GLYGIKDDVFLSVPCILGQNGISDL

VK
278 27 6 21.66 b2b5b9b10y2y14 2920.54 103.829 20079 3 974.19 -2.34

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

4 TLHPDLGTDKDKEQWK 212 16 4 23.94 b6b11b14y6* 1910.98 60.803 10557 3 637.66 9.77

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

5 TLHPDLGTDKDKEQWKEVHK 212 20 6 21.41 b2°b2b3b5b10y12 2404.22 29.411 3779 6 401.54 -1.42

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

6 TLHPDLGTDK 212 10 8 52.18 b3°b3b5b6y5°y5y6°y6 1096.57 85.068 14129 1 1096.57 3.12

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

7 QVVESAYEVIK 232 11 5 23.16 b6°b6b10°b10y9 1264.66 54.245 12245 2 632.83 -15.44

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

8 VTLTSEEEAR 305 10 7 58.2 b7°b7b9°b9y4y6y8 1134.55 27.095 2086 2 567.78 -8.61

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

9 IVSGKDYNVTANSK 76 14 6 37.25 y4y8y9°y9*y9y12 1495.75 28.763 23611 3 499.26 -14.45

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

10 Carbamidomethyl+C(8) NRVIGSGCNLDSAR 155 14 6 37.87 b8*b8b13y7y10y13 1518.74 89.548 2844 2 759.88 0.40

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

11 Carbamidomethyl+C(21)
EEQTPQNKITVVGVGAVGMACAI

SILMK
14 28 10 37.39

b8*b8b9*b9b10°b10*b10b
23y13y15

2944.49 109.666 2365 3 982.17 -13.02

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

12 TLHPDLGTDKDK 212 12 3 21.17 b6b11y5 1339.68 67.579 1840 2 670.34 -5.38

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

13 Phosphoryl STY(4) VTLTSEEEAR 305 10 5 38.46 b5°b5y6y8_H3PO4 y8y9 1214.51 23.521 2972 2 607.76 -5.43

|P00338|LDHA_HUMAN L-lactate 
dehydrogenase A chain

14 Oxidation+M(19) GYTSWAIGLSVADLAESIMK 245 20 3 23.05 b10b14b15 2128.09 78.215 25403 3 710.03 10.78

|Q13201|MMRN1_HUMAN Multimerin-1 1 FVLVQENRPTLTDIVELR 442 18 4 14.75 b3y5y14y18 2142.18 81.653 52353 3 714.73 -4.22

|Q13201|MMRN1_HUMAN Multimerin-1 2 GLTEFVEPIIQIK 961 13 6 43.53 b3y3y4y6y9y13 1486.85 87.998 45645 2 743.93 0.25

|Q13201|MMRN1_HUMAN Multimerin-1 3 AQEQQSLIHTNQAESHTAVGR 283 21 16 93.6
b2*b2y1y3y4y5°y5y6°y6y9

°y9y10y11y12*y12y21
2305.10 34.088 37740 4 577.03 -11.97

|Q13201|MMRN1_HUMAN Multimerin-1 4 Carbamidomethyl+C(14) LAFESENINSEIHCDR 1169 16 5 24.61 b16y5°y5y9y10 1933.86 45.023 30411 3 645.29 -5.62

|Q13201|MMRN1_HUMAN Multimerin-1 5 GSVVTNER 882 8 6 47.56 b3b6b7°b7y6y8 861.43 28.650 28289 1 861.43 -10.27

|Q13201|MMRN1_HUMAN Multimerin-1 6 LVEENALAPDFSK 1079 13 5 39.81 y4y6°y6y7y11 1432.73 58.470 24690 2 716.87 1.79

|Q13201|MMRN1_HUMAN Multimerin-1 7
MSEQLNDLTYDMEILQPLLEQGA

SLR
634 26 9 26.06 b2b6y1y2y4y6y7y10y26 3007.48 111.746 17868 31003.17 3.00

|Q13201|MMRN1_HUMAN Multimerin-1 8 LNDSIQTLVNDNQR 781 14 7 18.27 b2*b2b3°b3y9y13y14 1629.81 57.202 14650 3 543.94 -4.19

|Q13201|MMRN1_HUMAN Multimerin-1 9
FQLKDTEENLHVLNQTLAEVLFP

MDNK
604 27 4 11.49 b12y9y14°y14 3186.59 136.587 13705 2 1593.80 -7.81

|Q13201|MMRN1_HUMAN Multimerin-1 10 QTMTYEQPK 660 9 6 37.03 b4b7b8b9*b9y9 1125.53 28.325 9450 2 563.27 1.63

|Q13201|MMRN1_HUMAN Multimerin-1 11 HSWTIPEDGNSQK 24 13 8 39.34 b1b4°b4b8y7y8°y8y10 1498.67 23.495 3137 3 500.23 -14.74

|Q13201|MMRN1_HUMAN Multimerin-1 12 TVSSLSEDLESTR 411 13 5 61.31 y3y5y6y8y11 1423.70 52.875 30523 2 712.35 3.94

|Q13201|MMRN1_HUMAN Multimerin-1 13 ELEVK 479 5 1 12.75 b4 617.34 39.358 24073 1 617.34 -12.46

|Q13201|MMRN1_HUMAN Multimerin-1 14 IFQNDMQETVAQLFK 396 15 5 28 b8b10b11*b11y12 1811.94 105.783 15425 2 906.47 21.02



|Q13201|MMRN1_HUMAN Multimerin-1 15
NAPAAESVSNNVTEYMSTLHENI

K
530 24 9 69.1

b3b4*b4b6b8b10b12b13b2
3

2619.26 56.017 11886 3 873.76 8.95

|Q13201|MMRN1_HUMAN Multimerin-1 16
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

TSFTCACR 1060 8 5 60.31 b4y3y5y6y7 1002.43 27.135 9263 2 501.72 13.33

|Q13201|MMRN1_HUMAN Multimerin-1 17 STLPPSETSAPAEGVR 80 16 8 33.57 b4b13y6°y6y7°y7y13°y13 1598.77 46.012 8256 3 533.60 -18.78

|Q13201|MMRN1_HUMAN Multimerin-1 18
SNEQATSLNTVGGTGGIGGVGGT

GGVGNR
148 29 5 11.2 b10°b10*b10b15y14 2574.20 65.658 7804 3 858.74 -19.16

|Q13201|MMRN1_HUMAN Multimerin-1 19 Carbamidomethyl+C(9)
TLHEVLTMCHNASTSVSELNATIP

K
922 25 3 11.89 b11y9y14 2753.30 72.248 7747 4 689.08 -21.10

|Q13201|MMRN1_HUMAN Multimerin-1 20 MYQMFNETTSQVR 822 13 4 28.83 y4y6°y6y8 1634.73 30.623 7716 2 817.87 1.72

|Q13201|MMRN1_HUMAN Multimerin-1 21 LSPTVILDNQVTYVPGGK 217 18 3 14.75 b5b10y4 1901.05 71.880 5426 2 951.03 3.85

|Q13201|MMRN1_HUMAN Multimerin-1 22 Carbamidomethyl+C(11) GVAEQQQQQGCGDPEVMQK 304 19 4 24.61 b8b9b13y13 2116.95 67.488 5317 3 706.32 6.00

|Q13201|MMRN1_HUMAN Multimerin-1 23 EVHEQLLSTEQVSDQK 514 16 6 16.24 b6°b6*b6b11y6°y6 1869.88 70.152 2610 4 468.23 -18.74

|Q13201|MMRN1_HUMAN Multimerin-1 24 VMSAEIATTPEAR 59 13 6 45.29 b5b6°b6b7b10y3 1375.71 45.823 2398 3 459.24 18.46

|Q13201|MMRN1_HUMAN Multimerin-1 25 ETYLSRGDSSSSQR 180 14 3 18.27 b5b9y11 1572.75 52.449 121070 2 786.88 12.81

|Q13201|MMRN1_HUMAN Multimerin-1 26 TSEDSLLKSTLPPSETSAPAEGVR 72 24 4 12.15 b3b10y11°y11 2472.23 53.250 40383 4 618.81 -7.80

|Q13201|MMRN1_HUMAN Multimerin-1 27 KYQQNMSHLEEK 835 12 7 50.65 b5b6b9°b9b10y8*y8 1534.73 40.611 14641 3 512.25 0.08

|Q13201|MMRN1_HUMAN Multimerin-1 28 LVEENALAPDFSKGSYR 1079 17 5 34.32 b3b5b14b15y10 1895.94 89.049 13661 2 948.47 -7.28

|Q13201|MMRN1_HUMAN Multimerin-1 29
Carbamidomethyl+C(21)
;Carbamidomethyl+C(28

)

LSPTVILDNQVTYVPGGKGPCGW
TGGSCPQR

217 31 5 30.76 y3y6y8y12y13 3301.60 72.954 13578 3 1101.21 -2.00

|Q13201|MMRN1_HUMAN Multimerin-1 30
MDKMSEQLNDLTYDMEILQPLLE

QGASLR
631 29 6 22.95 b4b7b12*b12b22y6 3381.60 119.557 8865 4 846.16 -10.97

|Q13201|MMRN1_HUMAN Multimerin-1 31
Carbamidomethyl+C(3);
Carbamidomethyl+C(10)

GPCGWTGGSCPQRSQK 235 16 3 23.94 y7y9y11 1762.80 96.277 5300 3 588.27 14.27

|Q13201|MMRN1_HUMAN Multimerin-1 32 Carbamidomethyl+C(7) ESLRGECEDMLSK 585 13 4 32.91 b6b9y3y4 1553.71 55.216 5299 3 518.57 7.78

|Q13201|MMRN1_HUMAN Multimerin-1 33 IDNISLTVNDVRNTYSSLEGK 341 21 3 13.18 b5y8y13 2338.18 106.546 3016 2 1169.59 -3.03

|Q13201|MMRN1_HUMAN Multimerin-1 34 ELEVKQTHLEGALEQEHSR 479 19 3 21.11 y4y8y11 2233.11 97.251 2724 3 745.04 -3.28

|Q13201|MMRN1_HUMAN Multimerin-1 35
SNEQATSLNTVGGTGGIGGVGGT

GGVGNRAPR
148 32 3 10.95 b9b11y18 2898.40 77.057 1851 3 966.80 -14.15

|Q13201|MMRN1_HUMAN Multimerin-1 36 KQSLMMLQMFEDLHIQESK 554 19 5 19.44 b9b17y4°y4y15 2336.11 105.784 1510 2 1168.56 -13.27

|Q13201|MMRN1_HUMAN Multimerin-1 37 Phosphoryl STY(8) LQNLTLPTNASIK 111 13 6 41.1 b3b10°b10y5y7y9 1492.78 79.267 89936 3 498.26 6.54

|Q13201|MMRN1_HUMAN Multimerin-1 38 Phosphoryl STY(7) LNDSIQTLVNDNQR 781 14 6 37.04 b4b5°b5b6°b6y9 1709.78 36.392 23076 3 570.60 -0.14

|Q13201|MMRN1_HUMAN Multimerin-1 39 Phosphoryl STY(15)
NAPAAESVSNNVTEYMSTLHENI

K
530 24 10 47.84

b9*b9b12b13*b13b17b21y
10y11*y11

2699.16 46.508 14635 3 900.39 -13.30

|Q13201|MMRN1_HUMAN Multimerin-1 40 Phosphoryl STY(6) SREFQSLLK 367 9 16 99
b3b4°b4b5*b5b6*b6b7_H

PO3 
b7*b7b8°b8y5°y5*y5y7*y7

1187.58 25.345 8606 2 594.29 3.29

|Q13201|MMRN1_HUMAN Multimerin-1 41 Phosphoryl STY(7) INNLTVSLEMEK 573 12 3 25.15 b5y3y4 1470.69 99.977 2412 2 735.85 3.07



|Q13201|MMRN1_HUMAN Multimerin-1 42 Phosphoryl STY(15)
NAPAAESVSNNVTEYMSTLHENI

KK
530 25 4 26.88 b7b11b13b14 2827.27 73.944 1688 3 943.09 -6.82

|Q13201|MMRN1_HUMAN Multimerin-1 43 Oxidation+M(16)
NAPAAESVSNNVTEYMSTLHENI

K
530 24 3 12.15 b10b17y11 2635.25 87.705 6285 3 879.09 7.60

|Q13201|MMRN1_HUMAN Multimerin-1 44 Oxidation+M(10) INNLTVSLEMEKESLR 573 16 3 16.24 b9b11y7 1891.96 97.289 5266 2 946.48 -12.32

|Q13201|MMRN1_HUMAN Multimerin-1 45 Oxidation+M(2) TMTIINNAIDFIQDNYALK 730 19 6 19.44 b7b14°b14y7y10°y10 2214.08 68.646 3725 3 738.70 -13.23

|Q13201|MMRN1_HUMAN Multimerin-1 46
Carbamidomethyl+C(9);

Oxidation+M(8)
TLHEVLTMCHNASTSVSELNATIP

K
922 25 3 18.12 b4b8b12 2769.38 111.449 3115 4 693.10 9.61

|Q13201|MMRN1_HUMAN Multimerin-1 47 Oxidation+M(8) INEYALEMEDGLNK 716 14 3 33.83 b3b4b5 1654.75 70.320 1993 2 827.88 -9.52

|Q13201|MMRN1_HUMAN Multimerin-1 48 FQLKDTEENLHVL 604 13 0 9.89 1585.82 136.651 4086 1 1585.82 -4.08

|Q13201|MMRN1_HUMAN Multimerin-1 49 Carbamidomethyl+C(14) LAFESENINSEIHCDR 1169 16 1 7.28 b10 1915.85 45.047 93814 3 639.29 -0.64

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

1 GALDTHAWSLSGNK 857 14 10 72.94
b5°b5y3y4°y4y8y9y10y11y

14
1456.71 51.746 52081 2 728.86 -8.88

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

2 Carbamidomethyl+C(2) ICGYTQDLTDNFDWTR 759 16 5 26.94 b9y5y6y8y16 2004.90 65.860 25221 2 1002.95 9.80

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

3 Carbamidomethyl+C(3) LSCHVDAVPQEK 354 12 8 66.4 b4b6°b6b7b8b11y10y12 1382.69 39.598 20469 2 691.85 11.21

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

4 Carbamidomethyl+C(3) FYCVSFFYHMYGK 830 13 4 39.81 y6y8y9y12 1748.75 96.377 8640 3 583.59 -5.44

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

5 LTPYTTFGAGDMASR 720 15 4 24.36 b7b9y10y13 1587.72 76.125 40017 2 794.36 -20.07

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

6 Carbamidomethyl+C(19) GQGVYAPAQAQIVHAGQACVVK 17 22 6 27.36 b4b5b8*b8y6y9 2252.15 56.075 26183 4 563.79 -5.96

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

7 Carbamidomethyl+C(9) EGDTLMLQCLVTGHPRPQVR 51 20 5 23.05 b7°b7b13b14*b14 2307.14 70.269 24002 3 769.72 -12.70

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

8 AVVTVR 448 6 1 13.2 b5 644.40 60.014 11642 1 644.40 -14.40

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

9 Carbamidomethyl+C(12) NLRPQDYASYTCQVSVR 202 17 3 15.44 b9y9y13 2057.00 70.214 11213 2 1029.01 8.66

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

10 Carbamidomethyl+C(1) CTVNSNPPAR 156 10 6 32.71 y5*y5y8y9°y9*y9 1115.51 25.364 4245 2 558.26 -15.76



|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

11 ESENIQLGQDLK 342 12 5 28.38 b7b8°b8b11°b11 1373.67 63.737 3477 3 458.56 -13.24

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

12 EPDAVDPVLNYR 665 12 4 31.39 b4b8b10°b10 1387.66 27.756 2230 2 694.34 -16.19

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

13 GNFYQEKTVFLR 144 12 5 35.68 b6b8b11°b11y9 1501.78 73.759 184779 2 751.40 2.60

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

14 TAGSASDKFQETSVFNETLR 74 20 5 23.05 y12*y12y15y16°y16 2188.03 62.639 15943 3 730.02 -9.60

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

15
GSDTLSHSQDNGVDIYEPLYTQGE

TKVLK
171 29 3 21.61 b6b7y24 3194.52 110.748 8611 4 799.39 -8.33

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

16 FQETSVFNETLRIER 82 15 4 25.25 b7b10°b10b11 1868.94 64.913 6824 2 934.97 -5.09

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

17 Carbamidomethyl+C(6) TVFLRCTVNSNPPAR 151 15 7 46.01 b3b10b14y4y9*y9y11 1731.89 105.925 6090 2 866.45 -4.79

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

18
Carbamidomethyl+C(11)

;Oxidation+M()
VVVMPGSGAPCQSSPQLWGPMAI

FLLALQR
925 30 6 41.84 b3b8b12b15b17b27 3226.62 85.029 327142 3 1076.21 -11.50

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

19 Oxidation+M(19)
SPNTGPPTDISGTPEGYYMFIETSR

PR
785 27 6 21.66 b8°b8b9b13*b13y19 2986.38 68.634 4828 3 996.13 -2.94

|Q8NFP4|MDGA1_HUMAN MAM 
domain-containing 

glycosylphosphatidylinositol anchor protein 
1

20 Carbamidomethyl+C(1) CHVDAVPQEK 356 10 1 7.44 b7 1182.57 39.617 10706 2 591.79 12.70

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

1 LAALNPESNTAGLDIFAK 95 18 12 52.86
b2b3b9y1y2y3y5y12y13°y1

3y14y18
1844.98 79.652 81844 2 923.00 4.70

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

2 Carbamidomethyl+C(2) LCPGGQLPFLLYGTEVHTDTNK 57 22 6 36.03 y3°y3y4y5y20y22 2460.22 82.548 35762 3 820.74 -2.08

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

3 Carbamidomethyl+C(7) EEFASTCPDDEEIELAYEQVAK 216 22 5 12.35 y2y9*y9y15y22 2573.16 76.951 35102 2 1287.08 14.52

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

4
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 8 32.17

y9*y9y12°y12y14y15y21y2
8

3120.50 69.410 28789 3 1040.84 5.87

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

5 Carbamidomethyl+C(4) IGNCPFSQR 20 9 6 52.78 b2y4y5y6y8y9 1078.51 36.610 23730 2 539.76 3.51

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

6 NSNPALNDNLEK 119 12 10 53.6
b3b6°b6b7°b7y6y8y9°y9*y

9
1328.65 36.408 42182 2 664.83 4.59

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

7 MAEEQPQVELFVK 0 13 8 60.25 b6b7°b7b8°b8b10b11y10 1547.77 53.830 18178 2 774.39 -4.10

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

8 FSAYIKNSNPALNDNLEK 113 18 5 20.44 b7b9y9°y9y11 2038.04 60.200 154482 2 1019.52 5.63

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

9 Carbamidomethyl+C(8)
TETVQKLCPGGQLPFLLYGTEVH

TDTNK
51 28 10 43.31

b3b4b6b9°b9b10b14y10°y
10*y10

3146.60 105.275 5488 3 1049.54 5.66



|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

10 Phosphoryl STY(3) GFTIPEAFR 195 9 6 37.03
y5°y5y7_H3PO4 

y7°y7y8°y8
1117.51 28.796 13752 2 559.26 9.72

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

1 ETNAALEK 550 8 14 47.56
b1b3b6°b8*b8y1y2°y2y4°y

4y5°y5y6*y6
875.44 27.149 34079 2 438.22 -5.58

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

2 ENAWLVQQLDDVHQK 739 15 7 17.17 b2b5°b5*b5y8y11*y11 1822.90 83.823 9998 2 911.95 -3.88

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

3 Carbamidomethyl+C(5) LMNECDHLK 784 9 4 29.25 b8y6°y6y8 1159.51 32.066 6997 2 580.26 -11.16

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

4 AEQALPVASEEEQQR 359 15 8 35.18 b1b5b12b14y8y10*y10y15 1684.80 47.129 6034 4 421.96 -7.75

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

5 Carbamidomethyl+C(5) LMNECDHLKESLFQYEREK 784 19 3 23.33 b4b11b12 2469.16 93.814 2248 2 1235.08 3.56

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

6 SLALETVQNNLSQTQQQTQEMK 688 22 5 19.74 b4y5y7*y7y9 2519.21 108.265 1575 3 840.41 -10.56

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

7 DSLR 682 4 1 12.3 b3 490.26 54.505 23294 1 490.26 -0.62

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

8 LNEEMITETAFR 561 12 7 61.05 b6b8b9b11y6°y6y7 1453.70 51.796 11891 2 727.35 -2.77

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

9 DIYGNTALHYAVYSESTSLAEK 129 22 6 28.69 b4b5b7b9°b9y10 2432.14 78.740 7581 2 1216.58 -6.93

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

10 GQTAQGSIDHVYTGSGYR 10 18 3 14.75 b4b10y10 1896.88 66.461 7105 2 948.94 -3.48

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

11 TNVNMLYK 449 8 6 49.32 b6°b6b7y5y7*y7 982.49 37.308 6743 2 491.75 -10.69

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

12 Carbamidomethyl+C(11) QNIDVFAQDMCGR 220 13 4 19.58 b3*b3b9y8 1553.66 27.808 4829 3 518.56 -16.03

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

13 VNNSTGK 719 7 3 36.13 b3b4y5 719.37 41.827 4815 1 719.37 8.74

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

14 YFQTSR 814 6 2 25.94 b4y5 801.39 93.559 3409 1 801.39 3.12

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

15 QLEPTVQSLEMK 477 12 4 21.17 b7y3y9°y9 1402.71 61.503 3013 1 1402.71 -7.83

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

16 MVEFLLK 180 7 4 39.14 b4b5b6°b6 879.48 27.116 2671 2 440.24 -20.89

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

17 LEADIESYQSR 601 11 4 26.17 b9b10y5°y5 1310.63 136.309 2641 11310.63 6.89

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

18 SGELDALDK 56 9 3 29.25 b5b7y8 947.49 55.247 2416 1 947.49 21.64

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

19 VDSLPASDDK 281 10 7 55.98 b7y3°y3y4y5y7°y7 1046.50 19.647 2327 2 523.75 -0.58



|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

20 ENAWLVQQLDDVHQKEDHK 739 19 5 22.39 b10b12°b12b14y15 2332.15 80.977 158093 3 778.06 9.32

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

21 YIKLNEEMITETAFR 558 15 5 24.36 b7*b7b9y7y9 1857.93 115.454 10410 3 619.98 -3.55

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

22 VKDENEFLTEQLSETQIK 652 18 5 45.56 b8b9b11b12b15 2151.07 107.308 9097 3 717.69 -5.56

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

23 ESLFQYEREK 793 10 5 37.67 b6b8y5°y5y7 1328.64 78.052 5600 3 443.55 -6.43

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

24 GQTAQGSIDHVYTGSGYRIR 10 20 3 13.63 b8b13y12 2166.04 94.820 4775 3 722.68 -13.30

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

25 GNRIVNGQGEGPPAK 316 15 4 17.17 b8b13°b13y7 1493.76 44.848 4309 2 747.38 -13.97

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

26 Carbamidomethyl+C(8) IQLSENICDSTSSAAAGRLTQQR 396 23 3 12.44 b9b12y4 2506.21 136.285 2110 2 1253.61 -7.11

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

27
Carbamidomethyl+C(1);
Carbamidomethyl+C(6)

CQIDVCDKENR 90 11 6 26.17 b8°b8*b8y7*y7y8 1436.62 27.071 1756 3 479.55 -1.27

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

28 Carbamidomethyl+C(4) QEICTMKNDNLEK 525 13 4 28.83 y5*y5y7y10 1622.76 31.156 1743 2 811.88 2.33

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

29 Phosphoryl STY(9) VKDENEFLTEQLSETQIK 652 18 3 22.15 b8y10y11 2231.02 76.212 27680 3 744.35 -7.55

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

30 Phosphoryl STY(6) TEVVVSIKEDK 803 11 3 30.14 y4y7y8 1326.65 53.146 9849 3 442.89 4.69

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

31 Oxidation+M(21) SLALETVQNNLSQTQQQTQEMK 688 22 5 19.74 b13y3y6*y6y20 2535.26 120.589 419876 3 845.76 7.90

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

32
Carbamidomethyl+C(11)

;Oxidation+M(10)
QNIDVFAQDMCGRDAEDYAISHH

LTK
220 26 3 11.67 b3b6y10 3050.39 102.644 7944 3 1017.47 5.04

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

33 Oxidation+M(10) TQDVSVQVEMSSAISK 636 16 3 22.77 b7y8y9 1724.82 66.664 1940 3 575.61 -12.24

|Q4UJ75|A20A4_HUMAN Ankyrin repeat 
domain-containing protein 20A4

34 ETNAALEK 550 8 2 9.32 b6*b6 857.44 27.189 7506 2 429.22 9.97

|O95859|TSN12_HUMAN Tetraspanin-12 1 REPGTDQMMSLK 252 12 11 57.07
b6b10°b10y1y6°y6y7y8y10

°y10y12
1392.66 44.116 31817 3 464.89 -2.63

|O95859|TSN12_HUMAN Tetraspanin-12 2 MAREDSVK 0 8 6 34.82 b7b8y5y7°y7y8 935.45 22.226 20957 2 468.23 -10.44

|O95859|TSN12_HUMAN Tetraspanin-12 3 IFEHTSMANSFNTHFEMEEL 285 20 3 12.65 b5°b5b10 2414.03 93.533 15844 3 805.35 -5.06

|O95859|TSN12_HUMAN Tetraspanin-12 4 EPGTDQMMSLK 253 11 11 71.39
b10*b10y3°y3y5y7*y7y8*y

8y9°y9
1236.55 27.177 14893 3 412.86 -6.22

|O95859|TSN12_HUMAN Tetraspanin-12 5 WLTHAWNFFQR 144 11 4 36.69 b4b5y3y6 1505.72 54.415 7257 2 753.36 -17.19



|O95859|TSN12_HUMAN Tetraspanin-12 6

Carbamidomethyl+C(1);
Carbamidomethyl+C(2);
Carbamidomethyl+C(23)
;Carbamidomethyl+C(24
);Carbamidomethyl+C(3

1)

CCGVVYFTDWLEMTEMDWPPDS
CCVREFPGCSK

158 33 6 33.88 b11b12y7°y7y8y12 4118.69 62.757 25268 4 1030.43 4.98

|O95859|TSN12_HUMAN Tetraspanin-12 7 ARMTNYGLPR 132 10 4 25.72 b3b9°b9y7 1178.60 64.797 2531 2 589.80 -6.63

|O95859|TSN12_HUMAN Tetraspanin-12 8 Oxidation+M() REPGTDQMMSLK 252 12 3 25.15 b6b7y6 1408.67 28.676 7607 3 470.23 9.62

|P26038|MOES_HUMAN Moesin 1 IGFPWSEIR 237 9 5 22.52 y1y4y6°y6y9 1104.58 81.896 40368 2 552.79 -2.98
|P26038|MOES_HUMAN Moesin 2 AQMVQEDLEK 448 10 6 27.48 b2*b2b6y7y8y10 1190.58 38.006 21122 2 595.79 3.08

|P26038|MOES_HUMAN Moesin 3 ALELEQER 371 8 9 60.31 b1b6y3y4y5y6*y6y8*y8 987.51 37.322 6625 2 494.26 3.40

|P26038|MOES_HUMAN Moesin 4 REMAEKEKEK 329 10 6 27.48 b2b3°b3y2y6y7 1277.67 26.353 5948 2 639.34 11.94
|P26038|MOES_HUMAN Moesin 5 AQQELEEQTR 360 10 5 46.24 b1b8y4y6y8 1231.59 22.298 3465 2 616.30 0.20
|P26038|MOES_HUMAN Moesin 6 TQEQLALEMAELTAR 412 15 5 28 b6*b6y7y8y10 1703.87 78.011 18777 2 852.44 1.93

|P26038|MOES_HUMAN Moesin 7 Carbamidomethyl+C(5) ILALCMGNHELYMR 279 14 5 30.05 b8y6y9y11°y11 1720.82 70.218 10972 3 574.28 -5.67

|P26038|MOES_HUMAN Moesin 8 ESEAVEWQQK 438 10 5 25.72 b5y6°y6y8°y8 1233.55 25.368 10597 2 617.28 -22.36
|P26038|MOES_HUMAN Moesin 9 SGYLAGDK 143 8 3 31.81 b6b7y4 810.41 44.915 6390 1 810.41 11.82
|P26038|MOES_HUMAN Moesin 10 TIGLR 35 5 1 12.75 b3 559.36 89.489 5872 1 559.36 2.18
|P26038|MOES_HUMAN Moesin 11 QIEEQTK 352 7 5 36.13 b4*b4b5y4*y4 875.45 28.745 3978 2 438.23 -1.81

|P26038|MOES_HUMAN Moesin 12 GSELWLGVDALGLNIYEQNDR 212 21 4 21.63 b4°b4b5y8 2362.16 106.563 3939 3 788.06 -4.13

|P26038|MOES_HUMAN Moesin 13 EELMER 344 6 2 28.95 y3y5 806.37 47.037 3238 1 806.37 -1.59
|P26038|MOES_HUMAN Moesin 14 FYPEDVSEELIQDITQR 83 17 4 22.84 b3b7°b7b10 2082.04 57.983 3064 2 1041.52 16.18
|P26038|MOES_HUMAN Moesin 15 TANDMIHAENMR 538 12 4 25.15 b3b4°b4y3 1402.64 62.673 2477 3 468.22 13.14
|P26038|MOES_HUMAN Moesin 16 IQVWHEEHR 171 9 3 29.25 b5y3y5 1233.62 53.300 2095 2 617.31 2.47
|P26038|MOES_HUMAN Moesin 17 IAQDLEMYGVNYFSIK 193 16 4 16.24 b13y8y11*y11 1890.92 64.907 1711 2 945.96 -7.62
|P26038|MOES_HUMAN Moesin 18 TTEAEK 508 6 1 13.2 y3 678.33 49.388 1670 1 678.33 5.67
|P26038|MOES_HUMAN Moesin 19 VTTMDAELEFAIQPNTTGK 8 19 4 19.44 b10b16y3y10 2066.02 105.211 1644 3 689.35 5.08

|P26038|MOES_HUMAN Moesin 20 Carbamidomethyl+C(6) RILALCMGNHELYMR 278 15 4 25.25 y5y9°y9y13 1876.95 87.615 52452 3 626.32 10.41

|P26038|MOES_HUMAN Moesin 21 Carbamidomethyl+C(10)
EGILNDDIYCPPETAVLLASYAVQ

SKYGDFNK
107 32 4 12.89 b3b20y8y10 3590.75 57.804 26825 3 1197.59 4.76

|P26038|MOES_HUMAN Moesin 22 AKFYPEDVSEELIQDITQR 81 19 5 31.62 b7b11b12b14y6 2281.11 93.358 10689 3 761.04 -9.95
|P26038|MOES_HUMAN Moesin 23 YGDFNKEVHK 133 10 4 37.67 b6b8y7y9 1236.58 26.305 9886 3 412.87 -13.52
|P26038|MOES_HUMAN Moesin 24 QRIDEFESM 568 9 6 29.25 b5°b5b6*b6y8°y8 1154.52 31.057 6644 2 577.76 2.43

|P26038|MOES_HUMAN Moesin 25
GSELWLGVDALGLNIYEQNDRLT

PK
212 25 6 37.84 b8b10°b10y9y10y11 2801.41 93.635 5939 3 934.48 -11.68

|P26038|MOES_HUMAN Moesin 26 LNKDQWEER 162 9 3 29.25 b6b7y4 1217.59 30.474 5343 2 609.30 2.01
|P26038|MOES_HUMAN Moesin 27 ERQEAEEAK 391 9 5 43.75 b5°b5y4y5y8 1089.53 21.598 1667 2 545.27 9.08

|P26038|MOES_HUMAN Moesin 28
Carbamidomethyl+C(5);

Oxidation+M(6)
ILALCMGNHELYMRR 279 15 9 49.18 b6b7b8b13y7°y7y9°y9*y9 1892.93 71.049 24155 3 631.65 -0.84

|P26038|MOES_HUMAN Moesin 29 Oxidation+M(7) IAQDLEMYGVNYFSIK 193 16 5 26.27 b4*b4b11b15y11 1906.92 75.360 9111 3 636.31 -4.29

|P26038|MOES_HUMAN Moesin 30
Carbamidomethyl+C(5);

Oxidation+M()
ILALCMGNHELYMR 279 14 4 30.05 b5b10b12y4 1736.85 83.260 3481 2 868.93 11.74

|P26038|MOES_HUMAN Moesin 31 Oxidation+M(3)
TAMSTPHVAEPAENEQDEQDENG

AEASADLR
464 31 8 26.14 b4b8°b8b9°b9b11y10y12 3328.43 105.240 2599 31110.15 5.06

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 VLIFQEENEIPASVFVK 156 17 17 111.33
b1b2b3b4b8b10b14y3y4y5
y7y11*y11y12y14*y14y17

1962.06 88.295 142502 2 981.53 1.68

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 LVNMLDAVQENQHK 64 14 10 57.97
b3y2y5°y5*y5y7y9y10y13y

14
1638.81 58.749 81320 3 546.94 -7.82

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3 VSPLTFGR 291 8 4 34.82 b3y4y6y8 876.48 54.395 22090 2 438.75 -11.84



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 4 17.16 b10b15°b15b20 3038.48 61.601 12079 3 1013.50 2.49

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 FQHPGSDMR 10 9 5 29.25 b4y7y8*y8y9 1074.48 32.123 6809 2 537.75 4.66

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6 QPVSGAVEGKEELPDENK 173 18 3 22.15 b4y7y8 1925.96 57.494 3474 3 642.66 5.64

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 QPVSGAVEGK 173 10 4 27.48 b3y3°y3y4 971.54 28.706 57025 2 486.27 20.54

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8 SDGDPVQPAVLQVHQTS 408 17 3 15.44 b11b13y10 1777.88 52.346 16920 2 889.44 5.56

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 YEGSYALTSEEAER 394 14 8 48.85 b3°b3b4b12y3y8y12°y12 1604.68 47.683 12956 2 802.84 -16.81

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10 LLEK 113 4 1 12.3 b3 502.32 70.685 4897 1 502.32 -0.43

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11
SEDLPSSEQMPNDQEEESFAEGHS

EASLASALVEGEIAEEAAEK
314 44 5 13.89 b3b8y5y13y21 4677.10 86.924 3518 3 1559.71 12.63

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12 YQASTSNTVSK 102 11 8 68.38 b3b4°b4*b4b6b7b8y7 1185.57 21.638 3192 3 395.86 -7.62

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13
SLEETLHTVDLSSDDDLPHDEEAL

EDSAEEK
191 31 15 55.89

b3°b3b5b7b12y4°y4y5y6°y
6y9°y9y11y15°y15

3468.55 118.263 2019 5 694.52 5.35

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 Carbamidomethyl+C(2) QCAQVK 134 6 1 13.2 y5 733.37 40.680 1832 1 733.37 11.49

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 GEDAAQAEKFQHPGSDMR 1 18 3 22.15 b10b11y6 1973.86 83.577 27849 3 658.62 -9.40

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

16 MEQRQISLEGSVK 78 13 4 27.06 b7b10b11*b11 1504.79 65.086 8505 2 752.90 5.19

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

17 LSKYQASTSNTVSK 99 14 6 31.53 b8°b8b11°b11y10y11 1513.76 55.258 6238 2 757.39 -14.03

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

18
EELPDENKSLEETLHTVDLSSDDD

LPHDEEALEDSAEEK
183 39 4 10.99 b3°b3b10y3 4422.99 94.287 5721 4 1106.50 7.95

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

19 LVNMLDAVQENQHKMEQR 64 18 3 14.75 b3y10y12 2183.05 89.714 4582 3 728.36 -7.16

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

20 VREGESHAENETK 301 13 6 51.1 b5b6°b6b7y5y6 1485.68 12.470 4259 3 495.90 -6.33

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

21 Oxidation+M(4) LVNMLDAVQENQHK 64 14 3 18.27 b4b8y10 1654.82 57.521 4118 2 827.92 1.62

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

22 SPSLNLGNTEEAIR 34 14 0 10.79 1500.76 61.532 63552 2 750.88 -4.15

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

23 NMLDAVQENQHK 66 12 3 33.83 b3b4b5 1426.69 58.757 7495 2 713.85 9.07

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

1
AGEVHTGTTIMAVEFDGGVVMG

SDSR
13 26 15 71.24

b2b4b6°b6b10b14b15y4y9
y11°y11y12y13y22y26

2623.19 120.620 8238 3 875.07 -9.12

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

2
FTTDAIALAMSRDGSSGGVIYLVT

ITAAGVDHR
173 33 4 34.95 b7y5y6y7 3365.72 119.713 6098 4 842.18 0.00

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

3 FTTDAIALAMSR 173 12 4 31.39 b3b5b10b12 1296.67 111.892 1503 2 648.84 9.41

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

4 EDLSAHLMVAGWDQR 111 15 4 24.36 b4b13y3y7 1727.78 61.986 28349 2 864.40 -19.71

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

5 Carbamidomethyl+C(30)
QPFAIGGSGSTFIYGYVDAAYKPG

MSPEECR
141 31 3 22.51 b11b13b14 3355.61 106.436 8382 3 1119.21 20.23

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

6 EGGQVYGTLGGMLTR 126 15 3 23.19 b13b14y6 1538.74 57.075 5046 2 769.87 -18.09

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

7 NISYK 104 5 3 25.49 b3°b3y3 624.33 108.940 2680 1 624.33 -7.72

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

8 DGSSGGVIYLVTITAAGVDHR 185 21 7 29.55 b18y4°y4y5°y5y7y10 2088.04 103.737 2044 3 696.68 -15.32



|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

9 Carbamidomethyl+C(30)
QPFAIGGSGSTFIYGYVDAAYKPG

MSPEECRR
141 32 4 12.89 b13b15y11y13 3511.65 72.875 387123 4 878.67 2.85

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

10
AGAPTGDLPRAGEVHTGTTIMAV

EFDGGVVMGSDSR
3 36 3 10.88 b4y9y12 3558.65 113.034 20611 4 890.42 -14.06

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

11 Phosphoryl STY(14) EGGQVYGTLGGMLTR 126 15 6 35.18 b9b12b13y8y13°y13 1618.74 92.180 6365 2 809.87 12.67

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

12 Oxidation+M(10) YREDLSAHLMVAGWDQR 109 17 3 22.43 b7y5y6 2062.97 62.728 425337 3 688.33 -2.13

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

13 Oxidation+M(8) EDLSAHLMVAGWDQR 111 15 4 25.25 b3b13b14°b14 1743.81 96.881 20693 2 872.41 -0.77

|P28065|PSB9_HUMAN Proteasome 
subunit beta type-9

14 Oxidation+M(11)
AGEVHTGTTIMAVEFDGGVVMG

SDSR
13 26 4 17.34 b4b10b13y7 2639.24 100.108 11313 3 880.42 11.93



Cystic fibrosis PLT LC-MS run 3: PLT_CF_290709_03

Protein name
Peptide 

Rank
Peptide Modification Peptide Sequence

Peptide 
sequence 

start

Peptide 
sequence 
Length

Peptide 
Matched 
Products

Score By Matches
Precursor 
MH+ (Da)

Retention 
time (min)

Intensity z
Precursor 

m/z
MH+ Error 

(ppm)

|P63261|ACTG_HUMAN Actin 1 VAPEEHPVLLTEAPLNPK 95 18 24 159.69
b2b4b5b9°b9b12y1y5*y5y6y7
y8y9°y9y10y12°y12y14*y14y1

5y16*y16y17y18
1954.05 61.148 2417309 3 652.02 -5.435

|P63261|ACTG_HUMAN Actin 2 AGFAGDDAPR 18 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P63261|ACTG_HUMAN Actin 3 SYELPDGQVITIGNER 238 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P63261|ACTG_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 36 264.55

b1b2°b2b3°b3b4°b4b6°b6b7b1
2b16°b16b18b26y2y3y5y6y7y
8y9y10y11y12y14y15y16y20y

22y23y24y25y26y28y30

3183.59 80.174 1141386 4 796.65 -8.819

|P63261|ACTG_HUMAN Actin 5 EITALAPSTMK 315 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780

|P63261|ACTG_HUMAN Actin 6
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 40 261.78

b2b3b4°b4b5b6b7b9b10°b10b
11b13*b13b16b28y1y2y3y4y5
*y5y6y8y10y12*y12y13y14°y
14y15y17y18°y18y21*y21y22

*y22y23y24y28

3231.47 92.550 781725 3 1077.83 1.209

|P63261|ACTG_HUMAN Actin 7 AVFPSIVGRPR 28 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|P63261|ACTG_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 20 108.16
b2b13°b13b14°b14b15°b15b1
8y1y2y4y5y6y7y8y13°y13y14y

17y21
2215.08 77.474 663643 2 1108.04 4.299

|P63261|ACTG_HUMAN Actin 9 GYSFTTTAER 196 10 11 82.58 b2b3°b3y3y4y5y6°y6y7y8°y8 1132.52 42.774 614671 2 566.77 -2.264

|P63261|ACTG_HUMAN Actin 10 HQGVMVGMGQK 39 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P63261|ACTG_HUMAN Actin 11 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 32 242.48

b2b3b4b5b6b7°b7b8b9b11b12
b16°b16y1y3y4y5y6y7y9y10y
11°y11y12y14*y14y16y17*y1

7y18°y18y23

2550.19 92.512 353053 2 1275.60 5.553

|P63261|ACTG_HUMAN Actin 12 DLTDYLMK 183 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P63261|ACTG_HUMAN Actin 13 QEYDESGPSIVHRK 359 14 17 131.76
b4°b4*b4y2y3y4y5y6y7y8y9y

10°y10y11y12y14*y14
1644.78 31.699 325281 3 548.93 -9.797

|P63261|ACTG_HUMAN Actin 14 KDLYANTVLSGGTTMYPGIADR 290 22 40 263.58

b1b4°b4b5b6b7°b7*b7b8°b8*
b8b9b10b12*b12b14°b14b15b
16°b16b22°b22y1y2y3y4y5y6y
7y8y9°y9y10y11°y11y12y13y1

4°y14y22

2343.16 68.849 215703 3 781.72 -3.126

|P63261|ACTG_HUMAN Actin 15 QEYDESGPSIVHR 359 13 10 88
y3y4y5y6y8y10°y10y11y13*y1

3
1516.69 37.635 152198 3 506.23 -9.417



|P63261|ACTG_HUMAN Actin 16 IIAPPERK 328 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P63261|ACTG_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 9 50.77 b1b2°b2y2y3y4°y4y5y6 905.44 22.651 75050 2 453.23 -8.965

|P63261|ACTG_HUMAN Actin 18 IIAPPER 328 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P63261|ACTG_HUMAN Actin 19 MQKEITALAPSTMK 312 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P63261|ACTG_HUMAN Actin 20
HQGVMVGMGQKDSYVGDEAQS

K
39 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P63261|ACTG_HUMAN Actin 21
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 6 11.05 b6y1y2y6°y6y27 3253.61 136.638 9437 3 1085.21 0.825

|P63261|ACTG_HUMAN Actin 22 Carbamidomethyl+C(16) EEEIAALVIDNGSGMCK 1 17 7 23.99 b5b12b14*b14y10*y10y17 1835.85 91.389 4428 3 612.62 -0.598

|P63261|ACTG_HUMAN Actin 23 GILTLK 62 6 6 50.29 b3b4°b4y3y4°y4 644.43 52.865 269676 1 644.43 1.137

|P63261|ACTG_HUMAN Actin 24 Carbamidomethyl+C(16)
EEEIAALVIDNGSGMCKAGFAGD

DAPR
1 27 5 34.07 b12y3y4y5y7 2793.29 80.084 3363 2 1397.15 2.622

|P63261|ACTG_HUMAN Actin 25
Carbamidomethyl+C(16)

;Phosphoryl STY(13)
EEEIAALVIDNGSGMCK 1 17 7 46.05

b6b7°b7b13b15y3_H3PO4 
y3y4

1915.80 93.097 24284 3 639.27 -6.181

|P63261|ACTG_HUMAN Actin 26 Oxidation+M()
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 4 15.36 b22y4y6y14 3199.59 77.105 78189 4 800.65 -7.173

|P63261|ACTG_HUMAN Actin 27 Oxidation+M()
HQGVMVGMGQKDSYVGDEAQS

K
39 22 5 25.14 b10b13*b13y10y11 2367.04 58.673 1784 2 1184.02 -14.852

|P63261|ACTG_HUMAN Actin 28 VFPSIVGRPR 29 10 1 7.55 b8 1127.67 55.698 49592 2 564.34 0.000
|P63261|ACTG_HUMAN Actin 29 IAPPERK 329 7 0 1.44 810.48 26.703 35869 2 405.74 -8.133
|P63261|ACTG_HUMAN Actin 30 PSIVHRK 366 7 2 7.23 b3°b3 836.50 31.708 29369 2 418.76 -7.005
|P63261|ACTG_HUMAN Actin 31 PEEHPVLLTEAPLNPK 97 16 6 36.51 b8b9°b9b10°b10b13 1783.96 61.116 28306 2 892.49 2.463
|P63261|ACTG_HUMAN Actin 32 MVGMGQK 43 7 0 2.88 750.37 33.031 9580 1 750.37 6.670
|P63261|ACTG_HUMAN Actin 33 LAPSTMK 319 7 1 7.55 b4 747.41 50.520 6927 1 747.41 -0.163
|P63261|ACTG_HUMAN Actin 34 YDESGPSIVHR 361 11 0 3.84 1259.59 37.641 4068 2 630.30 -13.083
|P63261|ACTG_HUMAN Actin 35 PDGQVITIGNER 242 12 1 7.32 b11 1298.65 71.826 3614 2 649.83 -11.844
|P63261|ACTG_HUMAN Actin 36 HTVPIYEGYALPHAILR 160 17 4 16.88 b3b8°b8b11 1950.04 80.168 1640 3 650.69 -8.075
|P63261|ACTG_HUMAN Actin 37 EITALAPSTMK 315 11 0 2.88 1143.61 50.517 49655 2 572.31 1.921
|P63261|ACTG_HUMAN Actin 38 DLTDYLMK 183 8 0 1.44 980.47 70.688 41466 2 490.74 0.000
|P63261|ACTG_HUMAN Actin 39 AVFPSIVGRPR 28 11 0 2.88 1180.68 55.693 4716 3 394.23 -12.614

|P60709|ACTB_HUMAN Actin 1 VAPEEHPVLLTEAPLNPK 95 18 24 159.69
b2b4b5b9°b9b12y1y5*y5y6y7
y8y9°y9y10y12°y12y14*y14y1

5y16*y16y17y18
1954.05 61.148 2417309 3 652.02 -5.435

|P60709|ACTB_HUMAN Actin 2 AGFAGDDAPR 18 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P60709|ACTB_HUMAN Actin 3 SYELPDGQVITIGNER 238 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P60709|ACTB_HUMAN Actin 4
TTGIVMDSGDGVTHTVPIYEGYA

LPHAILR
147 30 36 264.55

b1b2°b2b3°b3b4°b4b6°b6b7b1
2b16°b16b18b26y2y3y5y6y7y
8y9y10y11y12y14y15y16y20y

22y23y24y25y26y28y30

3183.59 80.174 1141386 4 796.65 -8.819

|P60709|ACTB_HUMAN Actin 5 EITALAPSTMK 315 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780



|P60709|ACTB_HUMAN Actin 6
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 40 261.78

b2b3b4°b4b5b6b7b9b10°b10b
11b13*b13b16b28y1y2y3y4y5
*y5y6y8y10y12*y12y13y14°y
14y15y17y18°y18y21*y21y22

*y22y23y24y28

3231.47 92.550 781725 3 1077.83 1.209

|P60709|ACTB_HUMAN Actin 7 AVFPSIVGRPR 28 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|P60709|ACTB_HUMAN Actin 8 DLYANTVLSGGTTMYPGIADR 291 21 20 108.16
b2b13°b13b14°b14b15°b15b1
8y1y2y4y5y6y7y8y13°y13y14y

17y21
2215.08 77.474 663643 2 1108.04 4.299

|P60709|ACTB_HUMAN Actin 9 GYSFTTTAER 196 10 11 82.58 b2b3°b3y3y4y5y6°y6y7y8°y8 1132.52 42.774 614671 2 566.77 -2.264

|P60709|ACTB_HUMAN Actin 10 HQGVMVGMGQK 39 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P60709|ACTB_HUMAN Actin 11 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 215 23 32 242.48

b2b3b4b5b6b7°b7b8b9b11b12
b16°b16y1y3y4y5y6y7y9y10y
11°y11y12y14*y14y16y17*y1

7y18°y18y23

2550.19 92.512 353053 2 1275.60 5.553

|P60709|ACTB_HUMAN Actin 12 DLTDYLMK 183 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P60709|ACTB_HUMAN Actin 13 QEYDESGPSIVHRK 359 14 17 131.76
b4°b4*b4y2y3y4y5y6y7y8y9y

10°y10y11y12y14*y14
1644.78 31.699 325281 3 548.93 -9.797

|P60709|ACTB_HUMAN Actin 14 KDLYANTVLSGGTTMYPGIADR 290 22 40 263.58

b1b4°b4b5b6b7°b7*b7b8°b8*
b8b9b10b12*b12b14°b14b15b
16°b16b22°b22y1y2y3y4y5y6y
7y8y9°y9y10y11°y11y12y13y1

4°y14y22

2343.16 68.849 215703 3 781.72 -3.126

|P60709|ACTB_HUMAN Actin 15 QEYDESGPSIVHR 359 13 10 88
y3y4y5y6y8y10°y10y11y13*y1

3
1516.69 37.635 152198 3 506.23 -9.417

|P60709|ACTB_HUMAN Actin 16 IIAPPERK 328 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P60709|ACTB_HUMAN Actin 17 Carbamidomethyl+C(1) CDVDIRK 284 7 9 50.77 b1b2°b2y2y3y4°y4y5y6 905.44 22.651 75050 2 453.23 -8.965

|P60709|ACTB_HUMAN Actin 18 IIAPPER 328 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P60709|ACTB_HUMAN Actin 19 MQKEITALAPSTMK 312 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P60709|ACTB_HUMAN Actin 20
HQGVMVGMGQKDSYVGDEAQS

K
39 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P60709|ACTB_HUMAN Actin 21
MTQIMFETFNTPAMYVAIQAVLSL

YASGR
118 29 6 11.05 b6y1y2y6°y6y27 3253.61 136.638 9437 3 1085.21 0.825

|P60709|ACTB_HUMAN Actin 22 YPIEHGIVTNWDDMEK 68 16 6 38.3 b5°b5b6y7y9y11 1946.91 45.026 4152 2 973.96 6.772

|P60709|ACTB_HUMAN Actin 23
Carbamidomethyl+C(3);
Carbamidomethyl+C(18)

FRCPEALFQPSFLGMESCGIHETTF
NSIMK

254 30 14 78.33
b3b5b6b7b9b11b12°b12y10y1

5y17y19y21y22
3534.61 90.466 1505575 4 884.41 -7.391

|P60709|ACTB_HUMAN Actin 24 Carbamidomethyl+C(4)
EKLCYVALDFEQEMATAASSSSLE

K
213 25 17 108.76

b3b5b11b24y3°y3y5°y5y6y7y8
y10y13y16y17*y17y23

2807.32 93.094 53720 3 936.44 1.826

|P60709|ACTB_HUMAN Actin 25 IKIIAPPER 326 9 4 54.74 y3y4y6y7 1036.65 43.706 34966 2 518.83 0.118
|P60709|ACTB_HUMAN Actin 26 GYSFTTTAEREIVR 196 14 3 26.24 b3b6b8 1629.81 58.006 13250 3 543.94 -9.362
|P60709|ACTB_HUMAN Actin 27 IIAPPERK 328 8 3 31.02 b3y6y7 923.57 36.971 11051 2 462.29 1.454

|P60709|ACTB_HUMAN Actin 28 Carbamidomethyl+C(16)
DDDIAALVVDNGSGMCKAGFAG

DDAPR
1 27 12 69.52

b6b7°b7b11b20y4y8y9y10y13
y14y16

2737.20 79.499 6232 4 685.06 -6.422

|P60709|ACTB_HUMAN Actin 29
HQGVMVGMGQKDSYVGDEAQS

K
39 22 3 21.18 b10y14y15 2351.07 88.468 2959 3 784.36 -2.492



|P60709|ACTB_HUMAN Actin 30
DLYANTVLSGGTTMYPGIADRMQ

K
291 24 4 11.85 b6b10°b10y5 2602.24 124.086 1731 3 868.09 -7.693

|P60709|ACTB_HUMAN Actin 31 Oxidation+M() KDLYANTVLSGGTTMYPGIADR 290 22 6 42.5 b5b9y6y7y10y11 2359.15 62.747 6446 3 787.06 -3.208

|P60709|ACTB_HUMAN Actin 32
Carbamidomethyl+C(1);
Carbamidomethyl+C(16)

;Oxidation+M()

CPEALFQPSFLGMESCGIHETTFNS
IMK

256 28 6 16 b12°b12y5*y5y10y13 3247.42 92.516 3954 2 1624.21 -12.555

|P60709|ACTB_HUMAN Actin 33 FPSIVGRPR 30 9 5 29.45 b3°b3b4b7°b7 1028.59 55.689 681230 2 514.80 -6.053
|P60709|ACTB_HUMAN Actin 34 AGDDAPR 21 7 4 34.99 b3b4b5°b5 701.32 30.887 60469 1 701.32 1.828
|P60709|ACTB_HUMAN Actin 35 FAGDDAPR 20 8 1 7.86 b6 848.39 30.877 49287 2 424.70 -1.655
|P60709|ACTB_HUMAN Actin 36 SGPSIVHRK 364 9 2 7.23 b3°b3 980.56 31.710 42435 2 490.78 -1.743
|P60709|ACTB_HUMAN Actin 37 GPSIVHRK 365 8 2 7.23 b3°b3 893.53 31.693 37198 2 447.27 -6.421
|P60709|ACTB_HUMAN Actin 38 TALAPSTMK 317 9 0 2.88 919.49 50.516 17998 1 919.49 0.465
|P60709|ACTB_HUMAN Actin 39 GFAGDDAPR 19 9 1 7.86 b4 905.42 30.882 17364 2 453.21 4.989
|P60709|ACTB_HUMAN Actin 40 TMYPGIADR 303 9 0 7.68 1023.49 77.426 14881 1 1023.49 -3.340
|P60709|ACTB_HUMAN Actin 41 SIVGRPR 32 7 2 20.8 b5b6 784.47 55.712 12161 2 392.74 -11.126
|P60709|ACTB_HUMAN Actin 42 YDESGPSIVHRK 361 12 1 7.23 b3 1387.68 31.670 2063 3 463.23 -13.107
|P60709|ACTB_HUMAN Actin 43 GYSFTTTAER 196 10 0 2.4 1114.53 42.754 20015 2 557.77 12.048
|P60709|ACTB_HUMAN Actin 44 AGFAGDDAPR 18 10 0 2.4 958.44 30.863 12834 2 479.72 4.521

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

1 LLVVYPWTQR 31 10 18 109.71
b2b3b4b5y1y2*y2y3*y3y4*y4

y5°y5*y5y6y7y8y10
1274.72 78.838 591442 2 637.87 -1.436

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

2 Carbamidomethyl+C(8) LLGNVLVCVLAHHFGK 105 16 18 173.09
b2b3b4*b4b5*b5y2y3y4y5y6y

8y9y10y11y13y14y15
1776.97 92.295 408586 3 593.00 -11.266

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

3 VNVDEVGGEALGR 18 13 28 185.87
b2*b2b3b4*b4b5°b5*b5b6*b6
b9*b9b11y2y3y4y6y7y8y9°y9
y10°y10y11°y11y12y13*y13

1314.67 51.008 328408 2 657.84 1.114

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

4 FFESFGDLSTPDAVMGNPK 41 19 9 69.42 b2y5y7y9y10y11y14y16y19 2058.95 82.318 317792 2 1029.98 2.727

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

5 EFTPPVQAAYQK 121 12 14 70.99
b2°b2b3°b3b10y2*y2y3y4y8y9

*y9y10y12
1378.71 50.439 277421 2 689.86 4.516

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

6 SAVTALWGK 9 9 9 70.62 b7y1y2y3y4y5y6y7y9 932.51 61.103 167770 2 466.76 -9.032

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

7 VVAGVANALAHK 133 12 12 107.66
b2b3b4y2y3y4y5y7y8y9y10y1

2
1149.67 42.294 100661 2 575.34 -0.425

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

8 Carbamidomethyl+C(11) GTFATLSELHCDK 83 13 7 58.74 b4y3y4y7y8y9y13 1478.70 54.023 93027 2 739.85 4.045

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

9 VHLTPEEK 1 8 7 46.48 b2b3y2y3y4y6y8 952.51 26.362 66214 2 476.76 -4.101

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

10 LHVDPENFR 96 9 5 42.19 b2b3b4y3y5 1126.56 47.065 41379 2 563.79 0.542

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

11 Carbamidomethyl+C(11) GTFATLSELHCDKLHVDPENFR 83 22 22 117.12
b3°b3b4°b4b5b12°b12b13y3*y
3y5*y5y6°y6y7*y7y8°y8*y8y1

1y14y17
2586.21 67.671 209733 4 647.31 -10.290

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

12 VVAGVANALAHKYH 133 14 9 97.16 b3b13y3y4y5y6y7y9y12 1449.80 45.736 42620 2 725.40 3.200

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

13 SAVTALWGKVNVDEVGGEALGR 9 22 3 12.43 b4b8y8 2228.20 89.635 17068 3 743.40 14.573

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

14 AGVANALAHK 135 10 4 30.72 b3b5*b5b7 951.53 42.293 67313 2 476.27 -5.196

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

15 Carbamidomethyl+C(2) VCVLAHHFGK 111 10 2 20.19 b3b4 1167.60 92.298 47179 2 584.31 -4.705

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

16 Carbamidomethyl+C(6) GNVLVCVLAHHFGK 107 14 2 13.66 b3b11 1550.81 92.290 24343 3 517.61 -9.997

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

17 VAGVANALAHK 134 11 1 7.36 b3 1050.60 42.294 18271 2 525.81 -2.091



|P68871|HBB_HUMAN Hemoglobin 
subunit beta

18 VTALWGK 11 7 2 22.06 b4b5 774.45 61.104 16145 1 774.45 -0.315

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

19 Carbamidomethyl+C(7) LGNVLVCVLAHHFGK 106 15 0 5.28 1663.89 92.287 10527 3 555.30 -14.306

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

20 Carbamidomethyl+C(9) FATLSELHCDK 85 11 3 15.53 b5°b5b8 1320.62 54.046 7480 3 440.88 -2.403

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

21 Carbamidomethyl+C(3) LVCVLAHHFGK 110 11 2 20.19 b3b4 1280.70 92.280 7173 2 640.85 2.860

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

22 ANALAHK 138 7 2 20.49 b3b4 724.41 42.304 4058 1 724.41 -0.337

|P68871|HBB_HUMAN Hemoglobin 
subunit beta

23 SAVTALWGK 9 9 0 1.92 914.50 61.107 3057 2 457.75 -5.273

|P37802|TAGL2_HUMAN Transgelin-2 1 Carbamidomethyl+C(6) DGTVLCELINALYPEGQAPVKK 57 22 27 140.43
b3°b3b5°b5b8°b8b9°b9b11*b1
1b12*b12b22y1y2y4y5y7y8y9

y10°y10y13y14y16y18y22
2415.25 105.730 297701 3 805.75 -3.538

|P37802|TAGL2_HUMAN Transgelin-2 2 YGINTTDIFQTVDLWEGK 102 18 27 199.39
b2b3b4b7b10b13°b13b14b15°
b15*b15y2y3°y3y4y5y6y8y9*
y9y10y12*y12y13y14y15y18

2100.04 100.770 189979 2 1050.52 3.604

|P37802|TAGL2_HUMAN Transgelin-2 3 TLMNLGGLAVAR 127 12 11 79.07 b1b2b6*b6y4y6y7y8y9y10y12 1215.68 73.015 189602 2608.35 -3.615

|P37802|TAGL2_HUMAN Transgelin-2 4 IQASTMAFK 79 9 11 70.62 b3y1y2y3y5y6y7y8°y8*y8y9 996.52 45.882 117327 2 498.76 -1.225

|P37802|TAGL2_HUMAN Transgelin-2 5 DDGLFSGDPNWFPKK 139 15 11 49.77
b2b3°b3b4y2y3y4y7*y7y10y1

5
1722.80 76.889 108819 3 574.94 -9.707

|P37802|TAGL2_HUMAN Transgelin-2 6 QMEQISQFLQAAER 88 14 18 116.81
b3°b3*b3b4*b4b14y3y4y5°y5

*y5y6y7y9*y9y11y12y14
1678.82 80.708 107846 2 839.91 0.218

|P37802|TAGL2_HUMAN Transgelin-2 7 DDGLFSGDPNWFPK 139 14 18 113.29
b2b3b4b5b6y2y3y6y7°y7*y7y

9°y9y10y13°y13*y13y14
1594.73 87.457 98743 2 797.87 6.430

|P37802|TAGL2_HUMAN Transgelin-2 8 NFSDNQLQEGK 160 11 7 34.12 b2b9y2y5y8y9y11 1279.59 36.277 90803 2 640.30 0.572

|P37802|TAGL2_HUMAN Transgelin-2 9 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCR 20 19 13 92.57
b6b10b11y2y3y4y5y6y7°y7y8

y10y19
2394.17 115.743 55830 3 798.73 -4.181

|P37802|TAGL2_HUMAN Transgelin-2 10 DVGRPQPGRENFQNWLK 40 17 14 49.38
b6°b6*b6b11°b11b14°b14b15

y1y6y7y13°y13y17
2041.03 71.832 54666 3 681.02 -1.615

|P37802|TAGL2_HUMAN Transgelin-2 11 NVIGLQMGTNR 171 11 5 22.46 b2b3y3y8y11 1202.63 54.654 25170 2 601.82 0.711

|P37802|TAGL2_HUMAN Transgelin-2 12 GASQAGMTGYGMPR 182 14 7 56.49 b3°b3y6y7y8y9y12 1383.62 44.842 16310 2 692.32 6.264

|P37802|TAGL2_HUMAN Transgelin-2 13
TLMNLGGLAVARDDGLFSGDPN

WFPK
127 26 3 11.43 b14b22y8 2791.39 98.249 2730 3 931.13 0.875

|P37802|TAGL2_HUMAN Transgelin-2 14 Carbamidomethyl+C(18) QYDADLEQILIQWITTQCRK 20 20 4 20.69 b4y3y6y9 2522.27 108.322 136150 3 841.43 -1.742

|P37802|TAGL2_HUMAN Transgelin-2 15 Carbamidomethyl+C(21) IEKQYDADLEQILIQWITTQCR 17 22 6 59.29 y4y5y6y7*y7y8 2764.39 109.546 8997 3 922.13 -4.239

|P37802|TAGL2_HUMAN Transgelin-2 16 DDGLFSGDPNWFPKK 139 15 5 27.13 b4b5b8y11*y11 1722.80 80.696 2891 2 861.90 -9.140

|P37802|TAGL2_HUMAN Transgelin-2 17 ENPRNFSDNQLQEGK 156 15 3 16.6 b4y10y14 1775.82 55.155 2123 2 888.41 -5.843

|P37802|TAGL2_HUMAN Transgelin-2 18
TLMNLGGLAVARDDGLFSGDPN

WFPK
127 26 7 19.7 b4b19y7°y7y11y15*y15 2791.40 99.934 1987 4 698.61 4.985

|P37802|TAGL2_HUMAN Transgelin-2 19
Carbamidomethyl+C(18)

;Phosphoryl STY(15)
QYDADLEQILIQWITTQCRK 20 20 6 25.96 b11*b11b13y4y5°y5 2602.25 108.255 19025 4 651.32 7.787



|P37802|TAGL2_HUMAN Transgelin-2 20
Carbamidomethyl+C(18)

;Phosphoryl STY(15)
QYDADLEQILIQWITTQCR 20 19 5 18.69 b11b13y3y11°y11 2474.10 94.399 4974 3 825.37 -11.644

|P37802|TAGL2_HUMAN Transgelin-2 21 FSGDPNWFPKK 143 11 3 24.68 b3b8b10 1322.67 76.884 9641 2 661.84 13.475

|P37802|TAGL2_HUMAN Transgelin-2 22 PEGQAPVKK 70 9 6 35.38 b3b4°b4b5°b5b7 953.54 105.739 4937 2 477.27 -5.057

|P37802|TAGL2_HUMAN Transgelin-2 23 DDGLFSGDPNWFPKK 139 15 0 4.8 1704.80 76.875 3504 3 568.94 1.575

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

1 VIHDNFGIVEGLMTTVHAITATQK 162 24 31 215.14

b3b4b5*b5b6b7*b7b8*b8b9b1
0y2*y2y3y4°y4y5*y5y6*y6y7y
8y11y12y14°y14y15*y15y16y

22y24

2595.35 103.336 273371 3 865.79 -3.669

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

2
Carbamidomethyl+C(7);
Carbamidomethyl+C(11)

IISNASCTTNCLAPLAK 145 17 35 237.04

b2b3b7°b7*b7b8b11b12°b12*
b12b13°b13*b13b15b16b17y2
y3y4y5y6y8y9y10y11*y11y12°
y12*y12y13*y13y14y15*y15y

17

1833.93 54.628 191901 2 917.47 2.862

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

3 GALQNIIPASTGAAK 200 15 15 114.76
b3b4*b4b5*b5b7y4y6y7y8°y8

y9y10y11y15
1411.79 60.000 150573 2 706.40 -1.729

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

4 LISWYDNEFGYSNR 309 14 13 119.31
b6y3y4y6*y6y7y8y9y10*y10y

11y12y14
1763.80 76.349 141610 2 882.41 0.554

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

5 Carbamidomethyl+C(13) VPTANVSVVDLTCR 234 14 11 86.62 b5y2y3y5y6°y6y7y8y12y13y14 1530.80 61.573 101970 2 765.90 2.313

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

6 LVINGNPITIFQERDPSK 66 18 6 30.49 b2y3y12y15y16y18 2041.09 77.759 93997 3 681.03 -8.971

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

7 VIISAPSADAPMFVMGVNHEK 118 21 16 127.3
b2b3y3y4*y4y6y7y9y11y12y1

3°y13y16y18y19y21
2213.09 75.718 89029 3 738.37 -8.936

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

8 VGVNGFGR 5 8 9 51.25 b1y2y3y4y5*y5y7y8*y8 805.42 39.600 83461 2 403.22 -9.245

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

9 LVINGNPITIFQER 66 14 12 86.62
b2b3y3*y3y4y5y6*y6y8y10y1

1y14
1613.90 84.482 76510 2 807.45 -3.101

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

10 VVDLMAHMASK 323 11 4 34.22 y2y3y4y5 1201.59 52.530 30572 3 401.20 -12.394

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

11
VDIVAINDPFIDLNYMVYMFQYDS

THGK
27 28 19 145.5

b2b3b4b5b6y2y4y5y6y7°y7y8
y9y11y20y22y23y24y28

3308.57 125.463 20588 3 1103.53 2.583

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

12 WGDAGAEYVVESTGVFTTMEK 86 21 4 19.43 b4b13b15°b15 2277.06 86.852 15398 2 1139.04 11.687

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

13 VIPELNGK 219 8 4 38.8 y4y5y7*y7 869.52 23.333 3332 2 435.27 15.654

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

14
VIISAPSADAPMFVMGVNHEKYD

NSLK
118 27 14 111.66

b3b4b5°b5y3y8y10y12y13y15
y21y22y24y25

2933.43 74.732 117534 4 734.11 -9.072

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

15 VVDLMAHMASKE 323 12 6 42.38 y4°y4y8y10°y10y11 1330.64 54.145 32309 3 444.22 -10.275



|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

16 Carbamidomethyl+C(20) LTGMAFRVPTANVSVVDLTCR 227 21 9 41.68 b3°b3b6y4°y4y6y8y9y11 2307.19 80.161 29211 3 769.73 -2.963

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

17
AAFNSGKVDIVAINDPFIDLNYMV

YMFQYDSTHGK
20 35 7 46.22 b4y5°y5y6y7y8y20 3983.88 119.100 12175 4 996.73 -3.432

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

18 IKWGDAGAEYVVESTGVFTTMEK 84 23 5 27.01 b12y6y8y12y13 2518.21 86.815 10194 3 840.07 -4.751

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

19 FHGTVKAENGK 55 11 4 34.12 b9y4y5y9 1187.61 62.768 6878 2 594.31 -7.709

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

20
LISWYDNEFGYSNRVVDLMAHM

ASK
309 25 6 37.77 b5b6y4y6y9y11 2946.40 117.394 1530 5 590.09 3.480

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

21 Oxidation+M(12) VIISAPSADAPMFVMGVNHEK 118 21 10 49.16 b8y3°y3y6y7°y7y8*y8y9°y9 2229.09 37.417 65867 4 558.03 -6.681

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

22 Oxidation+M(19) WGDAGAEYVVESTGVFTTMEK 86 21 3 12.79 b13b15y7 2293.03 59.852 3065 2 1147.02 -2.555

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

23 DLMAHMASK 325 9 1 7.55 b3 1003.48 52.492 16340 2 502.24 5.535

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

24 GVNGFGR 6 7 1 9.12 b4 706.35 39.604 7387 1 706.35 -13.134

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

25 PASTGAAK 207 8 3 14.15 b3°b3b5 702.37 59.968 3876 1 702.37 -10.341

|P04406|G3P_HUMAN Glyceraldehyde-3-
phosphate dehydrogenase

26 GLMTTVHAITATQK 172 14 4 22.14 b4b5°b5b8 1471.79 103.344 2959 2 736.40 -5.889

|P07737|PROF1_HUMAN Profilin-1 1 TFVNITPAEVGVLVGK 38 16 26 139.39
b1b2°b2b3°b3b4°b4*b4b5*b5
b6°b6*b6b8b12b14*b14y1y2y

6y7y10y11y12y13y16
1643.94 85.933 357853 2 822.47 0.446

|P07737|PROF1_HUMAN Profilin-1 2 SSFYVNGLTLGGQK 56 14 17 129.84
b3°b3b4b5°b5y4*y4y5y6y7y8y

9y10*y10y11*y11y14
1470.76 67.459 238231 2 735.88 1.328

|P07737|PROF1_HUMAN Profilin-1 3 TFVNITPAEVGVLVGKDR 38 18 18 85
b1b2°b2b3°b3b4b5*b5b9y2y5°

y5y6y8y13y14y16y18
1915.04 80.128 184915 3 639.02 -14.215

|P07737|PROF1_HUMAN Profilin-1 4 TLVLLMGK 108 8 8 58.93 b2b4y2y3y4y5y6y8 874.53 69.130 155508 2 437.77 -13.749

|P07737|PROF1_HUMAN Profilin-1 5 DSPSVWAAVPGK 26 12 7 49.39 b8y1y3y4y6y7y12 1213.62 58.880 125187 2 607.31 0.905

|P07737|PROF1_HUMAN Profilin-1 6 STGGAPTFNVTVTK 91 14 4 39.36 y3y4y5y10 1379.72 52.187 14701 1 1379.72 1.239

|P07737|PROF1_HUMAN Profilin-1 7 Carbamidomethyl+C(16)
AGWNAYIDNLMADGTCQDAAIV

GYK
1 25 5 20.42 b5b7b17y13y18 2717.26 95.962 9126 2 1359.13 9.344

|P07737|PROF1_HUMAN Profilin-1 8 DRSSFYVNGLTLGGQK 54 16 4 15.7 b4b8°b8y11 1741.88 62.845 8803 3 581.30 -5.957

|P07737|PROF1_HUMAN Profilin-1 9 Carbamidomethyl+C(1) CSVIRDSLLQDGEFSMDLR 70 19 10 68.18
b4b5b7b8°b8b10*b10b11y3y1

2
2241.06 110.051 3669 3 747.69 0.436

|P07737|PROF1_HUMAN Profilin-1 10
Carbamidomethyl+C(16)

;Phosphoryl STY(29)
AGWNAYIDNLMADGTCQDAAIV

GYKDSPSVWAAVPGK
1 37 5 18.82 b4y3y5y7y9 3991.79 104.915 331439 4 998.70 -0.673



|P07737|PROF1_HUMAN Profilin-1 11
Carbamidomethyl+C(17)

;Oxidation+M()
MAGWNAYIDNLMADGTCQDAAI

VGYK
0 26 3 17.58 y4y9y13 2864.30 136.490 8961 2 1432.66 12.530

|P07737|PROF1_HUMAN Profilin-1 12 Oxidation+M(11) DSLLQDGEFSMDLR 75 14 11 83.45
b3°b3b6y5°y5y7°y7y9y10y11y

13
1641.76 95.991 4395 2 821.39 13.161

|P68133|ACTS_HUMAN Actin 1 AGFAGDDAPR 20 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P68133|ACTS_HUMAN Actin 2 SYELPDGQVITIGNER 240 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P68133|ACTS_HUMAN Actin 3 EITALAPSTMK 317 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780

|P68133|ACTS_HUMAN Actin 4 YPIEHGIITNWDDMEK 70 16 32 226.43

b2b3b4b8b9b11*b11b12*b12b
14b15b16y1y2°y2y3y4y5y6°y6
y7*y7y8*y8y12°y12y13y14y1

5°y15*y15y16

1960.92 66.672 937839 2 980.96 3.113

|P68133|ACTS_HUMAN Actin 5 AVFPSIVGRPR 30 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|P68133|ACTS_HUMAN Actin 6 HQGVMVGMGQK 41 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P68133|ACTS_HUMAN Actin 7 DLTDYLMK 185 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P68133|ACTS_HUMAN Actin 8 IIAPPERK 330 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P68133|ACTS_HUMAN Actin 9 IIAPPER 330 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P68133|ACTS_HUMAN Actin 10 MQKEITALAPSTMK 314 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P68133|ACTS_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P68133|ACTS_HUMAN Actin 12 KDLYANNVMSGGTTMYPGIADR 292 22 3 12.43 b14y11y13 2374.12 83.137 1857 3 792.04 1.440

|P68133|ACTS_HUMAN Actin 13 DLYANNVMSGGTTMYPGIADR 293 21 3 12.79 b5b10y10 2246.04 55.092 1802 2 1123.52 7.283

|P68133|ACTS_HUMAN Actin 14 GILTLKYPIEHGIITNWDDMEK 64 22 4 21.18 b4b5°b5y13 2586.29 82.966 253562 4 647.33 -13.027

|P68133|ACTS_HUMAN Actin 15
Carbamidomethyl+C(1);
Carbamidomethyl+C(29)

CPETLFQPSFIGMESAGIHETTYNS
IMKCDIDIR

258 34 11 38.05
b6b7b14°b14y7°y7y8y17y20y2

4*y24
3960.84 96.004 201105 4 990.96 2.466

|P68133|ACTS_HUMAN Actin 16
YPIEHGIITNWDDMEKIWHHTFYN

ELR
70 27 8 19.04 b8b11y7°y7y10°y10*y10y19 3457.61 97.947 14061 4 865.16 -8.332

|P68133|ACTS_HUMAN Actin 17
Carbamidomethyl+C(2);
Carbamidomethyl+C(12)

MCDEDETTALVCDNGSGLVKAG
FAGDDAPR

0 30 4 16.88 y5°y5y7y11 3171.39 122.213 11744 3 1057.80 7.005

|P68133|ACTS_HUMAN Actin 18
DLYANNVMSGGTTMYPGIADRM

QK
293 24 7 26 b3b11°b11b15°b15b23y18 2633.25 88.623 5502 3 878.42 13.629

|P68133|ACTS_HUMAN Actin 19 KDLYANNVMSGGTTMYPGIADR 292 22 4 16.39 b8b11y10y14 2374.09 78.420 1728 2 1187.55 -11.209

|P68133|ACTS_HUMAN Actin 20 Phosphoryl STY(12) YSVWIGGSILASLSTFQQMWITK 338 23 4 21.15 b12y10y11*y11 2696.31 102.659 8719 3 899.44 0.543

|P68133|ACTS_HUMAN Actin 21 Phosphoryl STY(9) DLYANNVMSGGTTMYPGIADR 293 21 7 27.14 b4b5b7*b7y7°y7y12 2326.00 109.327 4350 3 776.00 7.242

|P68133|ACTS_HUMAN Actin 22
Carbamidomethyl+C(1);

Phosphoryl STY()
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 11 56.37

b11b12*b12y4y5°y5y6y8y12*
y12y14

3268.46 101.524 3747 3 1090.16 9.113



|P68133|ACTS_HUMAN Actin 23 Phosphoryl STY() VAPEEHPTLLTEAPLNPK 97 18 4 21.67 b9b10°b10y9 2035.98 61.359 2673 3 679.33 -8.754
|P68133|ACTS_HUMAN Actin 24 Oxidation+M() YPIEHGIITNWDDMEK 70 16 5 38.97 b3b12b13y3y4 1976.90 59.606 48125 3 659.64 -2.964

|P68133|ACTS_HUMAN Actin 25 Oxidation+M(8) DLYANNVMSGGTTMYPGIADR 293 21 5 12.79 b7b13°b13y10°y10 2262.04 77.270 19192 3 754.68 9.822

|P68133|ACTS_HUMAN Actin 26 Oxidation+M(15) KDLYANNVMSGGTTMYPGIADR 292 22 4 22.3 y5y7y8°y8 2390.15 90.796 2507 3 797.39 14.811

|P62736|ACTA_HUMAN Actin 1 AGFAGDDAPR 20 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P62736|ACTA_HUMAN Actin 2 SYELPDGQVITIGNER 240 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P62736|ACTA_HUMAN Actin 3 EITALAPSTMK 317 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780

|P62736|ACTA_HUMAN Actin 4 YPIEHGIITNWDDMEK 70 16 32 226.43

b2b3b4b8b9b11*b11b12*b12b
14b15b16y1y2°y2y3y4y5y6°y6
y7*y7y8*y8y12°y12y13y14y1

5°y15*y15y16

1960.92 66.672 937839 2 980.96 3.113

|P62736|ACTA_HUMAN Actin 5 AVFPSIVGRPR 30 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|P62736|ACTA_HUMAN Actin 6 HQGVMVGMGQK 41 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P62736|ACTA_HUMAN Actin 7 DLTDYLMK 185 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P62736|ACTA_HUMAN Actin 8 IIAPPERK 330 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P62736|ACTA_HUMAN Actin 9 IIAPPER 330 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P62736|ACTA_HUMAN Actin 10 MQKEITALAPSTMK 314 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P62736|ACTA_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P62736|ACTA_HUMAN Actin 12
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 217 23 5 21.15 b9b10°b10y8°y8 2552.18 136.351 1800 3 851.40 8.705

|P68032|ACTC_HUMAN Actin 1 AGFAGDDAPR 20 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P68032|ACTC_HUMAN Actin 2 SYELPDGQVITIGNER 240 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P68032|ACTC_HUMAN Actin 3 EITALAPSTMK 317 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780

|P68032|ACTC_HUMAN Actin 4 YPIEHGIITNWDDMEK 70 16 32 226.43

b2b3b4b8b9b11*b11b12*b12b
14b15b16y1y2°y2y3y4y5y6°y6
y7*y7y8*y8y12°y12y13y14y1

5°y15*y15y16

1960.92 66.672 937839 2 980.96 3.113

|P68032|ACTC_HUMAN Actin 5 AVFPSIVGRPR 30 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666



|P68032|ACTC_HUMAN Actin 6 HQGVMVGMGQK 41 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P68032|ACTC_HUMAN Actin 7 DLTDYLMK 185 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P68032|ACTC_HUMAN Actin 8 IIAPPERK 330 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P68032|ACTC_HUMAN Actin 9 IIAPPER 330 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P68032|ACTC_HUMAN Actin 10 MQKEITALAPSTMK 314 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P68032|ACTC_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
41 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P68032|ACTC_HUMAN Actin 12 Carbamidomethyl+C(1)
CPETLFQPSFIGMESAGIHETTYNS

IMK
258 28 4 11.15 b9y9y11*y11 3188.52 126.445 4558 3 1063.51 15.850

|P68032|ACTC_HUMAN Actin 13 GYSFVTTAER 198 10 3 24.99 b4y3y7 1130.53 65.830 2275 1 1130.53 -15.009

|P68032|ACTC_HUMAN Actin 14 Carbamidomethyl+C(2) LCYVALDFENEMATAASSSSLEK 217 23 7 22.09 b5b12y4°y4y7y10°y10 2536.17 95.477 2161 3 846.06 2.984

|P68032|ACTC_HUMAN Actin 15 Oxidation+M() DLYANNVLSGGTTMYPGIADR 293 21 4 12.79 b8*b8b14y12 2244.09 68.054 4042 3 748.70 14.796

|P63267|ACTH_HUMAN Actin 1 AGFAGDDAPR 19 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|P63267|ACTH_HUMAN Actin 2 SYELPDGQVITIGNER 239 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|P63267|ACTH_HUMAN Actin 3 EITALAPSTMK 316 11 23 116.62
b1b2°b2b3°b3b4°b4b6y1y2y3°
y3y4°y4y5°y5y6°y6y7y8y9°y9

y11
1161.61 50.535 1126399 2 581.31 -5.780

|P63267|ACTH_HUMAN Actin 4 YPIEHGIITNWDDMEK 69 16 32 226.43

b2b3b4b8b9b11*b11b12*b12b
14b15b16y1y2°y2y3y4y5y6°y6
y7*y7y8*y8y12°y12y13y14y1

5°y15*y15y16

1960.92 66.672 937839 2 980.96 3.113

|P63267|ACTH_HUMAN Actin 5 AVFPSIVGRPR 29 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|P63267|ACTH_HUMAN Actin 6 HQGVMVGMGQK 40 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|P63267|ACTH_HUMAN Actin 7 DLTDYLMK 184 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|P63267|ACTH_HUMAN Actin 8 IIAPPERK 329 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|P63267|ACTH_HUMAN Actin 9 IIAPPER 329 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|P63267|ACTH_HUMAN Actin 10 MQKEITALAPSTMK 313 14 15 74.4
b2b3b4°b4b6b7°b7*b7y1y3°y3

y5y6y11y14
1548.80 49.812 31639 3 516.94 -9.537

|P63267|ACTH_HUMAN Actin 11
HQGVMVGMGQKDSYVGDEAQS

K
40 22 7 35.52 b3b12b13b14y14*y14y22 2351.05 58.706 24855 3 784.36 -10.488

|P63267|ACTH_HUMAN Actin 12

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(17

)

CEEETTALVCDNGSGLCK 1 18 5 19.66 b8b10°b10y6y9 2042.86 67.051 16883 2 1021.93 5.856

|P63267|ACTH_HUMAN Actin 13
Carbamidomethyl+C(2);

Oxidation+M()
LCYVALDFENEMATAASSSSLEK 216 23 4 24.82 b3b4y11y14 2552.19 99.080 10026 3 851.40 13.106

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

1 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134



|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

2 AVFVDLEPTVIDEIR 64 15 25 173.02
b2b4b5°b5b6b7°b7b10°b10b1
1b12y1y2y3°y3y4°y4y5y8y9°y

9y10y11y13y15
1715.92 89.104 185366 2 858.46 -0.996

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

3 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

4 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

5 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 23 146.29
b2b3*b3b4b5°b5*b5b6°b6*b6
y1y3y4y5°y5y6y7°y7y8y9°y9y

10y13
1584.75 82.734 121637 2 792.88 1.849

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

6 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

7 EIIDPVLDR 112 9 4 36.27 y2y5y6y7 1069.58 59.690 73529 2 535.30 -5.022

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 39.35 b7b10b11y1y4y7y9y11y24 2750.31 73.355 598453 917.44 5.060

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

9 LISQIVSSITASLR 229 14 7 54.36 b4b5b6y4y5y8y14 1487.88 100.003 52439 2 744.44 1.887

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

10 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

11 LSVDYGKK 156 8 5 51.25 y3y4y5y7y8 909.50 29.494 31401 2 455.25 -7.717

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

12

Carbamidomethyl+C(3);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(24

)

RECISVHVGQAGVQMGNACWEL
YCLEHGIQPDGQMPSDK

1 39 6 21.98 b13y3y4°y4y7y10 4456.95 114.707 2758 6 743.66 -10.955

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

13
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 23.8 b7b14y11y12 3217.47 94.241 2736 3 1073.16 13.431

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

14 EDMAALEK 422 8 3 31.02 b6y3y4 906.42 36.348 59644 2 453.72 -1.077

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

15 NGPYRQLFHPEQLITGK 79 17 3 14.93 b5b10y10 1998.04 61.314 44333 2 999.53 -6.354

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

16

Carbamidomethyl+C(4);
Carbamidomethyl+C(20)
;Carbamidomethyl+C(25

);Oxidation+M(36)

MRECISVHVGQAGVQMGNACWE
LYCLEHGIQPDGQMPSDK

0 40 7 14.21 b7b10y4y6°y6y12°y12 4604.08 86.011 10520 4 1151.78 10.606

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

17 AFVHWYVGEGMEEGEFSE 402 18 0 11.05 2102.90 94.203 6268 3 701.64 9.520

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

18 EIIDPVLDR 112 9 0 1.92 1051.57 59.690 4447 2 526.29 -3.715

|P68366|TBA4A_HUMAN Tubulin alpha-
4A chain

19 AVFVDLEPTVIDEIR 64 15 0 4.8 1697.89 89.098 3495 3 566.63 -11.359

|P18206|VINC_HUMAN Vinculin 1
TIESILEPVAQQISHLVIMHEEGEV

DGK
7 28 36 251.21

b1°b1b2°b2b3°b3b4°b4b5°b5b
6°b6y1y2y3y4y5°y5y6y7y8°y8
y9y10y11y12y13y14y15y21y2

2°y22y23y25y26y28

3101.55 110.636 281159 4 776.14 -11.650

|P18206|VINC_HUMAN Vinculin 2
LTDELAPPKPPLPEGEVPPPRPPPP

EEK
853 28 5 25.52 y2y6y10y11y22 3023.59 60.622 163051 4 756.65 -5.491

|P18206|VINC_HUMAN Vinculin 3 AIPDLTAPVAAVQAAVSNLVR 35 21 23 142.59
b2b4°b4b6b7°b7b16*b16y1y2
y3y4*y4y5y6y7y8y12y14y15y

16y19y21
2076.19 118.074 133453 2 1038.60 3.057

|P18206|VINC_HUMAN Vinculin 4 QVATALQNLQTK 464 12 16 94.54
b2b3*b3b12y2y3°y3*y3y4y5y

6*y6y7y9y10y12
1314.74 48.566 129480 2 657.87 -0.836



|P18206|VINC_HUMAN Vinculin 5 AQQVSQGLDVLTAK 352 14 22 129.16
b1b2*b2b3b4b5*b5b6b9*b9b1
2b14y1y2y3y4y8y10y11y12*y

12y14
1457.80 58.017 121569 2 729.40 0.251

|P18206|VINC_HUMAN Vinculin 6 GWLRDPSASPGDAGEQAIR 281 19 15 86.83
b2b4b5b8b9°b9y1y2y3y6y7y9

y10y11y19
1982.96 53.632 104159 3 661.66 -4.063

|P18206|VINC_HUMAN Vinculin 7
TNISDEESEQATEMLVHNAQNLM

QSVK
1076 27 15 55.42

b2°b2*b2b3b4°b4*b4y1y3y11
y12y22y24y25y27

3046.41 96.388 101285 3 1016.14 1.362

|P18206|VINC_HUMAN Vinculin 8 AVAGNISDPGLQK 802 13 16 154.94
b2b3b4b5b6b8y4y5*y5y6y7y8

y9y10y11y13
1269.68 40.302 97212 2 635.34 -1.827

|P18206|VINC_HUMAN Vinculin 9 ALASQLQDSLK 570 11 10 52.59 b2b3y3y5*y5y6y9°y9*y9y11 1173.65 54.566 93288 2 587.33 -1.872

|P18206|VINC_HUMAN Vinculin 10 VAMANIQPQMLVAGATSIAR 738 20 14 91.19
b3b4b5*b5b15y2y3y5y7y8y13

y14y15y20
2042.10 84.153 87655 2 1021.55 4.125

|P18206|VINC_HUMAN Vinculin 11 ELTPQVVSAAR 669 11 15 116.62
b2b3°b3b4°b4b10y3y4y5y6y7y

8*y8y9y11
1170.65 45.872 84866 2 585.83 1.773

|P18206|VINC_HUMAN Vinculin 12 VLQLTSWDEDAWASK 246 15 7 36.86 b1b12y6y8y11y12y15 1748.85 79.570 78528 2 874.93 1.815
|P18206|VINC_HUMAN Vinculin 13 VMLVNSMNTVK 188 11 8 44.35 b2b3b6°b6y7y9y10y11 1235.65 54.791 76830 2 618.33 1.087
|P18206|VINC_HUMAN Vinculin 14 ELLPVLISAMK 199 11 8 34.12 b2°b2b3y2y4y5y8y11 1213.72 91.413 75107 2 607.36 -5.934

|P18206|VINC_HUMAN Vinculin 15 MTGLVDEAIDTK 708 12 10 64.86 b2°b2b4y2y3y6y7y10y11y12 1292.64 57.566 68910 2 646.82 -1.700

|P18206|VINC_HUMAN Vinculin 16 ETVQTTEDQILKR 59 13 15 88
b2°b2y1y2y3y4y5y7y8*y8y9y1

0°y10*y10y13
1560.81 46.884 66741 3 520.94 -8.368

|P18206|VINC_HUMAN Vinculin 17 STVEGIQASVK 655 11 11 66.81 b2°b2b9*b9y1y3y4y7y8y9y11 1118.60 39.878 66123 2 559.80 -3.820

|P18206|VINC_HUMAN Vinculin 18 LVQAAQMLQSDPYSVPAR 87 18 20 113.58
b1b10b13b14°b14b15°b15y3y
5y7y8°y8y10°y10y11°y11*y11

y12y13y18
1974.02 65.868 62848 2 987.51 4.700

|P18206|VINC_HUMAN Vinculin 19 MLGQMTDQVADLR 326 13 14 99.21
b2b6b13y1y2y3y4y6y8y9y11*

y11y12y13
1477.72 62.896 58956 2 739.36 3.387

|P18206|VINC_HUMAN Vinculin 20 LLAVAATAPPDAPNR 607 15 9 83.63 b2b8y3y4y7y8y9y10y11 1476.82 51.022 56249 2 738.92 4.133

|P18206|VINC_HUMAN Vinculin 21 AGEVINQPMMMAAR 889 14 22 180.33
b3b4b5b6b7°b7*b7b10*b10b1
2*b12b13°b13y3y4y5y6y7y9*

y9y10y14
1518.73 58.638 53113 2 759.87 3.376

|P18206|VINC_HUMAN Vinculin 22 WIDNPTVDDR 502 10 7 36.65 b3b7*b7y2y6y8y10 1230.58 48.030 51111 2 615.79 1.488

|P18206|VINC_HUMAN Vinculin 23 MALLMAEMSR 993 10 16 126.93
b3b4b6b7b10°b10y1y2y4y5°y

5y6y7y8y9y10
1152.56 72.524 48552 2 576.78 -0.424

|P18206|VINC_HUMAN Vinculin 24 MQEAMTQEVSDVFSDTTTPIK 586 21 4 22.44 y3y8y9y21 2358.10 80.570 45919 2 1179.55 6.316

|P18206|VINC_HUMAN Vinculin 25 GQGSSPVAMQK 341 11 16 92.51
b2*b2b4b7°b7*b7b11y1y3y4*

y4y6y7y8y9y11
1089.53 26.537 32046 2 545.27 -1.345

|P18206|VINC_HUMAN Vinculin 26 GILSGTSDLLLTFDEAEVR 113 19 7 30.58 b7y2y5y6°y6y12y15 2036.06 100.516 19584 2 1018.54 4.497
|P18206|VINC_HUMAN Vinculin 27 GNDIIAAAKR 983 10 4 26.75 b3y5y6y10 1028.59 32.538 15755 2 514.80 0.237
|P18206|VINC_HUMAN Vinculin 28 DPSASPGDAGEQAIR 285 15 4 22.62 b10y2y10y11 1470.69 35.102 13191 2 735.85 4.399
|P18206|VINC_HUMAN Vinculin 29 SFLDSGYR 815 8 6 51.25 y3y4y5°y5y6y8 944.46 51.806 12995 1 944.46 14.605
|P18206|VINC_HUMAN Vinculin 30 GNDIIAAAK 983 9 6 42.7 b5°b5b6b8b9y4 872.48 26.587 6582 2 436.74 -7.555
|P18206|VINC_HUMAN Vinculin 31 NQGIEEALK 219 9 7 42.7 b6b7b8*b8y2y5°y5 1001.53 41.732 5483 1 1001.53 2.194
|P18206|VINC_HUMAN Vinculin 32 ALASQLQDSLKDLK 570 14 3 17.67 b9y3y12 1529.84 106.351 3247 2 765.42 -8.139
|P18206|VINC_HUMAN Vinculin 33 GVGQAAIR 512 8 4 34.03 b3y4y6y8 771.44 25.855 2686 2 386.23 -3.323

|P18206|VINC_HUMAN Vinculin 34 VLQLTSWDEDAWASKDTEAMK 246 21 3 12.79 b11y5y10 2424.14 74.626 2323 2 1212.57 1.108

|P18206|VINC_HUMAN Vinculin 35 AVANSRPAK 479 9 3 36.27 b4b6b7 913.53 56.789 45495 2 457.27 6.080
|P18206|VINC_HUMAN Vinculin 36 ALASIDSK 268 8 3 34.03 b6y3y6 804.43 30.986 22322 2 402.72 -14.112
|P18206|VINC_HUMAN Vinculin 37 VDQLTAQLADLAAR 547 14 5 26.24 b7°b7b10*b10b12 1484.81 75.216 17699 2 742.91 1.809
|P18206|VINC_HUMAN Vinculin 38 QDLLAK 538 6 3 25.39 b3°b3y3 687.40 59.941 16059 1 687.40 -2.841
|P18206|VINC_HUMAN Vinculin 39 NPGNQAAYEHFETMK 684 15 6 36.86 b4*b4y4y5y9y11 1736.75 53.192 10182 2 868.88 -9.278

|P18206|VINC_HUMAN Vinculin 40 GILEYLTVAEVVETMEDLVTYT K 139 23 3 12.12 b17y4y11 2616.34 136.899 8067 3 872.78 0.373

|P18206|VINC_HUMAN Vinculin 41 LANVMMGPYR 528 10 3 24.99 b5b8y4 1151.59 50.494 7431 2 576.30 17.173
|P18206|VINC_HUMAN Vinculin 42 AANFENHSGK 629 10 4 39.76 y4y6y9°y9 1074.49 27.491 6564 2 537.75 -2.045



|P18206|VINC_HUMAN Vinculin 43 LNQAK 276 5 1 12.45 b3 573.34 89.689 5468 1 573.34 -0.532
|P18206|VINC_HUMAN Vinculin 44 ETVQTTEDQILK 59 12 4 20.51 b3b5*b5y5 1404.71 49.798 5299 2 702.86 -7.300
|P18206|VINC_HUMAN Vinculin 45 DTEAMK 261 6 1 12.93 b4 694.31 30.865 4903 1 694.31 10.022

|P18206|VINC_HUMAN Vinculin 46 TISPMVMDAK 792 10 10 89.57 b3b5b8y3°y3y4°y4y7°y7y8 1092.54 43.709 3133 2 546.77 -5.922

|P18206|VINC_HUMAN Vinculin 47 NQWIDNVEK 699 9 6 28.49 b4y5°y5*y5y6°y6 1145.55 21.905 2417 2 573.28 -11.082
|P18206|VINC_HUMAN Vinculin 48 LANVMMGPYRQDLLAK 528 16 7 47.34 b3b4b5b8*b8b11*b11 1819.97 116.289 314401 3 607.33 9.323

|P18206|VINC_HUMAN Vinculin 49 Carbamidomethyl+C(5)
VENACTKLVQAAQMLQSDPYSVP

AR
80 25 3 11.62 b7b13y10 2776.38 91.553 227140 3 926.13 1.407

|P18206|VINC_HUMAN Vinculin 50 NQWIDNVEKMTGLVDEAIDTK 6 99 21 3 12.79 b5y4y8 2419.22 67.086 96730 3 807.08 14.431

|P18206|VINC_HUMAN Vinculin 51 KIDAAQNWLADPNGGPEGEEQIR 386 23 15 88.71
b6b7°b7b10b11b15y3y5y6*y6

y9y10y12*y12y14
2508.21 62.017 71163 3 836.74 -1.363

|P18206|VINC_HUMAN Vinculin 52 Carbamidomethyl+C(1) CDRVDQLTAQLADLAAR 544 17 11 83.83
b3b5b7b8b14°b14*b14y4y5y6

y7
1915.94 79.551 51297 3 639.32 -14.590

|P18206|VINC_HUMAN Vinculin 53 LLAVAATAPPDAPNREEVFDER 607 22 6 36.01 b3y7y10y11y14y16 2381.21 61.903 50852 3 794.41 -1.128

|P18206|VINC_HUMAN Vinculin 54 Carbamidomethyl+C(13) QILDEAGKVGELCAGK 300 16 3 23.4 y4y6y13 1687.85 54.748 34590 3 563.29 -10.342

|P18206|VINC_HUMAN Vinculin 55 ARMQEAMTQEVSDVFSDTTTPIK 584 23 6 22.1 b6b7°b7*b7b11y12 2585.25 75.344 27532 3 862.42 9.633

|P18206|VINC_HUMAN Vinculin 56 EVENSEDPKFR 769 11 4 29.45 y3y4y8°y8 1349.62 29.333 14581 3 450.54 -13.205
|P18206|VINC_HUMAN Vinculin 57 ARGQGSSPVAMQK 339 13 3 23.72 b7b8y11 1316.66 62.066 11772 2 658.83 -11.404

|P18206|VINC_HUMAN Vinculin 58 Carbamidomethyl+C(13) DMPPAFIKVENACTK 72 15 4 16.6 b4b6y3°y3 1720.82 71.035 11566 3 574.28 -12.414

|P18206|VINC_HUMAN Vinculin 59
MSAEINEIIRVLQLTSWDEDAWAS

K
236 25 3 21.17 b9y5y6 2905.40 119.099 9773 3 969.14 -14.789

|P18206|VINC_HUMAN Vinculin 60 MAKMIDER 170 8 4 51.25 b4b6y3y5 993.48 32.096 3751 2 497.24 -10.383
|P18206|VINC_HUMAN Vinculin 61 AVAGNISDPGLQKSFLDSGYR 802 21 5 21.24 b8°b8*b8b9y6 2195.11 74.468 2000 3 732.37 -1.780

|P18206|VINC_HUMAN Vinculin 62 AGEVINQPMMMAARQLHDEAR 889 21 5 17.07 b7b9y7°y7y10 2368.13 55.658 1579 6 395.53 -2.165

|P18206|VINC_HUMAN Vinculin 63
DYLIDGSRGILSGTSDLLLTFDEAE

VR
105 27 6 34.07 b6b9b10°b10b11y6 2955.47 117.366 1510 3 985.83 -7.352

|P18206|VINC_HUMAN Vinculin 64 Phosphoryl STY(8) ELTPQVVSAAR 669 11 4 22.46 b3°b3b8_H3PO4 b8y3 1250.60 99.030 9157 2 625.81 -0.586
|P18206|VINC_HUMAN Vinculin 65 Phosphoryl STY(6) GILSGTSDLLLTFDEAEVR 113 19 5 30.58 b5b6b13b17y12 2115.99 71.069 1833 2 1058.50 -11.769
|P18206|VINC_HUMAN Vinculin 66 Oxidation+M(5) MLGQMTDQVADLR 326 13 3 26.43 y4y9y10 1493.73 30.220 13994 3 498.58 12.667
|P18206|VINC_HUMAN Vinculin 67 AQQVSQGLD 352 9 2 7.23 y8°y8 945.46 57.971 6712 2 473.23 -7.101

|P18206|VINC_HUMAN Vinculin 68 PDLTAPVAAVQAAVSNLVR 37 19 11 88.73
b4°b4b5°b5b6b7b8°b8b9b10b

12
1892.04 118.081 3822 3 631.35 -12.387

|P18206|VINC_HUMAN Vinculin 69 ETVQTTEDQILKR 59 13 0 3.84 1543.81 46.877 24848 3 515.27 9.647
|P18206|VINC_HUMAN Vinculin 70 ELLPVLISAMK 199 11 0 2.88 1195.70 91.409 4551 2 598.35 -7.351
|P18206|VINC_HUMAN Vinculin 71 AQQVSQGLDVLTAK 352 14 1 7.23 y6 1439.79 58.009 3348 3 480.60 8.224
|P18206|VINC_HUMAN Vinculin 72 ELTPQVVSAAR 669 11 0 2.88 1152.62 45.893 2556 2 576.81 -8.578

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

1 AVFVDLEPTVIDEVR 64 15 21 168.35
b3b4b5b6b7y1y2y3°y3y4y5°y5
y6y8y9°y9y10y11°y11y12y15

1701.91 84.403 210134 2 851.46 1.219

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

2 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

3 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

4 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

5 Carbamidomethyl+C(8) SIQFVDWCPTGFK 339 13 23 146.29
b2b3*b3b4b5°b5*b5b6°b6*b6
y1y3y4y5°y5y6y7°y7y8y9°y9y

10y13
1584.75 82.734 121637 2 792.88 1.849

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

6 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533



|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

7 EIIDLVLDR 112 9 11 56.4 b2b3°b3b4°b4y1y2y5y6y7y9 1085.61 79.517 78410 2 543.31 -4.948

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

8 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 39.35 b7b10b11y1y4y7y9y11y24 2750.31 73.355 598453 917.44 5.060

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

9 LISQIVSSITASLR 229 14 7 54.36 b4b5b6y4y5y8y14 1487.88 100.003 52439 2 744.44 1.887

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

10 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

11 LSVDYGKK 156 8 5 51.25 y3y4y5y7y8 909.50 29.494 31401 2 455.25 -7.717

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

12
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 23.8 b7b14y11y12 3217.47 94.241 2736 3 1073.16 13.431

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

13 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWARLDHK 373 21 3 19.43 b3b13b15 2358.15 82.774 2294 2 1179.58 -10.353

|P68363|TBA1B_HUMAN Tubulin alpha-
1B chain

14 Oxidation+M() AFVHWYVGEGMEEGEFSEAR 402 20 4 13.21 b10°b10y4y7 2346.03 114.516 6641 2 1173.52 8.429

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

1 SYELPDGQVITIGNER 239 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

2 HQGVMVGMGQK 40 11 24 149.31
b1b2*b2b3b4*b4b5b6b7b11y1
y2*y2y3*y3y4*y4y5y6y7y9y1

0*y10y11
1171.57 33.049 379414 2 586.29 0.729

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

3 DLTDYLMK 184 8 10 46.48 b2°b2b7b8y1y2y4y5y6y8 998.48 70.685 351130 2 499.74 -8.252

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

4 IIAPPERK 329 8 12 71.39
b2b3y2y3y4°y4y5°y5y6°y6y7y

8
923.56 26.694 116314 2 462.28 -8.525

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

5 Carbamidomethyl+C(1) CDVDIRK 285 7 9 50.77 b1b2°b2y2y3y4°y4y5y6 905.44 22.651 75050 2 453.23 -8.965

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

6 IIAPPER 329 7 5 50.77 y3y4y5y6y7 795.47 33.226 50492 2 398.24 -8.517

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

7 AAASSSPER 230 9 9 54.74 b1b2b9y3°y3y5y6y8y9 875.42 34.949 3358 2 438.22 2.580

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

8 GYNFTTTAER 197 10 5 26.75 b4*b4b5*b5y7 1159.55 44.937 3145 2 580.28 10.633

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

9 VAPDEHPILLTEAPLNPK 96 18 14 82.37
b7b9b11y3*y3y5*y5y6y8*y8y

9y10°y10y15
1954.05 61.382 1575090 3 652.02 -5.435

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

10 YPIEHGVVTNWDDMEK 69 16 4 15.7 b7°b7y3y8 1932.84 54.224 23235 2 966.92 -20.525

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

11 YSVWIGGSILASLSTFQQMWISK 337 23 10 53.7 b5b7b10b11y5°y5y6y7y13°y13 2602.35 136.510 7546 3 868.12 4.222

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

12 Carbamidomethyl+C(2) LCYVALDFEQEMVR 216 14 8 67.69 b12b13°b13y4y5y6y9y12 1772.80 81.184 7154 2 886.90 -20.106

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

13 Carbamidomethyl+C(17) TDNELSALVVDNGSGMCK 1 18 3 14.27 b13y5y14 1909.84 81.900 6158 2 955.43 -10.227

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

14 IWYHTFYNELR 85 11 3 22.46 b4b7y5 1541.74 73.053 3086 3 514.58 -10.372

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

15 QEYDEAGPPIVHRK 360 14 3 25.45 b10b12b13 1638.82 78.394 11773 3 546.95 0.224

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

16 KDLYANTVLSGGSTMYPGIADR 291 22 7 27.74 b16°b16y3y4°y4y9y12 2329.12 80.186 3334 4 583.04 -12.578

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

17
DLYANTVLSGGSTMYPGIADRMQ

K
292 24 5 26.68 b3b4b9*b9b15 2588.21 99.817 2636 2 1294.61 -14.338

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

18 Phosphoryl STY(12) DLYANTVLSGGSTMYPGIADR 292 21 14 71.98
b3b4b6°b6*b6b7*b7b9b10y3°

y3y9°y9y14
2281.04 77.357 25511 2 1141.03 14.128

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

19 Phosphoryl STY(14) KDLYANTVLSGGSTMYPGIADR 291 22 6 22.45 b14°b14y6y7°y7y15 2409.14 79.481 4920 3 803.72 12.769



|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

20 Phosphoryl STY(7) GYNFTTTAEREIVRDVK 197 17 3 14.93 b3b6_H3PO4 b6y11 2078.98 71.836 2694 3 693.66 -2.701

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

21 Oxidation+M(1) MQKEIITLAPSTMK 313 14 3 23.11 b6y4y5 1606.87 58.555 29275 3 536.29 8.281

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

22
Carbamidomethyl+C(13)

;Oxidation+M(5)
HQGVMVGMGQKDCYVGDEAQS

K
40 22 6 28.12 b5b8*b8b10b13y12 2440.07 67.005 1655 2 1220.54 0.800

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

23 Oxidation+M(14) DLYANTVLSGGSTMYPGIADR 292 21 4 19.43 y5y11y15°y15 2217.04 88.423 1652 2 1109.02 -4.515

|Q562R1|ACTBL_HUMAN Beta-actin-like 
protein 2

24 GYNFTTT 197 7 0 2.4 803.37 44.998 5222 1 803.37 10.561

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

1
TAFDEAIAELDTLSEESYKDSTLIM

QLLR
193 29 27 173.15

b2b3b4°b4b5b6°b6b7°b7b8°b8
b17y1y2y3y4y5y6y8y10y11y1

6y17y19y21y22y29
3302.64 136.666 112700 3 1101.55 1.035

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

2 FLIPNASQAESK 103 12 15 79.07
b2b3y2y4°y4y5°y5y6y7y9°y9*

y9y10*y10y12
1304.68 55.328 107635 2 652.85 -0.281

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

3 NLLSVAYK 41 8 9 46.48 b1b2b4*b4y1y2y3y5y6 907.52 58.041 98856 2 454.26 -5.986

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

4 SVTEQGAELSNEER 27 14 18 125.86
b2b5b10b12y2°y2y4*y4y5y6y

7y9°y9y10*y10y11y12y14
1548.72 34.807 91635 2 774.86 3.705

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

5 GIVDQSQQAYQEAFEISKK 139 19 7 28.86 b2b3b12y3y4y16y19 2169.07 68.383 63540 3 723.70 -4.390

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

6 Carbamidomethyl+C(3) DICNDVLSLLEK 91 12 6 46.38 b3y2y3y4y6y10 1418.72 98.829 55794 2 709.87 2.495

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

7 YLAEVAAGDDKK 127 12 7 75.07 y3y5y6y7y9y10y12 1279.65 32.916 45358 3 427.22 -5.437

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

8 DSTLIMQLLR 212 10 5 31.98 y2y4y5y7y10 1189.67 92.652 22909 2 595.34 3.899

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

9 YLAEVAAGDDK 127 11 5 38.89 b5b11y3y6y10 1151.56 48.341 2215 2 576.29 6.042

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

10 GIVDQSQQAYQEAFEISK 139 18 6 28.14 b9b12b16y9y15*y15 2041.00 60.048 40709 4 511.01 6.639

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

11 IETELR 85 6 2 12.93 y5°y5 760.41 30.986 19581 2 380.71 -6.742

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

12 TAFDEAIAELDTLSEESYK 193 19 3 21.48 b12b13y11 2131.99 85.451 1768 2 1066.50 -2.977

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

13 FLIPNASQAESKVFYLK 103 17 3 14.93 b6y9y13 1955.05 61.005 291473 3 652.36 -5.744

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

14 SVTEQGAELSNEERNLLSVAYK 27 22 4 12.43 b9°b9y5y11 2437.24 105.717 61281 3 813.08 6.010

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

15 KEMQPTHPIR 157 10 5 52.21 b3b6b7b9°b9 1236.64 56.275 27062 3 412.88 -11.549

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

16 YLAEVAAGDDKK 127 12 5 44.84 b7b8b10y7y8 1279.66 42.574 15962 2 640.33 4.007

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

17 Carbamidomethyl+C(7)
YDDMAACMKSVTEQGAELSNEE

R
18 23 5 22.2 y3y7*y7y8°y8 2634.13 44.124 7219 4 659.29 6.951

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

18 QQMAREYR 75 8 5 38.8 y4y6°y6y7*y7 1081.51 34.972 1982 2 541.26 -14.334

|P63104|1433Z_HUMAN 14-3-3 protein 
zeta/delta

19 Carbamidomethyl+C(9) IETELRDICNDVLSLLEK 85 18 5 23.19 b7°b7b8°b8b12 2160.11 136.457 1838 2 1080.56 -5.425

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

1 VLDFEHFLPMLQTVAK 63 16 14 112.9
b2b3b5b6y2y3y4y5y6y8y9y14

y15y16
1887.98 102.061 275805 3 630.00 -11.897

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

2 ALGQNPTNAEVLK 37 13 16 127.82
b2b3b4b5*b5b10y2y3y4y5y7y

8y9y11*y11y13
1354.74 45.007 159525 2 677.87 2.433

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

3 EAFQLFDR 13 8 10 51.25 b2°b2y1y2y3y4y5*y5y6y8 1025.50 68.767 86817 2 513.25 -5.119



|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

4 VFDKEGNGTVMGAEIR 94 16 17 93.37
b2b5b6°b6b7b8b11y1y2y3y5y

6°y6y11y12°y12y16
1722.84 49.720 60327 3 574.95 -5.314

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

5 Carbamidomethyl+C(6) ILYSQCGDVMR 26 11 7 47.92 y2y3y6y8y9°y9y11 1341.63 48.637 53120 2 671.32 2.639

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

6 NKDQGTYEDYVEGLR 79 15 12 116.52
b6b9b10y3y4y5y6y7y8y9y11y

15
1786.82 56.214 41187 3 596.28 -3.074

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

7 EGNGTVMGAEIR 98 12 3 30.72 y5y7y11 1233.60 43.484 25489 2 617.30 5.047

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

8 HILSG 146 5 1 12.45 y4 526.30 31.633 5130 1 526.30 4.175

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

9 DQGTYEDYVEGLR 81 13 3 23.72 b11y7y8 1544.66 45.757 2242 3 515.56 -14.146

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

10 Carbamidomethyl+C(11) TGDGKILYSQCGDVMR 21 16 5 37.61 y3y4°y4y5y12 1799.82 63.453 6999 2 900.42 -9.563

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

11 Carbamidomethyl+C(2) MCDFTEDQTAEFKEAFQLFDR 0 21 3 12.79 b9y3y9 2628.14 44.149 2038 3 876.72 2.322

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

12 VLGNPKSDEMNVK 50 13 10 67
b3b12°b12y7°y7y8°y8y9y10y1

2
1430.72 97.954 1976 2 715.86 -7.764

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

13 Oxidation+M(11) VFDKEGNGTVMGAEIR 94 16 8 32.84 b4°b4b9°b9b13°b13*b13b14 1738.84 49.788 9060 3 580.28 -2.738

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

14 PMLQTVAK 71 8 1 7.32 b3 887.50 102.055 2724 2 444.26 2.132

|P60660|MYL6_HUMAN Myosin light 
polypeptide 6

15 EAFQLFDR 13 8 0 1.44 1007.50 68.755 9847 2 504.25 11.511

|P35579|MYH9_HUMAN Myosin-9 1 LQQELDDLLVDLDHQR 1417 16 22 154.36
b2*b2b3b4b9b11y1y3*y3y4y5
y6y7y8y10y12y13°y13y14°y14

*y14y16
1949.97 85.805 367530 3 650.66 -9.641

|P35579|MYH9_HUMAN Myosin-9 2 IMGIPEEEQMGLLR 327 14 10 57.48 b2b3b4b12y2y4y9y10y12y14 1615.82 78.096 254022 2 808.41 -1.133

|P35579|MYH9_HUMAN Myosin-9 3 QLLQANPILEAFGNAK 209 16 31 183.05

b2*b2b3*b3b4*b4b5*b5b6*b6
b16y1y2y4*y4y5y6y7°y7*y7y8
y9y10y11y12*y12y13°y13*y1

3y14y16

1726.94 91.394 242617 2 863.97 -4.383

|P35579|MYH9_HUMAN Myosin-9 4 IIGLDQVAGMSETALPGAFK 617 20 15 107.42
b2b3b4b14b15y2y3y4y5y6y7y

15*y15y16y20
2018.07 90.134 228026 2 1009.54 1.573

|P35579|MYH9_HUMAN Myosin-9 5 IAEFTTNLTEEEEK 1000 14 18 160.88
b2b3b4b9b11b14y3y4y5y6y7y

8y9y11y12°y12y13y14
1653.79 57.263 211819 2 827.40 1.107

|P35579|MYH9_HUMAN Myosin-9 6 IAQLEEQLDNETK 1815 13 11 71.77
b3b4y5*y5y6y9y10*y10y11y1

3*y13
1530.77 51.569 195716 2 765.89 3.270

|P35579|MYH9_HUMAN Myosin-9 7 TQLEELEDELQATEDAK 1538 17 9 49.38 b4*b4b12b13y6y8y9y14y17 1961.93 79.033 161985 2 981.47 3.795

|P35579|MYH9_HUMAN Myosin-9 8 IAQLEEELEEEQGNTELINDR 1730 21 10 64.92 b3b11y3*y3y4y6y7y10y11y21 2472.17 70.827 155158 3 824.73 0.198

|P35579|MYH9_HUMAN Myosin-9 9 LQVELDNVTGLLSQSDSK 1277 18 19 108.22
b2*b2b3b4°b4y2y4°y4y5°y5y6
°y6y7y13y14y15°y15y16y18

1946.01 81.175 150241 2 973.51 3.576

|P35579|MYH9_HUMAN Myosin-9 10 Carbamidomethyl+C(13) LEEEQIILEDQNCK 975 14 13 99.31
b3°b3b5b6b7b9y1y3y5y7y8y9

y14
1760.84 55.052 139883 2 880.93 3.536

|P35579|MYH9_HUMAN Myosin-9 11 DELADEIANSSGK 1703 13 7 42.88 b2b3b4y2y5y9y10 1348.63 49.599 131173 2 674.82 2.987

|P35579|MYH9_HUMAN Myosin-9 12 ELESQISELQEDLESER 1107 17 21 118.18
b2b3°b3b5°b5b6°b6b14b17y3y
4y6y8°y8y11y12°y12*y12y13y

15y17
2033.96 79.589 125429 2 1017.49 5.942

|P35579|MYH9_HUMAN Myosin-9 13 LDPHLVLDQLR 682 11 9 82.27 b5y3y4*y4y5y6y7y9y11 1318.74 71.280 118926 2 659.87 -4.999



|P35579|MYH9_HUMAN Myosin-9 14 ANLQIDQINTDLNLER 1754 16 24 150.36
b2*b2b3*b3b4*b4b5b6y3y4*y
4y5y6°y6*y6y8y9y10y11°y11y

12°y12*y12y16
1869.97 72.401 110723 2 935.49 2.546

|P35579|MYH9_HUMAN Myosin-9 15 ALEQQVEEMK 1528 10 13 70.13
b2b3y3y4°y4y6°y6*y6y7*y7y8

*y8y10
1204.59 45.791 109290 2 602.80 4.459

|P35579|MYH9_HUMAN Myosin-9 16 LEVNLQAMK 1557 9 11 83.07 b2b3y1y3y4y5y6*y6y7*y7y8 1045.56 58.043 96966 2 523.28 -10.157

|P35579|MYH9_HUMAN Myosin-9 17 MQQNIQELEEQLEEEESAR 940 19 28 175.66

b2*b2b4b5*b5b7b8b9*b9b10°
b10*b10b12*b12b13y2y3y4°y
4y5y7y8y10°y10y13y14y16y1

9

2333.08 75.266 96284 2 1167.04 8.372

|P35579|MYH9_HUMAN Myosin-9 18 KEEELQAALAR 1080 11 13 121.39
b4b8b10y2y3y4y5y7y8y9y10y

11*y11
1257.68 42.574 93221 2 629.34 -1.359

|P35579|MYH9_HUMAN Myosin-9 19 VEAQLQELQVK 1249 11 15 107.18
b1b2b3b4b5b9y2y3*y3y5°y5y

7y8y9y11
1284.71 53.276 90815 2 642.86 -2.185

|P35579|MYH9_HUMAN Myosin-9 20 EEILAQAK 1661 8 14 73.15
b1b2°b2b3°b3b4°b4y1y2y3*y3

y4y5y6
901.49 35.009 87846 2 451.25 -5.755

|P35579|MYH9_HUMAN Myosin-9 21 YEILTPNSIPK 720 11 5 22.46 b2b3y6y9y11 1274.70 62.555 86940 2 637.85 -1.437

|P35579|MYH9_HUMAN Myosin-9 22 QLEEAEEEAQR 1877 11 16 117.41
b4b7b11y3y4y5*y5y6y7y8°y8

y9°y9*y9y10y11
1331.61 29.655 86015 2 666.31 -0.458

|P35579|MYH9_HUMAN Myosin-9 23 TEMEDLMSSKDDVGK 1503 15 14 109
b2b10b13y3y5y8y9°y9y10y11

y12y13°y13y15
1684.73 51.270 84807 3 562.25 -8.622

|P35579|MYH9_HUMAN Myosin-9 24 ALELDSNLYR 745 10 7 24.99 b2b3y2y5y8°y8y10 1193.61 59.957 84730 2 597.31 -2.045

|P35579|MYH9_HUMAN Myosin-9 25 ELEDATETADAMNR 1898 14 11 68.15
b11b14y2y5y6y7y9y11°y11y1

2y14
1565.68 43.207 84662 2 783.34 3.041

|P35579|MYH9_HUMAN Myosin-9 26 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 82 20 9 34.14 b2b3b5y2y4y5y13y18y20 2286.10 79.887 84489 3 762.70 -5.767

|P35579|MYH9_HUMAN Myosin-9 27 LQEMEGTVK 1793 9 12 71.87
b2b5*b5b8y2y4°y4y5°y5y6y7°

y7
1034.52 32.610 81272 2 517.77 3.894

|P35579|MYH9_HUMAN Myosin-9 28 ASITALEAK 1806 9 5 36.27 y2y5y6y8y9 903.51 42.284 81185 2 452.26 -6.080

|P35579|MYH9_HUMAN Myosin-9 29 Carbamidomethyl+C(4) ADFCIIHYAGK 565 11 7 62.14 y1y3y4y5y7y8y11 1294.62 58.830 78073 2 647.81 -3.300

|P35579|MYH9_HUMAN Myosin-9 30 AGVLAHLEEER 764 11 17 92.51
b1b2b3b6y1y2°y2y3°y3y4y5°y

5y6y7°y7y8y11
1223.63 49.784 75274 2 612.32 -3.492

|P35579|MYH9_HUMAN Myosin-9 31 VVFQEFR 711 7 12 75.68
b4b5y1y2y3y4°y4*y4y5*y5y6y

7
924.49 55.742 75216 2 462.75 -5.150

|P35579|MYH9_HUMAN Myosin-9 32 NFINNPLAQADWAAK 14 15 7 23.49 b2b3b5y2y10y12y15 1672.85 78.411 71974 2 836.93 0.730
|P35579|MYH9_HUMAN Myosin-9 33 DLEGLSQR 1392 8 6 34.03 b5y1y3y6y8*y8 917.46 39.462 65924 2 459.24 -4.125

|P35579|MYH9_HUMAN Myosin-9 34 VIQYLAYVASSHK 186 13 14 82.46
b1b2b4b7y2y5°y5y6y8y9y10y

11°y11y13
1478.78 60.988 61619 3 493.60 -10.566

|P35579|MYH9_HUMAN Myosin-9 35 QIATLHAQVADMK 1357 13 7 33.42 y1y2y6y7y8y13*y13 1425.74 46.726 60873 3 475.92 -7.449

|P35579|MYH9_HUMAN Myosin-9 36
FLSNGHVTIPGQQDKDMFQETME

AMR
301 26 6 21.33 b6y2y3y4y6y26 3010.37 77.053 58701 4 753.35 -4.379

|P35579|MYH9_HUMAN Myosin-9 37 Carbamidomethyl+C(1) CNGVLEGIR 693 9 10 58.17 b1b2*b2b8*b8y1y3y4y5y7 1017.51 48.819 51840 2 509.26 -3.179

|P35579|MYH9_HUMAN Myosin-9 38 SMEAEMIQLQEELAAAER 1676 18 10 45.81 b2b15y1y2°y2y3y5y6y10y11 2048.95 94.127 456533 683.65 -7.149

|P35579|MYH9_HUMAN Myosin-9 39 SGFEPASLK 38 9 5 28.49 b3b9y2y5y6 935.48 46.303 45137 2 468.24 -4.567
|P35579|MYH9_HUMAN Myosin-9 40 TELEDTLDSTAAQQELR 1145 17 7 34.57 y2y4y6*y6y9y12y17 1919.93 61.522 45098 2 960.47 4.133
|P35579|MYH9_HUMAN Myosin-9 41 LVWVPSDK 30 8 7 46.48 b7°b7y1y4y6y7y8 943.52 55.551 43663 2 472.26 -4.658

|P35579|MYH9_HUMAN Myosin-9 42 Carbamidomethyl+C(7) MEDSVGCLETAEEVK 1372 15 8 36.86 b4y8y10y11°y11y13°y13y15 1696.75 53.758 42502 2 848.88 7.051

|P35579|MYH9_HUMAN Myosin-9 43 Carbamidomethyl+C(7) MEDSVGCLETAEEVKR 1372 16 5 24.07 y2y5y7y8y16 1852.83 48.622 35933 3 618.28 -4.414

|P35579|MYH9_HUMAN Myosin-9 44 LEGDSTDLSDQIAELQAQIAELK 1052 23 6 18.42 b7y1y3y5y8y23 2487.27 101.627 32467 2 1244.14 8.638

|P35579|MYH9_HUMAN Myosin-9 45 THEAQIQEMR 1181 10 16 106.7
b2b3°b3b4b8y2y3y4*y4y5y6*

y6y7y8*y8y10
1242.59 29.030 31638 2 621.80 -0.688



|P35579|MYH9_HUMAN Myosin-9 46 EEELQAALAR 1081 10 3 31.98 y3y6y7 1129.58 49.492 29166 2 565.30 -1.513
|P35579|MYH9_HUMAN Myosin-9 47 EQLEEEEEAK 1342 10 5 37.44 b4y5y7y8y10 1233.56 26.578 20704 2 617.28 6.135

|P35579|MYH9_HUMAN Myosin-9 48 Carbamidomethyl+C(13) SMMQDREDQSILCTGESGAGK 159 21 8 42.17 b11y6y7y9°y9y10°y10y15 2299.99 49.845 17351 3 767.34 -0.743

|P35579|MYH9_HUMAN Myosin-9 49 LTKDFSALESQLQDTQELLQEENR 1298 24 4 17.82 b5b7b11y5 2835.36 97.052 16746 3 945.79 -13.260

|P35579|MYH9_HUMAN Myosin-9 50 LQRELEDATETADAMNREVSSLK 1895 23 5 15.79 b7b12y15y21y23 2606.30 78.085 12245 3 869.44 8.712

|P35579|MYH9_HUMAN Myosin-9 51 EEVGEEAIVELVENGKK 47 17 9 47.44
b4°b4b8b9b10b14*b14y14*y1

4
1871.96 99.902 7788 2 936.48 -0.130

|P35579|MYH9_HUMAN Myosin-9 52
SGFEPASLKEEVGEEAIVELVENG

K
38 25 3 21.17 b6y3y4 2660.31 89.061 7172 3 887.44 -7.433

|P35579|MYH9_HUMAN Myosin-9 53 FVSELWKDVDR 606 11 4 25.47 b6b7y8y11 1393.73 64.779 5679 3 465.25 13.226
|P35579|MYH9_HUMAN Myosin-9 54 LQQLFNHTMFILEQEEYQR 475 19 8 45.12 b2b3*b3b8y8y9y11y12 2467.24 103.567 3902 3 823.08 12.963
|P35579|MYH9_HUMAN Myosin-9 55 GELANEVK 1226 8 6 48.24 b6b7°b7b8y3y5 859.44 41.821 2584 2 430.22 -11.008
|P35579|MYH9_HUMAN Myosin-9 56 YAEERDR 1459 7 4 35.31 b6y3y4y7 938.43 35.734 2241 2 469.72 -5.789
|P35579|MYH9_HUMAN Myosin-9 57 VNKDDIQK 66 8 4 38.8 b2y3y4y7 959.51 20.787 2163 2 480.26 -2.036
|P35579|MYH9_HUMAN Myosin-9 58 IAQLEEQLDNETKER 1815 15 4 38.38 y7y9y10y11 1815.90 84.503 1802 2 908.45 -3.294
|P35579|MYH9_HUMAN Myosin-9 59 LTEMETLQSQLMAEK 867 15 4 27.13 b6b9b10y11 1751.86 79.496 1613 3 584.62 1.603
|P35579|MYH9_HUMAN Myosin-9 60 EEVGEEAIVELVENGK 47 16 4 23.4 b4°b4b12b15 1743.88 113.785 1561 2 872.44 7.700
|P35579|MYH9_HUMAN Myosin-9 61 DFSALESQLQDTQELLQEENR 1301 21 6 28.16 y3°y3*y3y12y13y15 2493.17 91.780 162756 3 831.73 -2.350
|P35579|MYH9_HUMAN Myosin-9 62 VSHLLGINVTDFTR 373 14 7 52.81 b3°b3b6y5y6y9y10 1571.83 75.130 101521 3 524.61 -16.153
|P35579|MYH9_HUMAN Myosin-9 63 TFHIFYYLLSGAGEHLK 272 17 3 33.12 b8b9b10 1996.01 61.118 71193 3 666.01 -11.253
|P35579|MYH9_HUMAN Myosin-9 64 NLPIYSEEIVEMYK 125 14 7 57.48 b3b4b8y4y5y10y12 1727.86 82.130 33394 2 864.43 2.826
|P35579|MYH9_HUMAN Myosin-9 65 LMATLR 656 6 2 25.39 y4y5 704.41 40.195 26513 2 352.71 -8.838
|P35579|MYH9_HUMAN Myosin-9 66 TEMEDLMSSK 1503 10 4 39.76 y3y5°y5y8 1170.51 51.680 23702 2 585.76 5.527
|P35579|MYH9_HUMAN Myosin-9 67 DEAIK 1633 5 1 12.45 b3 575.31 79.467 9880 1 575.31 9.336
|P35579|MYH9_HUMAN Myosin-9 68 HSQAVEELAEQLEQTK 1193 16 4 15.7 b7°b7b14y7 1839.90 66.457 8618 3 613.97 -6.237
|P35579|MYH9_HUMAN Myosin-9 69 ALSLAR 1477 6 5 37.84 b3°b3y4°y4y5 630.39 34.897 8417 1 630.39 1.840
|P35579|MYH9_HUMAN Myosin-9 70 DYVQK 398 5 1 12.45 y3 652.33 33.039 7405 1 652.33 -2.152
|P35579|MYH9_HUMAN Myosin-9 71 DLEAHIDSANK 1620 11 4 35.7 b5b10y7y8 1212.56 30.521 6595 2 606.79 -16.913

|P35579|MYH9_HUMAN Myosin-9 72 Carbamidomethyl+C(7) QELEEICHDLEAR 910 13 5 31.98 b10°b10b11y6y10 1641.73 60.048 6216 3 547.92 -13.979

|P35579|MYH9_HUMAN Myosin-9 73 QQLER 1780 5 1 12.45 y4 673.37 33.461 3781 1 673.37 5.348

|P35579|MYH9_HUMAN Myosin-9 74 Carbamidomethyl+C(14) LQLQEQLQAETELCAEAEELR 882 21 4 22.44 y4°y4y5y13 2501.18 74.608 3485 3 834.40 -13.568

|P35579|MYH9_HUMAN Myosin-9 75 NAEQYK 1856 6 1 12.93 y3 752.37 43.603 2891 1 752.37 13.710
|P35579|MYH9_HUMAN Myosin-9 76 QVEDEK 1332 6 6 62.75 b3b4b5y3y4°y4 747.35 73.084 2884 1 747.35 1.715
|P35579|MYH9_HUMAN Myosin-9 77 FQKPK 555 5 1 12.45 b3 647.39 27.854 2687 1 647.39 11.125
|P35579|MYH9_HUMAN Myosin-9 78 QAQQER 1697 6 1 12.93 y5 759.38 34.057 2612 1 759.38 8.439
|P35579|MYH9_HUMAN Myosin-9 79 VLQR 810 4 1 11.97 b3 515.33 97.361 2446 1 515.33 -5.804
|P35579|MYH9_HUMAN Myosin-9 80 HEMPPHIYAITDTAYR 143 16 5 22.03 b8°b8b11y6y8 1914.87 58.614 2169 2 957.94 -22.120
|P35579|MYH9_HUMAN Myosin-9 81 DMFQETMEAMR 316 11 5 34.12 b7y3y4°y4y6 1388.59 44.822 2046 3 463.54 18.989
|P35579|MYH9_HUMAN Myosin-9 82 TLEEEAK 1174 7 4 38.32 b3b5y6°y6 819.40 43.314 1963 1 819.40 -14.153
|P35579|MYH9_HUMAN Myosin-9 83 HNLEK 1352 5 1 12.45 b3 640.34 26.674 1691 1 640.34 0.000
|P35579|MYH9_HUMAN Myosin-9 84 EEELVK 850 6 5 50.29 b4y3y4°y4y5 746.39 35.654 1638 2 373.70 -8.832
|P35579|MYH9_HUMAN Myosin-9 85 QGFPNRVVFQEFR 705 13 3 23.72 b10y3y4 1623.82 78.564 314467 3 541.94 -14.584

|P35579|MYH9_HUMAN Myosin-9 86
DLGEELEALKTELEDTLDSTAAQQ

ELR
1135 27 24 216.48

b3b4b6b8b9b10b11°b11b12°b
12b13b14b16b21b24b26y5*y5

y7y8y9y10y11y12
3017.48 118.287 174022 3 1006.50 1.699

|P35579|MYH9_HUMAN Myosin-9 87 Carbamidomethyl+C(8) KQELEEICHDLEAR 909 14 7 65.26 b6b7b8y3y5y6y11 1769.84 56.367 139978 3 590.62 -5.587

|P35579|MYH9_HUMAN Myosin-9 88 Carbamidomethyl+C(27)
RQGASFIGILDIAGFEIFDLNSFEQL

CINYTNEK
441 34 10 47.54

b3*b3b33y7°y7*y7y8y10y11y
12

3922.88 96.005 113098 4 981.48 -13.069

|P35579|MYH9_HUMAN Myosin-9 89 KLEGDSTDLSDQIAELQAQIAELK 1051 24 21 168.41
b5b7°b7b8°b8b9b10°b10b11b
12*b12b15b21y3y4y5y6y7y8y

9y11
2615.33 97.138 102427 3 872.45 -2.427

|P35579|MYH9_HUMAN Myosin-9 90 VMQEQGTHPKFQKPK 545 15 3 24.68 b6b12b13 1782.94 74.570 96558 2 891.97 3.218



|P35579|MYH9_HUMAN Myosin-9 91 EQLEEEEEAKHNLEK 1342 15 11 68.96
b3°b3y4*y4y7y9y11°y11*y11y

12y13
1854.86 35.015 94792 3 618.96 -4.607

|P35579|MYH9_HUMAN Myosin-9 92 KFDQLLAEEK 1444 10 3 24.99 b3b5y4 1220.65 48.834 85674 2 610.83 -2.300
|P35579|MYH9_HUMAN Myosin-9 93 RGDLPFVVPR 1922 10 8 84.8 b3°b3b4b6b7y5y6y7 1155.66 60.817 74196 2 578.33 -6.443

|P35579|MYH9_HUMAN Myosin-9 94 KANLQIDQINTDLNLER 1753 17 10 60.37
b4*b4b8b12b14y5y6y8y11*y1

1
1998.03 65.806 66069 3 666.68 -13.685

|P35579|MYH9_HUMAN Myosin-9 95 ELESQISELQEDLESERASR 1107 20 6 33.44 b3°b3b4y7y11y13 2348.13 81.839 55703 3 783.38 3.951

|P35579|MYH9_HUMAN Myosin-9 96 YLYVDKNFINNPLAQADWAAK 8 21 5 27.14 b3b9y5y10y11 2454.24 83.125 54540 3 818.75 -3.084

|P35579|MYH9_HUMAN Myosin-9 97 AGKLDPHLVLDQLR 679 14 7 57.48 b4b5b7y3y6y7y9 1574.88 66.385 52448 3 525.63 -13.177
|P35579|MYH9_HUMAN Myosin-9 98 TELADKVTK 1268 9 3 28.49 b3y3y7 1004.56 26.246 50634 2 502.78 -5.529

|P35579|MYH9_HUMAN Myosin-9 99 Carbamidomethyl+C(14) KLEEEQIILEDQNCK 974 15 5 48.49 b7b8y6y7y8 1888.91 51.010 37429 3 630.31 -10.081

|P35579|MYH9_HUMAN Myosin-9 100 DLEAHIDSANKNR 1620 13 11 67
b7b9°b9y3*y3y4*y4y6*y6y7y

8
1482.72 31.542 35527 3 494.91 -4.775

|P35579|MYH9_HUMAN Myosin-9 101 AQQAADKYLYVDK 1 13 7 29.85 b4b6°b6*b6b7°b7y11 1512.75 81.234 35398 2 756.88 -14.202

|P35579|MYH9_HUMAN Myosin-9 102
ALEQQVEEMKTQLEELEDELQAT

EDAK
1528 27 9 46.6 b4°b4b5b6b13y5°y5y10y11 3147.51 104.711 35376 3 1049.84 6.438

|P35579|MYH9_HUMAN Myosin-9 103 TDLLLEPYNKYR 289 12 4 20.51 b9°b9y4y6 1524.79 60.825 33535 3 508.94 -8.726

|P35579|MYH9_HUMAN Myosin-9 104 HSQAVEELAEQLEQTKR 1193 17 9 39.06 b4*b4b5*b5b9*b9b14y8y13 1995.98 65.869 28836 3 666.00 -14.127

|P35579|MYH9_HUMAN Myosin-9 105 Carbamidomethyl+C(8) KMEDSVGCLETAEEVK 1371 16 7 48.1 b13y7°y7y8y9y10°y10 1824.83 49.812 27477 3 608.95 -5.218

|P35579|MYH9_HUMAN Myosin-9 106
SGFEPASLKEEVGEEAIVELVENG

K
38 25 3 17.85 b8b11b13 2660.30 124.050 26613 3 887.44 -11.838

|P35579|MYH9_HUMAN Myosin-9 107 RHEMPPHIYAITDTAYR 142 17 6 31.08 b7b9y3y5°y5y6 2071.03 108.167 23898 3 691.02 6.955
|P35579|MYH9_HUMAN Myosin-9 108 VKLQEMEGTVK 1791 11 4 34.12 b3y4y5y7 1261.67 41.399 23854 3 421.23 -13.255
|P35579|MYH9_HUMAN Myosin-9 109 KVEAQLQELQVK 1248 12 3 27.71 y4y10y11 1412.81 48.402 23315 2 706.91 2.160

|P35579|MYH9_HUMAN Myosin-9 110 IAQLEEELEEEQGNTELINDRLK 1730 23 3 18.52 b3b7b9 2713.35 107.458 22035 4 679.09 0.540

|P35579|MYH9_HUMAN Myosin-9 111 FIRINFDVNGYIVGANIETYL LEK 237 24 6 21.14 b10*b10b11°b11*b11y7 2801.47 99.897 20127 2 1401.24 -6.623

|P35579|MYH9_HUMAN Myosin-9 112 Carbamidomethyl+C(14)
YYSGLIYTYSGLFCVVINPYKNLPI

YSEEIVEMYK
104 35 3 10.91 b5y10y24 4229.05 117.425 16237 5 846.62 -8.890

|P35579|MYH9_HUMAN Myosin-9 113 Carbamidomethyl+C(16)ERYYSGLIYTYSGLFCVVINPYK 102 23 3 12.12 b9b15y12 2805.42 129.196 14482 3 935.81 10.008

|P35579|MYH9_HUMAN Myosin-9 114 NLPIYSEEIVEMYKGK 125 16 3 15.7 b8y9y14 1912.95 76.933 8417 3 638.32 -12.188
|P35579|MYH9_HUMAN Myosin-9 115 QVEDEKNSFR 1332 10 3 26.75 b7y6y7 1251.60 57.896 8256 2 626.30 -0.390
|P35579|MYH9_HUMAN Myosin-9 116 KMQQNIQELEEQLEEEESAR 939 20 6 36.08 b11b12y8°y8y9y11 2461.16 69.496 8020 3 821.06 2.678
|P35579|MYH9_HUMAN Myosin-9 117 TQLEELEDELQATEDAKLR 1538 19 5 26.48 b10b11y9°y9y11 2231.11 110.066 6463 3 744.38 3.392
|P35579|MYH9_HUMAN Myosin-9 118 ERNTDQASMPDNTAAQK 356 17 6 27.76 b8°b8*b8b9y4y8 1876.85 24.569 4637 3 626.29 2.472

|P35579|MYH9_HUMAN Myosin-9 119 QLAAENRLTEMETLQSQLMAEK 860 22 5 18.94 y10°y10*y10y15y19 2534.23 105.689 4234 3 845.41 -11.560

|P35579|MYH9_HUMAN Myosin-9 120 VDYKADEWLMK 576 11 6 44.35 b3b8b9y6°y6y9 1397.69 62.829 4093 2 699.35 6.900
|P35579|MYH9_HUMAN Myosin-9 121 ATDKSFVEK 536 9 4 42.7 b6y3y4y6 1024.53 23.258 3055 2 512.77 2.502

|P35579|MYH9_HUMAN Myosin-9 122 Carbamidomethyl+C(6) DKADFCIIHYAGK 563 13 3 18.95 b5b9y10 1537.73 58.583 2741 2 769.37 -8.415

|P35579|MYH9_HUMAN Myosin-9 123 QELEKTR 1043 7 3 38.32 b4b6y4 903.48 43.318 2658 2 452.24 -10.539
|P35579|MYH9_HUMAN Myosin-9 124 QRSMAVAAR 1603 9 3 28.49 b5b7y4 989.54 63.529 2455 2 495.27 5.551
|P35579|MYH9_HUMAN Myosin-9 125 ATYERMFR 419 8 4 34.03 b6y3y5°y5 1073.52 63.467 2280 2 537.26 -2.161
|P35579|MYH9_HUMAN Myosin-9 126 ALEEAMEQKAELER 1483 14 3 23.11 b4y4y5 1646.79 46.781 2243 3 549.60 -10.007
|P35579|MYH9_HUMAN Myosin-9 127 LLEDRIAEFTTNLTEEEEK 995 19 5 21.65 b4y3y7°y7y10 2280.09 94.423 2108 2 1140.55 -14.776
|P35579|MYH9_HUMAN Myosin-9 128 RQLEEAEEEAQR 1876 12 6 31.71 b7°b7*b7b10b11y4 1487.72 58.582 2103 2 744.37 9.764
|P35579|MYH9_HUMAN Myosin-9 129 EEELQAALARVEEEAAQK 1081 18 6 22.74 b12y3y5*y5y7*y7 2013.98 78.939 1903 2 1007.50 -11.940
|P35579|MYH9_HUMAN Myosin-9 130 YAEERDR 1459 7 5 35.31 b5°b5y5y6°y6 938.44 42.618 1870 1 938.44 2.537

|P35579|MYH9_HUMAN Myosin-9 131 DVDRIIGLDQVAGMSETALPGAFK 613 24 4 21.8 b13y11y12y15 2503.26 103.581 1838 3 835.09 -8.778

|P35579|MYH9_HUMAN Myosin-9 132 HEAMITDLEERLR 1024 13 6 50.57 b5b6b9b12y3y8 1612.81 65.881 1809 3 538.27 -2.801
|P35579|MYH9_HUMAN Myosin-9 133 QFRTEMEDLMSSK 1500 13 4 31.61 b4y7y9y12 1601.74 79.427 1722 2 801.38 8.231



|P35579|MYH9_HUMAN Myosin-9 134 DLEGLSQRHEEK 1392 12 8 29.65 b4b7°b7y8°y8*y8y10°y10 1440.70 98.006 1702 3 480.90 -6.185

|P35579|MYH9_HUMAN Myosin-9 135 Phosphoryl STY(11) HEMPPHIYAITDTAYR 143 16 5 22.03 b4_H3PO4 b4b9y5°y5y7 1994.87 44.894 44717 3 665.63 -1.040

|P35579|MYH9_HUMAN Myosin-9 136 Phosphoryl STY(9) DLQGRDEQSEEK 1571 12 7 40.86 b4b7b8°b8y3y5*y5 1513.60 33.478 8129 2 757.30 -5.887

|P35579|MYH9_HUMAN Myosin-9 137 Phosphoryl STY(11) LQRELEDATETADAMNREVSSLK 1895 23 7 25.77
b6b7b11_HPO3 

b11y9y12°y12*y12
2686.25 136.428 6538 2 1343.63 6.816

|P35579|MYH9_HUMAN Myosin-9 138 Phosphoryl STY() NLPIYSEEIVEMYK 125 14 4 17.67 b9°b9y7y10 1807.81 76.261 3715 2 904.41 -0.338
|P35579|MYH9_HUMAN Myosin-9 139 Phosphoryl STY(6) IRELESQISELQEDLESER 1105 19 4 21.65 b6_H3PO4 b6y6y10y13 2383.09 66.515 1554 4 596.53 -1.229
|P35579|MYH9_HUMAN Myosin-9 140 Oxidation+M(12) LTEMETLQSQLMAEK 867 15 3 16.6 b7b11y13 1767.85 104.945 101525 2 884.43 -1.243
|P35579|MYH9_HUMAN Myosin-9 141 Oxidation+M(12) ELEDATETADAMNR 1898 14 5 23.11 b3°b3b4°b4y10 1581.69 43.272 107382 791.35 12.040
|P35579|MYH9_HUMAN Myosin-9 142 Oxidation+M(2) NMDPLNDNIATLLHQSSDK 587 19 4 13.7 b12y7y13*y13 2142.03 108.115 5561 2 1071.52 8.890
|P35579|MYH9_HUMAN Myosin-9 143 Oxidation+M(2) IMGIPEEEQMGLLR 327 14 6 25.19 b11b13y8°y8y10°y10 1631.81 69.536 5172 2 816.41 -0.374
|P35579|MYH9_HUMAN Myosin-9 144 Oxidation+M(12) NLPIYSEEIVEMYK 125 14 5 17.67 b8°b8y9°y9y12 1743.87 106.364 4133 2 872.44 11.830
|P35579|MYH9_HUMAN Myosin-9 145 Oxidation+M(4) HEAMITDLEER 1024 11 8 74.49 b4b5b10y3y5°y5y6y9 1359.61 32.076 1627 2 680.31 -8.350

|P35579|MYH9_HUMAN Myosin-9 146 Oxidation+M(15) LQRELEDATETADAMNREVSSLK 1895 23 6 22.1 b9b10*b10b12y12°y12 2622.30 110.510 1555 2 1311.66 13.500

|P35579|MYH9_HUMAN Myosin-9 147 Carbamidomethyl+C(2) FCIIHYAGK 567 9 0 2.88 1108.55 58.847 16880 2 554.78 -11.562

|P35579|MYH9_HUMAN Myosin-9 148 GVLAHLEEER 765 10 0 2.88 1152.60 49.815 11985 2 576.80 -2.224

|P35579|MYH9_HUMAN Myosin-9 149 Carbamidomethyl+C(7) MEDSVGCLETAEEV 1372 14 0 5.28 1568.63 48.614 11030 2 784.82 -8.638

|P35579|MYH9_HUMAN Myosin-9 150 PHLVLDQLR 684 9 1 7.55 b3 1090.64 71.289 10844 2 545.82 0.336

|P35579|MYH9_HUMAN Myosin-9 151 Carbamidomethyl+C(3) DFCIIHYAGK 566 10 1 7.55 b3 1223.60 58.842 10060 2 612.30 8.280

|P35579|MYH9_HUMAN Myosin-9 152 QYLAYVASSHK 188 11 2 7.26 b3*b3 1266.65 60.979 9450 2 633.83 5.204
|P35579|MYH9_HUMAN Myosin-9 153 LAHLEEER 767 8 3 29.45 b3b6b7 996.50 49.810 6266 2 498.76 -6.676

|P35579|MYH9_HUMAN Myosin-9 154 Carbamidomethyl+C(13) SMMQDREDQSILCTGES 159 17 1 8.1 y7 1986.80 49.804 3024 2 993.90 -9.277

|P35579|MYH9_HUMAN Myosin-9 155 DPHLVLDQLR 683 10 1 7.55 b3 1205.66 71.283 2954 2 603.33 -5.872
|P35579|MYH9_HUMAN Myosin-9 156 AHLEEER 768 7 2 20.8 b3b4 883.43 49.791 2000 2 442.22 0.345
|P35579|MYH9_HUMAN Myosin-9 157 QIATLHAQVADMK 1357 13 0 3.84 1408.72 46.723 6611 3 470.24 -1.820
|P35579|MYH9_HUMAN Myosin-9 158 ASITALEAK 1806 9 0 1.92 885.49 42.338 2828 2 443.25 -5.376
|P35579|MYH9_HUMAN Myosin-9 159 THEAQIQEMR 1181 10 0 2.4 1225.55 29.033 1843 3 409.19 -9.462
|P35579|MYH9_HUMAN Myosin-9 160 DLEGLSQR 1392 8 0 1.44 899.45 39.411 1841 2 450.23 -7.057

|P06733|ENOA_HUMAN Alpha-enolase 1 YISPDQLADLYK 269 12 5 34.72 b5y3y5y10y12 1425.73 73.307 90912 2 713.37 1.370

|P06733|ENOA_HUMAN Alpha-enolase 2
HIADLAGNSEVILPVPAFNVINGGS

HAGNK
132 30 22 124.34

b2b4b5b6b7b8b10°b10b11b12
b15y2y7y8*y8y15°y15*y15y1

7y18y19y30
3011.54 84.709 72893 4 753.64 -9.404

|P06733|ENOA_HUMAN Alpha-enolase 3 AAVPSGASTGIYEALELR 32 18 8 51.2 b7b12y7y10y13y14y15y18 1804.95 78.562 51936 2 902.98 3.787

|P06733|ENOA_HUMAN Alpha-enolase 4 Carbamidomethyl+C(14) VNQIGSVTESLQACK 343 15 10 66.51
b15y3y4*y4y9y10y11y12y15*

y15
1633.82 54.275 48574 2 817.41 0.000

|P06733|ENOA_HUMAN Alpha-enolase 5 LAMQEFMILPVGAANFR 162 17 11 73.8 b6y2y3y4y6*y6y7y8y9y13y17 1908.00 100.277 47621 2 954.50 5.758

|P06733|ENOA_HUMAN Alpha-enolase 6
SFIKDYPVVSIEDPFDQDDWGAW

QK
281 25 12 61.91

b2b5b6b8b13°b13y3y5y6y8y9
y13

2985.40 95.410 39415 3 995.80 0.654

|P06733|ENOA_HUMAN Alpha-enolase 7
DATNVGDEGGFAPNILENKEGLEL

LK
202 26 4 16.81 b5y3y14y21 2743.37 84.741 35340 3 915.13 -1.335

|P06733|ENOA_HUMAN Alpha-enolase 8 IGAEVYHNLK 183 10 6 67.68 y3y4y5y7y9y10 1143.62 39.247 23048 2 572.31 0.961

|P06733|ENOA_HUMAN Alpha-enolase 9 AAVPSGASTGIYEALELRDNDK 32 22 6 26.42 b2b3b8y3y4y9 2277.13 68.735 7880 3 759.71 -3.002

|P06733|ENOA_HUMAN Alpha-enolase 10 FTASAGIQVVGDDLTVTNPK 306 20 5 27.95 b12b14y8y17y18 2033.08 71.768 5087 3 678.36 11.949

|P06733|ENOA_HUMAN Alpha-enolase 11 GNPTVEVDLFTSK 15 13 7 27.21 b3b9b13y10y12y13*y13 1406.71 68.095 1873 1 1406.71 -2.083



|P06733|ENOA_HUMAN Alpha-enolase 12 LAQANGWGVMVSHR 358 14 9 68.15 b5y3y4y7y10°y10y11y12°y12 1525.74 55.129 417503 509.25 -18.081

|P06733|ENOA_HUMAN Alpha-enolase 13 AGYTDK 233 6 1 12.93 b4 654.31 40.289 4260 1 654.31 0.560

|P06733|ENOA_HUMAN Alpha-enolase 14 KLNVTEQEK 80 9 6 54.74 y3°y3y5*y5y7y8 1088.60 21.876 5331 2 544.80 2.579

|P06733|ENOA_HUMAN Alpha-enolase 15 IHAREIFDSR 5 10 4 24.99 b3y4°y4y9 1243.66 91.350 1960 2 622.33 5.693

|P06733|ENOA_HUMAN Alpha-enolase 16 Carbamidomethyl+C(14)
VNQIGSVTESLQACKLAQANGWG

VMVSHR
343 29 5 11.05 b6*b6b13y11°y11 3140.55 107.340 1845 4 785.89 -6.685

|P06733|ENOA_HUMAN Alpha-enolase 17 EAMRIGAEVYHNLK 179 14 4 17.67 b8°b8b11y5 1630.83 41.281 1590 3 544.28 -3.593

|P06733|ENOA_HUMAN Alpha-enolase 18 NSEVILPVPAFNVINGGSHAGNK 139 23 1 10.48 b4 2334.20 84.670 7605 3 778.74 -9.518

|P06733|ENOA_HUMAN Alpha-enolase 19 DLTVTNPK 318 8 0 7.2 887.49 71.830 5061 1 887.49 10.591

|P06733|ENOA_HUMAN Alpha-enolase 20 EVYHNLK 186 7 0 2.4 902.48 39.285 1700 2 451.74 6.154

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

1 LNGTDPEDVIR 92 11 11 96.49 b5*b5b7b10y1y3y4y6y8y9°y9 1228.62 48.795 104788 2 614.81 -0.497

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

2 GNFNYIEFTR 150 10 13 70.13
b2*b2b9*b9y4°y4y5y6y7y8*y

8y10*y10
1260.60 67.043 87925 2 630.80 -0.968

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

3 ATSNVFAMFDQSQIQEFK 16 18 10 28.14
b2°b2b5b14°b14y2y4y10y12y

18
2091.00 90.131 66351 2 1046.00 6.655

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

4 FTDEEVDELYR 132 11 5 22.46 b3°b3y5y9y11 1415.64 59.391 46143 2 708.32 3.449

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

5 ELLTTMGDR 123 9 5 51.73 y3y5y6y7y9 1035.51 48.837 27690 2 518.26 -0.943

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

6 EAFNMIDQNR 34 10 3 31.98 y3y8y9 1237.56 51.416 18305 2 619.29 1.578

|P19105|MRLC3_HUMAN Myosin 
regulatory light chain MRLC3

7 ELLTTMGDRFTDEEVDELYR 123 20 4 13.21 b11y8°y8y11 2432.13 79.555 46205 3 811.38 1.205

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

1 LNGTDPEDVIR 93 11 11 96.49 b5*b5b7b10y1y3y4y6y8y9°y9 1228.62 48.795 104788 2 614.81 -0.497

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

2 GNFNYIEFTR 151 10 13 70.13
b2*b2b9*b9y4°y4y5y6y7y8*y

8y10*y10
1260.60 67.043 87925 2 630.80 -0.968

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

3 ATSNVFAMFDQSQIQEFK 17 18 10 28.14
b2°b2b5b14°b14y2y4y10y12y

18
2091.00 90.131 66351 2 1046.00 6.655

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

4 FTDEEVDELYR 133 11 5 22.46 b3°b3y5y9y11 1415.64 59.391 46143 2 708.32 3.449

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

5 ELLTTMGDR 124 9 5 51.73 y3y5y6y7y9 1035.51 48.837 27690 2 518.26 -0.943

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

6 EAFNMIDQNR 35 10 3 31.98 y3y8y9 1237.56 51.416 18305 2 619.29 1.578

|O14950|MRLC2_HUMAN Myosin 
regulatory light chain MRLC2

7
NPTDAYLDAMMNEAPGPINFTMF

LTMFGEK
63 30 4 10.98 b12y10y12°y12 3366.53 102.340 1925 3 1122.85 3.771

|Q9BYX7|ACTK_HUMAN Kappa-actin 1 SYELPDGQVITIGNER 238 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|Q9BYX7|ACTK_HUMAN Kappa-actin 2 QEYDESGPSIVHRK 359 14 17 131.76
b4°b4*b4y2y3y4y5y6y7y8y9y

10°y10y11y12y14*y14
1644.78 31.699 325281 3 548.93 -9.797

|Q9BYX7|ACTK_HUMAN Kappa-actin 3 QEYDESGPSIVHR 359 13 10 88
y3y4y5y6y8y10°y10y11y13*y1

3
1516.69 37.635 152198 3 506.23 -9.417

|Q9BYX7|ACTK_HUMAN Kappa-actin 4 DLYTNTVLSGGTTMYPGIAHR 291 21 5 17.07 b6b14*b14y10y14 2267.12 79.348 7351 3 756.38 3.446



|Q9BYX7|ACTK_HUMAN Kappa-actin 5
Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

CPEALFQPCFLGMESCGIHK 256 20 5 21.34 b5b6°b6y7°y7 2381.08 68.841 65895 4 596.03 10.869

|Q9BYX7|ACTK_HUMAN Kappa-actin 6 IWHHTFYNELR 84 11 8 92.96 b3b5b6b9y5y6y7y8 1515.73 57.966 54440 3 505.92 -12.322

|Q9BYX7|ACTK_HUMAN Kappa-actin 7 HQGMMEGMHQK 39 11 7 52.59 b3b4*b4b6b10°b10y6 1313.58 31.563 19282 2 657.29 18.308

|Q9BYX7|ACTK_HUMAN Kappa-actin 8 YSVWVGGSILASLSTFQQMWISK 336 23 6 25.77 b4b8°b8y3y5y6 2588.29 51.827 5151 2 1294.65 -10.942

|Q9BYX7|ACTK_HUMAN Kappa-actin 9 ESYVGK 50 6 1 12.93 b5 682.35 71.748 4195 1 682.35 13.239

|Q9BYX7|ACTK_HUMAN Kappa-actin 10 Carbamidomethyl+C(2) LCYVALDSEQEMAMAASSSSVEK 215 23 3 21.15 b6y5y6 2506.14 94.394 2121 3 836.05 11.788

|Q9BYX7|ACTK_HUMAN Kappa-actin 11 EITALAPSIMK 315 11 6 38.89 b6b7b8°b8y5°y5 1173.65 55.626 1571 2 587.33 -4.472

|Q9BYX7|ACTK_HUMAN Kappa-actin 12
AGFAGDDAPQAVFPSIVGRPRHQ

GMMEGMHQK
18 32 4 12.54 b5b17y3y15 3422.58 119.063 10160 5 685.32 -13.410

|Q9BYX7|ACTK_HUMAN Kappa-actin 13 Phosphoryl STY() IWHHTFYNELR 84 11 6 38.71 b5b6°b6y8_H3PO4 y8y9°y9 1595.70 42.609 1813 2 798.36 -0.995

|Q9BYX7|ACTK_HUMAN Kappa-actin 14 Oxidation+M(8)
HQGMMEGMHQKESYVGKEAQS

K
39 22 3 12.43 b3y15y20 2536.16 87.399 331414 3 846.06 7.220

|Q9BYX7|ACTK_HUMAN Kappa-actin 15
Carbamidomethyl+C(17)

;Oxidation+M(16)
MDDDTAVLVIDNGSGMCK 0 18 3 21.43 b9b11b13 1956.83 45.961 3844 2 978.92 -2.745

|Q9BYX7|ACTK_HUMAN Kappa-actin 16 Oxidation+M(14) DLYTNTVLSGGTTMYPGIAHR 291 21 6 24.13 b10b15y9y11°y11y14 2283.10 84.968 1921 3 761.71 -2.994

|Q9BYX7|ACTK_HUMAN Kappa-actin 17 YTNTVLSGGTTMYPGIAHR 293 19 1 8.1 b13 2038.98 79.403 4358 2 1019.99 -11.914

|Q9BYX7|ACTK_HUMAN Kappa-actin 18 QEYDESGPSIVHRK 359 14 1 7.23 y10 1626.76 31.696 22797 4 407.45 -11.256

|Q9BYX7|ACTK_HUMAN Kappa-actin 19 QEYDESGPSIVHR 359 13 0 3.84 1499.68 37.651 11277 3 500.57 6.756

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

1 LLVVYPWTQR 31 10 18 109.71
b2b3b4b5y1y2*y2y3*y3y4*y4

y5°y5*y5y6y7y8y10
1274.72 78.838 591442 2 637.87 -1.436

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

2 VVAGVANALAHK 133 12 12 107.66
b2b3b4y2y3y4y5y7y8y9y10y1

2
1149.67 42.294 100661 2 575.34 -0.425

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

3 VHLTPEEK 1 8 7 46.48 b2b3y2y3y4y6y8 952.51 26.362 66214 2 476.76 -4.101

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

4 LHVDPENFR 96 9 5 42.19 b2b3b4y3y5 1126.56 47.065 41379 2 563.79 0.542

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

5 VLGAFSDGLAHLDNLK 67 16 10 93.14 b3y3y4y5y6y7y9y11y12°y12 1669.86 76.744 320414 3 557.29 -17.983

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

6 FFESFGDLSSPDAVMGNPK 41 19 7 26.64 b8b10b14°b14y8y15*y15 2044.91 60.120 16047 3 682.31 -12.834

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

7 FFESFGDLSSPDAVMGNPKVK 41 21 5 22.85 b10b12b13y15°y15 2272.09 65.925 622220 3 758.03 -3.439

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

8 Carbamidomethyl+C(27)
VLGAFSDGLAHLDNLKGTFSQLS

ELHCDK
67 29 5 33.76 b11y3y4y5y7 3172.54 111.608 54658 4 793.89 -11.004

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

9 Oxidation+M(10) NFGKEFTPQMQAAYQK 117 16 5 26.11 b8*b8b10b11y6 1903.90 54.607 3902 2 952.45 -2.372

|P02042|HBD_HUMAN Hemoglobin 
subunit delta

10 LHVDPENFR 96 9 0 1.92 1109.53 47.070 2297 3 370.51 -6.821

|P07996|TSP1_HUMAN Thrombospondin-
1

1 FVFGTTPEDILR 216 12 24 165.25
b2b3b5b6°b6b7°b7b8b10°b10
b12y1y2y3y4y6°y6y7°y7y8y9y

10°y10y12
1394.72 82.733 320098 2 697.86 -10.678

|P07996|TSP1_HUMAN Thrombospondin-
1

2 TIVTTLQDSIR 288 11 17 94.72
b1°b1b2b5°b5y1y3y4°y4y5y6y

7*y7y8°y8y9y11
1246.70 68.051 284584 2 623.85 -1.567



|P07996|TSP1_HUMAN Thrombospondin-
1

3 FTGSQPFGQGVEHATANK 623 18 29 155.22

b2°b2b3b5°b5b8b10b11y2y3y
4°y4y5y6°y6*y6y7°y7*y7y9*y
9y11°y11*y11y12y13*y13y16

y18

1875.89 44.875 192522 3 625.97 -6.572

|P07996|TSP1_HUMAN Thrombospondin-
1

4 MENAELDVPIQSVFTR 173 16 18 146.28
b2b3b4b6*b6b7b9b14y1y3y4y

5y6y8y10y11y12y16
1848.91 81.921 184993 2 924.96 -3.169

|P07996|TSP1_HUMAN Thrombospondin-
1

5 GGVNDNFQGVLQNVR 201 15 19 125.67
b2b3b5b7b11b12y2y3*y3y4*y

4y5y7y8*y8y9y10y15*y15
1616.81 66.356 164646 2 808.91 0.529

|P07996|TSP1_HUMAN Thrombospondin-
1

6 NALWHTGNTPGQVR 1077 14 9 68.25 y4*y4y5y8y9*y9y10y11y14 1550.77 45.408 161247 3 517.59 -8.501

|P07996|TSP1_HUMAN Thrombospondin-
1

7 GTSQNDPNWVVR 968 12 6 46.38 b4y2y3y4y6y8 1372.66 47.554 130867 2 686.83 0.089

|P07996|TSP1_HUMAN Thrombospondin-
1

8 GPDPSSPAFR 50 10 6 37.44 b2b3y4y6y7y10 1030.49 36.283 120123 2 515.75 -4.738

|P07996|TSP1_HUMAN Thrombospondin-
1

9 Carbamidomethyl+C(3) DNCQYVYNVDQR 810 12 8 55.53 b3b9y1y2y3y6y7y9 1573.68 44.035 118478 2 787.34 5.352

|P07996|TSP1_HUMAN Thrombospondin-
1

10 AQGYSGLSVK 1054 10 6 39.76 b2*b2y3y6y8y10 1009.53 39.133 118030 2 505.27 -4.353

|P07996|TSP1_HUMAN Thrombospondin-
1

11 Carbamidomethyl+C(5) RPPLCYHNGVQYR 313 13 3 18.95 b4b6y5 1659.81 36.385 108925 3 553.94 -5.222

|P07996|TSP1_HUMAN Thrombospondin-
1

12
Carbamidomethyl+C(2);
Carbamidomethyl+C(14)

LCNSPSPQMNGKPCEGEAR 460 19 26 203.93
b2b3b4°b4b6b8y2y4y5y6y7y8
y9y10°y10*y10y11y12*y12y1

3y15y16y17y18°y18y19
2131.93 31.498 102939 3 711.31 -2.977

|P07996|TSP1_HUMAN Thrombospondin-
1

13 Carbamidomethyl+C(1) CNYLGHYSDPMYR 662 13 5 18.95 b9y1y4y7y13 1675.69 53.607 82434 3 559.23 -7.503

|P07996|TSP1_HUMAN Thrombospondin-
1

14
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)

DTDMDGVGDQCDNCPLEHNPDQ
LDSDSDR

822 29 6 23.57 y3y5°y5y10y22y29 3320.28 52.507 74335 3 1107.43 4.265

|P07996|TSP1_HUMAN Thrombospondin-
1

15 Carbamidomethyl+C(1) CTSYPDGSWK 561 10 4 34.99 y6y7y8y10 1200.50 41.136 64545 2 600.75 2.339

|P07996|TSP1_HUMAN Thrombospondin-
1

16 GFLLLASLR 86 9 6 28.49 b2b3y2y4y5y9 989.61 90.327 61918 2 495.31 -7.524

|P07996|TSP1_HUMAN Thrombospondin-
1

17

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(13

)

CENTDPGYNCLPCPPR 607 16 15 65.45
b2b5b7b11y1y2y5y7y8*y8y11

*y11y12°y12y16
1949.81 50.293 54928 2 975.41 9.955

|P07996|TSP1_HUMAN Thrombospondin-
1

18
Carbamidomethyl+C(6);
Carbamidomethyl+C(10)

DLQAICGISCDELSSMVLELR 264 21 17 69.24
b4°b4b6°b6b7°b7b12y1y2y3°y

3y6y8y12°y12y13y15
2409.17 102.342 45127 2 1205.09 8.817

|P07996|TSP1_HUMAN Thrombospondin-
1

19 IPESGGDNSVFDIFELTGAAR 20 21 7 27.14 b3b16y1y4y6y7y21 2195.08 99.754 44364 2 1098.05 10.344

|P07996|TSP1_HUMAN Thrombospondin-
1

20 Carbamidomethyl+C(2) LCNNPTPQFGGK 517 12 8 46.38 b2b3y1y3y6y9y10y12 1332.64 39.826 35468 2 666.83 5.313

|P07996|TSP1_HUMAN Thrombospondin-
1

21 GTLLALER 101 8 5 51.25 y3y4y5y6y8 872.51 56.716 34497 2 436.76 -8.045

|P07996|TSP1_HUMAN Thrombospondin-
1

22 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 13 82.49
b2°b2b9b10°b10b11y4°y4y6y7

y10y12y14
1681.71 30.244 26133 3 561.24 -4.500

|P07996|TSP1_HUMAN Thrombospondin-
1

23

Carbamidomethyl+C(2);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(24

)

LCNNPTPQFGGKDCVGDVTENQI
CNK

517 26 7 19.7 b2b4b9b12y3y11y26 2965.32 52.735 17714 3 989.11 -0.082

|P07996|TSP1_HUMAN Thrombospondin-
1

24 FYVVMWK 1034 7 3 38.32 b4y3y6 972.50 61.065 3493 2 486.75 -4.393

|P07996|TSP1_HUMAN Thrombospondin-
1

25 IMADSGPIYDK 1130 11 7 44.35 b3b7y2y5°y5y6y9 1209.59 32.103 1985 2 605.30 4.743



|P07996|TSP1_HUMAN Thrombospondin-
1

26
Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(24)

CDNCPYNHNPDQADTDNNGEGD
ACAADIDGDGILNER

773 37 4 20.73 b3b4b11y6 4092.60 57.579 17593 3 1364.87 2.028

|P07996|TSP1_HUMAN Thrombospondin-
1

27 QVTQSYWDTNPTR 1041 13 3 18.95 b8b11y12 1595.75 73.700 9774 2 798.38 0.612

|P07996|TSP1_HUMAN Thrombospondin-
1

28
Carbamidomethyl+C(5);
Carbamidomethyl+C(23)

IGDTCDNNQDIDEDGHQNNLDNC
PYVPNANQADHDK

851 36 7 34.91 b3b4°b4y3y5y10y11 4125.67 46.281 7986 4 1032.17 -1.420

|P07996|TSP1_HUMAN Thrombospondin-
1

29 Carbamidomethyl+C(7) AQLYIDCEK 164 9 6 70.62 b7y3y4y5y6y7 1139.54 43.207 7312 1 1139.54 1.500

|P07996|TSP1_HUMAN Thrombospondin-
1

30
Carbamidomethyl+C(3);
Carbamidomethyl+C(8);
Carbamidomethyl+C(13)

QDCPIDGCLSNPCFAGVK 543 18 6 40.84 b5y9y10y13*y13y14 2037.85 66.679 4831 2 1019.43 -17.192

|P07996|TSP1_HUMAN Thrombospondin-
1

31 DHSGQVFSVVSNGK 110 14 4 36.14 b11b12b13y5 1460.70 43.377 3709 3 487.57 -8.524

|P07996|TSP1_HUMAN Thrombospondin-
1

32 Carbamidomethyl+C(16) MGLAWGLGVLFLMHVCGTNR 0 20 5 23.32 b9y3y4y6°y6 2232.14 84.799 1679 4 558.79 7.984

|P07996|TSP1_HUMAN Thrombospondin-
1

33 TLWHDPR 1091 7 3 38.32 y4y5y6 924.46 98.826 1646 1 924.46 -14.063

|P07996|TSP1_HUMAN Thrombospondin-
1

34 IEDANLIPPVPDDKFQDLVDAVR 60 23 24 205.54
b4b5*b5b6*b6b7*b7b13b14y3
y4y5y6y7°y7y9*y9y10y11y13y

14y15y16y17
2579.33 88.635 341207 3 860.45 -3.218

|P07996|TSP1_HUMAN Thrombospondin-
1

35 Carbamidomethyl+C(21)
FTGSQPFGQGVEHATANKQVCKP

R
623 24 7 53.46 y6y8y9y10y11*y11y19 2644.28 41.234 71362 5 529.66 -8.771

|P07996|TSP1_HUMAN Thrombospondin-
1

36
Carbamidomethyl+C(4);
Carbamidomethyl+C(16)

IRLCNSPSPQMNGKPCEGEAR 458 21 18 136.35
b4b5b6°b6*b6b8b10y4y5y6y7

y8°y8y9y10*y10y11y13
2401.09 38.170 64204 4 601.03 -12.303

|P07996|TSP1_HUMAN Thrombospondin-
1

37

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(21
);Carbamidomethyl+C(2

8)

CGACPPGYSGNGIQCTDVDECKE
VPDACFNHNGEHR

571 36 3 22.56 b3b4y12 4107.62 49.628 42453 5 822.33 -7.132

|P07996|TSP1_HUMAN Thrombospondin-
1

38 VTEENKELANELR 300 13 5 18.95 b3°b3b8*b8y4 1544.78 41.753 38518 3 515.60 -7.033

|P07996|TSP1_HUMAN Thrombospondin-
1

39 GTSQNDPNWVVRHQGK 968 16 4 15.7 b4b10y4*y4 1822.89 71.175 18837 2 911.95 -2.813

|P07996|TSP1_HUMAN Thrombospondin-
1

40 FYVVMWKQVTQSYWDTNPTR 1034 20 6 23.32 b15y7y8y11°y11*y11 2549.24 121.441 15025 3 850.42 3.927

|P07996|TSP1_HUMAN Thrombospondin-
1

41
Carbamidomethyl+C(5);
Carbamidomethyl+C(23)

IGDTCDNNQDIDEDGHQNNLDNC
PYVPNANQADHDKDGK

851 39 8 34.87 b4y7°y7y8y9y11°y11y13 4425.80 44.149 6832 5 885.97 -4.634

|P07996|TSP1_HUMAN Thrombospondin-
1

42

Carbamidomethyl+C(4);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KDACPINGGWGPWSPWDICSVTC
GGGVQK

485 29 5 13.28 b15b17y9y14°y14 3189.44 92.511 3033 3 1063.82 3.062

|P07996|TSP1_HUMAN Thrombospondin-
1

43 TYAGGRLGLFVFSQEMVFFSDLK 1141 23 3 22.2 b6b7b19 2612.34 110.488 2643 2 1306.67 7.009

|P07996|TSP1_HUMAN Thrombospondin-
1

44 Carbamidomethyl+C(12) ELANELRRPPLCYHNGVQYR 306 20 4 22.63 y3*y3y9y10 2485.22 121.469 2380 3 829.08 -12.280

|P07996|TSP1_HUMAN Thrombospondin-
1

45
Carbamidomethyl+C(2);
Carbamidomethyl+C(7)

TCHIQECDKR 421 10 15 122.16
b3°b3b4b5y3y4y5°y5y6°y6*y6

y7*y7y8y9
1346.58 21.002 2014 3 449.53 -12.057

|P07996|TSP1_HUMAN Thrombospondin-
1

46 Phosphoryl STY(9) TIVTTLQDSIR 288 11 3 25.47 b7b8y9 1326.67 60.842 6835 2 663.84 12.790



|P07996|TSP1_HUMAN Thrombospondin-
1

47
Carbamidomethyl+C(8);

Phosphoryl STY(12)
IPDDRDNCPFHYNPAQYDYDRDD

VGDR
746 27 3 11.28 b11y7y14 3408.33 101.629 5867 3 1136.78 -8.023

|P07996|TSP1_HUMAN Thrombospondin-
1

48 Phosphoryl STY(7) AGTLDLSLTVQGK 124 13 6 49.02 b4b5b11y6y7y9 1382.70 39.966 2220 3 461.57 10.153

|P07996|TSP1_HUMAN Thrombospondin-
1

49 Carbamidomethyl+C(4) PDACFNHNGEHR 595 12 2 14.76 b3b11 1453.59 30.258 24664 3 485.20 -8.398

|P07996|TSP1_HUMAN Thrombospondin-
1

50 LWHTGNTPGQVR 1079 12 0 4.32 1365.70 45.428 7458 2 683.35 -2.145

|P07996|TSP1_HUMAN Thrombospondin-
1

51
Carbamidomethyl+C(2);
Carbamidomethyl+C(5)

NCLPCPPR 615 8 1 7.32 b7 1013.48 50.325 4455 2 507.24 13.852

|P07996|TSP1_HUMAN Thrombospondin-
1

52 Carbamidomethyl+C(6) EVPDACFNHNGEHR 593 14 0 4.32 1663.68 30.260 5444 3 555.23 -9.759

|P07996|TSP1_HUMAN Thrombospondin-
1

53 GTLLALER 101 8 0 1.44 854.50 56.722 3695 2 427.75 -7.571

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

1 IQYQLVDISQDNALR 32 15 14 112.01
b3b4*b4y4*y4y5y6°y6*y6y7y

8y10y11y13
1775.92 70.355 79245 2 888.46 -4.812

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

2 VYSTSVTGSR 5 10 7 52.21 b2y2y4y6y8y9y10 1056.53 27.985 62822 2 528.77 1.964

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

3 Carbamidomethyl+C(13)
ATPPQIVNGDQYCGDYELFVEAV

EQNTLQEFLK
58 33 24 145.68

b2°b2b5b6b7b8b9b11b13b15y
1y2y3y4°y4y5*y5y6y8y9y10°y

10y11y33
3815.83 117.480 46668 3 1272.61 3.839

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

4 SGLR 1 4 1 11.97 b3 432.26 62.027 8691 1 432.26 13.202

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

5 VYSTSVTGSREIK 5 13 3 26.43 b5b6b10 1426.76 55.129 74722 2 713.88 1.112

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

6 EIKSQQSEVTR 15 11 5 22.46 b5°b5b9°b9y6 1304.67 46.870 3176 2652.84 -5.146

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

7 Phosphoryl STY(7) VYSTSVTGSREIK 5 13 4 27.21
b5b9_H3PO4 b9_HPO3 

b9y7y12
1506.71 60.068 3840 3 502.91 -1.620

|Q9H299|SH3L3_HUMAN SH3 domain-
binding glutamic acid-rich-like protein 3

8 Phosphoryl STY(7) VYSTSVTGSR 5 10 4 26.75 b5°b5b6y7_H3PO4 y7 1136.49 49.778 3220 1 1136.49 -2.256

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

1 LNGTDPEDVIR 93 11 11 96.49 b5*b5b7b10y1y3y4y6y8y9°y9 1228.62 48.795 104788 2 614.81 -0.497

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

2 ATSNVFAMFDQSQIQEFK 17 18 10 28.14
b2°b2b5b14°b14y2y4y10y12y

18
2091.00 90.131 66351 2 1046.00 6.655

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

3 ELLTTMGDR 124 9 5 51.73 y3y5y6y7y9 1035.51 48.837 27690 2 518.26 -0.943

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

4 EAFNMIDQNR 35 10 3 31.98 y3y8y9 1237.56 51.416 18305 2 619.29 1.578

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

5 GNFNYVEFTR 151 10 5 37.44 b3b5b6y7*y7 1246.57 40.575 65595 2 623.79 -11.163

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

6 Carbamidomethyl+C(5) NAFACFDEEASGFIHEDHLR 104 20 4 34.09 b3b4y12y13 2364.99 81.135 28149 4 592.00 -18.891

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

7 ELLTTMGDRFTDEEVDEMYR 124 20 3 13.21 b7y3y5 2450.09 76.372 18190 3 817.37 3.687

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

8 FTDEEVDEMYREAPIDK 133 17 4 14.93 b3°b3b10y9 2086.90 42.642 4746 3 696.31 -11.114

|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

9 Oxidation+M()
ATSNVFAMFDQSQIQEFKEAFNMI

DQNRDGFIDK
17 34 4 10.89 b9°b9y5y12 4000.84 47.874 2857 5 800.97 -3.051



|P24844|MYL9_HUMAN Myosin 
regulatory light polypeptide 9

10 Oxidation+M(9) FTDEEVDEMYR 133 11 5 32.69 b6b8y4y7°y7 1449.57 25.545 1616 2 725.29 -6.232

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

1 AIQLTYNPDESSKPNMIDAATLK 88 23 20 157.17
b1b2b3b4b5y2y3y6y10°y10y1
1y12y13y16y17y18y19y20y21

y23
2520.27 66.539 411802 3 840.76 0.097

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

2 EGFGHLSPTGTTEFWLGNEK 238 20 11 55.32
b3b6b7b8°b8b15b20y4y6y8y2

0
2207.04 77.112 287967 3 736.35 1.217

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

3 YEASILTHDSSIR 121 13 15 127.6
b2b3b11°b11y3y4y5°y5y6y7y8

y9y10y11y13
1491.72 49.258 237146 3 497.91 -13.993

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

4
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCKDTVQIHDITG
K

153 24 14 75.83
b2b5b12y2y3y5y6y7y8y14y19

y22°y22y24
2768.32 50.717 126338 4 692.84 -5.115

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

5

Carbamidomethyl+C(8);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(26

)

VAQLEAQCQEPCKDTVQIHDITG
KDCQDIANK

153 32 16 92.58
b2b3b5b16y2y3y4y5y8y11y12

y13y14y28y29y32
3712.70 49.935 125532 5 743.35 -10.719

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

6 YLQEIYNSNNQK 134 12 12 105.44
b2b3b4b5y2y4y6y7y8y9y10y1

2
1513.73 44.462 122335 2 757.37 3.629

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

7 ASTPNGYDNGIIWATWK 382 17 6 47.69 b4y3y4y5y6y17 1893.92 81.019 117488 2 947.46 2.643

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

8
Carbamidomethyl+C(5);
Carbamidomethyl+C(9)

FGSYCPTTCGIADFLSTYQTK 40 21 16 112.41
b2b3y2y3*y3y4y5y6y7y8y9°y9

y10y12y16y21
2417.10 88.698 108320 2 1209.05 7.374

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

9 IHLISTQSAIPYALR 258 15 10 64.65 b2b3b4y2y3y4y5y11y13y15 1682.94 70.585 98574 3 561.65 -11.968

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

10 LDGSVDFK 223 8 5 34.03 b2b3°b3b6y7 880.45 47.334 37111 2 440.73 9.081

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

11 FFTSHNGMQFSTWDNDNDK 328 19 5 18.69 b6b12y3y12y19 2290.94 54.652 32282 3 764.32 -0.639

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

12 LDGSVDFKK 223 9 6 58.17 b3b4b5b7y1y4 1008.53 34.186 17475 2 504.77 -2.481

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

13 Carbamidomethyl+C(5) FEGNCAEQDGSGWWMNK 347 17 3 23.58 y5y6y9 2015.78 43.266 2035 2 1008.39 -10.961

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

14 Carbamidomethyl+C(9) ANQQFLVYCEIDGSGNGWTVFQK 199 23 4 12.12 b1b5b13y11 2661.26 93.055 1984 3 887.76 6.147

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

15 QSGLYFIKPLK 188 11 3 34.22 y3y4y5 1293.73 65.218 82822 3 431.92 -17.833

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

16
Carbamidomethyl+C(8);
Carbamidomethyl+C(12)

VAQLEAQCQEPCK 153 13 3 23.72 b3y4y5 1560.73 91.272 33545 3 520.92 12.593

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

17 QVRPEHPAETEYDSLYPEDDL 432 21 11 63.02
b5b9°b9b10°b10b11b13y4y9y

15y20
2503.11 92.572 24989 4 626.53 -4.682

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

18 DLQSLEDILHQVENK 64 15 4 16.6 b9b11*b11y11 1780.91 106.457 24773 2 890.96 -1.028

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

19 NWIQYK 232 6 2 12.93 b3*b3 851.44 41.741 17561 1 851.44 1.147

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

20
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

DNCCILDER 31 9 8 70.62 b3°b3*b3y3y4y5y6y7 1194.49 44.496 9392 1 1194.49 5.212

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

21
NWIQYKEGFGHLSPTGTTEFWLG

NEK
232 26 7 33.89 b6y10°y10*y10y11y12*y12 3039.47 118.257 120284 3 1013.83 1.847

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

22 VGPEADKYR 292 9 5 42.7 b8y4y7°y7y8 1034.53 23.529 30428 2 517.77 2.832

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

23 RLDGSVDFK 222 9 3 28.49 b8y3y8 1036.55 98.787 17472 2 518.78 12.012

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

24 ASTPNGYDNGIIWATWKTR 382 19 6 13.7 b6°b6b13°b13*b13y4 2151.07 108.184 10742 3 717.70 4.653

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

25 Carbamidomethyl+C(9)
ANQQFLVYCEIDGSGNGWTVFQK

R
199 24 3 21.14 b11b12y13 2817.35 83.194 10063 3 939.79 3.813



|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

26
YRLTYAYFAGGDAGDAFDGFDFG

DDPSDK
299 29 3 21.47 b8b9y5 3153.38 122.232 4658 4 789.10 14.323

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

27 Phosphoryl STY(15) ASTPNGYDNGIIWATWK 382 17 6 29.83 b4b13_H3PO4 b13y3°y3y7y9 1973.85 84.533 27952 3 658.62 -9.709

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

28 Oxidation+M(16) AIQLTYNPDESSKPNMIDAATLK 88 23 8 37.8 b12y8y12y16*y16y18°y18y22 2536.24 99.891 107596 3 846.08 -9.530

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

29 DGSVDFKK 224 8 0 1.92 895.46 34.194 14859 2 448.23 6.884

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

30 ASILTHDSSIR 123 11 5 26.43 b3°b3b4b7°b7 1199.63 49.272 5553 2 600.32 -10.379

|P02679|FIBG_HUMAN Fibrinogen gamma 
chain

31 YLQEIYNSNNQK 134 12 0 3.36 1496.68 44.440 1677 3 499.57 -9.787

|P08567|PLEK_HUMAN Pleckstrin 1 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 27 166.92
b2°b2b4°b4b5°b5b7°b7b8b10°
b10b12b13y1y2y3y4y5y6y7y8

y10y12y13y14y22y24
2683.24 79.491 367275 4 671.57 -13.375

|P08567|PLEK_HUMAN Pleckstrin 2 SEEENLFEIITADEVHYFLQAATPK 308 25 35 245.58

b1b2°b2b3°b3b4b5°b5*b5b6°b
6*b6b7b9y2y3y4°y4y7y8y10y
12y13*y13y14y15y16y17y18y

19*y19y20y21y23y25

2894.40 121.987 296995 3 965.47 -2.868

|P08567|PLEK_HUMAN Pleckstrin 3
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 17 64.93

b4°b4b5°b5*b5b6*b6b8b15y1
y2y3y7y10y11y15y24

2552.23 91.401 77475 3 851.41 -3.635

|P08567|PLEK_HUMAN Pleckstrin 4
Carbamidomethyl+C(5);
Carbamidomethyl+C(10)

IFNHCFTGNCVIDWLVSNQSVR 150 22 13 53.57
b5b10b12b15y1y2y5°y5*y5y6

*y6y7y22
2666.26 93.088 36312 3 889.43 0.458

|P08567|PLEK_HUMAN Pleckstrin 5 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 5 39.36 y4y7y8y9y14 1553.74 41.551 30248 2 777.38 3.221

|P08567|PLEK_HUMAN Pleckstrin 6 Carbamidomethyl+C(2) GCVVTSVESNSNGRK 293 15 11 72.53
b2y7y8°y8*y8y9y10*y10y11y

12y15
1593.75 29.562 18015 3 531.92 -11.642

|P08567|PLEK_HUMAN Pleckstrin 7 LPETIDLGALYLSMK 119 15 6 43.75 b6b14y3y4y8y10 1663.90 95.441 18534 2 832.45 -1.394
|P08567|PLEK_HUMAN Pleckstrin 8 AIQMASR 340 7 7 63.23 b3b4*b4y3y5y6°y6 776.41 116.290 5074 1 776.41 0.865
|P08567|PLEK_HUMAN Pleckstrin 9 MFVFK 65 5 1 12.45 y4 671.36 60.075 4330 1 671.36 -2.727
|P08567|PLEK_HUMAN Pleckstrin 10 ELNLEK 141 6 1 12.93 y4 745.41 22.649 2773 2 373.21 5.814

|P08567|PLEK_HUMAN Pleckstrin 11 Carbamidomethyl+C(2) GCVVTSVESNSNGR 293 14 7 47.37 b4b5b9y5°y5y7y13 1465.68 71.827 2747 3 489.23 6.080

|P08567|PLEK_HUMAN Pleckstrin 12
KSEEENLFEIITADEVHYFLQAATP

K
307 26 3 22.1 b3b7b8 3022.51 116.158 31031 3 1008.17 0.323

|P08567|PLEK_HUMAN Pleckstrin 13 LPETIDLGALYLSMKDTEK 119 19 4 23.87 b3y5y6y8 2137.10 88.539 17944 3 713.04 -5.484

|P08567|PLEK_HUMAN Pleckstrin 14 Carbamidomethyl+C(14) GMIPLKGSTLTSPCQDFGK 45 19 5 22.88 y11°y11y12°y12y14 2037.00 103.532 9958 2 1019.00 -6.951

|P08567|PLEK_HUMAN Pleckstrin 15
NRQEGLMIASSLLNEGYLQPAGD

MSK
172 26 7 39.25 y8y9y10°y10y12°y12y15 2822.35 83.946 6620 4 706.34 -9.602

|P08567|PLEK_HUMAN Pleckstrin 16 ITTTKQQDHFFQAAFLEER 70 19 3 21.48 b12b13y13 2310.14 99.781 3640 3 770.72 -5.707

|P08567|PLEK_HUMAN Pleckstrin 17 Oxidation+M(5)
QEGLMIASSLLNEGYLQPAGDMS

K
174 24 9 48.15 b4b5°b5b15*b15y7y10y11y12 2568.19 99.843 33160 3 856.74 -14.544

|P08567|PLEK_HUMAN Pleckstrin 18 Oxidation+M(14) LPETIDLGALYLSMK 119 15 3 16.6 b4y3y7 1679.90 97.059 2085 2 840.45 2.979

|P08567|PLEK_HUMAN Pleckstrin 19 Carbamidomethyl+C(4) TSPCQDFGKR 55 10 1 7.23 b9 1195.57 41.523 3482 2 598.29 12.865

|P08567|PLEK_HUMAN Pleckstrin 20 Carbamidomethyl+C(6) TLTSPCQDFGKR 53 12 0 4.32 1409.71 41.495 1966 2 705.36 14.721

|P08567|PLEK_HUMAN Pleckstrin 21 EDPAYLHYYDPAGAEDPLGAIHLR 269 24 0 9.12 2665.24 79.472 15456 4 667.07 -8.611

|P08567|PLEK_HUMAN Pleckstrin 22 Carbamidomethyl+C(8) GSTLTSPCQDFGKR 51 14 0 4.32 1535.72 41.545 12317 3 512.58 -0.556

|P02775|CXCL7_HUMAN Platelet basic 
protein

1 Carbamidomethyl+C(2) ICLDPDAPR 103 9 14 84.32
b2b3b4y1y2y3y5°y5y6°y6y7°y

7y8y9
1056.51 46.866 602681 2 528.76 -4.044



|P02775|CXCL7_HUMAN Platelet basic 
protein

2 GKEESLDSDLYAELR 47 15 21 158.35
b2b3°b3b4b7b9b10y1y2y3°y3
y4y5y6y7°y7y8y9y10y11y15

1724.81 64.586 481253 3 575.61 -12.031

|P02775|CXCL7_HUMAN Platelet basic 
protein

3 Carbamidomethyl+C(4) GTHCNQVEVIATLK 85 14 12 102.83
b3b4b5b6b9y3y5y7°y7y10y11

y14
1569.78 51.535 185138 3 523.93 -13.997

|P02775|CXCL7_HUMAN Platelet basic 
protein

4 EESLDSDLYAELR 49 13 7 26.43 b2b13y2y4y9y10y13 1539.73 71.072 39952 2 770.37 9.514

|P02775|CXCL7_HUMAN Platelet basic 
protein

5 Carbamidomethyl+C(3) KICLDPDAPR 102 10 5 56.88 b5b7y3y5y8 1184.61 41.539 86085 2 592.81 0.000

|P02775|CXCL7_HUMAN Platelet basic 
protein

6 GKEESLDSDLYAELR 47 15 10 58.26
b7°b7b10°b10b11y7y9y10°y10

y11
1724.83 62.793 3438 3 575.62 -1.557

|P02775|CXCL7_HUMAN Platelet basic 
protein

7 LDPDAPR 105 7 3 36.27 b3b4b5 783.40 46.874 8455 1 783.40 2.493

|P12814|ACTN1_HUMAN Alpha-actinin-1 1 VGWEQLLTTIAR 714 12 22 142.01
b2b3b5°b5b6°b6*b6b8y1y2y3
y4y5y6°y6y7y8*y8y9*y9y11y1

2
1386.77 97.916 209566 2 693.89 -2.993

|P12814|ACTN1_HUMAN Alpha-actinin-1 2 AIMTYVSSFYHAFSGAQK 236 18 23 132.16
b2b3b5°b5b11y1y2*y2y4*y4y
5y6y7y8*y8y9y11y12°y12y13y

16°y16y18
2007.95 90.418 148514 3 669.99 -9.058

|P12814|ACTN1_HUMAN Alpha-actinin-1 3
VEQIAAIAQELNELDYYDSPSVNA

R
450 25 24 158.69

b2°b2b3b4b5b6*b6b7b13y2y3
*y3y5y6*y6y7y8y9y10y11°y11

y12y15y25
2808.40 94.516 130871 3 936.80 9.476

|P12814|ACTN1_HUMAN Alpha-actinin-1 4 MLDAEDIVGTARPDEK 220 16 12 61.25
b2b14y3y4°y4y5y11°y11y12°y

12y14y16
1759.84 60.177 117324 3 587.28 -8.185

|P12814|ACTN1_HUMAN Alpha-actinin-1 5 TINEVENQILTR 726 12 10 66.73 b3b9b10*b10y1y3y4y6y10y12 1429.77 59.895 110286 2 715.39 0.854

|P12814|ACTN1_HUMAN Alpha-actinin-1 6 Carbamidomethyl+C(2) ICDQWDNLGALTQK 478 14 11 52.81
b4b11°b11y2y3y6*y6y9y12*y

12y14
1661.79 70.021 96406 2 831.40 -2.204

|P12814|ACTN1_HUMAN Alpha-actinin-1 7 LASDLLEWIR 281 10 5 24.99 b8y2y3y8y10 1215.67 92.047 92033 2 608.34 -3.414

|P12814|ACTN1_HUMAN Alpha-actinin-1 8
AAPFNNWMEGAMEDLQDTFIVH

TIEEIQGLTTAHEQFK
517 38 19 85.07

b2b4b6b8b9*b9y2y4*y4y5y6y
7y8*y8y10y11y26y36y38

4362.03 136.199 86741 4 1091.26 -3.582

|P12814|ACTN1_HUMAN Alpha-actinin-1 9 LLETIDQLYLEYAKR 502 15 7 49.29 y1y4y5y6y8y13y15 1868.00 85.826 84737 3 623.34 -10.325

|P12814|ACTN1_HUMAN Alpha-actinin-1 10 IDQLEGDHQLIQEALIFDNK 684 20 8 49.75 b11y1y3y4y5y6y9y20 2339.18 82.103 79529 3 780.40 -2.922

|P12814|ACTN1_HUMAN Alpha-actinin-1 11 Carbamidomethyl+C(11) MVSDINNAWGCLEQVEK 359 17 12 79.82
b9°b9y2y4y7y8y9y10y11y12*

y12y17
1992.93 76.355 77029 2 996.97 5.084

|P12814|ACTN1_HUMAN Alpha-actinin-1 12 LLETIDQLYLEYAK 502 14 13 71.16
b2b4°b4y1y2y3y4y5y6°y6y10y

11y14
1711.92 91.300 76723 2 856.46 3.138

|P12814|ACTN1_HUMAN Alpha-actinin-1 13 LSNRPAFMPSEGR 346 13 7 42.88 b4b7b8y2y4y5y13 1461.72 45.254 70130 3 487.91 -6.347

|P12814|ACTN1_HUMAN Alpha-actinin-1 14 QFGAQANVIGPWIQTK 633 16 7 25.44 b4b7*b7b12b16y7y16 1757.93 76.150 65802 2 879.47 -3.333

|P12814|ACTN1_HUMAN Alpha-actinin-1 15
IVQTYHVNMAGTNPYTTITPQEIN

GK
577 26 7 25.24 b13y3y7y8*y8y13y26 2890.44 64.295 44430 3 964.15 -0.253

|P12814|ACTN1_HUMAN Alpha-actinin-1 16 KDDPLTNLNTAFDVAEK 197 17 5 29.83 b4b10y5y9y14 1890.93 72.932 40014 3 630.98 -5.358

|P12814|ACTN1_HUMAN Alpha-actinin-1 17 Carbamidomethyl+C(1) CQLEINFNTLQTK 331 13 9 38.11 b2*b2b3b4b11y1y9y11y13 1608.81 70.243 39108 2 804.91 4.856

|P12814|ACTN1_HUMAN Alpha-actinin-1 18 ATLPDADKER 555 10 9 64.67 b2y1y2y3y4y5y6y7y10 1115.57 25.931 27518 2 558.29 1.313

|P12814|ACTN1_HUMAN Alpha-actinin-1 19 ASIHEAWTDGKEAMLR 402 16 3 15.7 b11b13y10 1814.86 47.411 19487 3 605.63 -11.972

|P12814|ACTN1_HUMAN Alpha-actinin-1 20 Carbamidomethyl+C(2) ACLISLGYDIGNDPQGEAEFAR 772 22 5 19.09 b5b11°y6y11y21 2396.09 68.830 19118 3 799.37 -11.208

|P12814|ACTN1_HUMAN Alpha-actinin-1 21 VLAVNQENEQLMEDYEK 264 17 4 14.93 b2b4y4y6 2051.96 61.533 9946 3 684.66 0.595



|P12814|ACTN1_HUMAN Alpha-actinin-1 22 HTNYTMEHIR 704 10 3 24.99 b4b9y9 1301.60 31.969 4043 3 434.54 -3.189

|P12814|ACTN1_HUMAN Alpha-actinin-1 23 FAIQDISVEETSAK 133 14 8 29.15 b2b5°b5b9°b9b12y5°y5 1537.78 74.458 3444 2 769.39 4.445

|P12814|ACTN1_HUMAN Alpha-actinin-1 24 NYITMDELRR 840 10 3 24.99 b7y6y9 1310.64 60.483 3133 2 655.82 -10.525

|P12814|ACTN1_HUMAN Alpha-actinin-1 25 Carbamidomethyl+C(10) ELPPDQAEYCIAR 850 13 5 31.98 b6b8°b8y5y6 1561.75 34.888 2678 2 781.38 9.849

|P12814|ACTN1_HUMAN Alpha-actinin-1 26 LAILGIHNEVSK 565 12 3 20.51 b3y6y9 1293.73 58.202 101515 3 431.92 -17.172

|P12814|ACTN1_HUMAN Alpha-actinin-1 27 ALDFIASK 95 8 3 31.02 b5y5y6 864.48 55.286 60319 2 432.74 -7.696

|P12814|ACTN1_HUMAN Alpha-actinin-1 28 YLDIPK 214 6 2 25.39 b3y4 748.41 48.903 29892 2 374.71 -14.108

|P12814|ACTN1_HUMAN Alpha-actinin-1 29 HEAFESDLAAHQDR 436 14 10 35.88
b4°b4b8y4°y4*y4y9*y9y10*y1

0
1625.71 36.612 22238 3 542.58 -10.062

|P12814|ACTN1_HUMAN Alpha-actinin-1 30 TAPYK 157 5 2 24.91 b4y4 579.31 59.514 20685 1 579.31 1.475

|P12814|ACTN1_HUMAN Alpha-actinin-1 31 GISQEQMNEFR 741 11 6 38.89 b5°b5y3°y3y5y9 1338.63 47.975 12464 2 669.82 16.871

|P12814|ACTN1_HUMAN Alpha-actinin-1 32 Carbamidomethyl+C(6) DGLGFCALIHR 174 11 3 25.47 b4b5y4 1258.62 70.638 11684 3 420.21 -12.996

|P12814|ACTN1_HUMAN Alpha-actinin-1 33 QQHNER 624 6 5 37.84 b4y4*y4y5*y5 811.38 42.689 10433 1 811.38 -6.093

|P12814|ACTN1_HUMAN Alpha-actinin-1 34 DQALTEEHAR 614 10 8 40.45 b3°b3*b3y6°y6y7°y7y8 1169.54 21.044 6772 3 390.52 -15.134

|P12814|ACTN1_HUMAN Alpha-actinin-1 35 LEDFR 312 5 2 24.91 y3y4 679.35 32.598 5249 1 679.35 11.410

|P12814|ACTN1_HUMAN Alpha-actinin-1 36 EAMLR 413 5 1 12.45 b4 619.32 44.181 4679 1 619.32 -0.099

|P12814|ACTN1_HUMAN Alpha-actinin-1 37 ISIEMHGTLEDQLSHLR 655 17 6 20.77 b5b13y3y10°y10*y10 1978.97 72.444 3837 4 495.50 -17.641

|P12814|ACTN1_HUMAN Alpha-actinin-1 38 AGTQIENIEEDFR 47 13 4 31.61 b3b6b11y3 1521.75 72.432 2810 2 761.38 19.413

|P12814|ACTN1_HUMAN Alpha-actinin-1 39 ASFNHFDR 752 8 6 46.48 b6°b6y3y4°y4y5 993.45 34.955 2352 2 497.23 -3.072

|P12814|ACTN1_HUMAN Alpha-actinin-1 40 DYETATLSEIK 420 11 3 29.45 b5b9b10 1269.59 73.016 1801 3 423.87 -20.672

|P12814|ACTN1_HUMAN Alpha-actinin-1 41 VPENTMHAMQQK 300 12 5 49.39 b11y7y8y10y11 1413.69 93.601 1643 2 707.35 21.760

|P12814|ACTN1_HUMAN Alpha-actinin-1 42 NVNIQNFHISWK 162 12 4 20.51 b3b7*b7y6 1499.81 29.796 1590 3 500.61 21.488

|P12814|ACTN1_HUMAN Alpha-actinin-1 43 DDPLTNLNTAFDVAEK 198 16 15 90.57
b5b9b11°b11*b11b14°b14y5°y

5y7y8°y8y10y11y12
1762.81 108.176 1515 2 881.91 -19.735

|P12814|ACTN1_HUMAN Alpha-actinin-1 44 DDPLTNLNTAFDVAEKYLDIPK 198 22 5 19.09 b4b6b9y15°y15 2492.26 99.872 1174029 3 831.42 0.784

|P12814|ACTN1_HUMAN Alpha-actinin-1 45
IDQLEGDHQLIQEALIFDNKHTNY

TMEHIR
684 30 11 62.15

b3b5b13°b13y3y5y6y9y10y13
y14

3621.72 76.177 156063 5 725.15 -14.089

|P12814|ACTN1_HUMAN Alpha-actinin-1 46
VLAVNQENEQLMEDYEKLASDLL

EWIR
264 27 8 37.43 b6b12b13°b13*b13b18y3y4 3248.58 85.917 118805 4 812.90 -11.573

|P12814|ACTN1_HUMAN Alpha-actinin-1 47 TIPWLENRVPENTMHAMQQK 292 20 5 38.82 y6*y6y7y17y18 2423.17 68.103 91759 4 606.55 -11.284

|P12814|ACTN1_HUMAN Alpha-actinin-1 48
IVQTYHVNMAGTNPYTTITPQEIN

GKWDHVR
577 31 13 52.05

b9*b9b11b13y3y4y7y10y12°y
12*y12y13y18

3583.73 67.871 90441 5 717.55 -11.922

|P12814|ACTN1_HUMAN Alpha-actinin-1 49 Carbamidomethyl+C(2) ICKVLAVNQENEQLMEDYEK 261 20 3 21.34 b12y7y8 2453.16 105.717 56790 4 614.05 -2.389

|P12814|ACTN1_HUMAN Alpha-actinin-1 50 QKASIHEAWTDGK 400 13 3 26.43 y3y4y12 1470.71 42.735 14386 3 490.91 -13.529



|P12814|ACTN1_HUMAN Alpha-actinin-1 51 KHEAFESDLAAHQDR 435 15 5 29.51 b3b4y3°y3y6 1753.82 32.127 6736 4 439.21 -5.220

|P12814|ACTN1_HUMAN Alpha-actinin-1 52 VPENTMHAMQQKLEDFR 300 17 8 31.08 b6°b6b8b9y3y12°y12*y12 2074.00 76.954 4845 3 692.00 6.239

|P12814|ACTN1_HUMAN Alpha-actinin-1 53 Carbamidomethyl+C(11) RELPPDQAEYCIAR 849 14 4 28.36 b6b7b13y4 1717.83 136.603 3743 1 1717.83 -0.284

|P12814|ACTN1_HUMAN Alpha-actinin-1 54 Carbamidomethyl+C(9) AETAANRICK 254 10 4 26.75 b4b5y9*y9 1133.56 104.684 2559 1 1133.56 -7.538

|P12814|ACTN1_HUMAN Alpha-actinin-1 55 Carbamidomethyl+C(26)
VEQIAAIAQELNELDYYDSPSVNA

RCQK
450 28 7 16 b4*b4y6*y6y9y11°y11 3224.53 105.777 2041 3 1075.51 -7.647

|P12814|ACTN1_HUMAN Alpha-actinin-1 56 EALERTEK 494 8 3 31.02 b3b4y4 975.50 41.356 1869 1 975.50 -13.702

|P12814|ACTN1_HUMAN Alpha-actinin-1 57 DQALTEEHARQQHNER 614 16 6 41.47 b7b8b9y6°y6y11 1961.89 48.279 1820 2 981.45 -14.684

|P12814|ACTN1_HUMAN Alpha-actinin-1 58 ILAGDKNYITMDELR 834 15 5 22.62 b4b5y10°y10*y10 1751.90 66.455 1574 2 876.45 0.627

|P12814|ACTN1_HUMAN Alpha-actinin-1 59 Phosphoryl STY(3) AGTQIENIEEDFRDGLK 47 17 3 23.58 y11y13y14 2014.93 76.354 49593 2 1007.97 12.056

|P12814|ACTN1_HUMAN Alpha-actinin-1 60
Carbamidomethyl+C(11)

;Phosphoryl STY()
RELPPDQAEYCIAR 849 14 3 23.11 b9b10y10 1797.81 45.855 18086 3 599.94 10.457

|P12814|ACTN1_HUMAN Alpha-actinin-1 61 Phosphoryl STY(10) MLDAEDIVGTARPDEK 220 16 7 32.44 b3b8b9°b9y3°y3y13 1839.80 59.590 4759 2 920.41 -3.915

|P12814|ACTN1_HUMAN Alpha-actinin-1 62 Phosphoryl STY(6) RDQALTEEHAR 613 11 3 22.46 b4y3y5 1405.59 21.006 2159 3 469.20 -13.722

|P12814|ACTN1_HUMAN Alpha-actinin-1 63 Oxidation+M(14) ASIHEAWTDGKEAMLR 402 16 4 25.44 b7b10b15y10 1830.88 105.066 16199 2 915.94 -2.067

|P12814|ACTN1_HUMAN Alpha-actinin-1 64 Oxidation+M() VPENTMHAMQQK 300 12 3 24.49 b3y7y8 1429.67 89.705 2202 2 715.34 11.954

|P12814|ACTN1_HUMAN Alpha-actinin-1 65 Oxidation+M(8) LSNRPAFMPSEGR 346 13 5 31.98 b11b12y3y7°y7 1477.71 82.714 1529 2 739.36 -6.196

|P12814|ACTN1_HUMAN Alpha-actinin-1 66 LPDADKER 557 8 0 2.4 943.48 25.931 16424 2 472.25 -1.164

|P12814|ACTN1_HUMAN Alpha-actinin-1 67 PDADKER 558 7 0 2.4 830.40 25.934 12757 2 415.70 1.397

|P12814|ACTN1_HUMAN Alpha-actinin-1 68 TLPDADKER 556 9 0 2.4 1044.53 25.933 9820 2 522.77 -1.636

|P12814|ACTN1_HUMAN Alpha-actinin-1 69 ATLPDADKER 555 10 1 7.86 y8 1097.55 25.937 2706 3 366.52 -3.893

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

1 AGFAGDDAPR 718 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

2 SYELPDGQVITIGNER 938 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

3 AVFPSIVGRPR 728 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

4 Carbamidomethyl+C(2) LCYVALDFEQEMATAASSSSLEK 915 23 32 242.48

b2b3b4b5b6b7°b7b8b9b11b12
b16°b16y1y3y4y5y6y7y9y10y
11°y11y12y14*y14y16y17*y1

7y18°y18y23

2550.19 92.512 353053 2 1275.60 5.553

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

5 QEYDESGPSIVHRK 1059 14 17 131.76
b4°b4*b4y2y3y4y5y6y7y8y9y

10°y10y11y12y14*y14
1644.78 31.699 325281 3 548.93 -9.797



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

6 QEYDESGPSIVHR 1059 13 10 88
y3y4y5y6y8y10°y10y11y13*y1

3
1516.69 37.635 152198 3 506.23 -9.417

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

7 DLYTNTVLSGGTTMYPGMAHR 991 21 4 19.43 b4b8b12*b12 2285.10 83.869 7623 3 762.37 14.424

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

8 EKDVLHENSTLR 640 12 6 31.71 b2b3b8b9y10*y10 1440.73 74.514 4448 2 720.87 -9.490

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

9 EVEEEMKK 413 8 8 31.02 b1b5°b5y2y6y7°y7y8 1021.47 34.946 3018 2 511.24 -12.130

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

10 ELENFMAIEEMKK 531 13 5 46.66 y7y8y9y10*y10 1611.79 55.165 2829 2 806.40 11.361

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

11 ISSENSNPEQELK 367 13 4 23.72 b4y6*y6y7 1474.71 29.743 1788 3 492.24 7.864

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

12
MTQIMFETFNTPAMYVAIQAVPSL

YTSGR
818 29 6 15.66 b13°b13y5°y5y7y11 3267.54 136.606 15037 2 1634.28 -13.897

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

13 TALHLASANGNSEVVK 174 16 4 15.7 b10b13*b13y8 1610.88 68.185 8429 3 537.63 19.324

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

14 NDNLLK 686 6 4 25.39 b4°b4b5*b5 716.38 54.171 6675 1 716.38 -12.865

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

15 Carbamidomethyl+C(1) CQLNVLDNK 196 9 3 28.49 b4b8y3 1103.56 46.895 5779 2 552.28 5.863

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

16 Carbamidomethyl+C(3) QFCEEQNTGILHDEILIHEEK 601 21 4 19.84 b13y4y13y17 2582.20 92.495 5317 2 1291.61 -5.862

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

17 YSSENSNPEQDLK 485 13 4 36.75 b3b4y5y6 1510.70 38.431 3649 3 504.24 21.494

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

18
HGSTHVGFPENLTNGATAGNGDD

GLIPPR
544 29 4 11.05 b6b11y8°y8 2901.38 108.793 3103 3 967.80 -3.450

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

19
Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

CPEALFQPCFLGMESCGIHETTFN
SIMK

956 28 9 32.68
b6°b6b13y3y13*y13y14y17y2

5
3304.48 95.987 2688 3 1102.16 5.541

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

20 Carbamidomethyl+C(25)
ALQLNELTMDDDTAVLVIDNGSG

MCK
692 26 6 32.56 b3b9b11b12b14*b14 2823.31 73.022 2127 2 1412.16 -3.459

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

21
HESNNVGLLENLTNGVTAGNGD

NGLIPQR
421 29 9 26.2 b6b8°b8b9°b9b11y9*y9y16 3003.45 105.713 17273 1001.82 -11.461

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

22 DVLHENSTLR 642 10 3 24.99 b3b5y7 1183.58 35.783 1599 2 592.29 -21.864

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

23 DGDRELENFMAIEEMK 527 16 6 22.03 b4b6y9°y9*y9y11 1926.88 46.953 24506 4 482.48 14.001

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

24
KHGSTHVGFPENLTNGATAGNGD

DGLIPPR
543 30 4 20.8 b7y3y11y12 3029.46 112.574 22020 3 1010.49 -8.784



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

25 SNVGASGDHDDSAMKTLR 77 18 4 23.19 y12y13°y13y16 1860.83 74.757 7396 2 930.92 -12.333

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

26
KHESNNVGLLENLTNGVTAGNG

DNGLIPQR
420 30 4 23.61 b9b12y14y15 3131.56 136.535 6191 2 1566.29 -5.691

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

27 Carbamidomethyl+C(16) QIEVVEKMNSELSLSCK 622 17 6 20.77 b3*b3b11y3y12*y12 1993.98 81.890 5479 2 997.49 -7.408

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

28 YSSENSNPEQDLKLTSEEESQR 485 22 4 18.94 y4°y4y6y9 2570.18 125.888 4708 3 857.40 13.964

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

29 QMPKYSSENSNPEQDLK 481 17 6 20.77 b6*b6b9y10°y10y12 1994.93 102.360 4600 2 997.97 10.831

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

30 SKVGAWGDYDDSAFMEPR 114 18 5 27.07 b8b9°b9y9y12 2030.88 66.983 4448 3 677.63 -6.251

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

31 GYRFTTMAER 896 10 3 24.99 b8y6y8 1231.58 68.127 3847 2 616.29 -8.028

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

32 LTSEEESQRFK 380 11 3 22.46 b5b10y9 1353.65 79.418 3486 1 1353.65 -13.978

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

33

Carbamidomethyl+C(3);
Carbamidomethyl+C(11)
;Carbamidomethyl+C(18

)

FRCPEALFQPCFLGMESCGIHETTF
NSIMK

954 30 5 17.38 b3b10y6y9y16 3607.67 81.767 2447 3 1203.23 10.016

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

34 GSENGQPEKR 509 10 6 36.65 b4°b4b7*b7y4y9 1101.53 34.944 2321 2 551.27 0.997

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

35 GSGKSNVGASGDHDDSAMK 73 19 4 13.7 b3b10°b10y5 1819.80 81.818 2006 2 910.40 7.513

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

36 QMLKISSENSNPEQELK 363 17 3 14.93 b3b9y8 1974.95 118.946 1796 3 658.99 -13.042

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

37 Phosphoryl STY(6) ISSENSNPEQELK 367 13 3 18.95 b12y7y9_HPO3 y9 1554.64 48.804 348932 3 518.88 -12.485

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

38
Carbamidomethyl+C(12)

;Phosphoryl STY()
EYAVSSHHHVICQLLSDYKEK 342 21 7 28.57

b3_HPO3 
b3y5°y5y6°y6y10y18

2623.21 121.446 21793 3 875.07 5.305

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

39 Phosphoryl STY() VVEVDSMPAASSVK 1 14 7 39.26
b6°b6b8°b8b9b11_H3PO4 
b11_HPO3 b11y12_H3PO4 

y12_HPO3 y12
1498.69 41.809 3897 3 500.23 5.783

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

40 Phosphoryl STY() YLEDIESVKK 675 10 4 37.44 b3b5b6y8_H3PO4 y8 1303.60 23.871 2434 2 652.30 -7.491

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

41 Phosphoryl STY(7) DVLHENSTLR 642 10 3 24.99 b5y3y8 1263.57 49.790 1904 2 632.29 2.802

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

42 Oxidation+M() DLYTNTVLSGGTTMYPGMAHR 991 21 3 12.79 b5b17y18 2301.09 90.656 7775 3 767.70 11.459

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

43 Oxidation+M(1) MSQELEINKDGDR 400 13 10 44.07
b10*b10y5y6°y6*y6y7°y7*y7y

9
1550.73 58.627 5497 2 775.87 9.604



|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

44 Oxidation+M(19) MSQELEINKDGDREVEEEMK 400 20 3 20 b7b9b18 2425.05 79.478 3143 4 607.02 -12.987

|Q6S8J3|A26CA_HUMAN ANKRD26-like 
family C member 1A

45 ELENFMAIEEMK 531 12 3 20.3 y8y9*y9 1483.69 55.114 10043 3 495.24 8.721

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

1 AVFVDLEPTVIDEVR 64 15 21 168.35
b3b4b5b6b7y1y2y3°y3y4y5°y5
y6y8y9°y9y10y11°y11y12y15

1701.91 84.403 210134 2 851.46 1.219

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

2 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

3 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

4 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

5 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

6 EIIDLVLDR 112 9 11 56.4 b2b3°b3b4°b4y1y2y5y6y7y9 1085.61 79.517 78410 2 543.31 -4.948

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

7 LISQIVSSITASLR 229 14 7 54.36 b4b5b6y4y5y8y14 1487.88 100.003 52439 2 744.44 1.887

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

8 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

9 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 6 27.21 b3b7y4y7°y7y13 1598.77 83.302 38719 2 799.89 2.367

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

10 LSVDYGKK 156 8 5 51.25 y3y4y5y7y8 909.50 29.494 31401 2 455.25 -7.717

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

11
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 23.8 b7b14y11y12 3217.47 94.241 2736 3 1073.16 13.431

|Q9BQE3|TBA1C_HUMAN Tubulin alpha-
1C chain

12 Carbamidomethyl+C(15)
AYHEQLTVAEITNACFEPANQMV

K
280 24 7 46.56 b7b8*b8b9b10°b10y8 2764.31 73.999 8649 3 922.11 -0.530

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

1 IQLVEEELDR 55 10 16 95.04
b2*b2b3y1y2y3y4°y4y5°y5y6y

7y8y9*y9y10
1243.65 59.102 271670 2 622.33 -2.454

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

2 TIDDLEEK 215 8 12 58.93
b1°b1b4y1y2°y2y4y5°y5y6y7y

8
962.47 34.941 99586 2 481.74 -1.903

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

3 IQALQQQADEAEDR 13 14 17 122.06
b2b3b4b10y1y3y4y5y8*y8y9*

y9y10*y10y11y12y14
1614.77 39.523 90917 2 807.89 1.814

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

4 AEGDVAALNRR 44 11 7 34.22 b2y5*y5y7*y7y10y11 1171.62 29.927 54757 2 586.31 0.313

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

5 LATALQK 69 7 10 60.22 b4°b4y3y4y5*y5y6°y6y7*y7 744.45 28.648 24903 2 372.73 -9.264

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

6 Carbamidomethyl+C(19) EENVGLHQTLDQTLNELNCI 228 20 5 30.76 b16y4y6y9y11 2340.13 89.301 84224 2 1170.57 8.555

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

7 AEGDVAALNR 44 10 5 37.44 b4°b4b6b7y8 1015.51 34.975 4405 2 508.26 -1.923

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

8 KLVILEGELER 131 11 4 25.47 b4y6°y6y7 1298.76 62.060 55409 2 649.89 -2.914

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

9 KIQALQQQADEAEDR 12 15 5 42.47 b3b5y5y6y7 1742.85 36.729 37549 3 581.62 -7.845

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

10 LEKTIDDLEEK 212 11 3 22.46 b7y5y7 1332.68 57.471 6121 2 666.84 -9.893

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

11 EKAEGDVAALNR 42 12 3 20.51 b3y4y8 1272.65 30.606 5678 2 636.83 -7.194

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

12 DEEKMEIQEMQLK 100 13 6 31.61 b7b9b11°b11y11*y11 1650.76 49.855 2757 2 825.88 -6.729

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

13 SLEAASEKYSEK 169 12 5 46.88 b5b8y4y5y6 1341.65 58.580 2397 2 671.33 -2.912



|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

14 AQGLQRELDGER 27 12 7 31.71 b9°b9*b9y4y6y7°y7 1371.69 36.543 1764 2 686.35 -7.208

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

15 Phosphoryl STY(5) AGLNSLEAVKR 1 11 3 34.22 y4y5y6 1237.60 55.068 3990 3 413.21 -13.513

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

16
Carbamidomethyl+C(24)

;Phosphoryl STY(14)
LAQAKEENVGLHQTLDQTLNELN

CI
223 25 6 20.42 b4b12b21y9*y9y11 2931.40 84.034 3039 4 733.61 6.080

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

17 GDVAALNRR 46 9 2 20.8 b3b4 971.53 29.922 32926 2 486.27 -4.209

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

18 EGDVAALNRR 45 10 1 7.55 b3 1100.58 29.915 12939 2 550.79 -3.217

|P67936|TPM4_HUMAN Tropomyosin 
alpha-4 chain

19 AEGDVAALNRR 44 11 0 2.88 1153.59 29.934 2661 3 385.20 -12.275

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

1 AVFVDLEPTVIDEVR 64 15 21 168.35
b3b4b5b6b7y1y2y3°y3y4y5°y5
y6y8y9°y9y10y11°y11y12y15

1701.91 84.403 210134 2 851.46 1.219

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

2 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

3 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

4 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

5 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

6 EIIDLVLDR 112 9 11 56.4 b2b3°b3b4°b4y1y2y5y6y7y9 1085.61 79.517 78410 2 543.31 -4.948

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

7 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 39.35 b7b10b11y1y4y7y9y11y24 2750.31 73.355 598453 917.44 5.060

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

8 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

9 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 6 27.21 b3b7y4y7°y7y13 1598.77 83.302 38719 2 799.89 2.367

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

10 LSVDYGKK 156 8 5 51.25 y3y4y5y7y8 909.50 29.494 31401 2 455.25 -7.717

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

11
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 4 23.8 b7b14y11y12 3217.47 94.241 2736 3 1073.16 13.431

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

12
Carbamidomethyl+C(4);
Carbamidomethyl+C(5)

YMACCLLYRGDVVPK 311 15 3 16.6 b9b13y14 1844.89 76.254 5051 2 922.95 0.397

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

13 TIGGGDDSFNTFFSETGAGKHVPR 40 24 6 25.2 b5°b5b6b22y11y21 2497.17 105.698 3480 3 833.06 -3.324

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

14
Carbamidomethyl+C(15)

;Phosphoryl STY()
AYHEQLSVAEITNACFEPANQMV

K
280 24 3 11.85

b9b13_H3PO4 b13y12_HPO3 
y12

2830.27 91.571 16661 4 708.32 9.316

|Q71U36|TBA1A_HUMAN Tubulin alpha-
1A chain

15 Oxidation+M()
AFVHWYVGEGMEEGEFSEARED

MAALEK
402 28 6 28.65 b8b11b13y8y9°y9 3233.45 95.433 3106 4 809.12 10.873

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

1 LLVVYPWTQR 31 10 18 109.71
b2b3b4b5y1y2*y2y3*y3y4*y4

y5°y5*y5y6y7y8y10
1274.72 78.838 591442 2 637.87 -1.436

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

2 EFTPEVQAAWQK 121 12 4 20.51 b3°b3y7y11 1433.72 79.369 7445 2 717.36 10.473

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

3 NMDNLKPAFAK 77 11 3 34.22 b7b8b9 1248.65 64.825 4036 2 624.83 4.204

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

4 Carbamidomethyl+C(17) NMDNLKPAFAKLSELHCDK 77 19 3 21.48 b14y4y5 2231.08 77.330 35497 2 1116.04 -8.754

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

5 VHFTAEEKAAVTSLWSK 1 17 3 14.93 b7y13y15 1903.98 102.123 4647 3 635.33 -6.155



|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

6 AAVTSLWSKMNVEEAGGEALGR 9 22 3 12.43 b7b14y12 2276.11 89.067 4275 3 759.38 -8.474

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

7 Oxidation+M(1) MVHFTAEEK 0 9 6 58.17 b8°b8y3y4y5y6 1107.51 43.730 132394 2 554.26 -0.110

|P02100|HBE_HUMAN Hemoglobin 
subunit epsilon

8 Oxidation+M(1) MNVEEAGGEALGR 18 13 4 23.72 b8b9°b9y4 1348.62 49.702 7441 1 1348.62 4.707

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

1 VVLAGGVAPALFR 166 13 13 110.59
b2b3b4b6y2y5y6y7y8y9y10y1

1y13
1269.76 77.631 276628 2 635.38 -6.153

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

2 LLVPSPEGMSEIYLR 423 15 8 51.74 b2b3y3y6y10y11y12y15 1703.91 85.732 178328 2 852.46 1.146

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

3
TGSGGPGNHPHGPDASAEGLNPY

GLVAPR
481 29 20 132.2

b8b9°b9b10b12°b12b14b19b2
1y2y3y4y5y6y7y8y9y12y15y2

9
2782.30 59.451 98723 4 696.33 -8.687

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

4 LEGSAPTDVLDSLTTIPELKDHLR 333 24 6 17.82 b2b8y3y8y19y24 2620.35 88.966 97327 4 655.84 -13.323

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

5 Carbamidomethyl+C(15) ASFSQPLFQAVAAICR 113 16 15 121.93
b3°b3b4°b4b5y2y3y4y5y6y7y8

y9y11y16
1765.91 91.761 95439 2 883.46 2.972

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

6 ILEAHQNVAQLSLAEAQLR 523 19 16 92.27
b1b7b8°b8b9*b9b12y1y2y4y5

y6y7y8y13y19
2104.13 65.927 91806 3 702.05 -9.166

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

7 Carbamidomethyl+C(15)
GMPAHFSDSAQTEACYHMLSRPQ

PPPDPLLLQR
179 33 6 14.64 b2b12y4y6y22y33 3747.76 69.968 56166 4 937.70 -5.798

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

8 GEELDEDLFLQLTGGHEAF 648 19 9 21.65 b2°b2b12y1y9y11y13°y13y19 2120.00 100.732 44858 2 1060.51 10.019

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

9 Carbamidomethyl+C(2) GCEVVPDVNVSGQK 405 14 15 67.69
b2b3b4y1y2*y2y3*y3y4*y4y6

y9*y9y10y14
1487.72 47.948 39253 2 744.37 4.595

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

10 TMADSSYTSEVQAILAFLSLQR 459 22 9 59.29 b2y1y2y4y5y6y7y8y22 2431.21 120.095 26364 3 811.07 -4.418

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

11
Carbamidomethyl+C(16)
;Carbamidomethyl+C(21

)
QVAIEFDEHINVAFSCVSASCR 607 22 3 22.3 y4y5y14 2539.15 81.447 24355 3 847.06 -7.115

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

12
LSQSGEVGEPAGTDPGLDDLDVA

LSNLEVK
303 30 9 32.64 b6b7b9°b9y2y3y6y7y30 3025.53 95.577 24318 3 1009.18 13.315

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

13 EKEPEEELYDLSK 153 13 9 61.47 b6b8b9°b9b11b13y7y11y12 1608.77 76.286 6351 2 804.89 1.442

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

14 VFVGEEDPEAESVTLR 19 16 3 15.7 b14y7y11 1776.87 60.127 25686 2 888.94 4.946

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

15 FIQAWQSLPDFGISYVMVR 542 19 7 13.7 b5*b5b10°b10*b10y10°y10 2257.13 122.091 9700 3 753.05 -8.112

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

16 LEGSAPTDVLDSLTTIPELK 333 20 5 35.81 b4b6b7b8°b8 2099.07 66.451 6285 3 700.36 -17.911

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

17 WLDSSR 228 6 3 37.84 b5y4y5 763.37 34.978 5001 2 382.19 -0.560

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

18 FSNMR 593 5 1 12.45 b4 654.30 31.486 4890 1 654.30 -11.474

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

19 DEILGIANNR 567 10 5 24.99 b5°b5b8*b8y4 1114.58 99.836 4392 11114.58 -8.214

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

20 YYSFFDLDPK 252 10 4 52.21 y3y5y6y8 1294.58 80.174 2500 1 1294.58 -16.973

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

21 EKEPEEELYDLSK 153 13 4 18.95 b9°b9y3y5 1608.76 56.354 32827 3 536.92 -3.187

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

22 ARGEELDEDLFLQLTGGHEAF 646 21 4 22.85 b5b9b10y5 2347.11 94.901 32128 3 783.04 -4.785

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

23 Carbamidomethyl+C(1) CLMQQGIKAGDALWLR 234 16 6 38.68 b7b10b13*b13b15y3 1859.96 80.124 17912 2 930.48 -0.591

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

24
Carbamidomethyl+C(2);
Carbamidomethyl+C(16)

GCEVVPDVNVSGQKFCIK 405 18 5 30.49 b6b8°b8b9b13 2036.02 67.604 7343 3 679.34 10.792

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

25 FKYYSFFDLDPK 250 12 3 20.51 b8b10y10 1569.75 84.926 3626 3 523.92 -5.210



|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

26 ETTLSYYKSQDEAPGDPIQQLNLK 381 24 4 26.34 b3b6b10b15 2738.35 110.732 3093 3 913.45 -0.802

|Q86UX7|URP2_HUMAN Fermitin family 
homolog 3

27 Carbamidomethyl+C(8) FQAVAAICR 120 9 1 7.32 b4 1035.53 91.704 4700 2 518.27 -10.020

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

1 Carbamidomethyl+C(7) IIPGFMCQGGDFTR 55 14 10 100.94 b2y3y6y7y8y9y10y11y12y14 1598.75 71.096 84876 2 799.88 3.207

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

2 Carbamidomethyl+C(24)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 18 81.83

b2b5°b5b6b12*b12b13b17*y4
°y4y5y8y10y11y12*y12y14y2

7
2791.32 76.357 67389 3 931.11 -1.924

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

3 EGMNIVEAMER 133 11 5 34.22 y2y6y8y10y11 1278.59 68.482 33843 2 639.80 2.673

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

4 VNPTVFFDIAVDGEPLGR 1 18 5 33.19 b2y7y8y9y18 1946.02 98.217 21437 2 973.51 8.092

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

5 TEWLDGK 118 7 4 38.32 b4y4y6y7 848.42 55.679 5275 1 848.42 8.993

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

6 Carbamidomethyl+C(7) IIPGFMCQGGDFTRHNGTGGK 55 21 4 22.44 y10y12*y12y13 2250.07 84.836 61507 2 1125.54 6.402

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

7 SIYGEKFEDENFILK 76 15 3 16.6 b8b10y9 1831.90 54.623 2301 2 916.45 -8.463

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

8 VKEGMNIVEAMER 131 13 3 23.72 b3y5y6 1505.74 23.934 2166 3 502.59 -0.973

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

9 HNGTGGKSIYGEK 69 13 5 29.85 b6°b6b7b12y4 1347.65 76.268 2129 2 674.33 -14.221

|P62937|PPIA_HUMAN Peptidyl-prolyl cis-
trans isomerase A

10
Carbamidomethyl+C(24)

;Oxidation+M(9)
HTGPGILSMANAGPNTNGSQFFIC

TAK
91 27 4 16.38 b18y4y13y16 2807.34 92.438 33995 2 1404.17 5.740

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

1 IGEHTPSALAIMENANVLAR 153 20 16 109.2
b4b5b8°b8b9b10y2y3y5y6y7y

8*y8y10y15y20
2107.08 80.835 123483 3 703.03 -6.489

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

2 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 28 139.7

b2b4b5b7°b7b8b9°b9b10°b10
*b10b11°b11b15y1y2y3y5y7y
8°y8y9°y9y10y13y14y17y28

3176.58 76.297 114287 4 794.90 -6.610

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

3 Carbamidomethyl+C(8) ALANSLACQGK 331 11 8 34.12 b2b8°b8y2y4y5y8*y8 1132.58 35.534 73233 2 566.79 0.108

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

4 GVVPLAGTNGETTTQGLDGLSER 111 23 8 34.78 b3y3y5y6y8°y8y20y23 2272.15 65.174 56107 2 1136.58 4.620

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

5 LQSIGTENTEENRR 43 14 11 39.26
b2*b2b8y3*y3y4y8*y8y12*y1

2y14
1646.79 29.037 44304 3 549.60 -10.600

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

6 GILAADESTGSIAK 28 14 10 85.61 b3b4b8b13y4y9y10y11y12y141332.71 48.400 40304 2 666.86 3.298

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

7 GILAADESTGSIAKR 28 15 9 58.63 b8°b8b13y5y6y9y10y12y15 1488.78 43.639 35063 3 496.93 -13.037

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

8 ALQASALK 304 8 5 31.02 b5y2y5y6y8 801.48 32.797 20370 2 401.24 -3.198

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

9 AAQEEYVKR 322 9 4 36.27 y2y3y4y6 1093.56 20.162 3074 2 547.28 -7.591

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

10 PYQYPALTPEQK 1 12 3 20.51 b4b8y8 1434.74 55.270 134970 3 478.92 11.997

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

11 Carbamidomethyl+C(25)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 10 51.64 b5b8b14b20y4y5y6y8*y8y13 3131.52 62.216 80356 5 627.11 -18.789

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

12 ELSDIAHR 14 8 7 68.48 b3b5b7°b7y5°y5y6 940.47 99.905 9386 1 940.47 -14.148

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

13 FSHEEIAMATVTALR 243 15 5 24.68 b7°b7b8°b8b11 1675.83 36.564 5694 3 559.28 -8.013

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

14 MPYQYPALTPEQK 0 13 7 31.98 b5b6y3°y3*y3y5*y5 1565.80 49.794 3209 3 522.60 19.413

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

15 AAQEEYVK 322 8 3 31.02 b4b5y5 937.46 97.939 1655 1 937.46 -0.586



|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

16
VDKGVVPLAGTNGETTTQGLDGL

SER
108 26 3 22.1 y9y15y16 2614.33 89.879 40011 3 872.11 -2.055

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

17 Carbamidomethyl+C(24)
GVVPLAGTNGETTTQGLDGLSER

CAQYK
111 28 5 23.8 b12b13*b13y5y10 2922.44 103.515 3280 3 974.82 5.347

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

18 Phosphoryl STY(5) ALQASALK 304 8 5 34.03 b3y5°y5y7°y7 881.45 34.944 1600 2 441.23 14.541

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

19
Carbamidomethyl+C(25)

;Oxidation+M(18)
ALSDHHIYLEGTLLKPNMVTPGH

ACTQK
215 28 4 11.15 b11y12°y12y14 3147.54 106.235 3033 4 787.64 -11.092

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

20 SIGTENTEENRR 45 12 0 4.32 1405.67 29.037 1628 2 703.34 3.474

|P04075|ALDOA_HUMAN Fructose-
bisphosphate aldolase A

21 Carbamidomethyl+C(4) SLACQGK 335 7 0 2.88 763.37 35.473 1570 2 382.19 -13.352

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

1 VGAHAGEYGAEALER 17 15 20 158.35
b4b5b7b8b9°b9b10°b10b11b1
2y1y3y4y5y6y7°y7y10°y10y15

1529.72 40.211 342765 3 510.58 -6.464

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

2
VADALTNAVAHVDDMPNALSAL

SDLHAHK
62 29 30 186.82

b2b3b4b5b6°b6b7°b7*b7b14°
b14*b14y2y3y4y5y6°y6y7°y7y
8y9y10°y10y11y14y21y24y27

y29

2996.46 88.441 312972 4 749.87 -8.229

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

3 MFLSFPTTK 32 9 10 64.19 b2y2°y2y4°y4y5y6y7y8y9 1071.55 74.348 230685 2 536.28 -5.468

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

4 TYFPHFDLSHGSAQVK 41 16 6 26.11 b10°b10y7y8*y8y11 1833.89 83.244 12358 3 611.97 -1.198

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

5 VDPVNFK 93 7 3 35.31 b4b5y3 818.43 30.660 5282 2 409.72 -9.993

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

6 Carbamidomethyl+C(5)
LLSHCLLVTLAAHLPAEFTPAVHA

SLDKFLASVSTVLTSK
100 40 7 23.92 b5b6°b6b14y3y7y9 4258.27 135.914 22381 5 852.46 -13.645

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

7 AAWGKVGAHAGEYGAEALER 12 20 3 13.21 b8b13y7 2043.00 106.201 3875 3 681.67 -0.359

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

8
DALTNAVAHVDDMPNALSALSDL

HAHK
64 27 13 91.35

b3°b3b4°b4b5°b5b6°b6b11b12
b13b14b16

2826.35 88.457 4544 4 707.34 -12.784

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

9 PNALSALSDLHAHK 77 14 1 10.18 b5 1473.77 88.441 4160 3 491.93 -9.774

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

10 ALSALSDLHAHK 79 12 1 10.18 b4 1262.68 88.427 2336 2 631.84 -4.930

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

11 LSALSDLHAHK 80 11 1 10.18 b6 1191.63 88.432 1800 2 596.32 -11.678

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

12 VGAHAGEY 17 8 0 4.8 803.38 40.255 1631 1 803.38 10.181

|P69905|HBA_HUMAN Hemoglobin 
subunit alpha

13 VGAHAGEYGAEALER 17 15 0 4.8 1511.71 40.215 3130 3 504.58 -2.746

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

1 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

2 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

3 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

4 LISQIVSSITASLR 229 14 7 54.36 b4b5b6y4y5y8y14 1487.88 100.003 52439 2 744.44 1.887

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

5 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

6 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 6 27.21 b3b7y4y7°y7y13 1598.77 83.302 38719 2 799.89 2.367

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

7 AVMIDLEPTVVDEVR 64 15 5 39.17 y2y4y6y9y11 1685.88 79.234 21995 2 843.44 2.607

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

8 Carbamidomethyl+C(15) AYHEQLSVAEITSSCFEPNSQMVK 280 24 4 21.14 b12y12y13y24 2755.31 70.671 3819 3 919.11 14.620



|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

9 INDDDSFTTFFSETGNGK 42 18 4 39.52 y7y8y13y14 1994.85 91.612 2998 3 665.62 -3.427

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

10 EDLAALEK 422 8 7 60.7 b3b4°b4y5y6°y6y7 888.47 35.001 27625 2 444.74 7.076

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

11 Carbamidomethyl+C(3) AVCMLSNTTAIAEAWAR 373 17 5 31.08 b5b7y5y6y12 1864.92 79.480 5117 2 932.96 6.611

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

12

Carbamidomethyl+C(2);
Carbamidomethyl+C(18)
;Carbamidomethyl+C(23

)

ECISVHVGQAGVQIGNACWELFC
LEHGIQADGTFDAQASK

2 40 8 46.1 b11°b11b12b15y7y8°y8y9 4403.09 135.244 2544 4 1101.53 12.975

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

13 EDAANNYARGHYTVGK 96 16 5 32.84 y5y9y10y13*y13 1765.81 71.819 87378 3 589.28 -5.807

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

14
Carbamidomethyl+C(15)
;Carbamidomethyl+C(25

)

AYHEQLSVAEITSSCFEPNSQMVK
CDPR

280 28 9 39.34 b7b9°b9y4y5y11°y11y12°y12 3283.44 81.249 8411 4 821.62 -11.674

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

15
AFVHWYVGEGMEEGEFSEAREDL

AALEK
402 28 3 11.15 b6b8y11 3199.44 82.722 4831 4 800.62 -7.783

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

16 Carbamidomethyl+C(6)
KLTDACSGLQGFLIFHSFGGGTGS

GFTSLLMER
123 33 4 14.64 b5b7b10y9 3491.72 104.230 1631 3 1164.58 2.587

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

17 Phosphoryl STY(9) GHYTVGKESIDLVLDR 105 16 8 52.52
b6b7°b7b8b11_HPO3 

b11y8°y8y9
1881.90 41.777 1624 2 941.46 1.622

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

18
Carbamidomethyl+C(5);

Oxidation+M(30)
LTDACSGLQGFLIFHSFGGGTGSG

FTSLLMER
124 32 7 20.65 b10b12b16°b16*b16b27y13 3379.62 91.378 94853 1127.21 2.239

|Q9NY65|TBA8_HUMAN Tubulin alpha-8 
chain

19
Carbamidomethyl+C(15)

;Oxidation+M(22)
AYHEQLSVAEITSSCFEPNSQMVK 280 24 9 31.17 b7b8°b8*b8b13y5*y5y9y12 2771.28 89.674 7419 3 924.43 5.903

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

1 Carbamidomethyl+C(6) NTGIICTIGPASR 43 13 13 117.58
b2°b2b3b4b5y4y5y6y7y8y9y1

0y13
1359.71 53.712 62290 2 680.36 0.359

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

2 GDLGIEIPAEK 294 11 10 86.94 b2b3b4b5b10y4y6y7y8y11 1141.61 60.016 58871 2 571.31 -3.529

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

3 ITLDNAYMEK 141 10 7 54.67 b8y2y6y7y8y9y10 1197.58 52.777 57528 2 599.29 -1.325

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

4 GADFLVTEVENGGSLGSK 188 18 22 131.78
b3b4b5°b5b6b11y2°y2y3y6y8°
y8*y8y9y10y11*y11y12y13°y

13*y13y18
1779.88 73.871 50596 2 890.45 4.458

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

5 APIIAVTR 447 8 5 31.02 b2b3y3y4y8 840.52 45.031 41906 2 420.77 -8.641

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

6 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 13 68.39
b2y2y5y6°y6y7°y7y8°y8y9y11

°y11y19
2557.27 90.342 34660 3 853.10 -1.146

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

7 FGVEQDVDMVFASFIRK 230 17 5 27.76 b2b6b14y15y16 1987.98 104.941 25413 3 663.33 -7.553

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

8 SVETLK 56 6 4 25.39 b3°b3y3°y3 676.39 38.535 53823 1 676.39 1.624

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

9 Carbamidomethyl+C(7) AGKPVICATQMLESMIK 319 17 12 62.34
b3b5b13*b13y4y5°y5y7y11°y1

1y12*y12
1876.96 88.515 49977 3 626.32 -5.008

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

10 VVPVP 526 5 2 24.91 b3y3 510.33 46.165 42255 1 510.33 7.056

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

11 VNFAMNVGK 489 9 3 36.27 y5y6y8 979.50 51.624 34745 2 490.25 -0.997

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

12 DPVQEAWAEDVDLR 475 14 3 17.67 b4b8y11 1642.76 62.721 19081 3 548.26 -8.025

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

13 TGLIK 120 5 1 12.45 b4 531.35 43.540 18075 1 531.35 1.723

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

14 GVNLPGAAVDLPAVSEK 207 17 7 52.21 b3y3y6°y6y8y10y13 1636.90 69.676 15665 2 818.95 4.773

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

15 LNFSHGTHEYHAETIK 73 16 6 23.4 b9°b9*b9b11°b11b14 1883.88 76.256 9656 2 942.45 -10.497



|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

16 MQHLIAR 376 7 3 35.31 b5y3y4 868.47 29.633 5857 2 434.74 -15.531

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

17 Carbamidomethyl+C(31)
MSKPHSEAGTAFIQTQQLHAAMA

DTFLEHMCR
0 32 7 48.03 b3b4b7b13°b13b14b15 3644.65 67.066 2842 3 1215.55 -11.187

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

18 FGVEQDVDMVFASFIR 230 16 3 15.7 b4b12y12 1859.88 68.669 2339 2 930.45 -8.926

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

19 FDEILEASDGIMVAR 279 15 3 22.62 b4b5y3 1665.78 49.724 1535 2 833.39 -21.837

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

20 Carbamidomethyl+C(7) GIFPVLCKDPVQEAWAEDVDLR 467 22 5 48.5 y7y8y9y10y13 2557.24 121.428 445563 3 853.09 -13.270

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

21
TATESFASDPILYRPVAVALDTKG

PEIR
92 28 5 18.44 b5b17y14y19y21 3017.56 81.473 186013 4 755.15 -9.871

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

22 Carbamidomethyl+C(16)
AEGSDVANAVLDGADCIMLSGET

AKGDYPLEAVR
342 34 8 45.81 b5b6y3y6y14y16y24y25 3494.65 94.749 56370 3 1165.56 3.633

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

23 KGDVVIVLTGWRPGSGFTNTMR 504 22 5 23.06 b3b5y3y8y10 2391.25 78.806 50777 3 797.76 -3.369

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

24 KGVNLPGAAVDLPAVSEK 206 18 6 39.54 b5b9y3y6y8y13 1764.97 63.736 50529 3 588.99 -10.098

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

25 GADFLVTEVENGGSLGSKK 188 19 3 13.7 b12b16y13 1907.96 68.590 23960 3 636.66 -4.095

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

26 GSGTAEVELKK 125 11 7 80.05 b3b4y3y4y5y6y7 1118.60 26.507 19366 2 559.81 -1.528

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

27 EMIKSGMNVAR 62 11 4 38.89 b8b9b10y7 1235.61 41.353 7456 2 618.31 -14.226

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

28
NVRTATESFASDPILYRPVAVALD

TK
89 26 4 26.01 b8b9b12b16 2834.47 111.986 2406 3 945.49 -12.834

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

29 Phosphoryl STY(7) EAEAAIYHLQLFEELR 383 16 5 32.44 b6b11_H3PO4 b11b12y5y11 2011.96 65.853 13144 3 671.32 7.402

|P14618|KPYM_HUMAN Pyruvate kinase 
isozymes M1/M2

30 Oxidation+M(5) VNFAMNVGK 489 9 8 56.4 b4*b4b8y4*y4y7*y7y8 995.51 41.833 1706 2 498.26 7.296

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

1
AENNPWVTPIADQFQLGVSHVFE

YIR
212 26 17 118.15

b2b4b5*b5b7b8y3y5y6y8y10y
11y13y18y19y22y26

3030.51 113.186 57194 3 1010.84 -0.161

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

2 NLEVLNFFNNQIEELPTQISSLQK 63 24 20 84.37
b2*b2b3b4*b4b6*b6b9b10y2*
y2y3y4y5y6y9y12°y12*y12y24

2818.46 108.778 34638 3 940.16 -1.646

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

3
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 5 19.7 b5b9b12y5y11 2851.47 112.928 37215 4 713.62 -15.154

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

4
GFGSLPALEVLDLTYNNLSENSLP

GNFFYLTTLR
103 34 9 35.25 b4°b4b5°b5y4y6y11°y11y12 3775.92 134.277 20959 3 1259.31 -1.681

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

5 HLNLGMNR 89 8 3 31.02 b6b7y4 954.48 64.403 5926 2 477.75 -9.400

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

6 LNTLPR 97 6 2 25.39 y4y5 713.43 31.489 5833 2 357.22 -6.502

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

7 SETYK 238 5 4 37.36 b3y3°y3y4 627.30 80.118 5240 1 627.30 8.465

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

8 ALYLSDNDFEILPPDIGK 137 18 6 14.27 b11°b11*b11b14y12*y12 2020.02 65.797 2106 2 1010.51 -3.565

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

9 HMQANPEPPK 248 10 9 68.09 b4b5b6*b6b7y6*y6y7*y7 1148.57 34.967 1696 2 574.79 13.710

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

10 EKNQPEVDMSDR 13 12 6 43.87 b5b8y3y8y11°y11 1447.66 44.140 2391 2 724.34 11.215

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

11 YLYGRHMQANPEPPK 243 15 4 22.62 b13y10°y10y11 1800.88 65.831 2337 3 600.97 -2.305

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

12 Phosphoryl STY(6) EIGELTQLKELHIQGNR 174 17 5 29.83 b4b13y3y8y12 2058.05 97.158 3293 3 686.69 11.270

|Q15404|RSU1_HUMAN Ras suppressor 
protein 1

13 Oxidation+M(5)
GISNMLDVNGLFTLSHITQLVLSH

NK
25 26 5 11.43 b9b11y4°y4*y4 2867.47 112.958 4286 4 717.62 -11.749



|P23528|COF1_HUMAN Cofilin-1 1 KEDLVFIFWAPESAPLK 95 17 11 74.84 b2°b2b4b5b6b7y3y7y9y12y17 1990.05 97.556 213128 3664.02 -7.177

|P23528|COF1_HUMAN Cofilin-1 2 EILVGDVGQTVDDPYATFVK 53 20 24 147.51
b2°b2b3°b3b4°b4b6°b6b16°b1
6b17y1y2y3y4y5y7y8y10y11y

12y15y16y20
2166.10 81.253 151551 2 1083.55 2.705

|P23528|COF1_HUMAN Cofilin-1 3 YALYDATYETK 81 11 10 77.04 b1b2b3b9y4y5y7y8y9y11 1337.63 52.557 133669 2 669.32 0.274

|P23528|COF1_HUMAN Cofilin-1 4 NIILEEGK 45 8 6 38.8 y2y3°y3y5y6y8 915.51 44.407 66094 2 458.26 -4.933

|P23528|COF1_HUMAN Cofilin-1 5 YALYDATYETKESK 81 14 9 55.24 b7b8y6y7°y7y8°y8y11y14 1681.81 36.577 3063 2 841.41 7.839

|P23528|COF1_HUMAN Cofilin-1 6 MIYASSKDAIK 114 11 7 35.7 b2b4b8°b8y2y3y4 1226.65 31.591 2500 3 409.56 6.966
|P23528|COF1_HUMAN Cofilin-1 7 ASGVAVSDGVIKVFNDMK 1 18 3 14.27 b3b10y6 1836.94 57.950 19069 2 918.97 -9.171

|P23528|COF1_HUMAN Cofilin-1 8 Carbamidomethyl+C(7) MLPDKDCR 73 8 4 46.48 b4y4y5y6 1034.48 21.868 11776 2 517.74 2.832

|P23528|COF1_HUMAN Cofilin-1 9 Carbamidomethyl+C(2) DCRYALYDATYETK 78 14 8 73.73 b3b6b11y3y8y9y12y13 1768.79 92.515 11236 3 590.27 0.552

|P23528|COF1_HUMAN Cofilin-1 10 Carbamidomethyl+C(3) DRCTLAEK 144 8 5 45.23 b4b5y6°y6y7 992.47 26.547 6113 2 496.74 -12.484

|P23528|COF1_HUMAN Cofilin-1 11 Carbamidomethyl+C(7) HELQANCYEEVKDR 132 14 4 42.37 y6y7y9y10 1790.82 33.173 4673 2 895.91 2.249

|P23528|COF1_HUMAN Cofilin-1 12 YALYDATYETKESK 81 14 3 17.67 b3y8y10 1681.79 34.953 2278 3 561.27 -3.847
|P23528|COF1_HUMAN Cofilin-1 13 Oxidation+M(1) MASGVAVSDGVIK 0 13 4 23.72 b5y4y5°y5 1249.63 69.714 3096 3 417.22 -10.159
|P23528|COF1_HUMAN Cofilin-1 14 PESAPLK 105 7 1 7.42 b6 741.41 97.587 5900 1 741.41 -8.809
|P23528|COF1_HUMAN Cofilin-1 15 GDVGQTVDDPYATFVK 57 16 5 20 b6°b6b12b15°b15 1711.80 81.197 4977 2 856.41 -8.557
|P23528|COF1_HUMAN Cofilin-1 16 EILVGDVGQTVDD 53 13 1 7.9 y7 1359.65 81.212 3247 2 680.33 -7.272
|P23528|COF1_HUMAN Cofilin-1 17 EILVGDVGQTVDDPYATFVK 53 20 0 7.2 2148.09 81.247 2977 3 716.70 5.683

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

1 AGFAGDDAPR 718 10 21 139.38
b1b2b3b4b7°b7b8y1y2y3y4°y

4y5y6°y6y7°y7y8y9°y9y10
976.44 30.905 1848250 2 488.73 -5.126

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

2 SYELPDGQVITIGNER 938 16 39 218.65

b2b3°b3b4°b4b5°b5b8°b8b9°b
9b10b12°b12b13y1y2°y2y4°y4
*y4y5°y5y6°y6*y6y7°y7y8y10
*y10y11°y11y12°y12*y12y13y

14y16

1790.88 71.814 1483661 2 895.94 -5.589

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

3 AVFPSIVGRPR 728 11 15 104.96
b1b2b3b9y1y2y3y4y5y6y7y8°

y8y9y11
1198.70 55.696 666000 2 599.85 -3.666

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

4 QEYDESGPSIVHRK 1059 14 17 131.76
b4°b4*b4y2y3y4y5y6y7y8y9y

10°y10y11y12y14*y14
1644.78 31.699 325281 3 548.93 -9.797

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

5 QEYDESGPSIVHR 1059 13 10 88
y3y4y5y6y8y10°y10y11y13*y1

3
1516.69 37.635 152198 3 506.23 -9.417

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

6 ISSENSNPEQDLK 367 13 5 26.43 y4y9*y9y10*y10 1460.68 54.009 12942 3 487.56 -5.014

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

7 DLYTNTVLSGGTTMYPGMAHR 991 21 4 19.43 b4b8b12*b12 2285.10 83.869 7623 3 762.37 14.424

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

8 EVEEEMKK 413 8 8 31.02 b1b5°b5y2y6y7°y7y8 1021.47 34.946 3018 2 511.24 -12.130

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

9 ELENFMAIEEMKK 531 13 5 46.66 y7y8y9y10*y10 1611.79 55.165 2829 2 806.40 11.361

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

10
STHVGFPENLTNGATAGNGDDGL

IPPR
546 27 3 21.28 b6y11y12 2707.30 40.075 25236 4 677.58 -2.345



|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

11 Carbamidomethyl+C(2) LCYVALDFEQEMATVASSSSLEK 915 23 3 18.52 y6y8y11 2578.25 117.246 11627 3 860.09 17.424

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

12 LLLDR 190 5 1 12.45 y4 629.41 50.405 7046 1 629.41 13.673

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

13 ELPDYLMKILTEHGYR 883 16 3 15.7 b4b7y4 1978.00 57.956 26092 2 989.51 -2.777

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

14

Carbamidomethyl+C(2);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(9)

WCRHCFPCCR 63 10 4 40.17 b6b7y3y4 1538.59 25.577 17162 2 769.80 -6.188

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

15 ISSENSNPEQDLKLTSEEESQR 367 22 3 12.43 b4y8y13 2520.20 68.016 1637 3 840.74 12.981

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

16

Carbamidomethyl+C(1);
Carbamidomethyl+C(9);
Carbamidomethyl+C(16)

;Phosphoryl STY()

CPEALFQPCFLGMESCGIHETTFN
SIMK

956 28 9 59.2 b3b4b5b7*b7y4y5°y5y6 3384.40 101.594 19111 3 1128.80 -5.771

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

17 Oxidation+M() SNVGASGDHDDSAMK 77 15 15 75.76
b3°b3b4°b4*b4b9b14*b14y5y

6°y6y7°y7y8°y8
1506.60 25.560 210842 2 753.80 -10.776

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

18 Oxidation+M() SQEPEINKDGDRELENFMAIEEMK 519 24 3 22.14 y3y4y9 2868.31 94.506 38691 3 956.78 3.234

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

19 Oxidation+M(1) MVVEVDSMPAASSVK 0 15 3 16.6 b4b9y12 1565.77 73.790 3866 2 783.39 9.356

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

20 ISSENSNPE 367 9 0 3.84 976.44 54.062 11114 2 488.72 13.815

|A5A3E0|A26CB_HUMAN ANKRD26-
like family C member 1B

21 ENSNPEQDLK 370 10 0 3.84 1173.53 53.972 4209 2 587.27 -4.889

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

1 IQLVEEELDR 91 10 16 95.04
b2*b2b3y1y2y3y4°y4y5°y5y6y

7y8y9*y9y10
1243.65 59.102 271670 2 622.33 -2.454

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

2 LATALQK 105 7 10 60.22 b4°b4y3y4y5*y5y6°y6y7*y7 744.45 28.648 24903 2 372.73 -9.264

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

3 QLEEEQQALQK 37 11 10 60.79 b2*b2b7b8b9y6*y6y9*y9y10 1343.67 41.802 3539 2 672.34 -7.904

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

4 TIDDLEDEVYAQK 251 13 3 18.95 b3b11y8 1538.73 57.962 1841 3 513.58 3.094

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

5 SLEAQADK 205 8 4 51.25 b4b7y3y5 861.43 29.809 26620 1 861.43 -0.354

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

6 EAQEKLEQAEK 65 11 3 22.46 b5b10y6 1302.67 73.919 6664 2 651.84 10.121

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

7 KATDAEADVASLNR 76 14 5 39.36 b4b10b11°b11b12 1460.75 62.851 5206 2 730.88 13.371

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

8 SLEAQADKYSTK 205 12 7 20.51 b6°b6*b6y6y9°y9*y9 1340.67 36.605 2535 3 447.56 1.275

|P07951|TPM2_HUMAN Tropomyosin 
beta chain

9 Oxidation+M() MELQEMQLKEAK 140 12 5 27.71 b4°b4b9b10°b10 1493.73 105.723 4847 2 747.37 -0.572

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

1 AVLVDLEPGTMDSIR 62 15 11 68.96
b3b15y3y8°y8y9°y9y10y11y12

y15
1615.84 74.759 269953 2 808.42 0.907



|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

2
LGALFQPDSFVHGNSGAGNNWA

K
80 23 15 53.35

b3b4b6b10°b10*b10y2y6y9°y
9y11y12y17°y17y23

2387.14 74.629 232426 3 796.39 -3.886

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

3 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

4 LHFFMPGFAPLTAQGSQQYR 262 20 28 176.65
b2b3b4b5b7b9b12y2y3*y3y4*
y4y5*y5y6y7*y7y8y9°y9y10°y

10y11y14°y14*y14y15y20
2296.13 88.502 122881 3 766.05 -1.701

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

5 ALSVAELTQQMFDAR 282 15 23 175.58
b1b4°b4b5b11*b11b12b13b14
y2y3y4y5y6*y6y7y8*y8y10°y1

0y12y13y15
1679.84 92.256 107915 2 840.43 1.453

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

6 IMNSFSVMPSPK 162 12 9 75.07 b2y5y7y8y9y10°y10y11y12 1337.66 63.531 95242 2 669.33 1.186

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

7
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

HESESCDCLQGFQIVHSLGGGTGS
GMGTLLMNK

121 33 16 74.56
b2b3b4y1y2y3y4y7°y7y8y14*

y14y15y16°y16y33
3507.56 82.703 87845 4 877.64 -5.708

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

8 Carbamidomethyl+C(4) NSSCFVEWIPNNVK 336 14 6 25.19 b1b8b11y5y11y14 1693.80 75.451 68319 2 847.41 2.595

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

9 GHYTEGAELIENVLEVVR 103 18 10 63.77 b2b3b7b9b10y2y4y5y7y8 2028.03 99.522 67077 3 676.68 -6.441

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

10 GASALQLER 37 9 4 36.27 y3y4y7y9 944.51 40.958 57762 2 472.76 -1.357

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

11
LTTPTYGDLNHLVSLTMSGITTSL

R
216 25 12 83.94

b2°b2y3y4y5y7y8y9y10y12y2
3y25

2691.40 107.457 50141 3 897.80 -0.816

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

12 EVDQQLLSVQTR 324 12 9 61.85 b6y2y3°y3y4y5y6y10y12 1415.75 52.689 46267 2 708.38 0.172

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

13 GLSMAATFIGNNTAIQEIFNR 359 21 5 12.79 b13b16*b16y6y21 2268.13 100.564 22663 3 756.72 -4.951

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

14 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

15 VSEHFSAMFK 380 10 6 40.45 b4b5°b5b6°b6y3 1182.56 27.376 10682 3 394.86 -4.748

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

16 ISVYYNEAYGR 46 11 7 65.56 b6b7b8y3y7°y7y10 1334.63 36.637 8085 2 667.82 -2.927

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

17
AFVHWYTSEGMDINEFGEAENNI

HDLVSEYQQFQDAK
392 37 11 25.9

b23y4°y4*y4y5°y5*y5y7°y7y1
0y12

4361.97 88.580 5731 3 1454.66 8.284

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

18
LTTPTYGDLNHLVSLTMSGITTSL

RFPGQLNADLR
216 35 15 45.12

b8b12°b12*b12b13°b13b14b1
7°b17*b17y5*y5y15y18y32

3802.95 116.300 32678 4 951.49 -8.217

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

19 GASALQLERISVYYNEAYGR 37 20 5 25.31 b5b19y7y11y13 2260.15 69.408 9378 4 565.79 5.617

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

20 Carbamidomethyl+C(4)
VAVCDIPPRGLSMAATFIGNNTAI

QEIFNR
350 30 4 20.8 b4b14b15y13 3275.69 136.587 7708 2 1638.35 7.230

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

21 Phosphoryl STY(12) MSTKEVDQQLLSVQTR 320 16 6 25.44 b8b11b13y11°y11*y11 1942.94 79.378 30740 3 648.32 9.990

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

22 Oxidation+M(5) LHFFMPGFAPLTAQGSQQYR 262 20 4 13.21 b12y4*y4y9 2312.11 100.524 3261 3 771.37 -8.342

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

23 Oxidation+M(8) VSEHFSAMFK 380 10 5 38.41 b3b8y8°y8y9 1198.56 32.579 1524 2 599.78 0.815

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

24 SALQLER 39 7 0 1.92 816.45 40.948 1725 1 816.45 -5.607

|Q9H4B7|TBB1_HUMAN Tubulin beta-1 
chain

25 GASALQLER 37 9 0 1.92 926.49 40.976 2478 2 463.75 -9.816

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

1 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

2 QLFHPEQLITGKEDAANNYAR 84 21 15 73.71
b2b6*b6y1y3y5y6y7*y7y9y10

y12y14y21*y21
2415.17 61.978 173887 4 604.55 -13.444



|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

3 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

4 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

5 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 39.35 b7b10b11y1y4y7y9y11y24 2750.31 73.355 598453 917.44 5.060

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

6 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

7 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 6 27.21 b3b7y4y7°y7y13 1598.77 83.302 38719 2 799.89 2.367

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

8 LSVDYGKK 156 8 5 51.25 y3y4y5y7y8 909.50 29.494 31401 2 455.25 -7.717

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

9 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 8 37.77 b4b7°b7y3y4y12y13y15 3359.63 120.340 62978 4840.66 -6.104

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

10 TIGGGDDSFNTFFSETGAGK 40 20 4 20.69 b12y4y13y16 2007.91 77.230 57306 2 1004.46 10.518

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

11
Carbamidomethyl+C(5);

Oxidation+M()
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMER
124 32 7 22.3 b6b11°b11y3y7y9y12 3375.67 86.538 15507 5 675.94 4.412

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

12 SVDYGKK 157 7 1 9.12 b5 796.41 29.477 11417 2 398.71 -6.897

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

13 DIERPTYTNLNR 217 12 1 7.23 b4 1491.75 52.537 8519 2 746.38 -6.137

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

14 PGGDLAK 363 7 1 7.56 b4 657.35 65.710 3026 2 329.18 -13.092

|Q13748|TBA3C_HUMAN Tubulin alpha-
3C/D chain

15 KEDAANNYAR 95 10 0 7.68 1151.56 61.915 1721 1 1151.56 10.601

|P02776|PLF4_HUMAN Platelet factor 4 1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 14 128.22
b4b5b7b8b9b10y3y4°y4y5y8y

11y13y15
1577.83 60.977 340710 3 526.61 -11.914

|P02776|PLF4_HUMAN Platelet factor 4 2 HITSLEVIK 53 9 13 71.87
b2b4°b4b5°b5b6b7°b7y1y2y7y

8y9
1039.61 48.011 258189 2 520.31 -5.401

|P02776|PLF4_HUMAN Platelet factor 4 3 Carbamidomethyl+C(2) ICLDLQAPLYK 81 11 8 32.69 b2b4b7*b7y2y4y9y11 1333.72 73.787 109350 2 667.36 1.648

|P02776|PLF4_HUMAN Platelet factor 4 4 Carbamidomethyl+C(3) KICLDLQAPLYK 80 12 3 24.49 b5b6y4 1461.82 67.321 58370 2 731.41 4.426

|P02776|PLF4_HUMAN Platelet factor 4 5 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 62 15 2 7.26 b13°b13 1560.80 60.951 4407 3 520.94 -7.586

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

1 VGINYQPPTVVPGGDLAK 352 18 15 87.73
b5b6*b6b7b8b10b11°b11y1y2

y3y7y8y12y18
1824.99 65.711 206983 2 913.00 0.134

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

2 NLDIERPTYTNLNR 215 14 17 62.25
b2*b2b3b11y2y4*y4y5y7°y7y

8°y8*y8y10*y10y14*y14
1718.86 52.575 137426 3 573.63 -10.440

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

3 IHFPLATYAPVISAEK 264 16 6 32.84 b1b2y4y5y7y14 1756.94 78.230 119177 3 586.32 -11.533

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

4 Carbamidomethyl+C(15)
AYHEQLSVAEITNACFEPANQMV

K
280 24 9 39.35 b7b10b11y1y4y7y9y11y24 2750.31 73.355 598453 917.44 5.060

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

5 FDGALNVDLTEFQTNLVPYPR 243 21 7 33.99 b2b17y2y4y5y6y21 2409.22 94.857 48004 2 1205.11 5.675

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

6 Carbamidomethyl+C(8) TIQFVDWCPTGFK 339 13 6 27.21 b3b7y4y7°y7y13 1598.77 83.302 38719 2 799.89 2.367

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

7 EDAASNYAR 96 9 5 28.49 b3y3y8*y8y9 996.44 34.442 10415 2 498.72 2.328

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

8 LSVDYSK 156 7 4 38.32 b4y4y6°y6 811.41 32.079 1611 2 406.21 -14.668

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

9 Carbamidomethyl+C(5)
LADLCTGLQGFLIFHSFGGGTGSG

FASLLMERLSVDYSK
124 39 11 31.89

b3b7°b7b9b11*b11y5y7y9y11
y32

4152.04 108.123 4335 4 1038.77 -3.528

|Q6PEY2|TBA3E_HUMAN Tubulin alpha-
3E chain

10 Phosphoryl STY(10) QLFHPEQLITGKEDAASNYAR 84 21 8 46.45 b8b12b13b15°b15b16y8y10 2468.13 94.434 15480 3 823.38 -9.001

|P06396|GELS_HUMAN Gelsolin 1 AGALNSNDAFVLK 584 13 5 27.21 b3b12y4y9y13 1319.70 60.672 172609 2 660.35 0.555



|P06396|GELS_HUMAN Gelsolin 2
NWRDPDQTDGLGLSYLSSHIANV

ER
394 25 17 63.26

b2b4b6*b6b7°b7b12b13°b13y
5y6y8°y8y12y14*y14y25

2843.34 78.240 133053 4 711.59 -10.991

|P06396|GELS_HUMAN Gelsolin 3
VPFDAATLHTSTAMAAQHGMDD

DGTGQK
419 28 12 51.77

b1b4b8b10b12b13y5y6y10y13
y19y28

2873.26 56.817 123159 4 719.07 -7.902

|P06396|GELS_HUMAN Gelsolin 4 TGAQELLR 615 8 7 63.71 b2b3b7y3y4y7y8 887.49 41.146 119247 2444.25 -7.565

|P06396|GELS_HUMAN Gelsolin 5 AQPVQVAEGSEPDGFWEALGGK 626 22 19 73.5
b2*b2b3b4*b4b12°b12*b12y1
y2y3y4y6y9°y9y10°y10y11y16

2272.10 82.724 96385 2 1136.55 4.513

|P06396|GELS_HUMAN Gelsolin 6 QTQVSVLPEGGETPLFK 373 17 18 90.05
b3°b3b5°b5*b5b11b12*b12y2
y4y10°y10y11y12y13y14y17*

y17
1829.97 73.182 86124 2 915.49 4.469

|P06396|GELS_HUMAN Gelsolin 7 TASDFITK 360 8 5 38.8 y5y6°y6y7y8 882.45 38.267 84363 2 441.73 -6.294

|P06396|GELS_HUMAN Gelsolin 8
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNR

199 35 21 87.98
b1b2b3°b3b5b8b10b12b13°b1
3y2y4y6y7y14y15y16y18y19y

26y35
4037.83 99.862 64222 3 1346.61 9.130

|P06396|GELS_HUMAN Gelsolin 9 AGKEPGLQIWR 61 11 7 44.35 b4b7°b7y4y7y8y11 1254.68 55.777 59968 3 418.90 -14.496

|P06396|GELS_HUMAN Gelsolin 10
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAKEDAANR
257 38 3 11.07 b6b9y13 3957.91 70.760 44239 5 792.39 -11.041

|P06396|GELS_HUMAN Gelsolin 11 TPSAAYLWVGTGASEAEK 597 18 14 70.19
b1b2b3b4b5b6b7b11b18y1y5°

y5y11y18
1837.87 68.161 42128 2 919.44 -14.679

|P06396|GELS_HUMAN Gelsolin 12 YIETDPANR 729 9 10 36.27 b1b2y4*y4y5°y5y7°y7*y7y9 1078.51 29.682 31614 2 539.76 -3.509

|P06396|GELS_HUMAN Gelsolin 13 Carbamidomethyl+C(4) SEDCFILDHGK 327 11 8 62.14 b2°b2y3y4y5y9y10y11 1320.58 48.391 29656 3 440.86 -10.076

|P06396|GELS_HUMAN Gelsolin 14 AVEVLPK 577 7 4 38.32 b3y3y5y7 755.46 39.811 27043 2 378.23 -7.110
|P06396|GELS_HUMAN Gelsolin 15 HVVPNEVVVQR 177 11 6 32.69 b3b7°b7y4y8y11 1275.72 38.027 20157 2 638.36 -1.244

|P06396|GELS_HUMAN Gelsolin 16
VHVSEEGTEPEAMLQVLGPKPAL

PAGTEDTAK
257 32 6 22.33 b7b13y5y7y8°y8 3301.64 70.664 8706 3 1101.22 -6.951

|P06396|GELS_HUMAN Gelsolin 17 EPAHLMSLFGGKPMIIYK 530 18 8 55.7 b3b4b5b8b9°b9b11y2 2032.09 72.491 5738 3 678.03 5.707

|P06396|GELS_HUMAN Gelsolin 18
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 6 17.29 b6b9°b9b15y11y25 2463.19 121.383 1797 3 821.74 -10.506

|P06396|GELS_HUMAN Gelsolin 19 DPDQTDGLGLSYLSSHIANVER 397 22 14 67.58
b3b4b10°b10b13*b13y5y6y9°

y9y12*y12y13y18
2387.14 79.470 35335 3 796.38 -3.171

|P06396|GELS_HUMAN Gelsolin 20 EVQGFESATFLGYFK 147 15 3 24.68 y3y5y10 1722.84 66.614 25299 2 861.93 3.401
|P06396|GELS_HUMAN Gelsolin 21 MDAHPPR 661 7 4 50.77 y3y4y5y6 823.40 55.651 24140 2 412.21 18.309

|P06396|GELS_HUMAN Gelsolin 22 Carbamidomethyl+C(16)
NGNLQYDLHYWLGNECSQDESG

AAAIFTVQLDDYLNGR
104 38 5 11.07 b8°b8*b8b12y6 4346.97 76.947 7720 5 870.20 -0.112

|P06396|GELS_HUMAN Gelsolin 23 VPVDPATYGQFYGGDSYIILYNYR 457 24 10 57.2
b9b13°b13b16y3y4y5y10y11*

y11
2771.35 89.753 2477 2 1386.18 5.286

|P06396|GELS_HUMAN Gelsolin 24
QGFEPPSFVGWFLGWDDDYWSV

DPLDR
748 27 7 23.52 b5°b5b11b14°b14b16y15 3230.43 99.858 1733 2 1615.72 -8.313

|P06396|GELS_HUMAN Gelsolin 25 GASQAGAPQGR 32 11 5 22.46 b7y6*y6y10*y10 999.49 26.556 1656 2 500.25 -11.175

|P06396|GELS_HUMAN Gelsolin 26 Carbamidomethyl+C(4) LFACSNKIGR 668 10 5 52.21 b4b5b8b9°b9 1165.62 69.637 132148 2 583.31 1.047

|P06396|GELS_HUMAN Gelsolin 27
IEGSNKVPVDPATYGQFYGGDSYI

ILYNYR
451 30 11 66.41

b7b10b25y3*y3y4y5y6y12y13
y23

3399.66 85.077 80573 3 1133.89 2.873

|P06396|GELS_HUMAN Gelsolin 28
VPFDAATLHTSTAMAAQHGMDD

DGTGQKQIWR
419 32 4 14.85 b19y4y11y23 3456.56 63.333 13633 4 864.90 -13.349

|P06396|GELS_HUMAN Gelsolin 29 GGTSREGGQTAPASTR 548 16 10 55.43
b3b10b12b14y11°y11*y11y12

*y12y14
1532.73 103.624 4422 3 511.58 -7.088

|P06396|GELS_HUMAN Gelsolin 30
Carbamidomethyl+C(16)
;Carbamidomethyl+C(29

)

ATEVPVSWESFNNGDCFILDLGN
NIHQWCGSNSNRYER

199 38 3 11.07 b12y9y11 4485.96 78.829 3100 5 898.00 -8.708

|P06396|GELS_HUMAN Gelsolin 31 GKQANTEER 346 9 3 28.49 b6y4y6 1032.49 108.166 1625 1 1032.49 -13.833

|P06396|GELS_HUMAN Gelsolin 32 Phosphoryl STY(13) QTQVSVLPEGGETPLFK 373 17 7 39.06 b9b11*b11b12b16y7y12 1909.91 106.379 2028 2 955.46 -4.346

|P06396|GELS_HUMAN Gelsolin 33 Oxidation+M(9) VPEARPNSMVVEHPEFLK 43 18 6 22.74 b4°b4b9b11°b11y11 2095.07 103.570 6788 2 1048.04 4.545



|P06396|GELS_HUMAN Gelsolin 34 Oxidation+M(8)
VSNGAGTMSVSLVADENPFAQGA

LK
302 25 6 35.47 b4b7b9b13*b13b19 2479.21 92.519 2457 2 1240.11 -2.265

|P06396|GELS_HUMAN Gelsolin 35 EPDGFWEALGGK 636 12 0 8.16 1305.63 82.701 8020 2 653.32 12.248

|P06396|GELS_HUMAN Gelsolin 36 Carbamidomethyl+C(2) DCFILDHGK 329 9 0 2.88 1104.53 48.337 3319 2 552.77 10.831

|P06396|GELS_HUMAN Gelsolin 37 GKEPGLQIWR 62 10 1 7.55 b7 1183.67 55.779 1856 2 592.34 6.291
|P06396|GELS_HUMAN Gelsolin 38 VPFDAATLHTSTAMA 419 15 5 17.17 y5y7°y7y13°y13 1532.72 56.775 1754 3 511.58 -12.902

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

1 LIASMSSDSLR 705 11 9 66.81 b2b3y3y6y7y8°y8y9y11 1179.60 50.217 150291 2 590.30 -1.966

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

2
AVPPNNSNAAEDDLPTVELQGVV

PR
13 25 9 49.4 b3y1y3y4y5y7y8y14y25 2602.30 75.194 105666 3 868.10 -4.222

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

3 GTYIPVPIVSELQSGK 114 16 9 47.75 b3°b3b4y3y7y8*y8y12y16 1687.93 84.292 92118 2 844.47 2.531

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

4 GVNLQEFLNVTSVHLFK 38 17 6 14.93 b14*b14y2y4y9y17 1945.04 99.797 91052 3 649.02 -6.527

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

5 STVLTIPEIIIK 624 12 9 61.85 b2°b2b4y4y6y7y8y9y12 1326.82 89.022 85744 2 663.91 -2.852

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

6 DGTHVVENVDATHIGK 447 16 8 42.18 b4b5b8y3y7y11*y11y16 1691.82 40.231 59205 3 564.61 -7.576

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

7 LALETALMYGAK 492 12 8 75.07 b2y2y4y5y7y8y9y10 1280.69 73.917 57468 2 640.85 -1.049

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

8 Carbamidomethyl+C(8)
DSVWNYHCWNEAWMTRPDLPV
GFGGWQAVDSTPQENSDGMYR

367 42 16 41.64
b3°b3b4°b4b12b19b21b23b25

y1y2y4y6y10y13y42
4959.15 97.276 56138 4 1240.54 2.560

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

9 AQMDLSGR 245 8 7 31.02 b2*b2b4°b4y3y4y8 877.42 30.870 40210 2 439.21 0.000

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

10 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EKER
175 27 8 19.04 b2b3b6y1y5y20y24y27 3346.50 90.886 34875 3 1116.17 4.742

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

11 LSIQSSPK 144 8 7 63.71 y2y3y4y5y6y7y8 859.48 31.199 34095 2 430.24 -8.877

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

12 Carbamidomethyl+C(14) EIRPNSTVQWEEVCRPWVSGHR 682 22 11 49.51
b8°b8b11b12*b12b13y3y7°y7

y8y22
2722.34 60.939 27823 4 681.34 4.305

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

13 FQEGQEEER 483 9 15 58.17
b1b2*b2b6b9y1y4y5*y5y6°y6

*y6y7°y7*y7
1151.50 21.019 26569 2 576.25 1.166

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

14
EAVLIQAGEYMGQLLEQASLHFF

VTAR
585 27 28 181.81

b2°b2b3°b3b4°b4b5°b5b6b7b9
b10b15b16°b16*b16y3y5y6y7
y9y12y13y14y16y17y21y27

3021.55 136.693 24502 3 1007.86 0.889

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

15 VGSAMVNAK 261 9 12 61.18
b2b4°b4y1y2y3*y3y4y7*y7y8

y9
876.45 25.533 24116 2 438.73 -7.451

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

16 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EK
175 25 6 25.76 b2b3b4b6b8y6 3061.35 96.581 2339 2 1531.18 2.951

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

17 Carbamidomethyl+C(1) CGPASVQAIK 409 10 6 26.75 b2b7y2y6y7y10 1030.54 34.949 1879 1 1030.54 1.303

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

18 MYVAVWTPYGVLR 159 13 3 23.72 b3y6y7 1554.82 91.143 63341 2 777.91 1.256

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

19 Carbamidomethyl+C(4) YGQCWVFAGVFNTFLR 311 16 5 26.11 b6y3y5y6*y6 1964.95 114.246 18344 2 982.98 3.044

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

20 VEYVIGR 101 7 4 38.32 b3°b3b5y6 835.46 42.709 12932 2 418.23 -7.452

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

21 SNVDMDFEVENAVLGK 516 16 6 26.11 b10y11*y11y12*y12y15 1766.82 72.474 9965 3 589.61 -2.349

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

22 GQSFYVQIDFSRPYDPR 79 17 3 22.33 b7b9b13 2074.99 81.751 4055 3 692.33 -5.177

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

23 YPQENK 108 6 1 12.93 b4 778.37 26.536 1641 1 778.37 -7.920

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

24 VEYVIGRYPQENK 101 13 6 40.64 y6°y6y8y9*y9y10 1594.83 46.879 46791 3 532.28 5.511



|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

25 Carbamidomethyl+C(14)
NPETDTYILFNPWCEDDAVYLDN

EKER
175 27 4 17.36 y6y8*y8y11 3346.44 87.531 27970 4 837.37 -13.059

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

26
RAVPPNNSNAAEDDLPTVELQGV

VPR
12 26 3 11.43 b3b15y5 2758.39 70.602 17555 3 920.14 -6.727

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

27
QIGGDGMMDITDTYKFQEGQEEE

R
468 24 5 26.68 b6b7°b7b10b14 2777.21 68.209 15010 3 926.41 3.604

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

28 GNPIKVSR 253 8 5 58.93 b3y3y4y5y6 870.51 24.488 14971 2 435.76 -3.085

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

29 Carbamidomethyl+C(17)
TSRNPETDTYILFNPWCEDDAVYL

DNEK
172 28 4 13.59 b6b11y4y6 3405.54 90.210 8576 3 1135.85 4.015

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

30 Carbamidomethyl+C(17) TRSWSYGQFEDGILDTCLYVMDR 222 23 3 12.12 b11y5y9 2812.29 50.718 3894 3 938.10 7.900

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

31 FQEGQEEERLALETALMYGAK 483 21 3 12.79 b19y4y7 2413.18 83.969 2475 3 805.06 3.440

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

32 GQSFYVQIDFSRPYDPRR 79 18 4 14.27 b4b8*b8y6 2231.10 69.614 2159 4 558.53 0.657

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

33 SETSRTAFGGR 1 11 3 25.47 b6y3y4 1168.57 53.269 1837 2 584.79 1.880

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

34 LIASMSSDSLRHVYGELDVQIQR 705 23 4 22.1 b7b8b11y10 2617.33 109.310 1656 2 1309.17 -5.317

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

35 Phosphoryl STY(9) MYVAVWTPYGVLR 159 13 6 55.34 b3b4b6b8y6y7 1634.78 57.990 43266 3 545.60 5.003

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

36 Phosphoryl STY(2) LSIQSSPK 144 8 3 31.02 b3b4_HPO3 b4y5 939.45 34.988 5457 2 470.23 7.212

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

37 EAVLIQAGEYMGQLLEQ 585 17 1 9.59 y6 1891.94 136.645 2923 1 1891.94 -4.904

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

38 SIQSSPK 145 7 1 9.12 b3 746.40 31.171 1883 1 746.40 -11.285

|P00488|F13A_HUMAN Coagulation factor 
XIII A chain

39 MSSDSLR 709 7 0 2.88 795.37 50.237 1648 1 795.37 0.614

|P10720|PF4V_HUMAN Platelet factor 4 
variant

1 Carbamidomethyl+C(5) AGPHCPTAQLIATLK 65 15 14 128.22
b4b5b7b8b9b10y3y4°y4y5y8y

11y13y15
1577.83 60.977 340710 3 526.61 -11.914

|P10720|PF4V_HUMAN Platelet factor 4 
variant

2 HITSLEVIK 56 9 13 71.87
b2b4°b4b5°b5b6b7°b7y1y2y7y

8y9
1039.61 48.011 258189 2 520.31 -5.401

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 60.34

b5b7b14b15y1y2y3y4y6y8y9y
12y26

2798.36 89.820 170532 3 933.46 4.188

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

2 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

3 IMNTFSVVPSPK 162 12 7 57.85 y4°y4y6y7y8y9y12 1319.71 63.743 106849 2 660.36 1.850

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 20 167.71

y1y2y3y4°y4y5y6y7y8y9y10y1
1y12°y12y13y14y22y23y25*y

25
2708.33 95.559 75112 3 903.45 -1.262

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 20.66 b5y3y4y7y33 3439.61 78.142 64061 4 860.66 -6.530

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

6 Carbamidomethyl+C(10) EIVHLQAGQCGNQIGAK 2 17 3 23.58 y8y11y12 1822.91 43.480 52987 3 608.31 -4.621

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

7 AVLVDLEPGTMDSVR 62 15 8 27.13 b2b3y2y8°y8y9y11y15 1601.82 71.013 47589 2 801.41 -0.915

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

8 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

9 ALTVPELTQQMFDAK 282 15 10 59.29
y1y3y7°y7*y7y9*y9y11°y11y1

4
1691.87 85.950 31120 2 846.44 0.433

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

10 INVYYNEATGGNYVPR 46 16 8 26.11 b1b2b12y1y5y12y13°y13 1829.86 81.876 24188 2 915.43 -10.940

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

11 MSMKEVDEQMLSVQSK 320 16 3 22.23 b5b6y10 1869.85 52.136 14605 3 623.96 -11.359



|P04350|TBB4_HUMAN Tubulin beta-4 
chain

12 GHYTEGAELVDAVLDVVR 103 18 3 14.27 b10b12y4 1942.96 120.123 3461 3 648.32 -14.701

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

13 MAATFIGNSTAIQELFK 362 17 6 20.77 b6b9°b9y3y5*y5 1841.98 116.278 33941 2 921.49 19.285

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

14 EEFPDRIMNTFSVVPSPK 156 18 7 23.19 b8°b8b9°b9b13°b13*b13 2093.01 108.165 51320 3 698.34 -12.714

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

15 MSMKEVDEQMLSVQSK 320 16 3 15.7 b5b13y15 1869.89 80.106 1684 2 935.45 6.071

|P04350|TBB4_HUMAN Tubulin beta-4 
chain

16
Carbamidomethyl+C(23)

;Phosphoryl STY()
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 11 43.04

b7°b7b11°b11b12b15y4y6°y6y
9y10

2788.28 62.847 9289 3 930.10 -6.742

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 60.34

b5b7b14b15y1y2y3y4y6y8y9y
12y26

2798.36 89.820 170532 3 933.46 4.188

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

2 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

3 IMNTFSVVPSPK 162 12 7 57.85 y4°y4y6y7y8y9y12 1319.71 63.743 106849 2 660.36 1.850

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 20 167.71

y1y2y3y4°y4y5y6y7y8y9y10y1
1y12°y12y13y14y22y23y25*y

25
2708.33 95.559 75112 3 903.45 -1.262

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 20.66 b5y3y4y7y33 3439.61 78.142 64061 4 860.66 -6.530

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

6 Carbamidomethyl+C(10) EIVHLQAGQCGNQIGAK 2 17 3 23.58 y8y11y12 1822.91 43.480 52987 3 608.31 -4.621

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

7 AVLVDLEPGTMDSVR 62 15 8 27.13 b2b3y2y8°y8y9y11y15 1601.82 71.013 47589 2 801.41 -0.915

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

8 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

9 ALTVPELTQQMFDAK 282 15 10 59.29
y1y3y7°y7*y7y9*y9y11°y11y1

4
1691.87 85.950 31120 2 846.44 0.433

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

10 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

11 INVYYNEATGGK 46 12 5 27.71 y4y8°y8y9y12 1328.66 44.745 15220 2 664.83 9.739

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

12 GSQQYRALTVPELTQQMFDAK 276 21 11 46.45
b5b8y3°y3y5°y5y6y7*y7y10*y

10
2411.21 43.320 144871 4 603.56 4.253

|P68371|TBB2C_HUMAN Tubulin beta-2C 
chain

13 GLKMSATFIGNSTAIQELFK 359 20 4 21.34 b15b16°b16y13 2156.13 136.530 15131 3 719.38 -4.076

|P07437|TBB5_HUMAN Tubulin beta 
chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 60.34

b5b7b14b15y1y2y3y4y6y8y9y
12y26

2798.36 89.820 170532 3 933.46 4.188

|P07437|TBB5_HUMAN Tubulin beta 
chain

2 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|P07437|TBB5_HUMAN Tubulin beta 
chain

3 IMNTFSVVPSPK 162 12 7 57.85 y4°y4y6y7y8y9y12 1319.71 63.743 106849 2 660.36 1.850

|P07437|TBB5_HUMAN Tubulin beta 
chain

4 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 20 167.71

y1y2y3y4°y4y5y6y7y8y9y10y1
1y12°y12y13y14y22y23y25*y

25
2708.33 95.559 75112 3 903.45 -1.262

|P07437|TBB5_HUMAN Tubulin beta 
chain

5
Carbamidomethyl+C(6);
Carbamidomethyl+C(8)

KEAESCDCLQGFQLTHSLGGGTG
SGMGTLLISK

121 33 5 20.66 b5y3y4y7y33 3439.61 78.142 64061 4 860.66 -6.530

|P07437|TBB5_HUMAN Tubulin beta 
chain

6 MAVTFIGNSTAIQELFKR 362 18 5 14.27 b3y2y6y15y18 2026.06 91.169 49234 3 676.03 -8.375

|P07437|TBB5_HUMAN Tubulin beta 
chain

7
FWEVISDEHGIDPTGTYHGDSDLQ

LDR
19 27 7 36.6 b2b4b5b6y4*y4y13 3102.40 74.498 42998 4 776.36 -1.023

|P07437|TBB5_HUMAN Tubulin beta 
chain

8 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393

|P07437|TBB5_HUMAN Tubulin beta 
chain

9 ISVYYNEATGGK 46 12 7 46.38 b7y3y6y7y9°y11y12 1301.64 44.827 33501 2 651.32 1.594



|P07437|TBB5_HUMAN Tubulin beta 
chain

10 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|P07437|TBB5_HUMAN Tubulin beta 
chain

11
Carbamidomethyl+C(5);
Carbamidomethyl+C(7)

EAESCDCLQGFQLTHSLGGGTGS
GMGTLLISK

122 32 3 16.71 y4y7y14 3311.55 81.851 47828 3 1104.52 4.866

|P07437|TBB5_HUMAN Tubulin beta 
chain

12 MAVTFIGNSTAIQELFK 362 17 10 51.06
b3b6b7°b7b10°b10b13y3y5*y

5
1869.98 116.279 2354 3 624.00 3.395

|P07437|TBB5_HUMAN Tubulin beta 
chain

13 GHYTEGAELVDSVLDVVRK 103 19 3 33.29 b10b11b12 2087.08 85.968 20711 3 696.37 2.457

|P07437|TBB5_HUMAN Tubulin beta 
chain

14 ISVYYNEATGGKYVPR 46 16 4 15.7 b7*b7b11y10 1816.91 51.831 19263 3 606.31 -6.853

|P07437|TBB5_HUMAN Tubulin beta 
chain

15 Carbamidomethyl+C(18) NSSYFVEWIPNNVKTAVCDIPPR 336 23 7 31.12 b3b6°b6*b6b13y7y8 2706.30 72.439 5438 3 902.77 -11.096

|P07437|TBB5_HUMAN Tubulin beta 
chain

16 Phosphoryl STY(8) ALTVPELTQQVFDAK 282 15 13 59.05
b4b8_H3PO4 

b8°b8b10°b10y5y7°y7*y7y10*
y10y12_HPO3 y12°y12

1739.86 62.835 3479 3 580.63 6.806

|P07437|TBB5_HUMAN Tubulin beta 
chain

17 Oxidation+M() ISEQFTAMFRR 380 11 7 38.89 b3°b3b5b9y10°y10*y10 1401.70 93.138 2234 3 467.91 6.357

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

1 Carbamidomethyl+C(5)
YASICQQNGIVPIVEPEILPDGDHD

LKR
173 28 28 139.7

b2b4b5b7°b7b8b9°b9b10°b10
*b10b11°b11b15y1y2y3y5y7y
8°y8y9°y9y10y13y14y17y28

3176.58 76.297 114287 4 794.90 -6.610

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

2 Carbamidomethyl+C(1) CIGGVIFFHETLYQK 72 15 5 23.49 b3b8y7y10y15 1811.93 106.637 15347 2 906.47 7.141

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

3 GQRDNAGAATEEFIK 315 15 4 16.6 b2b9b12y4 1606.76 39.930 2063 4 402.45 -13.523

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

4 IVAPGK 22 6 1 12.93 b5 584.38 42.738 19955 1 584.38 5.013

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

5 PHSYPALSAEQK 1 12 7 46.38 b5b9°b9b10b11y8*y8 1327.64 53.215 7098 2 664.33 -14.895

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

6 YTPEEIAMATVTALR 243 15 4 24.68 b4b6b11°b11 1665.85 64.200 3279 3 555.95 -1.099

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

7 GVVPLAGTDGETTTQGLDGLSER 111 23 7 34.8 b3b4b15y14y15°y15*y15 2273.11 122.115 3045 3 758.37 -7.733

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

8 DNAGAATEEFIK 318 12 4 20.51 b8y6y9°y9 1265.61 60.118 2227 2 633.31 8.777

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

9 LYRQVLFSADDR 57 12 6 30.72 y5y7°y7y9°y9*y9 1482.76 40.631 228055 3 494.93 -6.257

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

10 YTPEEIAMATVTALRR 243 16 4 23.4 b4b7b10°b10 1821.96 36.632 60527 4 456.25 6.030

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

11 IVAPGKGILAADESVGSMAK 22 20 6 38.82 y4y5°y5y7°y7y8 1914.02 118.071 21193 3 638.68 -8.291

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

12 GILAADESVGSMAKR 28 15 4 22.62 b9°b9b10y12 1504.77 68.070 6239 2 752.89 -7.544

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

13
AEVNGLAAQGKYEGSGEDGGAA

AQSLYIANHAY
331 33 8 35.86 b4°b4b5b10b15b16°b16y3 3282.49 86.548 5574 31094.83 -12.272

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

14 DNAGAATEEFIKR 318 13 4 27.21 b3b5y3y11 1421.70 87.426 4298 1 1421.70 -0.172

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

15 Carbamidomethyl+C(1) CIGGVIFFHETLYQKDDNGVPFVR 72 24 4 34.18 b9b10°b10b11 2811.41 123.641 2510 3 937.81 6.253

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

16
Carbamidomethyl+C(1);

Phosphoryl STY(13)
CIGGVIFFHETLYQK 72 15 5 34.02 b3b11y3y8_H3PO4 y8y10 1891.89 44.903 7501 3 631.30 7.485

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

17 Phosphoryl STY(9) LSQIGVENTEENRR 43 14 4 17.67 b10°b10y5y8_HPO3 y8 1724.80 43.816 4332 3 575.60 6.016

|P09972|ALDOC_HUMAN Fructose-
bisphosphate aldolase C

18 PIVEPEILPDGDHDLKR 184 17 2 22.53 b3b4 1943.02 76.290 2905 2 972.01 -2.073



|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

1 IQLVEEELDR 91 10 16 95.04
b2*b2b3y1y2y3y4°y4y5°y5y6y

7y8y9*y9y10
1243.65 59.102 271670 2 622.33 -2.454

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

2 LATALQK 105 7 10 60.22 b4°b4y3y4y5*y5y6°y6y7*y7 744.45 28.648 24903 2 372.73 -9.264

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

3 AADAEAEVASLNR 77 13 6 29.85 b2b4y5y6*y6y10 1316.65 41.231 9276 2 658.83 5.841

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

4 YSEALK 59 6 1 12.93 b3 710.37 38.279 9375 1 710.37 -0.086

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

5 VIENR 128 5 2 12.45 b4*b4 630.35 27.796 7748 1 630.35 -7.940

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

6 LELAEK 70 6 1 12.93 y3 702.41 55.261 4178 1 702.41 7.039

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

7 AADESER 118 7 3 35.31 b5y3y4 777.35 29.064 3513 1 777.35 19.630

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

8 AISEELDHALNDMTSI 268 16 11 78.87
b4°b4b8b9b12y4y10y11°y11y

12y13
1758.84 74.509 2466 2 879.92 9.508

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

9 QLEDELAAMQK 37 11 3 22.46 b10y4y9 1275.61 89.618 1870 2 638.31 -11.962

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

10 TIDDLEDELYAQK 251 13 3 18.95 b4b12y4 1552.75 53.281 1856 2 776.88 8.491

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

11 Carbamidomethyl+C(8) AELAESKCSELEEELK 182 16 5 22.03 b8b13y11°y11y15 1864.91 84.004 74300 2 932.96 11.651

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

12 LEEAEKAADESER 112 13 4 26.43 y4°y4y5y8 1476.68 25.067 12171 3 492.90 -2.480

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

13 GTEDELDKYSEALK 51 14 5 29.15 b3b9b12°b12y8 1597.76 34.981 7207 3 533.26 -0.917

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

14 LVIIEGDLERTEER 168 14 3 17.67 b7b10y11 1671.91 55.797 3101 2 836.46 9.419

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

15 KAADAEAEVASLNR 76 14 6 29.15 b3b8°b8b11y13*y13 1444.73 82.726 2859 2 722.87 -4.647

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

16 HIAEEADRK 152 9 12 110.99
b3b4b8y3y4°y4y5°y5y6°y6y7y

8
1068.53 21.957 2653 3 356.85 -11.081

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

17 YKAISEELDHALNDMTSI 266 18 4 14.27 b11°b11y9y12 2049.97 106.311 2153 3 683.99 -4.883

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

18 ENALDRAEQAEAEQK 15 15 3 16.6 b4b9y5 1701.80 37.438 2071 2 851.40 -2.511

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

19 Carbamidomethyl+C(1) CSELEEELKNVTNNLK 189 16 5 22.23 b11*b11b12°b12y11 1919.92 108.116 1624 2 960.46 -8.138

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

20 SKQLEDELAAMQK 35 13 4 33.42 y9*y9y10y11 1490.74 45.701 1572 3 497.58 -8.189

|P06753|TPM3_HUMAN Tropomyosin 
alpha-3 chain

21 LATALQK 105 7 0 0.96 726.44 28.666 3632 2 363.72 -5.125

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

1 ALGQNPTNAEVLK 94 13 16 127.82
b2b3b4b5*b5b10y2y3y4y5y7y

8y9y11*y11y13
1354.74 45.007 159525 2 677.87 2.433

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

2 Carbamidomethyl+C(6) ILYSQCGDVMR 83 11 7 47.92 y2y3y6y8y9°y9y11 1341.63 48.637 53120 2 671.32 2.639

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

3 Carbamidomethyl+C(19)
MTEEEVETVLAGHEDSNGCINYE

AFLK
176 27 3 11.28 b3b20y7 3085.36 96.473 11960 3 1029.12 -6.884

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

4 VDFETFLPMLQAVAK 121 15 5 24.68 b3b4°b4b8°b8 1708.89 45.751 9435 3 570.30 -5.072

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

5 AEPAVPQAPQK 35 11 7 35.7 b6°b6b10y4*y4y5*y5 1135.59 26.586 2469 2 568.30 -20.101

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

6 VLGNPKSDELK 107 11 3 22.46 b4y6y10 1199.67 69.571 62009 2 600.34 6.105

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

7 VFDKEGNGK 151 9 3 28.49 b8y5y7 993.50 55.182 5402 2 497.26 4.300

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

8 Phosphoryl STY(8) KPAGPSISKPAAKPAAAGAPPAK 10 23 3 12.12 b6b9y4 2163.15 132.232 5395 3 721.72 -5.192



|P14649|MYL6B_HUMAN Myosin light 
chain 6B

9 Phosphoryl STY(9) TQEPPVDLSK 46 10 7 58.65 b6b7°b7y3°y3y6y9 1193.54 81.885 3937 2 597.27 4.398

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

10 Phosphoryl STY(5) HVLTTLGEK 167 9 3 28.49 b5b7y3 1077.52 34.942 1875 2 539.27 -1.360

|P14649|MYL6B_HUMAN Myosin light 
chain 6B

11 Oxidation+M(9) VDFETFLPMLQAVAK 121 15 7 36.86 b4b6b7b11°b11*b11y5 1724.87 97.921 9447 2 862.94 -12.809

|Q9Y281|COF2_HUMAN Cofilin-2 1 KEDLVFIFWAPESAPLK 95 17 11 74.84 b2°b2b4b5b6b7y3y7y9y12y17 1990.05 97.556 213128 3664.02 -7.177

|Q9Y281|COF2_HUMAN Cofilin-2 2 YALYDATYETK 81 11 10 77.04 b1b2b3b9y4y5y7y8y9y11 1337.63 52.557 133669 2 669.32 0.274

|Q9Y281|COF2_HUMAN Cofilin-2 3 YALYDATYETKESK 81 14 9 55.24 b7b8y6y7°y7y8°y8y11y14 1681.81 36.577 3063 2 841.41 7.839

|Q9Y281|COF2_HUMAN Cofilin-2 4 MIYASSKDAIK 114 11 7 35.7 b2b4b8°b8y2y3y4 1226.65 31.591 2500 3 409.56 6.966

|Q9Y281|COF2_HUMAN Cofilin-2 5 Carbamidomethyl+C(5) AVLFCLSDDK 34 10 3 24.99 b5y5y9 1167.57 55.657 4457 3 389.86 0.523

|Q9Y281|COF2_HUMAN Cofilin-2 6 Carbamidomethyl+C(6) KAVLFCLSDDK 33 11 5 34.22 y4y8°y8y10°y10 1295.67 36.613 14885 2 648.34 1.131

|Q9Y281|COF2_HUMAN Cofilin-2 7 MASGVTVNDEVIKVFNDMK 0 19 8 32.34 b3b7°b7b9b11y7°y7*y7 2097.05 72.456 5447 3 699.69 6.753

|Q9Y281|COF2_HUMAN Cofilin-2 8 Phosphoryl STY(10) QILVGDIGDTVEDPYTSFVK 53 20 3 21.34 b11b12y10 2276.05 89.720 2631 3 759.35 -7.080

|Q7Z406|MYH14_HUMAN Myosin-14 1 QLLQANPILEAFGNAK 236 16 31 183.05

b2*b2b3*b3b4*b4b5*b5b6*b6
b16y1y2y4*y4y5y6y7°y7*y7y8
y9y10y11y12*y12y13°y13*y1

3y14y16

1726.94 91.394 242617 2 863.97 -4.383

|Q7Z406|MYH14_HUMAN Myosin-14 2 KEEELQAALAR 1104 11 13 121.39
b4b8b10y2y3y4y5y7y8y9y10y

11*y11
1257.68 42.574 93221 2 629.34 -1.359

|Q7Z406|MYH14_HUMAN Myosin-14 3 Carbamidomethyl+C(1) CNGVLEGIR 717 9 10 58.17 b1b2*b2b8*b8y1y3y4y5y7 1017.51 48.819 51840 2 509.26 -3.179

|Q7Z406|MYH14_HUMAN Myosin-14 4 RDLGEELEALR 1158 11 4 22.46 b8y5y10y11 1300.68 53.756 40231 2 650.84 -4.129

|Q7Z406|MYH14_HUMAN Myosin-14 5 EEELQAALAR 1105 10 3 31.98 y3y6y7 1129.58 49.492 29166 2 565.30 -1.513

|Q7Z406|MYH14_HUMAN Myosin-14 6 ELQTAQAQLSEWR 1381 13 17 99.39
b2b6*b6b8°b8b9b13y3y4°y4y

6*y6y8y9*y9y11y13
1559.78 65.848 27799 2 780.40 1.252

|Q7Z406|MYH14_HUMAN Myosin-14 7 HLRDQADFSVLHYAGK 586 16 8 25.44 b2b3b10b14°b14*b14y2y10 1856.97 99.814 14296 2 928.99 14.528

|Q7Z406|MYH14_HUMAN Myosin-14 8 AQTKEQADFALEALAK 429 16 11 62.22
b5b6b7*b7b8b11b15°b15y1y2

y16
1733.89 91.312 10694 2 867.45 -8.659

|Q7Z406|MYH14_HUMAN Myosin-14 9 QEEEAGALEAGEEARR 1396 16 8 38.97 b1b6b8b9y2y7°y7y8 1744.82 49.727 8967 3 582.28 8.116

|Q7Z406|MYH14_HUMAN Myosin-14 10 DEGEEEAEVELAESGR 71 16 3 23.4 y3y9y13 1748.75 97.378 8045 3 583.59 4.817

|Q7Z406|MYH14_HUMAN Myosin-14 11 ALEEEQEAREELER 1507 14 4 30.63 b5b6y5y11 1730.82 102.176 3665 2 865.91 0.353

|Q7Z406|MYH14_HUMAN Myosin-14 12 LAQAEEQLEQETRER 1839 15 4 27.13 b3b4b8y9 1829.89 74.456 3311 2 915.45 -3.469

|Q7Z406|MYH14_HUMAN Myosin-14 13 TLEEETR 1198 7 7 47.76 b4°b4b7°b7y3y4y5 877.43 34.972 2833 2439.22 7.721

|Q7Z406|MYH14_HUMAN Myosin-14 14 EEIFSQNR 1685 8 5 31.02 b1b4y4°y4y5 1022.48 41.734 2147 1 1022.48 -10.028

|Q7Z406|MYH14_HUMAN Myosin-14 15 GPSAGGGPGSGTSPQVEWTAR 32 21 7 27.14 b15*b15b16b18y14y19°y19 1955.90 69.449 98290 3 652.64 -8.987

|Q7Z406|MYH14_HUMAN Myosin-14 16 LAQAEEQLEQETR 1839 13 8 44.07 b3b5°b5*b5b6°b6b7y4 1544.79 91.278 71918 2 772.90 19.835

|Q7Z406|MYH14_HUMAN Myosin-14 17 LQQELDDATMDLEQQR 1441 16 3 15.7 b8y7y11 1932.89 73.781 54097 3 644.97 -1.958



|Q7Z406|MYH14_HUMAN Myosin-14 18 EQLEEEAAAR 1366 10 7 57.68 b3*b3b4b6b8y6°y6 1145.56 49.836 53733 2 573.28 10.656

|Q7Z406|MYH14_HUMAN Myosin-14 19 QLPIYTEAIVEMYR 149 14 5 35.88 b3b9y3y7y8 1725.86 85.728 37928 3 575.96 -15.914

|Q7Z406|MYH14_HUMAN Myosin-14 20 HEVPPHVYAVTEGAYR 167 16 10 59.69 b4°b4b8°b8b9b10b11y6°y6y13 1824.87 88.575 32390 2 912.94 -15.586

|Q7Z406|MYH14_HUMAN Myosin-14 21 GELEDTLDSTNAQQELR 1169 17 6 25.24 b15y8y9*y9y12*y12 1918.93 86.533 28056 2 959.97 16.922

|Q7Z406|MYH14_HUMAN Myosin-14 22 VQELQQQSAR 880 10 5 26.75 b9*b9y8y9°y9 1186.63 63.395 198132 593.82 8.024

|Q7Z406|MYH14_HUMAN Myosin-14 23 LGEEDAGAR 1817 9 3 28.49 b3y6y8 917.44 51.468 11098 2 459.22 4.590

|Q7Z406|MYH14_HUMAN Myosin-14 24 FQRPR 581 5 1 12.45 y3 703.39 51.615 10118 1 703.39 -13.276

|Q7Z406|MYH14_HUMAN Myosin-14 25 AQMASAGQGK 1647 10 4 49.2 y4y5y6y7 948.45 36.407 9477 2 474.73 -6.564

|Q7Z406|MYH14_HUMAN Myosin-14 26 GLEAEVLR 1700 8 3 34.03 b5b7y6 886.51 27.377 8714 2 443.76 17.488

|Q7Z406|MYH14_HUMAN Myosin-14 27 LDGESSELQEQMVEQQQR 1076 18 5 19.66 b8°b8b11y3y11 2134.00 71.020 8233 2 1067.50 14.186

|Q7Z406|MYH14_HUMAN Myosin-14 28 LEGELEELK 1638 9 3 28.49 b3y6y8 1059.57 63.417 7590 2 530.29 9.332

|Q7Z406|MYH14_HUMAN Myosin-14 29 Carbamidomethyl+C(8) ADLLLEPCSHYR 316 12 5 31.71 b3b8b9y5°y5 1473.73 23.893 4424 3 491.91 8.615

|Q7Z406|MYH14_HUMAN Myosin-14 30 DQLEK 1886 5 2 12.45 y3°y3 632.32 23.345 3252 1 632.32 -7.239

|Q7Z406|MYH14_HUMAN Myosin-14 31 DLGEELEALR 1159 10 5 37.44 b3b6b7°b7y9 1144.58 99.813 3025 1 1144.58 -4.159

|Q7Z406|MYH14_HUMAN Myosin-14 32 MVSAVLQFGNIALK 367 14 6 36.35 b4b9*b9b11*b11b12 1490.81 58.517 2630 2 745.91 -20.306

|Q7Z406|MYH14_HUMAN Myosin-14 33 AQAELENVSGALNEAESK 1301 18 7 37.2 b7b10*b10b15b16y4y11 1859.90 90.744 2562 3 620.64 -1.247

|Q7Z406|MYH14_HUMAN Myosin-14 34 QMQTEK 956 6 1 12.93 y5 764.36 26.508 2528 1 764.36 2.236

|Q7Z406|MYH14_HUMAN Myosin-14 35 ELEDVTESAESMNR 1922 14 7 35.88 b6°b6b12b13y4°y4y10 1609.73 73.830 2486 2 805.37 19.034

|Q7Z406|MYH14_HUMAN Myosin-14 36 AVEER 1483 5 1 12.45 y3 603.31 60.945 2480 1 603.31 5.969

|Q7Z406|MYH14_HUMAN Myosin-14 37 MAAVTMSVPGR 0 11 9 82.27 b3b5b6b7b8°b8b9°b9y6 1119.56 34.974 2460 2 560.28 -2.944

|Q7Z406|MYH14_HUMAN Myosin-14 38 ELSSTEAQLHDAQELLQEETR 1325 21 3 21.24 b10b11y8 2427.22 57.820 2326 4 607.56 21.425

|Q7Z406|MYH14_HUMAN Myosin-14 39 QEEEAGALEAGEEAR 1396 15 4 24.68 y3y11y13°y13 1588.71 59.625 2294 2 794.86 0.538

|Q7Z406|MYH14_HUMAN Myosin-14 40 VAQLEEER 898 8 4 46.48 b3b5b6y4 973.47 111.372 1830 1 973.47 -21.881

|Q7Z406|MYH14_HUMAN Myosin-14 41 QAQQDR 1721 6 1 12.93 y3 745.36 58.655 1553 1 745.36 -2.539

|Q7Z406|MYH14_HUMAN Myosin-14 42 AAVTMSVPGRK 1 11 7 62.14 b4°b4b5b6b7b10°b10 1116.61 32.114 31493 2 558.81 -10.604

|Q7Z406|MYH14_HUMAN Myosin-14 43 Carbamidomethyl+C(3) QACEKMIQALELDPNLYR 761 18 5 24.5 b8*b8b9b15y12 2192.07 69.509 28994 3 731.36 -5.457

|Q7Z406|MYH14_HUMAN Myosin-14 44 ASISYGSNMRPQSQTWRDR 1040 19 3 13.7 b4y4y6 2240.03 78.159 25354 3 747.35 -13.842

|Q7Z406|MYH14_HUMAN Myosin-14 45 Carbamidomethyl+C(15) LMATLSNTNPSFVRCIVPNHEK 680 22 3 18.94 b8b10b19 2528.24 108.214 23132 3 843.42 -13.809

|Q7Z406|MYH14_HUMAN Myosin-14 46 RLQQELDDATMDLEQQR 1440 17 12 65.04
b9b10*b10y7°y7*y7y8°y8y9y1

0°y10y13
2089.01 72.468 17565 3 697.01 6.311



|Q7Z406|MYH14_HUMAN Myosin-14 47 SFSAKAESGR 1794 10 4 24.99 b3b6y4°y4 1039.52 64.805 9224 2 520.26 3.288

|Q7Z406|MYH14_HUMAN Myosin-14 48 Carbamidomethyl+C(12) FSKAEDMAELTCLNEASVLHNLR 103 23 4 12.12 b5°b5b11y10 2648.25 103.342 8302 4 662.82 -12.445

|Q7Z406|MYH14_HUMAN Myosin-14 49 LGQLEEELEEEQSNSELLNDRYR 1754 23 3 12.12 b15y5y13 2793.36 93.143 7023 4 699.09 14.509

|Q7Z406|MYH14_HUMAN Myosin-14 50 SRASISYGSNMRPQSQTWR 1038 19 4 26.48 b5b14y6y7 2212.08 77.952 5476 2 1106.54 6.622

|Q7Z406|MYH14_HUMAN Myosin-14 51 RHEVPPHVYAVTEGAYR 166 17 7 36.82 b3°b3b4y5°y5y10y13 1980.98 58.024 4948 4 496.00 -9.983

|Q7Z406|MYH14_HUMAN Myosin-14 52 HEVPPHVYAVTEGAYRSMLQDR 167 22 10 41.73 b4b5b9y3y6*y6y8°y8*y8y9 2555.25 111.504 4071 3 852.42 3.344

|Q7Z406|MYH14_HUMAN Myosin-14 53 Carbamidomethyl+C(9) SVHELERACR 1542 10 3 24.99 b5y3y6 1256.61 35.706 3725 2 628.81 -6.606

|Q7Z406|MYH14_HUMAN Myosin-14 54 AELEALLSSKDDVGK 1527 15 3 16.6 b14y8y10 1574.81 136.566 3567 1 1574.81 -11.627

|Q7Z406|MYH14_HUMAN Myosin-14 55 EVEETRTSR 1676 9 5 28.49 b3°b3b4°b4y8 1106.55 26.483 2799 2 553.78 6.509

|Q7Z406|MYH14_HUMAN Myosin-14 56 EQLEEEAAARER 1366 12 4 27.71 b4°b4b9b10 1430.71 55.134 2410 3 477.57 14.249

|Q7Z406|MYH14_HUMAN Myosin-14 57
LQQELDDATMDLEQQRQLVSTLE

K
1441 24 5 18.16 b4°b4*b4b8b10 2831.43 104.704 2317 2 1416.22 8.623

|Q7Z406|MYH14_HUMAN Myosin-14 58 AQMASAGQGKEEAVK 1647 15 8 34.02 b4*b4b6b12°b12y8y14*y14 1504.74 76.280 2097 3 502.25 -1.947

|Q7Z406|MYH14_HUMAN Myosin-14 59 GELEDTLDSTNAQQELRSK 1169 19 4 21.48 b4y14*y14y15 2134.03 99.816 1973 3 712.02 3.432

|Q7Z406|MYH14_HUMAN Myosin-14 60 LQRAQAELENVSGALNEAESK 1298 21 7 28.57 b10y5°y5y6y12*y12y18 2257.11 95.453 1966 21129.06 -12.223

|Q7Z406|MYH14_HUMAN Myosin-14 61 SLREAQAALAEAQEDLESER 1128 20 5 22.63 y8y13°y13y14*y14 2216.11 89.570 1701 2 1108.56 14.432

|Q7Z406|MYH14_HUMAN Myosin-14 62 QLEEAEEEASRAQAGR 1901 16 3 33.1 b4b5b6 1773.83 99.869 1689 2 887.42 -2.753

|Q7Z406|MYH14_HUMAN Myosin-14 63 DLQGRDEAGEER 1595 12 6 31.71 b9°b9y4°y4y9y10 1374.64 42.653 1680 2 687.82 12.344

|Q7Z406|MYH14_HUMAN Myosin-14 64 LAQAEEQLEQETRER 1839 15 3 16.6 b11b13y11 1829.92 90.684 1565 3 610.64 10.073

|Q7Z406|MYH14_HUMAN Myosin-14 65 EAQAALAEAQEDLESERVAR 1131 20 6 20.69 b4°b4*b4b7b12y11 2186.09 78.498 1503 3 729.37 7.594

|Q7Z406|MYH14_HUMAN Myosin-14 66 Phosphoryl STY(4) ELQTAQAQLSEWR 1381 13 5 40.64 y6y8y9*y9y10_H3PO4 y10 1639.76 67.635 19771 2 820.38 11.911

|Q7Z406|MYH14_HUMAN Myosin-14 67 Phosphoryl STY(12) DVEGIVGLEQVSSLGDGPPGGRPR 639 24 3 11.85 b12y10y12 2471.20 99.802 6470 3 824.40 5.533

|Q7Z406|MYH14_HUMAN Myosin-14 68 Oxidation+M(5) MQAQMKELWREVEETR 1666 16 8 77.68 b3b5b6*b6b7b10b11b12 2080.01 108.158 62184 2 1040.51 8.451

|Q7Z406|MYH14_HUMAN Myosin-14 69 Oxidation+M(2) AMEAEAAGLREQLEEEAAARER 1356 22 5 21.18 b11°b11b12y12*y12 2446.14 82.759 7701 2 1223.57 -11.278

|Q7Z406|MYH14_HUMAN Myosin-14 70 Oxidation+M(1) MAAVTMSVPGR 0 11 7 69.82 b4b5°b5b7b8b10y7 1135.55 83.237 2511 2 568.28 -7.095

|Q7Z406|MYH14_HUMAN Myosin-14 71 Oxidation+M(9) ASISYGSNMRPQSQTWR 1040 17 5 33.22 b6b7b13b15y15 1984.93 71.083 2488 3 662.31 -1.292

|Q7Z406|MYH14_HUMAN Myosin-14 72 Oxidation+M(2) NMDPLNDNVAALLHQSTDR 613 19 5 26.64 b10b13y4y6y12 2140.00 89.781 1806 3 714.00 -5.476

|Q7Z406|MYH14_HUMAN Myosin-14 73 EEIFSQNR 1685 8 3 23.34 b6b7°b7 1004.48 41.798 2463 2 502.74 4.618

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

1 MELERPGGNEITR 258 13 22 116.61
b2b3b5°b5b7b10°b10*b10y1y
2°y2y3y6*y6y8°y8*y8y9y10*y

10y11y13
1501.74 41.798 178412 3 501.25 -4.227



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

2 GLIDEVNQDFTNR 71 13 17 115.15
b3b5°b5b13y2y3y4*y4y5y7y8

*y8y9y10y11y13*y13
1520.74 69.589 122010 2 760.87 2.328

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

3 ALTDMPQMR 249 9 4 51.73 y3y4y5y7 1062.51 51.009 85579 2 531.76 -0.919

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

4 TFPGFFSPMLGEFVSETESR 527 20 17 105.84
b2b3b11°b11b15°b15y1y4y5y

6y7y8y10y13y14y18y20
2265.06 109.308 74494 2 1133.03 3.449

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

5 NSLFEYQK 89 8 13 58.93
b1b2°b2b3y2*y2y4°y4y5y6*y6

y7y8
1028.50 50.451 68144 2 514.75 -7.596

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

6 GSESGIFTNTK 547 11 4 29.45 y5y7y8y11 1140.56 40.970 62511 2 570.78 1.712

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

7 TVIGPDGHKEVTK 467 13 7 55.32 y2y3y6y7y8y10y13 1380.74 24.424 46362 3 460.92 -7.515

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

8 DSHSLTTNIMEILR 100 14 5 17.67 b6b8y1y3y14 1629.83 87.766 39802 2 815.42 0.000

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

9 GDFSSANNRDNTYNR 114 15 7 51.74 b7y3y5*y5y6y10y13 1730.74 26.409 35081 3 577.59 -2.469

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

10 ESSSHHPGIAEFPSR 558 15 15 72.17
b6°b6b10°b10b11°b11b15y3°y

3y4y5y8°y8y9y15
1637.75 38.867 33685 3 546.59 -7.528

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

11 GGSTSYGTGSETESPR 271 16 7 32.84 b2y5y9y10y12°y12y16 1572.68 25.774 26010 2 786.85 3.881

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

12 Carbamidomethyl+C(11)
EVVTSEDGSDCPEAMDLGTLSGIG

TLDGFR
480 30 5 17.38 b3b5b8y7y13 3128.40 87.999 9760 3 1043.47 -1.015

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

13 VTSGSTTTTRR 448 11 5 34.12 b4°b4b8b9y3 1166.60 34.233 8762 3 389.54 -10.359

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

14 TVIGPDGHK 467 9 5 36.27 b6°b6b7b8b9 923.49 34.963 3266 2 462.25 -7.601

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

15 MKPVPDLVPGNFK 225 13 4 28.19 y5*y5y8y11 1441.78 63.957 55440 3 481.26 -7.535

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

16 IEVLK 137 5 2 24.91 b3b4 601.39 61.226 25693 1 601.39 3.248

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

17 GSVLR 720 5 1 12.45 b4 531.33 22.649 10189 1 531.33 4.940

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

18 NPSSAGSWNSGSSGPGSTGNR 287 21 9 33.65 b3*b3b9y4*y4y6y11*y11y13 1963.88 44.968 1895 2 982.44 15.415

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

19 MDGSLNFNR 678 9 6 42.7 b8y4y6°y6*y6y7 1053.46 41.842 1803 2 527.24 -13.673

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

20 HPDEAAFFDTASTGK 512 15 5 27.13 b5b6°b6b12y8 1593.69 44.163 1569 2 797.35 -17.464

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

21 LVTSKGDK 432 8 3 34.03 b6y3y7 847.50 27.833 253496 2 424.25 9.363

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

22 QFTSSTSYNRGDSTFESK 581 18 6 24.5 b3°b3*b3y4y8y9 2041.90 39.340 45245 3 681.31 -3.647

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

23 SSSYSKQFTSSTSYNR 575 16 3 15.7 b13y7y12 1829.85 60.909 27214 2 915.43 8.673

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

24 HRHPDEAAFFDTASTGK 510 17 4 25.24 b3b13b14y13 1886.87 84.057 23971 3 629.63 -4.982

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

25 NSLFEYQKNNK 89 11 4 35.7 b8b9y3y10 1384.69 89.209 9881 2 692.85 2.909

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

26 VPPEWKALTDMPQMR 243 15 3 16.6 b4y3y8 1798.90 70.284 8817 2 899.95 1.493

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

27 DSHSLTTNIMEILRGDFSSANNR 100 23 9 36.98 b6b9°b9b12b13°b13y6y8y13 2578.26 109.315 5417 4 645.32 10.416

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

28 DNTYNRVSEDLR 123 12 5 20.51 b7°b7b10y5°y5 1481.71 58.023 3559 3 494.57 6.920

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

29 Carbamidomethyl+C(6)
IFSVYCDQETSLGGWLLIQQRMD

GSLNFNR
657 30 3 10.98 b8b11y10 3547.71 94.932 2502 3 1183.24 1.170



|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

30 MKGLIDEVNQDFTNR 69 15 5 23.49 b5b11y4*y4y8 1779.88 53.173 2245 3 593.97 7.681

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

31 NNKDSHSLTTNIMEILR 97 17 9 70.38 b3b6b8b9b11b12*b12b13°b13 1986.02 80.105 1862 3 662.68 8.298

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

32
MELERPGGNEITRGGSTSYGTGSE

TESPR
258 29 6 23.11 b3°b3b4b11y4y8 3055.39 93.532 1622 4 764.60 -5.434

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

33 EVDLKDYEDQQK 190 12 5 20.51 b4°b4b10*b10y6 1509.69 41.854 1561 2 755.35 -11.886

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

34 Phosphoryl STY()
GSESGIFTNTKESSSHHPGIAEFPS

R
547 26 9 38.03

b3b9_H3PO4 
b9b11°b11b12y5y12°y12y13

2839.22 73.018 7877 4 710.56 -13.156

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

35 Oxidation+M(8) ALTDMPQMR 249 9 7 42.19 b4°b4b7°b7y3*y3y8 1078.50 46.888 46046 2 539.75 -4.414

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

36 Oxidation+M(9) TFPGFFSPMLGEFVSETESR 527 20 5 29.51 b9y3y4y6y12 2281.07 105.334 21364 2 1141.04 8.991

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

37 IGPDGHKEVTK 469 11 0 3.84 1180.63 24.421 23963 2 590.82 -0.310

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

38 GPDGHKEVTK 470 10 1 7.26 b9 1067.55 24.434 11754 2 534.28 4.574

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

39 LERPGGNEITR 260 11 4 15.53 b3b8°b8*b8 1241.64 41.809 5292 2 621.33 -12.289

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

40 MELERPG 258 7 0 3.84 831.41 41.821 2347 2 416.21 11.526

|P02671|FIBA_HUMAN Fibrinogen alpha 
chain

41 NSLFEYQK 89 8 0 1.44 1011.48 50.408 2739 2 506.24 3.319

|P31146|COR1A_HUMAN Coronin-1A 1 YFEITSEAPFLHYLSMFSSK 293 20 10 56.23 b3°b3b7y3y6y8y9y12y13y20 2397.14 108.033 34462 3 799.72 -1.120

|P31146|COR1A_HUMAN Coronin-1A 2 AAPEASGTPSSDAVSR 416 16 13 94.12
b2y2y5y7y8y9y10y11°y11y12°

y12y14y16
1502.71 27.910 21717 2 751.86 1.950

|P31146|COR1A_HUMAN Coronin-1A 3 Carbamidomethyl+C(32)
HLEEPLSLQELDTSSGVLLPFFDPD

TNIVYLCGK
253 34 16 53.03

b3°b3b4°b4b6°b6b7°b7b10y2y
3y5y6y8y15y34

3846.93 111.383 13233 3 1282.98 5.014

|P31146|COR1A_HUMAN Coronin-1A 4
SDLFQEDLYPPTAGPDPALTAEEW

LGGR
355 28 6 23.44 b5b6b17y7°y7y9 3045.47 81.806 6905 4 762.12 8.257

|P31146|COR1A_HUMAN Coronin-1A 5 GLDTGRR 408 7 8 53.78 b2b3°b3b5°b5y5°y5y6 774.42 41.814 3183 2 387.71 -8.276

|P31146|COR1A_HUMAN Coronin-1A 6 Carbamidomethyl+C(11) VSQTTWDSGFCAVNPK 29 16 5 35.14 b13y10y11*y11y12 1796.84 61.419 19402 2 898.92 7.337

|P31146|COR1A_HUMAN Coronin-1A 7 DRPHEGTRPVR 214 11 3 29.45 b6b8b9 1319.69 51.245 10986 2 660.35 0.278

|P31146|COR1A_HUMAN Coronin-1A 8 HVFGQPAK 12 8 5 54.26 b3b4b6b7*b7 883.47 34.980 9103 2 442.24 -10.225

|P31146|COR1A_HUMAN Coronin-1A 9 GDSSIR 287 6 2 12.93 y5°y5 634.32 85.967 2206 1 634.32 0.481

|P31146|COR1A_HUMAN Coronin-1A 10 Carbamidomethyl+C(6) FVALICEASGGGAFLVLPLGK 45 21 3 12.79 b6b14y4 2119.16 132.208 1918 3 707.06 1.037

|P31146|COR1A_HUMAN Coronin-1A 11 Carbamidomethyl+C(12) HVFGQPAKADQCYEDVR 12 17 7 33.22 b6b7*b7b10b14y10°y10 2019.96 54.272 449791 3 673.99 12.570

|P31146|COR1A_HUMAN Coronin-1A 12
KSDLFQEDLYPPTAGPDPALTAEE

WLGGR
354 29 13 82.04

b9b10b11b14*b14y3y4y7y9y1
2y14y15y19

3173.55 95.372 56550 3 1058.52 2.462

|P31146|COR1A_HUMAN Coronin-1A 13 LDRLEETVQAK 450 11 3 22.46 b8y3y7 1301.70 63.350 16088 2 651.35 -7.315

|P31146|COR1A_HUMAN Coronin-1A 14 YFEITSEAPFLHYLSMFSSKESQR 293 24 5 21.8 b11b12b22y10°y10 2897.36 136.432 7081 2 1449.19 -6.151

|P31146|COR1A_HUMAN Coronin-1A 15 Carbamidomethyl+C(7) GLEVNKCEIAR 325 11 5 35.7 b5b9*b9y5y6 1288.68 71.796 5706 2 644.84 10.988

|P31146|COR1A_HUMAN Coronin-1A 16 DGYVPPKSR 393 9 3 28.49 b6b7y5 1018.53 29.258 4036 2 509.77 1.678

|P31146|COR1A_HUMAN Coronin-1A 17 Carbamidomethyl+C(2) RCEPIAMTVPR 343 11 3 22.46 b3b7y4 1329.67 47.330 2935 3 443.89 -5.692



|P31146|COR1A_HUMAN Coronin-1A 18 RAAPEASGTPSSDAVSR 415 17 4 22.33 b5b7°b7b15 1658.79 98.799 2336 2 829.90 -10.008

|P31146|COR1A_HUMAN Coronin-1A 19 Oxidation+M(16) YFEITSEAPFLHYLSMFSSK 293 20 7 34.14 b5°b5b9b10b19y6y8 2413.15 102.357 8416 3 805.06 4.957

|P31146|COR1A_HUMAN Coronin-1A 20
Carbamidomethyl+C(1);

Oxidation+M(6)
CEPIAMTVPR 344 10 3 24.99 b4b9y6 1189.58 36.517 3852 2 595.30 11.185

|P31146|COR1A_HUMAN Coronin-1A 21 Oxidation+M(2) GMGYMPKR 317 8 3 34.03 b3b7y6 955.45 34.952 1909 2 478.23 4.088

|O43707|ACTN4_HUMAN Alpha-actinin-4 1 VGWEQLLTTIAR 733 12 22 142.01
b2b3b5°b5b6°b6*b6b8y1y2y3
y4y5y6°y6y7y8*y8y9*y9y11y1

2
1386.77 97.916 209566 2 693.89 -2.993

|O43707|ACTN4_HUMAN Alpha-actinin-4 2 AIMTYVSSFYHAFSGAQK 255 18 23 132.16
b2b3b5°b5b11y1y2*y2y4*y4y
5y6y7y8*y8y9y11y12°y12y13y

16°y16y18
2007.95 90.418 148514 3 669.99 -9.058

|O43707|ACTN4_HUMAN Alpha-actinin-4 3 TINEVENQILTR 745 12 10 66.73 b3b9b10*b10y1y3y4y6y10y12 1429.77 59.895 110286 2 715.39 0.854

|O43707|ACTN4_HUMAN Alpha-actinin-4 4 LASDLLEWIR 300 10 5 24.99 b8y2y3y8y10 1215.67 92.047 92033 2 608.34 -3.414

|O43707|ACTN4_HUMAN Alpha-actinin-4 5 Carbamidomethyl+C(1) CQLEINFNTLQTK 350 13 9 38.11 b2*b2b3b4b11y1y9y11y13 1608.81 70.243 39108 2 804.91 4.856

|O43707|ACTN4_HUMAN Alpha-actinin-4 6 Carbamidomethyl+C(2) ICDQWDALGSLTHSR 497 15 4 16.6 b12°b12y3y13 1758.82 69.440 7632 3 586.94 -4.303

|O43707|ACTN4_HUMAN Alpha-actinin-4 7 MAPYQGPDAVPGALDYK 882 17 4 25.24 b10b12b13y11 1792.84 73.604 4116 2 896.92 -11.166

|O43707|ACTN4_HUMAN Alpha-actinin-4 8 IMSLVDPNHSGLVTFQAFIDFMSR 813 24 6 25.2 b2b9b10b14y5y8 2725.34 119.123 40763 909.12 -1.702

|O43707|ACTN4_HUMAN Alpha-actinin-4 9 HTNYTMEHIR 723 10 3 24.99 b4b9y9 1301.60 31.969 4043 3 434.54 -3.189

|O43707|ACTN4_HUMAN Alpha-actinin-4 10 FAIQDISVEETSAK 152 14 8 29.15 b2b5°b5b9°b9b12y5°y5 1537.78 74.458 3444 2 769.39 4.445

|O43707|ACTN4_HUMAN Alpha-actinin-4 11 Carbamidomethyl+C(10) ELPPDQAEYCIAR 869 13 5 31.98 b6b8°b8y5y6 1561.75 34.888 2678 2 781.38 9.849

|O43707|ACTN4_HUMAN Alpha-actinin-4 12 VLAVNQENEHLMEDYEK 283 17 5 34.78 b2b9b10b11y5 2060.97 93.098 2459 3 687.66 6.397

|O43707|ACTN4_HUMAN Alpha-actinin-4 13 NFITAEELR 859 9 8 36.27 b1b3*b3b5b6b9y9*y9 1092.58 39.977 2152 2 546.79 10.949

|O43707|ACTN4_HUMAN Alpha-actinin-4 14 DHGGALGPEEFK 779 12 6 34.72 b2b3b5b7°b7y4 1256.58 31.577 2137 3 419.53 -5.537

|O43707|ACTN4_HUMAN Alpha-actinin-4 15
VEQIAAIAQELNELDYYDSHNVNT

R
469 25 10 59.23 b3b4°b4b5*b5b6*b6y6°y6y7 2905.41 89.665 20710 3 969.14 4.118

|O43707|ACTN4_HUMAN Alpha-actinin-4 16 ETTDTDTADQVIASFK 837 16 6 31.77 b3b13y3°y3y11y15 1741.80 88.542 14456 3 581.27 -6.868

|O43707|ACTN4_HUMAN Alpha-actinin-4 17 MLDAEDIVNTARPDEK 239 16 6 34.88 b4y3y6°y6y7y9 1816.86 95.575 12141 2 908.93 -9.742

|O43707|ACTN4_HUMAN Alpha-actinin-4 18 NVNVQNFHISWK 181 12 5 20.51 b6b11°b11*b11y11 1485.76 61.877 10367 2 743.39 3.286

|O43707|ACTN4_HUMAN Alpha-actinin-4 19 QGEAEFNR 805 8 3 34.03 b3b7y4 950.44 39.442 10254 2 475.72 8.413

|O43707|ACTN4_HUMAN Alpha-actinin-4 20 Carbamidomethyl+C(2) ACLISLGYDVENDR 791 14 6 35.88 b5b10y5°y5y6y13 1624.77 71.069 9809 2 812.89 2.855

|O43707|ACTN4_HUMAN Alpha-actinin-4 21 MVSDINNGWQHLEQAEK 378 17 14 82.66
b3°b3b5°b5b7°b7b8b9°b9b10b

16y8y10*y10
1998.89 42.688 7796 3 666.97 -20.824

|O43707|ACTN4_HUMAN Alpha-actinin-4 22 IAESNHIK 596 8 4 34.03 b4°b4b7y5 911.49 56.747 4444 2 456.25 -10.178

|O43707|ACTN4_HUMAN Alpha-actinin-4 23 AGTQIENIDEDFR 66 13 7 50.57 b5b6b9b11°b11y3y8 1507.73 47.915 3628 3 503.25 21.537

|O43707|ACTN4_HUMAN Alpha-actinin-4 24 DDPVTNLNNAFEVAEK 217 16 8 53.35 b7b8b9b12b13°b13y6°y6 1775.88 54.598 32292 888.44 17.804



|O43707|ACTN4_HUMAN Alpha-actinin-4 25 LVSIGAEEIVDGNAK 125 15 4 24.68 y5*y5y9y12 1514.78 97.436 2819 2 757.89 -17.084

|O43707|ACTN4_HUMAN Alpha-actinin-4 26 STLPDADR 574 8 3 34.03 b7y5y7 874.42 85.590 1980 1 874.42 -12.913

|O43707|ACTN4_HUMAN Alpha-actinin-4 27 Carbamidomethyl+C(2) ACLISLGYDVENDRQGEAEFNR 791 22 3 12.43 b3y9y17 2556.19 56.914 227156 3 852.73 3.534

|O43707|ACTN4_HUMAN Alpha-actinin-4 28 KDDPVTNLNNAFEVAEK 216 17 6 45.22 b3b4b6b10b14y3 1903.94 71.062 15633 2 952.47 1.090

|O43707|ACTN4_HUMAN Alpha-actinin-4 29 AGTQIENIDEDFRDGLK 66 17 4 14.93 b4b11y11°y11 1920.96 83.227 11812 3 640.99 14.616

|O43707|ACTN4_HUMAN Alpha-actinin-4 30
VLAVNQENEHLMEDYEKLASDLL

EWIR
283 27 3 21.28 b6y3y4 3257.61 85.937 9042 3 1086.54 -2.623

|O43707|ACTN4_HUMAN Alpha-actinin-4 31 DAKGISQEQMQEFR 757 14 9 35.88 b4°b4b10*b10y6°y6y8y9*y9 1666.79 43.732 5171 4 417.45 2.124

|O43707|ACTN4_HUMAN Alpha-actinin-4 32
MAPYQGPDAVPGALDYKSFSTAL

YGESDL
882 29 3 11.05 b5b11y5 3063.40 51.917 2861 3 1021.80 -10.440

|O43707|ACTN4_HUMAN Alpha-actinin-4 33 Carbamidomethyl+C(10)
ELPPDQAEYCIARMAPYQGPDAV

PGALDYK
869 30 5 13 b7b13y5°y5y14 3335.52 96.493 2655 4 834.64 -14.639

|O43707|ACTN4_HUMAN Alpha-actinin-4 34 DHALLEEQSKQQSNEHLR 633 18 17 65.12
b7b8*b8b10°b10*b10b11°b11
b12*b12y5*y5y7°y7*y7y12*y

12
2162.03 96.007 2178 3 721.35 -11.857

|O43707|ACTN4_HUMAN Alpha-actinin-4 35 RDHALLEEQSK 632 11 3 22.46 b3y6y8 1325.69 71.038 2154 2 663.35 6.538

|O43707|ACTN4_HUMAN Alpha-actinin-4 36 ASIHEAWTDGKEAMLK 421 16 6 38.97 b12b13y8y9y13°y13 1786.86 95.407 1637 2 893.93 -12.843

|O43707|ACTN4_HUMAN Alpha-actinin-4 37 Phosphoryl STY(8) DYETATLSDIK 439 11 4 25.47 b5b6y4°y4 1335.57 31.535 3830 2 668.29 3.016

|O43707|ACTN4_HUMAN Alpha-actinin-4 38 Phosphoryl STY(10) HRDYETATLSDIK 437 13 3 18.95 b7b9y5 1628.73 82.712 3812 2 814.87 3.673

|O43707|ACTN4_HUMAN Alpha-actinin-4 39 Oxidation+M(8) LSNRPAFMPSEGK 365 13 8 27.21 b3°b3*b3b8°b8y7y12°y12 1449.72 59.995 27963 3 483.91 1.768

|O43707|ACTN4_HUMAN Alpha-actinin-4 40 Oxidation+M(7) GISQEQMQEFR 760 11 3 22.46 b8y3y9 1368.62 32.554 3695 2 684.81 0.981

|O43707|ACTN4_HUMAN Alpha-actinin-4 41 Oxidation+M(1) MVSDINNGWQHLEQAEK 378 17 3 14.93 b15y3y7 2014.93 90.537 3199 3 672.31 -0.424

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

1 IQLVEEELDR 91 10 16 95.04
b2*b2b3y1y2y3y4°y4y5°y5y6y

7y8y9*y9y10
1243.65 59.102 271670 2 622.33 -2.454

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

2 LATALQK 105 7 10 60.22 b4°b4y3y4y5*y5y6°y6y7*y7 744.45 28.648 24903 2 372.73 -9.264

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

3 SIDDLEDELYAQK 251 13 5 31.98 b3b10y7y8°y8 1538.73 69.503 1886 2 769.87 5.315

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

4 MEIQEIQLKEAK 140 12 4 20.51 b4b10*b10y6 1459.80 55.670 79948 2 730.41 14.216

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

5 ENALDRAEQAEADK 15 14 9 49.11
b10b11b12°b12*b12y9*y9y10

°y10
1559.72 43.784 26890 2 780.36 -8.609

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

6 AEERAELSEGK 178 11 4 22.46 b5°b5b7y4 1218.59 63.425 12145 2 609.80 -9.116

|P09493|TPM1_HUMAN Tropomyosin 
alpha-1 chain

7 LEKSIDDLEDELYAQK 248 16 4 15.7 b9y7y10°y10 1908.93 109.266 4611 2 954.97 -4.860

|P35749|MYH11_HUMAN Myosin-11 1 QLLQANPILEAFGNAK 216 16 31 183.05

b2*b2b3*b3b4*b4b5*b5b6*b6
b16y1y2y4*y4y5y6y7°y7*y7y8
y9y10y11y12*y12y13°y13*y1

3y14y16

1726.94 91.394 242617 2 863.97 -4.383

|P35749|MYH11_HUMAN Myosin-11 2 TQLEELEDELQATEDAK 1545 17 9 49.38 b4*b4b12b13y6y8y9y14y17 1961.93 79.033 161985 2981.47 3.795

|P35749|MYH11_HUMAN Myosin-11 3 KEEELQAALAR 1087 11 13 121.39
b4b8b10y2y3y4y5y7y8y9y10y

11*y11
1257.68 42.574 93221 2 629.34 -1.359



|P35749|MYH11_HUMAN Myosin-11 4 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 58.17 b1b2*b2b8*b8y1y3y4y5y7 1017.51 48.819 51840 2 509.26 -3.179

|P35749|MYH11_HUMAN Myosin-11 5 EEELQAALAR 1088 10 3 31.98 y3y6y7 1129.58 49.492 29166 2 565.30 -1.513

|P35749|MYH11_HUMAN Myosin-11 6 TEFSIIHYAGK 572 11 4 25.47 b6b7y6y11 1265.64 27.856 16560 2 633.33 -7.137

|P35749|MYH11_HUMAN Myosin-11 7 IVGLDQMAK 624 9 4 22.06 y6°y6*y6y7 974.54 26.507 10561 2 487.77 3.633

|P35749|MYH11_HUMAN Myosin-11 8 MAQQMLDLEEQLEEEEAAR 947 19 3 22.88 y4y5y14 2263.02 68.522 6350 4 566.51 -1.187

|P35749|MYH11_HUMAN Myosin-11 9 LQQLFNHTMFILEQEEYQR 482 19 8 45.12 b2b3*b3b8y8y9y11y12 2467.24 103.567 3902 3 823.08 12.963

|P35749|MYH11_HUMAN Myosin-11 10 DLQARDEQNEEK 1578 12 6 29.65 b9b11°b11y6y9*y9 1474.67 49.281 2577 3 492.23 -4.304

|P35749|MYH11_HUMAN Myosin-11 11 QLHEYETELEDERK 1596 14 5 35.88 b8b10b11y5y9 1818.83 56.772 2330 2 909.92 -9.530

|P35749|MYH11_HUMAN Myosin-11 12 GNETSFVPSR 1930 10 5 24.99 b9*b9y3y8y10 1093.54 44.213 2290 2 547.27 11.275

|P35749|MYH11_HUMAN Myosin-11 13 DVASLSSQLQDTQELLQEETR 1308 21 4 17.07 b9b11y10y15 2390.14 80.504 2064 2 1195.57 -12.462

|P35749|MYH11_HUMAN Myosin-11 14 SHEAQVQEMR 1188 10 3 24.99 b7y4y6 1214.55 31.649 1600 3 405.52 -4.824

|P35749|MYH11_HUMAN Myosin-11 15 DLGEELEALK 1142 10 4 24.99 b3°b3b7y8 1116.58 72.496 34130 2 558.79 -0.437

|P35749|MYH11_HUMAN Myosin-11 16 EELAEELASSLSGR 1710 14 7 41.32 b4b9°b9b10°b10y9y10 1490.76 81.254 32001 2 745.88 19.325

|P35749|MYH11_HUMAN Myosin-11 17 AELNDK 1275 6 1 12.93 b5 689.34 30.441 13623 1 689.34 -12.661

|P35749|MYH11_HUMAN Myosin-11 18 VIENADGSEEETDTR 1946 15 3 24.68 y4y5y9 1664.71 106.405 10354 2 832.86 -6.526

|P35749|MYH11_HUMAN Myosin-11 19 NTDQASMPDNTAAQK 365 15 3 16.6 b5y5y14 1591.73 45.227 10039 2 796.37 18.023

|P35749|MYH11_HUMAN Myosin-11 20 LEDEILVMDDQNNK 982 14 4 30.63 b11b12y5y10 1675.81 77.194 8294 2 838.41 18.284

|P35749|MYH11_HUMAN Myosin-11 21 Carbamidomethyl+C(2) LCTEQGSHPK 552 10 3 26.75 b7y5y6 1156.53 37.403 7633 3 386.18 -9.077

|P35749|MYH11_HUMAN Myosin-11 22 EIENLTQQYEEK 1399 12 3 27.71 y4y5y8 1523.70 37.587 7178 2 762.35 -14.741

|P35749|MYH11_HUMAN Myosin-11 23 EELER 1499 5 2 12.45 b3°b3 675.33 41.783 5222 1 675.33 0.271

|P35749|MYH11_HUMAN Myosin-11 24 ISDLTTNLAEEEEK 1007 14 10 74.17
b6°b6y3y5y6y9*y9y10y13*y1

3
1591.75 49.831 4539 2 796.38 -13.957

|P35749|MYH11_HUMAN Myosin-11 25 NLLQEQLQAETELYAEAEEMR 889 21 9 42.92 b3b10°b10b11*b11y3y4y6y12 2508.21 99.841 3922 4 627.81 8.566

|P35749|MYH11_HUMAN Myosin-11 26 LQNEVESVTGMLNEAEGK 1284 18 4 19.66 b3b6y5y11 1947.94 102.120 3282 2 974.47 4.512

|P35749|MYH11_HUMAN Myosin-11 27 TELEDTLDSTATQQELR 1152 17 6 23.99 b5°b5b8b15y13°y13 1949.93 84.095 3249 2 975.47 0.939

|P35749|MYH11_HUMAN Myosin-11 28 QNLER 1359 5 3 24.91 b3*b3b4 659.36 104.786 3070 2 330.18 14.811

|P35749|MYH11_HUMAN Myosin-11 29 GQQLQAER 937 8 4 34.03 b3b6*b6y4 929.47 57.944 2895 2 465.24 -14.118

|P35749|MYH11_HUMAN Myosin-11 30 IVDMYK 137 6 1 12.93 b5 768.40 45.748 2639 2 384.70 7.228

|P35749|MYH11_HUMAN Myosin-11 31 AAAYDK 1411 6 2 12.93 y3°y3 638.31 36.514 2457 1 638.31 -10.996

|P35749|MYH11_HUMAN Myosin-11 32 LEGDASDFHEQIADLQAQIAELK 1059 23 5 27.1 b4b9b10b12°b12 2541.30 122.806 2436 3 847.77 19.022



|P35749|MYH11_HUMAN Myosin-11 33 Carbamidomethyl+C(12) ITDVIMAFQAMCR 785 13 4 18.95 b3b7°b7y9 1555.77 68.780 2183 2 778.39 18.518

|P35749|MYH11_HUMAN Myosin-11 34 TFHIFYYMIAGAK 279 13 3 18.95 b12y3y8 1561.77 78.261 2093 2 781.39 -14.147

|P35749|MYH11_HUMAN Myosin-11 35 HAQAVEELTEQLEQFK 1200 16 4 32.84 b4b7b8b12 1899.97 107.386 1774 2 950.49 11.886

|P35749|MYH11_HUMAN Myosin-11 36 HSQLTEEK 881 8 5 34.03 b6°b6y3°y3y5 971.49 32.093 1681 2 486.25 14.073

|P35749|MYH11_HUMAN Myosin-11 37 Carbamidomethyl+C(2) VCHLMGINVTDFTR 380 14 5 39.26 b4b6b7b11y4 1662.81 58.545 1658 2 831.91 0.073

|P35749|MYH11_HUMAN Myosin-11 38 ELEGHISDLQEDLDSER 1114 17 7 49.38 b5b6b11b15y3y13y14 1984.94 99.881 1590 2 992.97 15.498

|P35749|MYH11_HUMAN Myosin-11 39 IAQLEEELEEEQGNMEAMSDR 1737 21 6 19.84 b3*b3b7b9°b9y10 2451.10 102.383 1537 4 613.53 13.148

|P35749|MYH11_HUMAN Myosin-11 40 TEFSIIHYAGKVDYNASAWLTK 572 22 7 35.87 b5°b5b8b9b14b19*b19 2514.25 99.864 5761043 838.75 -7.865

|P35749|MYH11_HUMAN Myosin-11 41 NLLQEQLQAETELYAEAEEMRVR 889 23 6 15.79 b3b12°b12y8y10°y10 2763.35 73.051 1193603 921.79 -4.683

|P35749|MYH11_HUMAN Myosin-11 42 ALDEETRSHEAQVQEMR 1181 17 6 31.56 y3y5°y5y8*y8y9 2028.96 83.222 112857 3 676.99 11.311

|P35749|MYH11_HUMAN Myosin-11 43 DADFNGTKASE 1961 11 8 62.83 b5b10y3y6°y6y7°y7y9 1154.51 42.661 50769 2 577.76 14.274

|P35749|MYH11_HUMAN Myosin-11 44 RHEMPPHIYAIADTAYR 146 17 10 51.06 b3°b3b4b9b11°b11b13y3y5°y5 2041.02 72.454 32238 2 1021.01 3.888

|P35749|MYH11_HUMAN Myosin-11 45 SLEADLMQLQEDLAAAERAR 1683 20 7 38.96 b7b11b13b15b16y11*y11 2230.11 85.998 165543 744.04 -2.190

|P35749|MYH11_HUMAN Myosin-11 46 NALQDEKR 1724 8 3 31.02 b7y3y4 973.50 70.640 16149 2 487.25 -7.837

|P35749|MYH11_HUMAN Myosin-11 47 LMTTLRNTTPNFVR 663 14 5 17.67 b4°b4b12y9*y9 1663.91 116.284 13912 2 832.46 9.537

|P35749|MYH11_HUMAN Myosin-11 48 Carbamidomethyl+C(14)
YFSGLIYTYSGLFCVVVNPYKHLP

IYSEK
108 29 4 22.24 b10b11°b11b14 3457.70 132.224 9360 4 865.18 -14.616

|P35749|MYH11_HUMAN Myosin-11 49 Carbamidomethyl+C(12) FSKVEDMAELTCLNEASVLHNLR 83 23 4 22.2 b8b10b11°b11 2676.27 124.065 6751 3 892.76 -13.866

|P35749|MYH11_HUMAN Myosin-11 50 DFQRELEDAR 1655 10 4 24.99 b3y4y7°y7 1278.60 57.999 5051 3 426.87 -6.683

|P35749|MYH11_HUMAN Myosin-11 51 NISSKYADER 1461 10 9 54.67 b3b7b8°b8*b8b9°b9*b9y7 1182.57 40.574 4797 2 591.79 -5.574

|P35749|MYH11_HUMAN Myosin-11 52 GQFERDLQAR 1573 10 4 31.98 b3*b3b4b6 1219.60 31.601 4410 2 610.31 -11.010

|P35749|MYH11_HUMAN Myosin-11 53 QGFEAASIKEEK 42 12 4 20.51 b4b6°b6y11 1336.69 76.314 3793 3 446.23 9.224

|P35749|MYH11_HUMAN Myosin-11 54 SHEAQVQEMRQK 1188 12 4 27.71 b4b6b7°b7 1470.71 55.190 3497 2 735.86 -3.237

|P35749|MYH11_HUMAN Myosin-11 55 EEKGDEVVVELVENGK 51 16 3 24.07 b3b4b13 1772.88 63.499 3389 2 886.94 -8.813

|P35749|MYH11_HUMAN Myosin-11 56 MAQQMLDLEEQLEEEEAARQK 947 21 4 12.79 b12y7*y7y11 2519.16 107.273 2669 3 840.39 -6.978

|P35749|MYH11_HUMAN Myosin-11 57 QELEEILHEMEARLEEEEDR 917 20 5 20.69 b4°b4b9b11y3 2527.18 82.684 2356 3 843.06 6.183

|P35749|MYH11_HUMAN Myosin-11 58 KLEDEILVMDDQNNK 981 15 5 27.13 b3y5y9y10*y10 1803.88 59.520 2250 2 902.44 1.489

|P35749|MYH11_HUMAN Myosin-11 59 GNETSFVPSRR 1930 11 8 49.58 b4°b4b7b8°b8b9y3°y3 1249.62 49.789 2084 2 625.31 -9.964

|P35749|MYH11_HUMAN Myosin-11 60 Carbamidomethyl+C(7) SFVEKLCTEQGSHPK 547 15 6 48.52 b4b8y3y5y8y12 1746.84 97.033 1998 3 582.95 -6.429

|P35749|MYH11_HUMAN Myosin-11 61 ELEGHISDLQEDLDSERAAR 1114 20 5 30.07 b5b7°b7b10b15 2283.10 76.188 1945 3 761.70 5.454



|P35749|MYH11_HUMAN Myosin-11 62 RALETQMEEMK 1534 11 7 49.13 b7b8b9y3°y3y8°y8 1365.65 43.274 1849 2 683.33 -1.609

|P35749|MYH11_HUMAN Myosin-11 63 QTLEKENADLAGELR 1226 15 5 39.17 b3b6*b6b10b13 1686.85 95.455 1707 3 562.95 -9.914

|P35749|MYH11_HUMAN Myosin-11 64 AEMEDLVSSKDDVGK 1510 15 3 24.68 y3y5y12 1622.77 45.681 1647 3 541.59 7.447

|P35749|MYH11_HUMAN Myosin-11 65 Phosphoryl STY(2) VTVGKDDIQK 68 10 3 26.75 b5y7y8 1182.56 30.235 11108 2 591.78 -9.497

|P35749|MYH11_HUMAN Myosin-11 66 Phosphoryl STY(7) LQDFASTVEALEEGKK 1379 16 7 28.56
b4°b4b6y10°y11_H3PO4 

y10y11°y11
1844.88 65.865 6539 3 615.63 9.594

|P35749|MYH11_HUMAN Myosin-11 67 Phosphoryl STY(9) ASRDEIFATAK 1665 11 8 59.82 b4b6b7°b7b8y4y9°y9 1288.60 34.979 6036 2 644.80 9.947

|P35749|MYH11_HUMAN Myosin-11 68
Carbamidomethyl+C(14)

;Phosphoryl STY()
YFSGLIYTYSGLFCVVVNPYK 108 21 3 12.79 b6b8y11 2570.23 61.366 4980 3 857.42 14.058

|P35749|MYH11_HUMAN Myosin-11 69 Phosphoryl STY(7) TFHIFYYMIAGAK 279 13 6 29.85 b6b9°b10_HPO3 b9b10°b10y7 1641.74 42.631 3890 2 821.37 -4.982

|P35749|MYH11_HUMAN Myosin-11 70 Oxidation+M(8) TFHIFYYMIAGAKEK 279 15 5 22.62 b3°b3b4°b4y6 1834.90 58.060 28410 3612.31 -8.316

|P35749|MYH11_HUMAN Myosin-11 71 Oxidation+M(15) LQRELDEATESNEAMGREVNALK 1902 23 5 12.12 b10*b10y10y13°y13 2619.29 82.718 7929 4 655.58 8.389

|P35749|MYH11_HUMAN Myosin-11 72 Oxidation+M(6) ALETQMEEMK 1535 10 3 26.75 b7b8y4 1225.54 33.218 6322 2 613.27 -7.172

|P35749|MYH11_HUMAN Myosin-11 73 Oxidation+M(11) NSLQDQLDEEMEAK 1345 14 4 17.67 b7*b7y3y10 1665.71 43.267 4765 2 833.36 -10.333

|P35749|MYH11_HUMAN Myosin-11 74 Oxidation+M(12) ELDEATESNEAMGREVNALK 1905 20 4 13.21 b3y13°y13y15 2222.03 65.836 2992 3 741.35 1.978

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 60.34

b5b7b14b15y1y2y3y4y6y8y9y
12y26

2798.36 89.820 170532 3 933.46 4.188

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

2 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 20 167.71

y1y2y3y4°y4y5y6y7y8y9y10y1
1y12°y12y13y14y22y23y25*y

25
2708.33 95.559 75112 3 903.45 -1.262

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

4 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

5 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

6 IMNTFSVMPSPK 162 12 5 47.85 b6b9b11y7y8 1351.67 59.515 77328 3 451.23 -2.077

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

7 MSATFIGNSTAIQELFK 362 17 8 53.54 b5b6°b6b7b8y3y5*y5 1857.93 116.281 13647 3 619.98 -5.585

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

8 INVYYNEAAGNK 46 12 7 43.87 b6b9°b9b11y8°y8y10 1355.63 54.287 5344 2 678.32 -22.151

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

9 Phosphoryl STY() ALTVPELTQQMFDSK 282 15 3 24.68 y6y7y12 1787.84 43.743 1605 3 596.62 12.154

|Q13885|TBB2A_HUMAN Tubulin beta-
2A chain

10
Carbamidomethyl+C(12)

;Oxidation+M(1)
MREIVHIQAGQCGNQIGAK 0 19 8 43.36 b3b5°b5b6b18y9*y9y10 2126.09 65.864 5215 2 1063.55 12.746

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

1
SGPFGQIFRPDNFVFGQSGAGNN

WAK
77 26 13 60.34

b5b7b14b15y1y2y3y4y6y8y9y
12y26

2798.36 89.820 170532 3 933.46 4.188

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

2 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

3 Carbamidomethyl+C(23)
LTTPTYGDLNHLVSATMSGVTTC

LR
216 25 20 167.71

y1y2y3y4°y4y5y6y7y8y9y10y1
1y12°y12y13y14y22y23y25*y

25
2708.33 95.559 75112 3 903.45 -1.262

|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

4 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393



|Q9BVA1|TBB2B_HUMAN Tubulin beta-
2B chain

5 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

1 AGAAPYVQAFDSLLAGPVAEYLK 37 23 21 128.09
b2b3b4b6b7b8b9*b9b13°b13b
15°b15y1y2y3y4°y4y5y7y8y9

2351.21 115.361 68126 3 784.41 -6.749

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

2 Carbamidomethyl+C(5) NSLDCEIVSAK 422 11 6 29.45 b1b2y3y8y9y11 1235.59 46.666 59342 2 618.30 -1.087

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

3 LSDLLAPISEQIK 100 13 4 31.98 b3b4y5y7 1426.81 77.668 53938 2 713.91 -0.599

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

4 Carbamidomethyl+C(9) ALLVTASQCQQPAENK 84 16 11 78.57
b3b11b14y3y5y6y8y11°y11y1

2y16
1757.88 43.608 41553 2 879.45 -0.625

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

5 VENQENVSNLVIEDTELK 330 18 8 37.3 b3b4y1y2y6y7y11y18 2073.04 70.207 30737 2 1037.03 4.240

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

6 EMNDAAMFYTNR 155 12 7 60.86 y2y4y5y6y7y8y12 1462.62 57.469 24184 2 731.81 5.425

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

7 LEAVSHTSDMHR 17 12 8 74.97 b2b4b5y3y4y6y7y8 1382.64 25.071 16016 3 461.55 -5.209

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

8
SSEMNVLIPTEGGDFNEFPVPEQF

K
433 25 4 11.62 b12y5y17y25 2811.34 91.892 15802 2 1406.17 6.253

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

9 SGPKPFSAPKPQTSPSPK 294 18 13 43.22
b1b2b6b8y1y2y4°y4y6y7*y7y

8y18
1837.97 34.244 14027 3 613.33 -6.907

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

10
LFNHLSAVSESIQALGWVAMAPK

PGPYVK
126 29 5 15.66 b3*b3b10b13y6 3110.62 97.864 52488 4 778.41 -9.340

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

11 AVGR 13 4 1 11.97 b3 402.25 92.550 14922 1 402.25 1.138

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

12 EVITFR 113 6 1 12.93 b3 764.42 51.739 11715 1 764.42 -13.254

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

13 GYADSPSK 29 8 4 38.8 y4y6y7°y7 824.37 58.062 2982 1 824.37 -7.404

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

14 Carbamidomethyl+C(9)
ALLVTASQCQQPAENKLSDLLAPI

SEQIK
84 29 9 44.72 b3b4b14b22y4y7y8y12y25 3165.69 89.650 83949 31055.90 3.933

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

15 Carbamidomethyl+C(12) VPTISINKTDGCHAYLSK 404 18 4 32.83 y8y10y12y14 2004.00 48.925 21812 4 501.75 -12.183

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

16 LEAVSHTSDMHRGYADSPSK 17 20 4 23.32 b9b11b12y12 2188.03 63.428 11166 3 730.01 8.815

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

17 EFHTTGLAWSKTGPVAK 198 17 4 37 b7b10b11b12 1829.95 68.832 2837 3 610.65 -3.135

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

18 Carbamidomethyl+C(9) INSITVDNCKK 366 11 7 47.37 b5b9°b9b10y6y7*y7 1291.68 34.972 1611 2 646.34 8.033

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

19
Carbamidomethyl+C(9);

Phosphoryl STY(5)
ALLVTASQCQQPAENK 84 16 6 26.11

b14°b14*b14y11_HPO3 
y10y11y13_HPO3 y13

1837.82 76.292 21767 2 919.42 -9.299

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

20
Carbamidomethyl+C(9);

Phosphoryl STY(3)
INSITVDNCK 366 10 4 49.2

y4_HPO3 y4y6_HPO3 
y6y7y8_HPO3 y8

1243.52 49.794 11047 1 1243.52 -10.209

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

21 SDLLAPISEQIK 101 12 1 7.26 b5 1313.72 77.629 3577 2 657.36 -9.849

|Q01518|CAP1_HUMAN Adenylyl cyclase-
associated protein 1

22 SGPKPFSAPKPQTSPSPK 294 18 0 6.24 1819.95 34.214 2668 4 455.74 -7.915

|Q9Y536|PAL4B_HUMAN Peptidylprolyl 
cis-trans isomerase A-like 4B

1 Carbamidomethyl+C(7) IIPGFMCQGGDFTR 55 14 10 100.94 b2y3y6y7y8y9y10y11y12y14 1598.75 71.096 84876 2 799.88 3.207

|Q9Y536|PAL4B_HUMAN Peptidylprolyl 
cis-trans isomerase A-like 4B

2 TEWLDGK 118 7 4 38.32 b4y4y6y7 848.42 55.679 5275 1 848.42 8.993

|Q9Y536|PAL4B_HUMAN Peptidylprolyl 
cis-trans isomerase A-like 4B

3 VNIVEAMEHFGYR 135 13 9 63.23 b6b8*b8b9y4y6y7°y7y8 1564.76 34.936 7036 3 522.26 0.936



|Q9Y536|PAL4B_HUMAN Peptidylprolyl 
cis-trans isomerase A-like 4B

4 Carbamidomethyl+C(24)
HTGSGILSMANAGPNTNGSQFFIC

AAKTEWLDGK
91 34 6 25.52 b5b13b15y5y7y8 3580.66 94.462 3108 3 1194.22 -11.114

|P02768|ALBU_HUMAN Serum albumin 1 Carbamidomethyl+C(3) YICENQDSISSK 286 12 23 137.33
b1b2b3b5b8b9*b9b11b12y2°y
2y3°y3y4y6y9°y9*y9y10°y10*

y10y11y12
1443.65 33.462 882768 2 722.33 3.721

|P02768|ALBU_HUMAN Serum albumin 2 YLYEIAR 161 7 13 75.68
b1b2b3b4b7y1y2y3y4°y4y5y6

y7
927.48 51.775 772220 2 464.24 -14.543

|P02768|ALBU_HUMAN Serum albumin 3
Carbamidomethyl+C(1);
Carbamidomethyl+C(2)

CCTESLVNR 499 9 9 64.19 b2y2y3y4y5y6y7°y7y9 1138.50 32.249 98816 2 569.75 0.000

|P02768|ALBU_HUMAN Serum albumin 4 Carbamidomethyl+C(14) ALVLIAFAQYLQQCPFEDHVK 44 21 16 127.78
b2b3b4b5b6b7y2y3y4y7y10y1

2y13y15y19y21
2490.28 108.256 73211 3 830.76 -3.824

|P02768|ALBU_HUMAN Serum albumin 5 VPQVSTPTLVEVSR 438 14 8 49.8 b3b6y2y3y9y10y11y14 1511.84 60.119 50970 2 756.43 -0.081

|P02768|ALBU_HUMAN Serum albumin 6
Carbamidomethyl+C(6);
Carbamidomethyl+C(7)

AAFTECCQAADK 186 12 15 55.07
b1b2b3b6°b6b8b12°b12y1y2y

6°y6y7y9y12
1371.57 31.578 32462 2 686.29 2.314

|P02768|ALBU_HUMAN Serum albumin 7 AEFAEVSK 249 8 4 31.02 b2b3b4y6 880.44 33.040 28006 2 440.72 -1.109

|P02768|ALBU_HUMAN Serum albumin 8 Carbamidomethyl+C(3) RPCFSALEVDETYVPK 508 16 4 33.1 b8b9b10y2 1910.92 65.385 18578 3 637.65 -3.769

|P02768|ALBU_HUMAN Serum albumin 9
Carbamidomethyl+C(2);
Carbamidomethyl+C(11)

TCVADESAENCDK 75 13 3 18.95 b11y8y11 1498.58 22.043 13224 2 749.80 3.747

|P02768|ALBU_HUMAN Serum albumin 10 Carbamidomethyl+C(3)
SHCIAEVENDEMPADLPSLAADFV

ESK
310 27 4 47.59 y6y7y8y9 2974.37 111.365 1737 3 992.13 9.686

|P02768|ALBU_HUMAN Serum albumin 11 LVTDLTK 257 7 6 63.23 b4b5y4y5y6°y6 789.45 38.544 554267 2 395.23 -21.956

|P02768|ALBU_HUMAN Serum albumin 12 Carbamidomethyl+C(10) LVRPEVDVMCTAFHDNEETFLK 138 22 10 53.96
b11°b11b12y6y7°y7y8*y8y10y

14
2650.21 88.541 74378 3 884.07 -20.911

|P02768|ALBU_HUMAN Serum albumin 13 Carbamidomethyl+C(3) QNCELFEQLGEYK 413 13 4 28.19 y4y7*y7y11 1657.77 71.094 31502 2 829.39 7.437

|P02768|ALBU_HUMAN Serum albumin 14 SLHTLFGDK 88 9 3 28.49 b4b5y3 1017.51 60.090 6635 1 1017.51 -22.014

|P02768|ALBU_HUMAN Serum albumin 15 SEVAHR 28 6 2 28.4 y3y5 698.35 30.438 5411 2 349.68 -11.537

|P02768|ALBU_HUMAN Serum albumin 16 HPYFYAPELLFFAK 169 14 5 28.36 b8°b8b9b11y11 1742.87 62.851 4224 2 871.94 -14.568

|P02768|ALBU_HUMAN Serum albumin 17 DVFLGMFLYEYAR 347 13 3 26.43 y4y5y10 1623.77 54.271 3944 2 812.39 -9.172

|P02768|ALBU_HUMAN Serum albumin 18 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEK 524 19 8 40.74 b6y4°y4y7y8y10y14°y14 2260.07 89.604 2171 2 1130.54 19.985

|P02768|ALBU_HUMAN Serum albumin 19 KVPQVSTPTLVEVSR 437 15 22 173.82
b4b5b7°b7b9°b9b10*b10y3y4°
y4y5°y5y6y7y8y9y10°y10y11°

y11y13
1639.92 55.281 713025 3 547.31 -10.272

|P02768|ALBU_HUMAN Serum albumin 20 Carbamidomethyl+C(14) EFNAETFTFHADICTLSEKER 524 21 6 22.85 b13°b13y4y5y10°y10 2545.19 103.591 17389 3 849.07 11.031

|P02768|ALBU_HUMAN Serum albumin 21
Carbamidomethyl+C(6);
Carbamidomethyl+C(7);
Carbamidomethyl+C(15)

AAFTECCQAADKAACLLPK 186 19 4 13.7 b5°b5y7y13 2124.98 63.378 7901 3 709.00 -4.251

|P02768|ALBU_HUMAN Serum albumin 22 NYAEAKDVFLGMFLYEYAR 341 19 4 13.7 b8°b8y3y10 2300.08 68.106 7515 3 767.37 -9.128

|P02768|ALBU_HUMAN Serum albumin 23 Carbamidomethyl+C(3) DVCKNYAEAK 337 10 3 34.99 y4y5y6 1197.56 84.450 4361 2 599.28 4.383

|P02768|ALBU_HUMAN Serum albumin 24 Carbamidomethyl+C(3) NECFLQHKDDNPNLPR 122 16 4 15.7 b15y7y10°y10 1996.94 99.854 4133 3 666.32 2.812



|P02768|ALBU_HUMAN Serum albumin 25 Carbamidomethyl+C(3) ETCFAEEGKK 588 10 3 24.99 b3y4y8 1198.53 32.070 2602 2 599.77 -10.185

|P02768|ALBU_HUMAN Serum albumin 26 Oxidation+M(6) DVFLGMFLYEYAR 347 13 4 28.19 y4°y4y7y10 1639.76 77.289 3051 2 820.39 -10.794

|P02768|ALBU_HUMAN Serum albumin 27 Oxidation+M(12) NYAEAKDVFLGMFLYEYAR 341 19 7 26.64 b8b12*b12y4°y4y9y12 2316.07 82.701 2013 2 1158.54 -13.176

|P02768|ALBU_HUMAN Serum albumin 28 AEFAEVSK 249 8 0 1.44 862.43 33.082 3089 1 862.43 7.077

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

1 VQIYHNPTANSFR 35 13 9 74.2 b11y3y5y6y7*y7y8y9y13 1546.77 45.436 48233 3 516.26 -6.156

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

2 WLPAGTGPQAFSR 22 13 4 31.98 b6b8y10y11 1387.72 62.101 39535 2 694.37 8.269

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

3 Carbamidomethyl+C(13) SSSSVTTSETQPCTPSSSDYSDLQR 321 25 11 40.66
b1b6b10°b10y7*y7y8y11°y11y

12°y12
2707.12 47.313 10288 4 677.54 -14.610

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

4 QQPGPSEHIER 143 11 8 82.27 b7y4y5y6°y6y7y8y9 1277.62 24.473 17858 3 426.54 -4.491

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

5 SGGGGLMEEMNAMLAR 257 16 9 51.63 b4b5b7y6y8*y8y9°y9y15 1623.74 88.497 15518 2 812.37 6.240

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

6 VPAQSESVR 298 9 4 28.49 b4y5°y5y6 972.49 24.992 4676 2 486.75 -16.820

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

7 QEEASGGPTAPK 240 12 3 20.51 b4b7y11 1171.56 40.573 3404 2 586.28 -0.729

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

8 YNQATPNFHQWR 71 12 11 84.41
b3b7°b7b8*b8b10y3y4y9°y9y

10
1561.72 41.814 3202 2 781.36 -8.129

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

9 Carbamidomethyl+C(7) MSETVICSSR 0 10 6 37.44 b5y5°y5y8°y8y9 1169.55 33.104 2231 2 585.28 17.013

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

10 Carbamidomethyl+C(6) SETVICSSRATVMLYDDGNK 1 20 7 28.82 y5y9°y9y12y13°y13*y13 2246.06 77.351 29671 2 1123.54 9.131

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

11 AESGRSGGGGLMEEMNAMLAR 252 21 12 82.09
b3b5°b5b7b9b10b11y7y8y11°

y11y12
2123.98 108.128 6335 2 1062.49 6.437

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

12 Carbamidomethyl+C(13)
SSSSVTTSETQPCTPSSSDYSDLQR

VK
321 27 3 17.36 y4y9y11 2934.36 64.218 5588 3 978.79 10.899

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

13
EDAAQFAAGMASALEALEGGGPP
PPPALPTWSVPNGPSPEEVEQQKR

96 47 8 23.5 b5°b5b22y9y11y13y14y26 4781.32 111.940 4995 4 1196.08 0.409

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

14 Carbamidomethyl+C(7) MSETVICSSRATVMLYDDGNK 0 21 7 33.65 b7b10y3y7*y7y11y14 2377.09 94.465 3176 2 1189.05 2.260

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

15 TPKDESANQEEPEAR 283 15 3 16.6 b3b12y10 1700.79 64.955 2652 2 850.90 12.345

|P50552|VASP_HUMAN Vasodilator-
stimulated phosphoprotein

16 VSKQEEASGGPTAPK 237 15 3 22.62 b8y13y14 1485.74 41.897 2389 2 743.37 -10.024

|P08514|ITA2B_HUMAN Integrin alpha-IIb 1 GPHALGAPSLLLTGTQLYGR 366 20 10 48.61 b4b6b10b20y2y3y6y7y8y20 2022.10 77.889 66244 3 674.70 -8.150



|P08514|ITA2B_HUMAN Integrin alpha-IIb 2 Carbamidomethyl+C(6) AEGGQCPSLLFDLR 90 14 4 29.15 b5y3y8y11 1562.77 79.389 66226 2 781.89 1.953

|P08514|ITA2B_HUMAN Integrin alpha-IIb 3 IVLLDVPVR 765 9 7 42.7 b2b3y4y5°y5y7y9 1023.65 73.421 62626 2 512.33 -5.724

|P08514|ITA2B_HUMAN Integrin alpha-IIb 4 SRPSQVLDSPFPTGSAFGFSLR 431 22 5 23.06 b8b11y6y8y10 2353.19 86.739 591393 785.07 -3.528

|P08514|ITA2B_HUMAN Integrin alpha-IIb 5 ALSNVEGFER 692 10 15 94.24
b2b4°b4*b4b5b9y4y5°y5y6y7

*y7y8*y8y10
1121.56 47.958 48326 2 561.28 -1.306

|P08514|ITA2B_HUMAN Integrin alpha-IIb 6 Carbamidomethyl+C(4) VVLCELGNPMKK 714 12 5 33.73 b2y9y10y11y12 1387.73 53.937 41488 3 463.25 -10.380

|P08514|ITA2B_HUMAN Integrin alpha-IIb 7 VYLFLQPR 358 8 6 38.8 b2y1y4y5y6y8 1035.59 72.447 41008 2 518.30 -4.715

|P08514|ITA2B_HUMAN Integrin alpha-IIb 8 Carbamidomethyl+C(15) TLGPSQEETGGVFLCPWR 72 18 14 80.42
b1°b1b6b13b14*b14y3y4y5y6

y11°y11y12y18
2033.98 80.683 40607 2 1017.49 3.001

|P08514|ITA2B_HUMAN Integrin alpha-IIb 9 VAIVVGAPR 63 9 7 70.62 b3y4y5y6y7y8y9 881.55 46.424 40576 2 441.28 -4.777

|P08514|ITA2B_HUMAN Integrin alpha-IIb 10
FGSAIAPLGDLDRDGYNDIAVAAP

YGGPSGR
386 31 10 27.12

b2b4b6b17y8y10y17°y17y25y
31

3092.51 80.080 32642 3 1031.51 0.947

|P08514|ITA2B_HUMAN Integrin alpha-IIb 11 Carbamidomethyl+C(2) SCVLPQTK 502 8 8 46.48 b2°b2b3b4b5y4°y4y8 932.49 32.160 18459 2 466.75 0.000

|P08514|ITA2B_HUMAN Integrin alpha-IIb 12 IYVENDFSWDK 184 11 5 47.92 y4y6y8y9*y9 1415.63 44.939 4242 2 708.32 -10.692

|P08514|ITA2B_HUMAN Integrin alpha-IIb 13 HDLLVGAPLYM ESR 334 14 6 36.35 b1y4y7°y7y8y11 1600.82 60.969 3515 3 534.28 5.262

|P08514|ITA2B_HUMAN Integrin alpha-IIb 14 Carbamidomethyl+C(17)
QGLGASVVSWSDVIVACAPWQH

WNVLEK
121 28 4 16 b11y8y12y24 3136.56 88.407 2291 4 784.89 -3.814

|P08514|ITA2B_HUMAN Integrin alpha-IIb 15 Carbamidomethyl+C(6) TPVGSCFLAQPESGRR 155 16 4 25.44 b6b8b11y5 1761.88 54.180 1660 2 881.44 6.166

|P08514|ITA2B_HUMAN Integrin alpha-IIb 16 FGSAIAPLGDLDR 386 13 3 28.19 y5y7y12 1331.70 70.686 19385 2 666.35 -0.275

|P08514|ITA2B_HUMAN Integrin alpha-IIb 17 Carbamidomethyl+C(3) LICNQK 702 6 4 37.84 b4b5*b5y4 775.41 27.370 6070 2 388.21 -2.361

|P08514|ITA2B_HUMAN Integrin alpha-IIb 18

Carbamidomethyl+C(9);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(19

)

LQDPVLVSCDSAPCTVVQCDLQE
MAR

902 26 5 21.33 b12y7°y7y10y11 2991.43 89.718 5519 5 599.09 20.404

|P08514|ITA2B_HUMAN Integrin alpha-IIb 19 GNSFPASLVVAAEEGER 782 17 10 58.05 b3°b3b11y5y6°y6y7y9°y9y10 1732.84 62.785 3871 3 578.29 -4.649

|P08514|ITA2B_HUMAN Integrin alpha-IIb 20
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

TPVSCFNIQMCVGATGHNIPQK 510 22 5 22.45 b7b12b13y10°y10 2459.15 107.335 2294 3 820.39 -3.276

|P08514|ITA2B_HUMAN Integrin alpha-IIb 21 QIFLPEPEQPSR 890 12 4 20.51 b3b11y8*y8 1440.77 39.524 2087 2 720.89 18.555

|P08514|ITA2B_HUMAN Integrin alpha-IIb 22
LRAEQMASYFGHSVAVTDVNGD

GR
310 24 5 25.2 b3b14y13y14y21 2580.21 70.791 61660 4 645.81 -6.056

|P08514|ITA2B_HUMAN Integrin alpha-IIb 23 Carbamidomethyl+C(12) TEEAEKTPVGSCFLAQPESGR 149 21 4 19.84 b5b8b11y5 2293.07 53.659 17441 3 765.03 -1.171

|P08514|ITA2B_HUMAN Integrin alpha-IIb 24 IYVENDFSWDKR 184 12 7 33.63 b5*b5b6°b6y4°y4y8 1571.75 73.884 17217 3 524.59 -0.854

|P08514|ITA2B_HUMAN Integrin alpha-IIb 25 Carbamidomethyl+C(6) AEYSPCRGNTLSR 171 13 3 26.43 b3b11b12 1510.73 80.576 10370 2 755.87 12.767

|P08514|ITA2B_HUMAN Integrin alpha-IIb 26 Carbamidomethyl+C(17)
QGLGASVVSWSDVIVACAPWQH

WNVLEKTEEAEK
121 34 7 25.52 b3b5b7*b7y4y5y8 3823.91 116.307 7122 4 956.73 9.066

|P08514|ITA2B_HUMAN Integrin alpha-IIb 27 Carbamidomethyl+C(9) ENETRVVLCELGNPMK 709 16 5 22.23 b5b6y9°y9*y9 1888.94 87.536 6329 3 630.32 9.952

|P08514|ITA2B_HUMAN Integrin alpha-IIb 28 GNTLSRIYVENDFSWDK 178 17 4 27.76 b4b11y3y4 2043.99 65.833 4017 2 1022.50 4.658

|P08514|ITA2B_HUMAN Integrin alpha-IIb 29 Carbamidomethyl+C(5) HSPICHTTMAFLRDEADFR 571 19 6 29.59 y3°y3y4y7y10°y10 2304.09 82.710 1694 2 1152.55 12.292



|P08514|ITA2B_HUMAN Integrin alpha-IIb 30
Carbamidomethyl+C(5);

Oxidation+M(9)
HSPICHTTMAFLRDEADFRDK 571 21 5 35.59 b5b8b9y8y9 2563.15 43.815 42837 3 855.06 -11.620

|P08514|ITA2B_HUMAN Integrin alpha-IIb 31

Carbamidomethyl+C(9);
Carbamidomethyl+C(14)
;Carbamidomethyl+C(19

);Oxidation+M(24)

LQDPVLVSCDSAPCTVVQCDLQE
MAR

902 26 6 25.24 b10°b10y3y4y6y11 3007.38 95.420 14522 3 1003.13 4.059

|P08514|ITA2B_HUMAN Integrin alpha-IIb 32
Carbamidomethyl+C(5);
Carbamidomethyl+C(11)

;Oxidation+M(10)
TPVSCFNIQMCVGATGHNIPQK 510 22 7 41.09 b5b6b8b13°b13b14*b14 2475.17 75.302 1808 2 1238.09 3.058

|P08514|ITA2B_HUMAN Integrin alpha-IIb 33 Carbamidomethyl+C(2) LCELGNPMKK 716 10 1 7.36 b3 1189.60 53.969 7606 2 595.31 -3.078

|P08514|ITA2B_HUMAN Integrin alpha-IIb 34 SNVEGFER 694 8 1 7.86 b5 937.44 47.905 1653 2 469.22 -0.912

|P08514|ITA2B_HUMAN Integrin alpha-IIb 35 Carbamidomethyl+C(3) GQCPSLLFDLR 93 11 0 4.32 1305.67 79.332 1501 2 653.34 5.142

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

1 IRPFFPQQ 483 8 7 63.71 b2b4b6b7y3*y3y6 1032.56 60.802 157116 2 516.78 -6.029

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

2
Carbamidomethyl+C(3);
Carbamidomethyl+C(7)

TPCTVSCNIPVVSGK 224 15 13 78.89
b2b3°b3b9b10b11b13y1y3y4y

6y10y15
1618.80 51.449 157108 2 809.90 2.564

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

3 DNENVVNEYSSELEK 163 15 12 72.17
b4b5b14y2°y2y7y8y9y10*y10

y12y15
1768.79 60.080 141572 2 884.90 1.449

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

4 HGTDDGVVWMNWK 458 13 13 77.9
b2b3b7b8°b8y2y4y5y6y7*y7y

12y13
1544.71 71.064 52286 2 772.86 10.431

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

5 GGETSEMYLIQPDSSVKPYR 247 20 6 20.69 b2b3y1y4y11y15 2257.08 61.912 50332 3 753.03 -0.757

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

6 Carbamidomethyl+C(3) NYCGLPGEYWLGNDK 313 15 4 27.13 b3b11b13y10 1785.81 74.754 49898 2 893.41 10.664

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

7 REEAPSLRPAPPPISGGGYR 52 20 6 46.92 b2b10y3y4y5y6 2107.08 48.022 38154 4 527.53 -9.617

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

8 AHYGGFTVQNEANK 353 14 9 52.81 b2b3b10y6*y6y7y11y12y14 1535.71 38.813 27246 3 512.58 -6.439

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

9 SILENLR 199 7 5 38.32 y2y3y4y5*y5 844.49 55.373 24955 1 844.49 3.686

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

10
Carbamidomethyl+C(3);
Carbamidomethyl+C(7);
Carbamidomethyl+C(17)

TPCTVSCNIPVVSGKECEEIIR 224 22 6 48.5 y6y10y11y12y13y22 2548.23 61.366 24490 3 850.08 4.503

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

11 HQLYIDETVNSNIPTNLR 178 18 5 28.14 b7b13y3y5y9 2127.09 62.937 19470 2 1064.05 2.984

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

12
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 10 39.95 b2b3b4b10b11b27y2y4y11y28 3167.49 89.422 14152 2 1584.25 2.929

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

13 YQISVNK 367 7 3 35.31 b6y4y5 851.46 35.475 24848 2 426.23 -6.882

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

14 EEAPSLRPAPPPISGGGYR 53 19 12 77.28
b3b4b6b9°b9y5y6y8°y8y9y10y

16
1951.01 51.810 21866 2 976.01 5.318

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

15 DLWQK 152 5 2 12.45 b4*b4 689.35 39.470 13004 1 689.35 -14.343

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

16 EDGGGWWYNR 426 10 3 31.98 y4y6y7 1239.52 61.042 8683 2 620.26 3.053

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

17 MVSWSFHK 3 8 4 51.25 b3b7y3y7 1021.48 41.796 4045 2 511.24 -15.834

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

18 MGPTELLIEMEDWK 334 14 4 17.67 b8b12y4°y4 1691.80 120.327 3025 2 846.40 -3.319

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

19 Carbamidomethyl+C(12) LESDVSAQMEYCR 211 13 11 83.47
b3°b3b5b6b7°b7y3y5y9y11°y1

1
1587.69 49.783 2077 2 794.35 5.536



|P02675|FIBB_HUMAN Fibrinogen beta 
chain

20 DNDGWLTSDPR 410 11 8 89.95 b4b6b8b9y3y4y5y10 1275.59 43.279 2002 2 638.30 20.767

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

21

Carbamidomethyl+C(8);
Carbamidomethyl+C(19)
;Carbamidomethyl+C(23

)

KAPDAGGCLHADPDLGVLCPTGC
QLQEALLQQERPIR

87 37 25 157.92
b4b9b10b12b14b16b17b18b19
y3y4y10y11y12*y12y15y18*y
18y19*y19y20y22y23y25y35

4083.97 78.981 234381 5 817.60 -11.597

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

22 AHYGGFTVQNEANKYQISVNK 353 21 3 12.79 b5b7y4 2368.14 53.657 148698 4 592.79 -13.196

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

23 MGPTELLIEMEDWKGDK 334 17 3 23.58 y3y4y15 1991.93 90.514 148381 3 664.65 -9.499

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

24
NSVDELNNNVEAVSQTSSSSFQY

MYLLKDLWQK
124 33 3 22.02 b7b8y5 3837.80 117.478 94012 3 1279.94 -5.980

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

25
DNENVVNEYSSELEKHQLYIDETV

NSNIPTNLR
163 33 4 22.68 y4y5*y5y11 3876.84 84.108 51396 4 969.96 -4.219

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

26 Carbamidomethyl+C(3) NYCGLPGEYWLGNDKISQLTR 313 21 3 12.79 b5y16y19 2484.20 79.684 31119 3 828.74 -0.885

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

27 REEAPSLRPAPPPISGGGYR 52 20 5 34.12 b3°b3y5y6y7 2107.09 74.475 11095 3 703.04 -5.098

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

28 YRGTAGNALMDGASQLMGENR 374 21 9 27.14 b6b15y4°y4y5°y5y7°y7*y7 2212.01 63.351 3735 3 738.01 -6.733

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

29 Carbamidomethyl+C(1)
CHAANPNGRYYWGGQYTWDMA

K
436 22 6 27.74 b10y6y7y9°y9y16 2646.14 125.115 3477 2 1323.57 -0.461

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

30 Carbamidomethyl+C(3)
VYCDMNTENGGWTVIQNRQDGS

VDFGR
267 27 5 21.16 b5b6b11y6°y6 3118.35 28.258 2637 3 1040.12 -6.655

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

31
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 9 41.37 b3°b3b5y3y5°y5y6y7y13 3077.38 97.904 2592 3 1026.47 10.234

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

32 QVKDNENVVNEYSSELEK 160 18 11 54.74
b3b4°b4*b4b7*b7b13y5y6y13

y17
2124.00 93.606 1682 2 1062.50 -3.678

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

33 Phosphoryl STY(16)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 3 21.36 b13b14y13 3247.49 71.187 16663 3 1083.17 14.660

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

34 Phosphoryl STY(15) HQLYIDETVNSNIPTNLR 178 18 6 34.15 b3b6b8b13°b13y5 2207.05 83.989 10993 3 736.35 2.544

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

35 Oxidation+M(8)
TMTIHNGMFFSTYDRDNDGWLTS

DPR
395 26 9 28.13 b3°b3b10y5y9°y9y10°y10y12 3093.35 118.264 12422 4 774.09 1.263

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

36 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLK
124 28 5 21.01 b16y10*y10y13y14 3183.52 89.525 3256 3 1061.84 12.194

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

37 Oxidation+M(8) GTAGNALMDGASQLMGENR 376 19 3 13.7 b11y4y16 1908.86 81.905 2665 3 636.96 3.517

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

38 Oxidation+M(24)
NSVDELNNNVEAVSQTSSSSFQY

MYLLKDLWQK
124 33 3 10.88 b4b15y21 3853.78 108.161 1801 4 964.20 -10.770

|P02675|FIBB_HUMAN Fibrinogen beta 
chain

39 REEAPSLRPAP 52 11 1 7.9 y3 1222.64 48.047 36492 2 611.82 -10.483

|P00924|ENO1_YEAST Enolase 1 1 NVNDVIAPAFVK 67 12 4 27.71 b2y5y6y10 1286.70 65.671 107933 2 643.85 -6.261

|P00924|ENO1_YEAST Enolase 1 2 SIVPSGASTGVHEALEMR 32 18 11 57.01
b1b2b3y5y6y11y13°y13y14y1

5y18
1840.91 60.726 73152 3 614.31 -6.830

|P00924|ENO1_YEAST Enolase 1 3 VNQIGTLSESIK 346 12 7 60.86 b2y3y5y8y9y10y12 1288.71 53.932 72391 2 644.86 -4.452
|P00924|ENO1_YEAST Enolase 1 4 IGSEVYHNLK 185 10 6 49.2 y2y3y4y5y9y10 1159.59 36.901 70591 3 387.20 -13.895

|P00924|ENO1_YEAST Enolase 1 5 IEEELGDNAVFAGENFHHGDK 415 21 15 83.51
b2°b2b3°b3b4b6b7b10°b10y3y

5y6y8y9y11
2328.02 57.092 37927 4 582.76 -13.109

|P00924|ENO1_YEAST Enolase 1 6 IATAIEK 330 7 5 50.77 y3y4y5y6y7 745.44 27.662 13428 2 373.22 -10.480
|P00924|ENO1_YEAST Enolase 1 7 AADALLLK 338 8 8 101.07 b3b5b6y3y4y5y6y7 814.49 52.578 65603 2 407.75 -15.212
|P00924|ENO1_YEAST Enolase 1 8 YDLDFK 258 6 6 50.29 b3y3°y3y4y5°y5 800.37 54.233 51316 2 400.69 -9.914
|P00924|ENO1_YEAST Enolase 1 9 LNQLLR 409 6 2 25.39 y4y5 756.46 41.631 44705 2 378.74 -10.489

|P00924|ENO1_YEAST Enolase 1 10 Carbamidomethyl+C(5) IGLDCASSEFFK 243 12 7 44.84 b4b6°b6b7y5°y5y6 1373.66 91.343 15484 2 687.33 14.041

|P00924|ENO1_YEAST Enolase 1 11 SVYDSR 9 6 2 25.39 b4y4 726.35 76.253 6851 1 726.35 8.739

|P00924|ENO1_YEAST Enolase 1 12
YGASAGNVGDEGGVAPNIQTAEE

ALDLIVDAIK
201 33 5 20.22 b10b12b18b21y4 3257.56 84.028 3601 3 1086.53 -17.312



|P00924|ENO1_YEAST Enolase 1 13 AAQDSFAAGWGVMVSHR 358 17 11 76.84
b3b7b16°b16y3y5°y5y7y11y12

y16
1789.82 95.948 1647 2 895.41 -14.595

|P00924|ENO1_YEAST Enolase 1 14
RYGASAGNVGDEGGVAPNIQTAE

EALDLIVDAIK
200 34 11 64.12

b6b8°b8b10*b10b11b12b13*b
13b16b17

3413.74 126.471 72683 3 1138.59 6.794

|P00924|ENO1_YEAST Enolase 1 15 IEEELGDNAVFAGENFHHGDKL 415 22 4 18.94 y5°y5y10y12 2441.10 63.364 51228 4 611.03 -13.402

|P00924|ENO1_YEAST Enolase 1 16 Carbamidomethyl+C(5) IGLDCASSEFFKDGK 243 15 7 34.02 b7b10b12y4°y4y9°y9 1673.79 42.623 3525 4 419.20 3.792

|P00924|ENO1_YEAST Enolase 1 17 VYARSVYDSR 5 10 3 24.99 b3y5y9 1215.62 69.611 3154 2 608.31 8.937
|P00924|ENO1_YEAST Enolase 1 18 YDLDFKNPNSDK 258 12 5 29.65 b7°b7b10y4y9 1455.69 58.545 2389 2 728.35 9.224

|P00924|ENO1_YEAST Enolase 1 19 Phosphoryl STY(14) TAGIQIVADDLTVTNPK 312 17 6 38.07 b12b14b15°b15y8y9 1835.91 76.222 3015 2 918.46 1.064

|P00924|ENO1_YEAST Enolase 1 20 PSGASTGVHEALEMR 35 15 1 7.56 b12 1541.76 60.715 7162 2 771.38 11.322
|P00924|ENO1_YEAST Enolase 1 21 ENFHHGDK 428 8 0 7.68 983.43 57.118 4439 1 983.43 -5.772
|P00924|ENO1_YEAST Enolase 1 22 SEVYHNLK 187 8 0 2.4 989.51 36.935 2208 2 495.26 5.613
|O00299|CLIC1_HUMAN Chloride 

intracellular channel protein 1
1 LAALNPESNTAGLDIFAK 95 18 12 83.89

b3b5y2y3y4y5y11y12y13*y13
y14y18

1844.98 80.521 69339 2 922.99 3.110

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

2
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 7 23.8 b2b5b6y1y4y10y28 3120.50 70.226 31637 3 1040.84 3.443

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

3 Carbamidomethyl+C(4) IGNCPFSQR 20 9 5 42.7 b3y3y4y5y9 1078.51 37.699 17585 2 539.76 -0.226

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

4 Carbamidomethyl+C(2) LCPGGQLPFLLYGTEVHTDTNK 57 22 3 18.94 y3y15y20 2460.21 83.404 39129 3 820.74 -4.565

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

5 Carbamidomethyl+C(12) FLDGNELTLADCNLLPK 166 17 7 58.05 b7b8b12b13b14y3y10 1932.97 84.895 28098 2 966.99 0.632

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

6 NSNPALNDNLEK 119 12 9 55.53 b3b6°b6y4°y4y6y8°y8y9 1328.64 37.431 25428 2 664.83 0.092

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

7 GVTFNVTTVDTK 37 12 3 30.72 y3y6y8 1281.68 55.420 14946 2 641.34 6.000

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

8
VLDNYLTSPLPEEVDETSAEDEGV

SQR
138 27 9 23.81 b6°b6*b6b12y3y8°y8y9*y9 2992.38 74.479 13639 3 998.13 -2.448

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

9 Carbamidomethyl+C(7) EEFASTCPDDEEIELAYEQVAK 216 22 3 12.43 b5y7y10 2573.18 98.951 6621 3 858.40 20.684

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

10 YLSNAYAR 208 8 4 31.02 b4y5y6°y6 957.48 44.207 2826 2 479.24 1.466

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

11 FSAYIKNSNPALNDNLEK 113 18 7 29.9 b8b13*b13y6y7*y7y11 2038.04 61.015 144863 2 1019.52 7.248

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

12 MAEEQPQVELFVKAGSDGAK 0 20 3 21.34 b10y4y5 2134.05 58.640 96626 2 1067.53 -1.487

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

13 Carbamidomethyl+C(11) AGSDGAKIGNCPFSQR 13 16 7 38.3 b3°b3b13°b13b15y11y12 1664.79 44.144 9780 2 832.90 2.786

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

14 Carbamidomethyl+C(8)
TETVQKLCPGGQLPFLLYGTEVH

TDTNK
51 28 6 21.01 b8*b8y6*y6y8y9 3146.58 106.233 6153 3 1049.53 -1.474

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

15
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 3 17.17 b5b8b15 3120.48 136.550 5259 2 1560.74 -2.347

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

16 AEEQPQVELFVKAGSDGAK 1 19 6 34.28 b6b7°b7b8y5°y5 2002.98 72.498 4300 3 668.33 -11.762

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

17 Phosphoryl STY(8) GVTFNVTTVDTKR 37 13 8 31.98 b6*b6b7*b7y6°y6y10°y10 1517.73 41.773 23748 3 506.58 4.182

|O00299|CLIC1_HUMAN Chloride 
intracellular channel protein 1

18 Phosphoryl STY(7)
VLDNYLTSPLPEEVDETSAEDEGV

SQRK
138 28 5 21.01 b6b7b9y9°y9 3200.44 67.622 5471 5 640.89 -0.839

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

1 VLIFQEENEIPASVFVK 156 17 17 110.52
b2b3b4b8b9b10*b10b12y3y5y

7y12y13°y13*y13y14y17
1962.06 89.213 107283 2 981.53 2.053

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

2 LVNMLDAVQENQHK 64 14 18 86.62
b2b3y1y2y4*y4y5°y5*y5y7y8y

9*y9y10*y10y12°y12y14
1638.81 59.540 72168 3 546.94 -11.545

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

3 SDGDPVQPAVLQVHQTS 408 17 6 23.58 b10°b10b11b13y1y17 1777.88 53.165 19563 2 889.45 6.454



|O95810|SDPR_HUMAN Serum 
deprivation-response protein

4
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 4 11.05 b12b15y15y29 3038.47 62.400 7774 3 1013.50 -0.643

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

5 IVSVER 261 6 1 12.93 y4 702.41 38.173 14394 1 702.41 -6.430

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

6
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 3 16.88 y5y12y16 3237.49 76.256 12784 4 810.13 9.728

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

7 YEGSYALTSEEAER 394 14 5 29.15 b4y3y10y12°y12 1604.68 48.643 8977 2 802.84 -17.116

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

8 YQASTSNTVSK 102 11 9 66.81 b3b6b7°b7b8b9°b9*b9y9 1185.56 34.935 1623 2 593.29 -9.473

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

9 LENNHAQLLRR 141 11 4 34.22 b3b4*b4b5 1363.74 93.103 23195 3 455.25 -9.220

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

10 MEQRQISLEGSVK 78 13 4 18.95 b3b6*b6y9 1504.79 65.736 20391 3 502.27 4.300

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

11 ISSGKSSPFK 281 10 4 24.99 b5y5y9°y9 1037.58 24.928 9021 2 519.29 12.471

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

12 LVNMLDAVQENQHKMEQR 64 18 3 23.19 y6y10y11 2183.05 65.884 4983 3 728.36 -7.381

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

13 VRYEGSYALTSEEAER 392 16 3 15.7 b4y12y14 1859.89 71.075 3173 2 930.45 9.517

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

14 QPVSGAVEGKEELPDENK 173 18 3 14.27 b16y4y17 1925.93 77.270 1858 2 963.47 -10.268

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

15 Oxidation+M(6)
GSNSGMDSNIDLTIVEDEEEESVA

LEQAQK
362 30 3 16.88 y5y11y13 3253.43 93.071 52713 4 814.11 -7.804

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

16 Oxidation+M(10)
QEKPSSPSPMPSSTPSPSLNLGNTE

EAIR
19 29 5 20.89 b13y9y14*y14y15 3054.48 136.519 4986 2 1527.74 2.478

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

17 SPSLNLGNTEEAIR 34 14 0 11.53 1500.76 62.354 44751 2 750.88 -4.555

|O95810|SDPR_HUMAN Serum 
deprivation-response protein

18 NMLDAVQENQHK 66 12 6 25.45 b4°b4*b4b5°b5b9 1426.69 59.552 6088 2 713.85 7.530

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

1 Carbamidomethyl+C(3) ISCLSFALDDLDDQADAAEARR 116 22 15 67.93
b2°b2b5b6b7b13°b13b14°b14

y9°y9y10y13*y13y15
2452.14 94.447 30117 3 818.05 0.498

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

2 NPDVDTSFLPDRDR 144 14 5 25.45 b2y2y4y5y8 1646.79 78.546 6528 3 549.60 7.635

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

3 LLSDATMEK 275 9 6 28.49 b5b7y2°y2y5y9 1007.51 45.716 5302 2 504.26 3.817

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

4 GTMREAGR 5 8 3 34.03 b5y4y7 877.42 42.605 3594 2 439.22 -7.930

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

5 NPDVDTSFLPDRDREEEENR 144 20 3 20.65 b10*b10b11 2433.10 68.787 2799 3 811.71 4.917

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

6 Carbamidomethyl+C(3) ISCLSFALDDLDDQADAAEAR 116 21 4 19.84 b9y3y6y10 2296.02 85.844 90974 3 766.01 -9.889

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

7 DFLELR 222 6 4 37.84 b4°b4b5y3 792.43 30.675 8563 1 792.43 4.005

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

8 QHLEEQR 91 7 7 66.24 b3b4b6°b6y4y6°y6 939.46 57.032 4010 2 470.24 -1.559

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

9 LQQER 98 5 1 12.45 b4 673.37 29.803 3038 1 673.37 7.161

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

10 SGPLFSFDVHDDVRLLSDATMEK 261 23 13 74.55
b5b9b11°b11b12b17y3°y3y4°y

4y7y8y9
2579.24 121.432 147264 3 860.42 -3.313

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

11 QHLEEQRLQQER 91 12 3 20.51 b4b11y11 1593.79 54.272 142366 2 797.40 -10.646

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

12 AQYKGTMR 1 8 3 31.02 b3b4y4 954.48 41.835 12180 2 477.75 1.535

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

13 EELRQEWEAQR 166 11 3 22.46 b5b9y5 1473.71 30.487 6727 3 491.91 -1.160

|Q9Y247|FA50B_HUMAN Protein 
FAM50B

14 VKDEEMEVTFSYWDGSGHR 179 19 4 26.48 b10b11y12y14 2272.01 77.307 6555 4 568.76 6.340



|Q9Y247|FA50B_HUMAN Protein 
FAM50B

15 NPDVDTSFLPDRDR 144 14 6 36.07 b8b9°b9*b9y6y7 1646.76 49.790 2240 2 823.88 -9.711

|P35580|MYH10_HUMAN Myosin-10 1 TQLEELEDELQATEDAK 1545 17 9 49.38 b4*b4b12b13y6y8y9y14y17 1961.93 79.033 161985 2981.47 3.795

|P35580|MYH10_HUMAN Myosin-10 2 LDPHLVLDQLR 689 11 9 82.27 b5y3y4*y4y5y6y7y9y11 1318.74 71.280 118926 2 659.87 -4.999

|P35580|MYH10_HUMAN Myosin-10 3 Carbamidomethyl+C(9) VEDMAELTCLNEASVLHNLK 86 20 9 34.14 b2b3b5y2y4y5y13y18y20 2286.10 79.887 84489 3 762.70 -5.767

|P35580|MYH10_HUMAN Myosin-10 4 Carbamidomethyl+C(4) ADFCIIHYAGK 572 11 7 62.14 y1y3y4y5y7y8y11 1294.62 58.830 78073 2 647.81 -3.300

|P35580|MYH10_HUMAN Myosin-10 5 AGVLAHLEEER 771 11 17 92.51
b1b2b3b6y1y2°y2y3°y3y4y5°y

5y6y7°y7y8y11
1223.63 49.784 75274 2 612.32 -3.492

|P35580|MYH10_HUMAN Myosin-10 6 Carbamidomethyl+C(1) CNGVLEGIR 700 9 10 58.17 b1b2*b2b8*b8y1y3y4y5y7 1017.51 48.819 51840 2 509.26 -3.179

|P35580|MYH10_HUMAN Myosin-10 7 LQAQMKDYQRELEEAR 1649 16 5 22.23 b11b16y9*y9y10 2008.01 61.781 18199 2 1004.51 10.517

|P35580|MYH10_HUMAN Myosin-10 8 SLEAEILQLQEELASSER 1683 18 5 31.81 b11y3y4y8y10 2045.02 76.367 18102 3 682.35 -8.178

|P35580|MYH10_HUMAN Myosin-10 9
Carbamidomethyl+C(1);
Carbamidomethyl+C(13)

CMLQDREDQSILCTGESGAGK 163 21 8 17.07 b6*b6b11y2y5y8°y8y21 2355.06 75.298 9392 2 1178.03 8.708

|P35580|MYH10_HUMAN Myosin-10 10 MEIDLKDLEAQIEAANK 1621 17 3 14.93 b4b15y5 1930.97 57.300 7745 3 644.33 -4.741

|P35580|MYH10_HUMAN Myosin-10 11 KEEELQGALAR 1087 11 5 34.22 b3°b3b6b10*b10 1243.65 88.507 5137 2 622.33 -8.932

|P35580|MYH10_HUMAN Myosin-10 12 IGQLEEQLEQEAK 1822 13 5 27.21 b3b11*b11y8y12 1514.77 80.129 4796 2 757.89 2.579

|P35580|MYH10_HUMAN Myosin-10 13 LQQLFNHTMFILEQEEYQR 482 19 8 45.12 b2b3*b3b8y8y9y11y12 2467.24 103.567 3902 3 823.08 12.963

|P35580|MYH10_HUMAN Myosin-10 14 VEGELEEMER 870 10 3 24.99 b3y4y7 1220.54 30.655 3531 2 610.77 -3.701

|P35580|MYH10_HUMAN Myosin-10 15 YAEERDR 1466 7 4 35.31 b6y3y4y7 938.43 35.734 2241 2 469.72 -5.789

|P35580|MYH10_HUMAN Myosin-10 16 NSLQEQQEEEEEAR 1345 14 4 23.11 b4b5y5°y5 1718.71 62.176 77984 2 859.86 -22.159

|P35580|MYH10_HUMAN Myosin-10 17 IVGLDQVTGMTETAFGSAYK 624 20 5 30.07 y4y6°y6y8y15 2088.07 79.544 54010 3 696.70 19.994

|P35580|MYH10_HUMAN Myosin-10 18 MEEEILLLEDQNSK 982 14 8 39.26 b10y5°y5y6y8°y8y11°y11 1690.80 42.616 49888 3 564.27 -14.078

|P35580|MYH10_HUMAN Myosin-10 19 QLEEAEEEATR 1884 11 12 49.13
b3°b3*b3b4°b4b5°b5*b5y6°y6

y9°y9
1304.61 42.661 43104 2 652.81 7.953

|P35580|MYH10_HUMAN Myosin-10 20 FDQLLAEEK 1452 9 4 42.7 b4y5y6y8 1092.56 50.206 39417 2 546.78 -1.564

|P35580|MYH10_HUMAN Myosin-10 21 HADQYK 1863 6 1 12.93 y5 761.36 85.754 19341 1 761.36 -1.924

|P35580|MYH10_HUMAN Myosin-10 22 NVHELEK 1525 7 5 38.32 b4*b4y3y5°y5 868.47 34.207 13796 2 434.74 19.889

|P35580|MYH10_HUMAN Myosin-10 23 HQQLLEEK 881 8 4 38.8 b3*b3b6b7 1024.54 45.721 12675 2 512.77 -6.196

|P35580|MYH10_HUMAN Myosin-10 24 ALEEETK 1181 7 3 35.31 b4b5y4 819.41 43.752 9799 1 819.41 4.246

|P35580|MYH10_HUMAN Myosin-10 25 ALAYDK 1411 6 2 12.93 y4°y4 680.36 55.291 9625 1 680.36 0.897

|P35580|MYH10_HUMAN Myosin-10 26 DLEAQIEAANK 1627 11 4 22.46 b7b10y7°y7 1201.62 30.610 9479 2 601.31 10.565

|P35580|MYH10_HUMAN Myosin-10 27 LQLAK 1082 5 1 12.45 y3 572.38 43.577 9478 1 572.38 -0.640

|P35580|MYH10_HUMAN Myosin-10 28 SDLLLEGFNNYR 296 12 6 20.51 b3°b3b10y11°y11*y11 1440.71 98.821 8718 2 720.86 -0.763



|P35580|MYH10_HUMAN Myosin-10 29 LLIK 1592 4 1 11.97 y3 486.37 54.302 8091 1 486.37 8.659

|P35580|MYH10_HUMAN Myosin-10 30 NMDPLNDNVATLLHQSSDR 594 19 5 30.58 b5b12b13b16y12 2140.01 65.760 6997 2 1070.51 1.255

|P35580|MYH10_HUMAN Myosin-10 31 NHEAQIQDMR 1188 10 7 57.68 b6*b6y3y4°y4y6y9 1241.57 31.576 6389 2 621.29 -2.458

|P35580|MYH10_HUMAN Myosin-10 32 LQNELDNVSTLLEEAEK 1284 17 4 25.24 b8y6y13y14 1945.01 64.514 6121 3 649.01 16.695

|P35580|MYH10_HUMAN Myosin-10 33 HEMPPHIYAISESAYR 147 16 3 15.7 b8y12y15 1900.93 65.740 5918 3 634.31 12.779

|P35580|MYH10_HUMAN Myosin-10 34 LQQELDDLTVDLDHQR 1424 16 15 73.62
b6°b6*b6b7°b7b9*b9b11y4°y4

*y4y5y6*y6y7
1937.96 73.866 4946 3 646.66 1.260

|P35580|MYH10_HUMAN Myosin-10 35 QELEEILHDLESR 917 13 5 46.66 y3°y3y5y10y12 1610.80 55.675 4846 2 805.90 -1.895

|P35580|MYH10_HUMAN Myosin-10 36 LDGETTDLQDQIAELQAQIDELK 1059 23 10 45.57
b4°b4b6b8b17y5y10*y10y11y

13
2586.26 109.330 4220 4 647.32 -6.419

|P35580|MYH10_HUMAN Myosin-10 37 SAAQK 1777 5 1 12.45 y4 504.28 71.187 4142 1 504.28 -0.484

|P35580|MYH10_HUMAN Myosin-10 38 EQADFAVEALAK 414 12 3 20.51 b7b9y5 1291.63 45.623 4132 2 646.32 -20.603

|P35580|MYH10_HUMAN Myosin-10 39 AVIYNPATQADWTAK 18 15 5 49.29 b3b4b6b8b13 1648.82 136.615 3995 1 1648.82 -7.255

|P35580|MYH10_HUMAN Myosin-10 40 GDDETLHK 1098 8 3 34.03 b7y5y7 914.42 96.413 3288 1 914.42 -2.737

|P35580|MYH10_HUMAN Myosin-10 41 QLHLEGASLELSDDDTESK 1944 19 4 13.7 b12y3°y3y12 2086.99 110.508 2747 2 1044.00 6.902

|P35580|MYH10_HUMAN Myosin-10 42 LNLSSR 1331 6 1 12.93 y5 689.39 26.820 2666 1 689.39 -8.499

|P35580|MYH10_HUMAN Myosin-10 43 DELADEITNSASGK 1710 14 4 17.67 b7°b7b13y12 1449.66 86.516 2474 2 725.34 -4.042

|P35580|MYH10_HUMAN Myosin-10 44 DAASLESQLQDTQELLQEETR 1308 21 6 28.57 b5y5*y5y8y12y13 2404.18 88.447 1866 4 601.80 13.912

|P35580|MYH10_HUMAN Myosin-10 45 HWQWWR 830 6 2 12.93 y4*y4 998.46 34.921 1782 2 499.73 -14.671

|P35580|MYH10_HUMAN Myosin-10 46 FLSNGYIPIPGQQDK 308 15 5 22.62 b5°b5b6y4*y4 1676.87 66.695 1705 3 559.63 5.460

|P35580|MYH10_HUMAN Myosin-10 47 VDDDLGTIESLEEAK 1379 15 3 16.6 b8b14y10 1633.78 77.255 1704 2 817.39 -3.138

|P35580|MYH10_HUMAN Myosin-10 48 Carbamidomethyl+C(4) IAECSSQLAEEEEK 1007 14 5 25.19 b4b10y5y8*y8 1622.69 44.173 1657 2 811.85 -17.753

|P35580|MYH10_HUMAN Myosin-10 49 ELEEAR 1659 6 2 25.39 b3y4 746.37 111.437 1561 1 746.37 2.535

|P35580|MYH10_HUMAN Myosin-10 50 Carbamidomethyl+C(7) EDQSILCTGESGAGK 169 15 3 16.6 b4y6y8 1551.71 114.461 1530 2 776.36 12.194

|P35580|MYH10_HUMAN Myosin-10 51
DVDRIVGLDQVTGMTETAFGSAY

K
620 24 6 34.02 y5y6°y6y8y10y12 2573.23 121.425 154855 3 858.41 -11.575

|P35580|MYH10_HUMAN Myosin-10 52 LEVNMQAMKAQFER 1564 14 5 29.15 b3b8b13y13°y13 1694.83 97.354 141344 2 847.92 -5.186

|P35580|MYH10_HUMAN Myosin-10 53 LVQEQGSHSKFQKPR 552 15 4 24.68 b3b8b12°b12 1768.97 83.951 54668 3 590.33 14.837

|P35580|MYH10_HUMAN Myosin-10 54 EIFMQVEDERR 1852 11 5 32.69 b3°b3b5y5y10 1451.71 64.418 38810 2 726.36 7.652

|P35580|MYH10_HUMAN Myosin-10 55 Carbamidomethyl+C(4) ELACEVKVLQQVK 1234 13 5 26.43 b3b4°b4b6°b6 1543.83 92.542 26313 2 772.42 -14.549

|P35580|MYH10_HUMAN Myosin-10 56 HATALEELSEQLEQAKR 1200 17 5 25.24 b9b14b15*b15y12 1953.01 80.131 19072 3 651.67 3.125

|P35580|MYH10_HUMAN Myosin-10 57
DLSEELEALKTELEDTLDTTAAQQ

ELR
1142 27 10 59.27

b10°b10b11y5°y5*y5y6*y6y7y
8

3061.46 118.251 18387 3 1021.16 -14.673



|P35580|MYH10_HUMAN Myosin-10 58 KVDDDLGTIESLEEAK 1378 16 5 35.09 b5b6y7°y7y8 1761.85 49.785 18066 3 587.96 -12.125

|P35580|MYH10_HUMAN Myosin-10 59 KALEEETK 1180 8 5 60.7 b5b6y4y5y7 947.49 40.572 17204 2 474.25 -10.307

|P35580|MYH10_HUMAN Myosin-10 60 DDVGKNVHELEK 1520 12 7 53.17 b3°b3b6*b6b9b11*b11 1382.69 40.562 17084 2 691.85 -3.620

|P35580|MYH10_HUMAN Myosin-10 61 QLRADMEDLMSSK 1507 13 4 23.72 b9b10y10°y10 1523.74 41.861 13168 2 762.37 11.376

|P35580|MYH10_HUMAN Myosin-10 62 NHEAQIQDMRQR 1188 12 7 55.53 b6b11*b11y5y8y9y10 1525.73 68.083 11461 2 763.37 -1.200

|P35580|MYH10_HUMAN Myosin-10 63 EEELQGALARGDDETLHK 1088 18 3 21.67 b13y9y10 2010.99 61.349 9890 3 671.00 10.684

|P35580|MYH10_HUMAN Myosin-10 64 QRHATALEELSEQLEQAK 1198 18 6 14.27 b6°b6*b6b10*b10y14 2081.06 71.862 9677 3 694.36 -2.346

|P35580|MYH10_HUMAN Myosin-10 65 NKQEVMISDLEER 1029 13 4 23.72 b6y5y6°y6 1590.79 63.464 8182 2 795.90 5.218

|P35580|MYH10_HUMAN Myosin-10 66 LQAQMKDYQR 1649 10 3 24.99 b9y4y7 1280.66 71.950 7509 2 640.83 14.584

|P35580|MYH10_HUMAN Myosin-10 67 NRLQQELDDLTVDLDHQR 1422 18 5 28.14 b9b11y4y8y11 2208.08 97.147 6686 3 736.70 -8.735

|P35580|MYH10_HUMAN Myosin-10 68 KLDGETTDLQDQIAELQAQIDELK 1058 24 3 18.16 y4y7y11 2714.37 98.103 6352 3 905.46 -0.090

|P35580|MYH10_HUMAN Myosin-10 69 VEGELEEMERK 870 11 4 22.46 b3y5°y5y9 1348.65 80.196 5761 2 674.83 9.776

|P35580|MYH10_HUMAN Myosin-10 70 MAQRTGLEDPER 0 12 3 20.51 b7y6y8 1402.69 65.692 5718 3 468.23 9.051

|P35580|MYH10_HUMAN Myosin-10 71 LEEKALAYDK 1407 10 4 26.75 b3°b3y3y4 1179.63 47.866 5600 2 590.32 6.726

|P35580|MYH10_HUMAN Myosin-10 72 RGGPISFSSSR 1929 11 4 22.46 b8°b8y4y8 1150.60 107.272 5517 2 575.81 5.835

|P35580|MYH10_HUMAN Myosin-10 73 KHQQLLEEK 880 9 4 28.49 b3*b3y3y8 1152.63 55.629 4627 2 576.82 -9.426

|P35580|MYH10_HUMAN Myosin-10 74 KQELEEILHDLESR 916 14 6 39.26 b3*b3y5y7y8y10 1738.91 78.337 4219 3 580.31 7.441

|P35580|MYH10_HUMAN Myosin-10 75 AQRTGLEDPER 1 11 8 32.69 b4°b4b10°b10*b10y6y8°y8 1271.62 42.601 3908 2 636.32 -7.680

|P35580|MYH10_HUMAN Myosin-10 76 ALEEETKNHEAQIQDMR 1181 17 11 49.38
b4°b4b5b9y3°y3y5°y5y10y11°

y11
2041.98 73.857 3159 2 1021.49 9.625

|P35580|MYH10_HUMAN Myosin-10 77 Carbamidomethyl+C(17) HEMPPHIYAISESAYRCMLQDR 147 22 9 52.52 b7b8b10b11°b11y4°y4y10y11 2704.27 124.070 3069 3 902.09 9.570

|P35580|MYH10_HUMAN Myosin-10 78 DELADEITNSASGKSALLDEK 1710 21 6 28.95 b3°b3b5°b5b11b13 2206.04 63.388 2837 3 736.02 -14.608

|P35580|MYH10_HUMAN Myosin-10 79 Carbamidomethyl+C(9) LMEDRIAECSSQLAEEEEK 1002 19 4 18.69 b6b14y6y11 2267.03 77.917 2468 3 756.35 7.108

|P35580|MYH10_HUMAN Myosin-10 80 ERNTDQASMPENTVAQK 363 17 3 14.93 b6y10y12 1918.91 104.705 2181 2 959.96 11.069

|P35580|MYH10_HUMAN Myosin-10 81 ALEEALEAKEEFER 1490 14 7 52.81 b5b8y4°y4y6y8y10 1663.83 80.144 1919 3 555.28 6.530

|P35580|MYH10_HUMAN Myosin-10 82 NKQGLETDNK 1224 10 8 56.88 b4b6b8*b8y3°y3*y3y5 1146.56 26.449 1749 2 573.78 -14.799

|P35580|MYH10_HUMAN Myosin-10 83 LQRELDDATEANEGLSR 1902 17 9 41.4 b7°b7b12b13y6y7°y7y13°y13 1916.92 95.956 1670 3639.65 -4.267

|P35580|MYH10_HUMAN Myosin-10 84 KEEELQGALAR 1087 11 5 25.47 b6°b6b7°b7y3 1243.65 34.935 1645 2 622.33 -14.723

|P35580|MYH10_HUMAN Myosin-10 85 HAEQERDELADEITNSASGK 1704 20 6 35.39 b4b6y3y7y11y13 2200.02 44.154 1603 2 1100.51 4.106

|P35580|MYH10_HUMAN Myosin-10 86 Carbamidomethyl+C(12) QGLETDNKELACEVK 1226 15 7 34.02 b5°b5b6b8y5°y5y11 1733.83 119.125 1535 2 867.42 -2.112



|P35580|MYH10_HUMAN Myosin-10 87 Phosphoryl STY(11) NILAEQLQAETELFAEAEEMR 889 21 3 12.79 b11y10y13 2515.15 91.820 134532 3 839.05 6.698

|P35580|MYH10_HUMAN Myosin-10 88 Phosphoryl STY(13) AVIYNPATQADWTAK 18 15 3 16.6 b5b12y4 1728.77 42.590 4679 2 864.89 -8.826

|P35580|MYH10_HUMAN Myosin-10 89 Phosphoryl STY(8) LQAQMKDYQR 1649 10 9 50.86
b3b4b7°b7y4_H3PO4 

y4°y4*y4y5_H3PO4 y5°y5
1360.59 23.875 3687 3 454.20 -3.320

|P35580|MYH10_HUMAN Myosin-10 90 Phosphoryl STY(10) VDDDLGTIESLEEAKK 1379 16 7 28.56 b8°b8b9°b9y8°y8y11 1841.81 49.841 3591 2 921.41 -13.984

|P35580|MYH10_HUMAN Myosin-10 91 Phosphoryl STY(10) LQNELDNVSTLLEEAEKK 1284 18 10 38.37
b7°b7b9*b9b15_H3PO4 

b15y9y12_H3PO4 
y12y13°y13*y13

2153.00 108.136 3032 2 1077.00 -13.267

|P35580|MYH10_HUMAN Myosin-10 92 Phosphoryl STY(11) IVGLDQVTGMTETAFGSAYK 624 20 4 21.34 b10°b10b11y6 2168.02 98.827 1803 2 1084.51 14.752

|P35580|MYH10_HUMAN Myosin-10 93 Oxidation+M(2) NMDPLNDNVATLLHQSSDR 594 19 8 49.44 b11b12b13y3°y3y4y13*y13 2156.00 58.621 64015 3 719.34 -1.132

|P35580|MYH10_HUMAN Myosin-10 94 Oxidation+M(10) IVGLDQVTGMTETAFGSAYK 624 20 3 13.21 b14y7y16 2104.03 81.462 13076 3 702.01 0.116

|P35580|MYH10_HUMAN Myosin-10 95 Oxidation+M(15) IAQLEEELEEEQSNMELLNDR 1737 21 5 19.84 b9b11b13°b13y7 2548.17 92.502 2194 2 1274.59 0.671

|P35580|MYH10_HUMAN Myosin-10 96 Oxidation+M() LQQLFNHTMFILEQEEYQR 482 19 7 36.81 b3b8b11y4y9y10*y10 2483.17 136.456 1816 2 1242.09 -12.585

|P35580|MYH10_HUMAN Myosin-10 97 Oxidation+M(4) EIFMQVEDER 1852 10 3 24.99 b4y3y8 1311.60 34.942 1599 2 656.31 11.727

|P35580|MYH10_HUMAN Myosin-10 98 Carbamidomethyl+C(4) ADFCIIHYAGK 572 11 2 17.79 y6y8 1276.60 58.819 1554 3 426.20 -10.614

|P09486|SPRC_HUMAN SPARC 1 Carbamidomethyl+C(5) YIPPCLDSELTEFPLR 150 16 7 32.44 b8b9b12°b12y9y14y16 1949.98 88.311 21654 2 975.50 8.389

|P09486|SPRC_HUMAN SPARC 2

Carbamidomethyl+C(2);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(14
);Carbamidomethyl+C(2

0)

VCELDENNTPMCVCQDPTSCPAPI
GEFEK

81 29 6 47.99 b2y7y8y9y12y13 3397.41 68.714 8721 3 1133.14 -1.078

|P09486|SPRC_HUMAN SPARC 3 DEDNNLLTEK 181 10 4 26.75 b7b8y9y10 1190.54 29.441 6156 2 595.78 -7.793
|P09486|SPRC_HUMAN SPARC 4 QKDIDKDLVI 293 10 6 13.33 b2b4*b4b5°b5*y5 1186.68 89.166 5223 2 593.84 7.304

|P09486|SPRC_HUMAN SPARC 5 Carbamidomethyl+C(10) YIALDEWAGCFGIK 279 14 8 70.03 b4b8°b8y6y7y8y9y10 1642.81 44.131 39081 2 821.91 9.809

|P09486|SPRC_HUMAN SPARC 6 Carbamidomethyl+C(10) YIALDEWAGCFGIKQK 279 16 5 32.44 b6b7b11y11y13 1898.97 53.205 7201 3 633.66 13.371

|P09486|SPRC_HUMAN SPARC 7 Carbamidomethyl+C(12) GHKLHLDYIGPCK 137 13 5 43.65 y4y5y8y9°y9 1537.80 75.337 3182 2 769.40 3.652

|P09486|SPRC_HUMAN SPARC 8 EDNNLLTEK 182 9 1 7.86 b8 1075.53 29.377 4739 2 538.27 4.880

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

1 ALYQASGGLNGDSFR 75 15 18 101.06
b6*b6b7*b7b9y1y2y3y4°y4y7

y9y10°y10y11°y11y13y15
1555.77 73.846 59257 2 778.39 11.299

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

2 Carbamidomethyl+C(24)
GWPAFAPASPGEDTAGGTPPPQT

CGIVK
474 28 10 39.95 b7b9y5y6y7°y7*y7y13y17y28 2766.31 62.845 44372 3 922.77 -3.354

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

3 DAAAAQYDQGASLR 175 14 7 48.16 b6*b6b9b13y4y11y13 1436.68 92.534 10571 2 718.85 5.098

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

4 AQGPVMPPGGLDAGGQMYVNR 591 21 15 91.73
b3b5b7*b7b10b11*b11b13°b1

3b16y5y6y7y12y21
2115.01 108.143 10097 3 705.67 -0.577

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

5 Carbamidomethyl+C(29)
AVTTHDPNPAASTEQPSPLGREAV

EQFFCHVR
373 32 3 10.89 b10y12y18 3548.66 69.001 4185 4 887.92 -11.008

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

6 YNVQPDAGGTVEGFASELLGR 919 21 5 22.85 b17°b17y10y16y17 2180.04 105.002 2123 3 727.35 -9.743

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

7 DFVEAIGSYVK 795 11 5 34.12 b3b6°b6b7y5 1227.61 105.664 1615 1 1227.61 -13.225

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

8 Carbamidomethyl+C(4) IVACIETHFPEHAGEYQAVSVR 940 22 6 23.06 b12°b12b14b18y11y13 2513.23 71.046 35066 3 838.41 2.040



|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

9 Carbamidomethyl+C(13) EFITYIYLAHFECFSPPR 349 18 4 14.27 b8°b8y8y12 2290.12 100.557 22091 3 764.05 10.234

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

10 AVTTHDPNPAASTEQPSPLGR 373 21 4 19.84 b11b13b15y5 2146.04 70.957 17066 3 716.02 -5.916

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

11
Carbamidomethyl+C(2);
Carbamidomethyl+C(6);
Carbamidomethyl+C(9)

LCVSLCQQCFAAK 1014 13 5 27.21 b4°b4b6y5y8 1584.74 79.502 8399 2 792.87 5.469

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

12 GVAR 781 4 1 11.97 y3 402.24 97.343 5124 1 402.24 -4.856

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

13
Carbamidomethyl+C(2);
Carbamidomethyl+C(3)

FCCTSQYAR 299 9 5 36.27 y5y7°y7y8°y8 1192.47 42.602 4439 2 596.74 -14.741

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

14 LAEAVVSAEAAAHPDHGALGR 563 21 5 35.98 b5y7y9y10y11 2042.08 62.758 3957 3 681.36 18.711

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

15 Carbamidomethyl+C(8) IAPDGPACGR 829 10 5 36.65 b4b9°b9y6y9 1013.47 49.751 3300 2 507.24 -14.815

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

16 NALEHFGR 901 8 3 31.02 b3y6y7 943.47 34.967 2900 2 472.24 -7.957

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

17 LGGAGATYDLQAIK 255 14 4 17.67 b6b11°b11y7 1377.72 52.245 2459 2 689.36 -13.468

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

18 VLHSLGGDYVSFFER 882 15 3 16.6 b10y8y10 1725.82 53.775 2408 2 863.42 -20.653

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

19 FGPDEK 234 6 2 25.39 b3y4 692.32 103.550 2265 1 692.32 -9.257

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

20 Carbamidomethyl+C(2) VCMPVPAPYVVHGSLTMR 763 18 3 21.43 b6b10b14 2013.97 77.389 1952 2 1007.49 -18.547

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

21 ADGPTEQDR 61 9 6 42.7 b4b5°b5b7y6*y6 988.45 93.556 1800 1 988.45 15.561

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

22 DVPAFVAAHADPR 851 13 4 18.95 b8y4°y4y9 1365.67 54.248 1562 2 683.34 -14.212

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

23 ISMVPTGQAFAALAWDDWAR 537 20 4 38.82 b3b4b6b7 2206.05 118.082 1527 2 1103.53 -11.067

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

24 GLTTLYVHHEVRVLAAYR 200 18 4 21.43 b3°b3b6b11 2098.14 118.073 163768 3 700.05 -6.167

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

25 NALEHFGRR 901 9 5 54.74 b3b4b6b7°b7 1099.57 37.475 136377 2 550.29 -4.552

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

26 Carbamidomethyl+C(9) GRTRPMFVCR 107 10 4 37.44 b4b5b9y3 1279.64 69.733 75571 3 427.22 -9.253

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

27 FEESRALYQASGGLNGDSFR 70 20 12 55.32
b5°b5b6°b6b9°b9b10b13y6y8°

y8y10
2204.04 81.262 52690 3 735.35 2.437

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

28 Carbamidomethyl+C(7) TRPMFVCRFER 109 11 4 22.46 b6b8°b8y3 1498.73 56.325 4346 3 500.25 -4.072

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

29 RAYYGSAQSPFWFLSK 218 16 6 36.64 b6°b6b8b11b13*b13 1907.93 76.248 3627 3 636.65 -8.957

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

30 MGQEDGNRGER 0 11 4 22.46 b8y3y7*y7 1248.55 81.289 2623 1 1248.55 8.115

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

31 AYYGSAQSPFWFLSKFGPDEK 219 21 4 33.58 b11b12b13*b13 2425.14 76.184 1530 2 1213.08 -2.517

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

32
Carbamidomethyl+C(7);
Carbamidomethyl+C(9);

Phosphoryl STY(2)
ETDSPVCSCTDK 747 12 4 33.73

y9_H3PO4 
y8y9°y9y10_H3PO4 y10

1478.53 34.889 362211 2 739.77 11.559

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

33 Phosphoryl STY() AVTTHDPNPAASTEQPSPLGR 373 21 9 27.14
b6°b6b7b11°b11*b11y10°y10y

12
2226.02 81.254 9668 3 742.68 3.619

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

34
Carbamidomethyl+C(14)

;Phosphoryl STY(8)
TYAPGALTPAPAYCGAVDSATK 437 22 3 12.43 b6y11y13 2262.02 56.355 6830 2 1131.51 4.425



|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

35 Phosphoryl STY(7) LGGAGATYDLQAIK 255 14 4 25.19 b3b5y8y13 1457.68 136.469 6566 1 1457.68 -11.138

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

36
Carbamidomethyl+C(17)

;Phosphoryl STY(9)
VSDREFITYIYLAHFECFSPPR 345 22 3 12.43 b7y6y12 2827.25 77.371 2967 3 943.09 -13.557

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

37
Carbamidomethyl+C(2);

Oxidation+M(17)
VCMPVPAPYVVHGSLTMR 763 18 3 14.27 b11y6y9 2029.98 61.266 16440 2 1015.49 -10.944

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

38
Carbamidomethyl+C(7);

Oxidation+M(4)
TRPMFVCR 109 8 6 60.7 b4°b4b5y4y6y7 1082.52 80.128 6082 1 1082.52 -5.864

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

39 Oxidation+M() AQGPVMPPGGLDAGGQMYVNR 591 21 12 50.22
b4*b4b8b12°b12b17y7*y7y10

y12°y12y15
2131.03 93.113 2027 3 711.02 11.915

|P10236|UL52_HHV11 DNA 
helicase/primase complex protein

40 YNVQPDAGGTVEGFASEL 919 18 0 7.68 1853.84 105.053 3312 2 927.43 -6.519

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

1 FADTTVQSDMK 79 11 10 59.82 b3b8y1y2y4y5*y5y6y10y11 1242.55 68.085 197798 3 414.86 -12.870

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

2 VEILANDQGNR 27 11 8 66.81 b3y4y6*y6y7y8y9y11 1228.63 36.321 66077 2 614.82 -0.894

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

3 TTPSYVAFTDTER 38 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

4 SQAALNPHNTVFDAK 58 15 10 54.28
b6°b6b10b12*b12b13y2y5y9y

13
1612.81 59.460 39723 2 806.91 4.314

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

5 Carbamidomethyl+C(5) FEELCSDLFR 303 10 3 31.98 y4y5y8 1315.58 62.891 2488 3 439.20 -11.413

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

6 ATAGDTHLGGEDFDNR 222 16 4 15.7 b5°b5y6y13 1675.74 39.397 1761 2 838.37 6.483

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

7 TPSSSTQATLEIDSLFEGVDFYK 274 23 14 57.98
b4b5b6°b6b11°b11*b11b12°b

12b14°b14b19y4°y4
2535.26 121.418 445922 3 845.76 16.853

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

8 TFYPEEISSMVLSK 114 14 5 25.45 b4b5°b5b7°b7 1630.84 36.637 3544 3 544.28 20.135

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

9 HAVITVPTYFSNSQR 142 15 6 29.51 b13b14y3*y3y8°y8 1719.86 75.324 3394 3 573.96 -10.434

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

10 LVNHFMEEFR 238 10 3 26.75 b3b4y6 1321.64 83.173 1562 2 661.32 2.586

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

11 Phosphoryl STY(5) HAVITVPTYFSNSQR 142 15 4 16.6 b4b11y12*y12 1799.86 66.642 18737 2 900.43 10.784

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

12 Phosphoryl STY() MKETAEAYLGQPVK 128 14 6 30.63 b7b10_H3PO4 b10y8y9°y9*y9 1644.78 34.923 9131 3 548.93 12.691

|P48741|HSP77_HUMAN Putative heat 
shock 70 kDa protein 7

13
Carbamidomethyl+C(18)

;Phosphoryl STY()
QAPRELAVGIDLGTTYSCVGVFQ

QGR
1 26 11 29.6

b3b5°b5b13y4*y4y9*y9y10°y1
0*y10

2902.38 41.859 4800 6 484.57 0.505

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

1 NLLSVAYK 42 8 9 46.48 b1b2b4*b4y1y2y3y5y6 907.52 58.041 98856 2 454.26 -5.986

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

2
AAFDDAIAELDTLSEESYKDSTLI

MQLLR
196 29 14 54.5

b2b3b6b7°b7b8y1y2y5y6y9y1
9y22y29

3258.62 136.167 42823 3 1086.88 2.547

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

3 DSTLIMQLLR 215 10 5 31.98 y2y4y5y7y10 1189.67 92.652 22909 2 595.34 3.899

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

4 AAFDDAIAELDTLSEESYK 196 19 5 29.59 b1y4y7y13y14 2087.97 77.443 3310 3 696.66 0.234

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

5 EDLVYQAK 4 8 5 38.8 b3°b3b4b6*b6 965.49 58.043 42678 1 965.49 -0.253

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

6 HLIPAANTGESK 106 12 5 34.72 b10*b10y5y8y10 1237.65 73.032 24337 2 619.33 0.888

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

7 VFYYK 118 5 1 12.45 y3 719.37 55.784 9572 1 719.37 -7.466

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

8 VAGMDVELTVEER 29 13 3 26.43 b7b8b12 1447.71 84.807 1723 3 483.24 0.337

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

9 HLIPAANTGESKVFYYK 106 17 3 23.58 y4y5y14 1938.00 66.480 138840 3 646.67 -5.480



|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

10 LAEQAERYDEMVESMK 12 16 6 38.97 b10b11y4y5°y5y10 1928.85 88.552 14152 2 964.93 -12.657

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

11
Carbamidomethyl+C(3);
Carbamidomethyl+C(4)

LICCDILDVLDKHLIPAANTGESK 94 24 3 18.16 y4y6y9 2695.35 93.465 10995 4 674.59 -10.869

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

12 EDLVYQAKLAEQAER 4 15 6 27.13 b4b5b11y5°y5*y5 1762.88 81.182 9717 3 588.30 -10.110

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

13 MDDREDLVYQAK 0 12 3 30.72 y4y8y11 1482.68 136.505 8716 1 1482.68 -4.693

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

14
Carbamidomethyl+C(11)
;Carbamidomethyl+C(12

)
QMVETELKLICCDILDVLDK 86 20 3 13.21 b3b8y10 2435.19 43.313 3360 4 609.55 -12.131

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

15 GDYHRYLAEFATGNDR 125 16 6 31.77 b9b11y3y5y11°y11 1884.88 80.098 2033 2 942.94 7.254

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

16 EYRQMVETELK 83 11 4 29.45 b3°b3b7b8 1425.69 103.312 2004 2 713.35 -12.415

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

17 Oxidation+M(4) VAGMDVELTVEER 29 13 4 23.72 b3b4y5°y5 1463.70 64.917 7927 2 732.35 -2.419

|P62258|1433E_HUMAN 14-3-3 protein 
epsilon

18 NLLSVAYK 42 8 0 1.44 890.50 58.009 2222 2 445.75 6.374

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

1 ELPSATPNTAGSSSTR 122 16 14 71.98
b2b4b5b12b13°b13y2°y2y4y8°

y8y11y14y16
1575.78 45.755 157910 3 525.93 9.761

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

2 STEDLPGSQATLSQWSTPGSTPSR 160 24 13 51.23
b1b2b3b11b12b13°b13b14*b1

4y11y13°y13*y13
2490.17 75.277 9238 3 830.73 -3.039

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

3

Carbamidomethyl+C(5);
Carbamidomethyl+C(12)
;Carbamidomethyl+C(17

)

LREECPLDTSLCTDTNCASQSTTS
TR

257 26 6 28.13 b5b8b9b11y6y9 3003.32 68.206 6120 3 1001.78 3.414

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

4 IGLEDIWNSLSSVFTEMQPIDR 316 22 9 32.09 b5b10y5*y5y7*y7y9y12*y12 2550.24 117.262 11990 3 850.75 -5.552

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

5
Carbamidomethyl+C(11)
;Carbamidomethyl+C(13

)
LVLMPWGPWHCHCK 200 14 5 35.88 b10b12b13y3y7 1820.86 74.555 9351 4 455.97 1.073

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

6 WPSPSPTAMPSPEDLR 184 16 10 60.4 b3b4b7b9y6y7°y7y11°y11y13 1767.84 65.805 4457 2 884.42 0.552

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

7 AAGAQGLTQTPTEMQR 19 16 8 79.13 b4b5b10b11b12y10y11y12 1659.82 93.649 4334 2 830.41 4.045

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

8 FIANSQEPEIR 138 11 4 38.89 b4b7b10y9 1303.65 26.429 3284 2 652.33 -10.581

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

9 DSTSRELPSATPNTAGSSSTR 117 21 3 12.79 b7b15y8 2122.00 100.755 58943 3 708.00 -2.186

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

10
IGLEDIWNSLSSVFTEMQPIDRNQ

R
316 25 6 24.68 b6b7°b7b9y5y9 2948.41 71.824 34599 5 590.49 -14.822

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

11 VSLRFGGPMTR 35 11 3 29.45 y3y4y8 1220.66 68.135 18918 2 610.84 5.600

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

12
ELPSATPNTAGSSSTRFIANSQEPEI

R
122 27 6 23.81 b3b9y6*y6y7y24 2860.37 86.571 9001 3 954.13 -11.693

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

13
SSAINEEDGSSEEGVVINAGKDST

SR
96 26 3 11.43 b10b14y5 2638.22 92.532 2091 2 1319.62 6.200

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

14 Oxidation+M(14) AAGAQGLTQTPTEMQR 19 16 5 40.62 b5b6b10°b10b11 1675.82 105.781 2387 3 559.28 8.304

|Q9BUN1|CA056_HUMAN 
Uncharacterized protein C1orf56

15 STEDLPGSQATLSQWSTPGSTPSR 160 24 1 8.79 y8 2472.18 75.290 12825 3 824.73 6.518

|P09104|ENOG_HUMAN Gamma-enolase 1
HIAQLAGNSDLILPVPAFNVINGGS

HAGNK
132 30 11 36.73

b2b3y1y2y6y8y9y10y14°y14y
30

3024.59 95.554 149033 4 756.90 -4.359

|P09104|ENOG_HUMAN Gamma-enolase 2 AAVPSGASTGIYEALELR 32 18 8 51.2 b7b12y7y10y13y14y15y18 1804.95 78.562 51936 2 902.98 3.787

|P09104|ENOG_HUMAN Gamma-enolase 3 LAMQEFMILPVGAESFR 162 17 5 34.78 b6b7b8y6°y6 1939.00 87.521 6178 3 647.00 7.932



|P09104|ENOG_HUMAN Gamma-enolase 4 DYPVVSIEDPFDQDDWAAWSK 285 21 4 19.84 b6b10b13y8 2483.13 94.387 2116 3 828.38 10.815

|P09104|ENOG_HUMAN Gamma-enolase 5 LAQENGWGVMVSHR 358 14 4 29.15 b3b5b10y13 1583.76 83.973 1727 2 792.39 -6.629

|P09104|ENOG_HUMAN Gamma-enolase 6 IVIGMDVAASEFYR 239 14 6 39.26 b12y3y8y9°y9y11 1570.81 54.221 162649 2 785.91 10.802

|P09104|ENOG_HUMAN Gamma-enolase 7 Carbamidomethyl+C(14) VNQIGSVTEAIQACK 343 15 7 44.56 b5b8b14°b14y4y12y14 1617.83 94.509 2603 2 809.42 1.132

|P09104|ENOG_HUMAN Gamma-enolase 8 AVDHINSTIAPALISSGLSVVEQEK 64 25 8 17.29 b7°b7b10°b10b12°b12y5*y5 2578.32 109.324 1914 2 1289.67 -19.127

|P09104|ENOG_HUMAN Gamma-enolase 9 AGYTEKIVIGMDVAASEFYR 233 20 4 25.96 b3b4y7y11 2220.08 94.386 7922 2 1110.54 -10.007

|P09104|ENOG_HUMAN Gamma-enolase 10 SPTDPSRYITGDQLGALYQDFVR 262 23 3 12.12 b8y6y11 2599.27 109.295 5482 3 867.09 -4.696

|P09104|ENOG_HUMAN Gamma-enolase 11 LAMQEFMILPVGAESFRDAMR 162 21 4 19.84 b20y5y10y12 2412.16 84.024 4380 2 1206.58 -11.639

|P09104|ENOG_HUMAN Gamma-enolase 12 EAIDKAGYTEK 228 11 3 34.22 b6b7b8 1224.62 76.189 1968 2 612.81 6.878

|P09104|ENOG_HUMAN Gamma-enolase 13 Phosphoryl STY(15) FTANVGIQIVGDDLTVTNPK 306 20 6 33.44 b3b13b16y4*y4y5 2182.09 76.748 11109 3 728.04 11.524

|P09104|ENOG_HUMAN Gamma-enolase 14 Phosphoryl STY(8) LGAEVYHTLK 183 10 4 39.76 b5b7b9_H3PO4 b9°b9 1210.59 67.067 5218 1 1210.59 8.470

|P09104|ENOG_HUMAN Gamma-enolase 15 Oxidation+M(5) LDNLMLELDGTENK 89 14 3 17.67 b4y7y9 1620.78 62.711 175280 2 810.90 3.163

|P09104|ENOG_HUMAN Gamma-enolase 16 Oxidation+M(5) IVIGMDVAASEFYR 239 14 4 17.67 b6°b6b12y7 1586.77 47.981 11417 2 793.89 -12.540

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

1 QTSELEFSTQREER 254 14 8 35.88 b7b11y1y3y4°y4y7y14 1739.84 84.394 36010 3 580.62 11.647

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

2 RELQFIVQEQDTAVQNMHK 217 19 5 21.65 b8y8y11y13y19 2314.15 53.299 21139 3 772.06 -2.849

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

3 ELELQYSELFLEVQK 665 15 12 51.74
b2b7b9°b9*b9b10°b10b11b13

°b13y1y9
1867.97 99.918 19438 2 934.49 1.503

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

4 AQAAQSESELQK 542 12 5 33.73 b4b5b6b7°y12 1289.64 38.797 13773 3 430.55 8.235

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

5 ELQQTQEDTFTK 636 12 6 46.38 b2b5y5y7y8y9 1467.68 71.801 8705 2 734.34 -11.395

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

6 SHEQLVLENSHFKK 701 14 6 36.68 b6b10b13y2y3y7 1695.89 76.840 5777 3 565.97 2.303

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

7 NQTLGEAVK 1080 9 4 28.49 b5b7°b7y6 959.52 34.947 3195 2 480.26 6.234

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

8 AELDTTYTFLK 1282 11 3 29.45 b5b8b9 1301.66 76.263 2612 1 1301.66 -0.844

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

9 SFMDVYQLASTR 1204 12 3 20.51 b3b9y7 1417.68 68.242 1667 2 709.34 0.344

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

10 EMTSHR 1222 6 2 25.39 b4b5 760.34 48.339 58507 1 760.34 -6.904

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

11 LHAAEVER 982 8 5 63.71 b5b7y3y4y6 924.49 24.930 34083 2 462.75 -1.651

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

12 HLTQLEQDK 1110 9 8 58.17 b3y3°y3*y3y4y5*y5y7 1111.55 21.952 28417 2 556.28 -20.646

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

13 SVNEMK 1002 6 5 37.84 b3°b3*b3b4y4 707.34 26.530 11282 1 707.34 0.777

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

14 Carbamidomethyl+C(8) GGPEVVACQAMIK 1191 13 3 18.95 b3y5y8 1359.65 63.535 11193 2 680.33 -16.609

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

15 Carbamidomethyl+C(9) VELQNVLHCWEK 528 12 6 46.38 b3y6y8y9°y9y10 1554.80 65.861 8431 3 518.94 19.000

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

16
ETFINTVPHALTSSHSSPVTMSAN

ANRPTQIGL
1293 33 6 22.24 b6b8b10°b10*b10b14 3478.71 132.222 7376 4 870.43 -9.545



|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

17 Carbamidomethyl+C(6) HLEYICK 622 7 5 35.31 b3°b3b4y5°y5 962.50 48.681 5056 2 481.75 20.103

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

18 Carbamidomethyl+C(5) FESACEELNNALLR 1034 14 5 29.15 b3b8°b8b10y10 1665.78 32.523 4257 2 833.39 -4.763

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

19 ETALEEFR 199 8 3 34.03 b4y4y6 994.47 41.454 3901 2 497.74 -18.228

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

20 QTSELEFSTQR 254 11 4 22.46 b8b10y9°y9 1325.62 32.490 3107 2 663.31 -9.209

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

21 ELQFIVQEQDTAVQNMHK 218 18 11 38.37
b3°b3*b3b5°b5b9y6*y6y12y1

3*y13
2158.06 85.857 2825 2 1079.54 1.584

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

22 DFLQEQVNTFELFK 752 14 4 17.67 b4°b4y5y10 1757.85 70.509 2128 2 879.43 -12.430

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

23 SEVEK 71 5 1 12.45 b3 591.30 26.801 1928 1 591.30 6.503

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

24 QPEGMLDK 585 8 5 31.02 b3°b3*b3b4y3 917.44 32.088 1900 2 459.23 4.125

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

25 ADPNSR 889 6 4 37.84 b3b4y3*y3 659.31 82.683 1631 1 659.31 1.944

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

26 MNLNTSSNTGDTQR 0 14 5 25.19 b5b11y6y9°y9 1538.72 60.072 1598 2 769.86 21.500

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

27 Carbamidomethyl+C(9) HQAFLVETCENNVK 408 14 4 17.67 b8°b8b11y8 1688.84 62.843 1584 3 563.62 19.950

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

28 Carbamidomethyl+C(7) ISLVMECIPLHSSR 915 14 3 26.24 y4y9y13 1641.81 47.903 1537 2 821.41 -22.231

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

29 Carbamidomethyl+C(20)
LHLETFAMEGLKGGPEVVACQA

MIK
1179 25 4 21.17 b23y9y10°y10 2729.37 79.377 19208 4 683.10 -5.635

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

30 AFQTSQQKWK 132 10 8 54.67 b4b5*b5b6°b6b9°b9y9 1251.65 80.126 14494 2 626.33 3.706

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

31 Carbamidomethyl+C(10) KHQAFLVETCENNVK 407 15 4 16.6 b12y5°y5y13 1816.87 62.031 13673 3 606.30 -14.579

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

32 Carbamidomethyl+C(7)
FSWSELCAVLQENVDALIADLNR

ANEK
593 27 5 21.16 b11y5y8*y8y9 3105.55 112.926 13443 4 777.14 4.953

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

33 ELESILDSFTVSGQWTSGIHKDK 422 23 3 12.12 b13y9y11 2577.30 90.688 5737 3 859.77 6.442

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

34 RLEENIHDAESALR 1120 14 4 26.24 b4b9*b9b12 1652.85 43.325 4909 2 826.93 10.414

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

35 FQEIAEKNMEK 684 11 3 22.46 b3b5y6 1366.66 90.240 4537 3 456.23 -4.913

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

36 ELQQTQEDTFTKVAEQIK 636 18 3 14.27 b10b14y13 2136.11 86.387 4353 2 1068.56 12.801

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

37 RFEHDLEER 146 9 5 42.19 b7b8°b8y6y7 1230.58 40.620 3708 1 1230.58 -4.266

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

38 SDTMRELQQTQEDTFTK 631 17 3 14.93 b9b11y7 2057.94 99.798 3674 2 1029.47 -1.068

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

39 LEENIHDAESALRMAAK 1121 17 5 25.24 b3b4b7°b7y11 1897.94 71.082 2777 2 949.48 0.000

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

40 IMTLEKEMTSHR 1216 12 6 29.65 b5b8y4°y4y7°y7 1475.76 80.180 2606 3 492.59 14.558

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

41 ELDKAQGLQMQLNEFK 1009 16 5 15.7 b7*b7b13y8°y8 1891.94 93.099 2165 2 946.47 -10.194

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

42 QTSELEFSTQREER 254 14 3 23.11 b11y11y12 1739.80 100.529 2039 2 870.40 -11.647

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

43 Phosphoryl STY(7) DKPPSFSVVLER 445 12 3 20.51 b5y7y9 1453.69 39.463 100385 3 485.23 -6.382

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

44 Phosphoryl STY(9) DKDKPPSFSVVLER 443 14 10 64.01
b7b9_HPO3 

b9°b9y6°y6y7°y7y8y9y12
1696.82 42.598 11713 2 848.91 -1.223

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

45 Phosphoryl STY(7) ELELQYSELFLEVQK 665 15 4 27.13 b6y3y10y11 1947.90 71.002 9748 3 649.97 -10.591



|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

46 Phosphoryl STY(10) NEMESHIRETALEEFR 191 16 5 22.03
b7_H3PO4 b7_HPO3 

b7b9°b9y6y10_H3PO4 y10
2070.90 42.665 6688 3 690.97 6.484

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

47
Carbamidomethyl+C(1);

Phosphoryl STY(9)
CADREALISTLK 516 12 3 30.72 b5b7b9_H3PO4 b9 1456.69 25.552 2134 2 728.85 6.369

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

48 Phosphoryl STY(12)
ELESILDSFTVSGQWTSGIHKDKD

KPPSFSVVLER
422 35 5 19.46

b4b7b10b12_H3PO4 
b12_HPO3 b12y28

4011.99 120.382 1986 5 803.20 6.511

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

49 Phosphoryl STY(7) TLAQALSTVEEK 770 12 4 34.72 b5b8b11_H3PO4 b11y9 1369.64 97.999 1562 2 685.32 -7.130

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

50 Phosphoryl STY(6) VRDQISLSWSAASR 1156 14 8 46.79 b3b4b6b12°b12y6°y6y10 1655.78 83.994 1544 2 828.39 0.811

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

51
Carbamidomethyl+C(9);

Oxidation+M(3)
EQMSLLAACALMAGALYPLYSR 722 22 6 16.39 b8*b8b15°b15y5y8 2445.19 68.113 5130 3 815.73 -4.194

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

52
Carbamidomethyl+C(8);

Oxidation+M(13)
MAAKDKECVANHMR 1134 14 8 57.48 b7b9b10°b10y4y6y7y9 1676.76 59.539 4928 2 838.89 -1.820

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

53 Oxidation+M(4) SDTMRELQQTQEDTFTK 631 17 4 22.33 y6y9y11°y11 2073.92 82.707 3742 2 1037.46 -9.888

|Q6TFL3|CI093_HUMAN Uncharacterized 
protein C9orf93

54
Carbamidomethyl+C(2);

Oxidation+M(11)
SCSELQEELVMAKK 394 14 3 17.67 b3b10y4 1667.78 46.852 2840 3 556.60 -13.467

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

1 TTPSYVAFTDTER 36 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

2 NQVAMNPTNTVFDAK 56 15 5 22.62 b3y11°y11y12y15 1649.80 57.493 25790 2 825.40 3.700

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

3 TVTNAVVTVPAYFNDSQR 137 18 7 55.7 y3y4°y4y5y9y11y12 1982.01 69.063 24638 2 991.51 6.529

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

4 STAGDTHLGGEDFDNR 220 16 6 35.14 b1b4y8y9y10y16 1691.72 38.466 18315 3 564.58 -5.123

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

5 FEELNADLFR 301 10 4 37.44 b3y4y7y8 1253.61 74.377 22953 2 627.31 -3.700

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

6 EIAEAYLGK 128 9 3 36.27 b5b6b8 993.52 60.019 11706 2 497.26 -7.618

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

7 GTLDPVEK 311 8 4 31.02 b3b4y4°y4 858.45 33.066 11695 2 429.73 -7.608

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

8 GVPQIEVTFDIDANGILNVSAVDK 469 24 4 11.85 b3b13°b13y5 2514.27 67.652 10593 3 838.76 -13.885

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

9
TLSSSTQASIEIDSLYEGIDFYTSIT

R
272 27 4 11.28 b12°b12y6y9 2997.46 83.974 5148 4 750.12 -0.815

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

10 VEIIANDQGNR 25 11 5 32.69 b5°b5b7y7y9 1228.63 55.695 3572 3 410.21 1.192

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

11 VQVEYK 102 6 1 12.93 y3 765.41 39.259 3435 2 383.21 0.399

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

12 QTQTFTTYSDNQPGVLIQVYEGER 423 24 4 24.54 b3b4y3y6 2774.34 97.875 3307 3 925.45 6.248

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

13 NSLESYAFNMK 539 11 5 22.46 b8°b8y5y8°y8 1303.58 50.355 3298 2 652.29 -15.732

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

14 HWPFMVVNDAGRPK 88 14 3 17.67 b11y8y11 1653.80 60.870 3098 2 827.40 -18.157

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

15 DISENK 251 6 2 25.39 y4y5 705.34 49.324 1769 1 705.34 -5.365

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

16
QTQTFTTYSDNQPGVLIQVYEGER

AMTK
423 28 5 21.01 b7y3°y3y4y10 3205.58 80.170 250740 4 802.15 8.835

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

17 NSLESYAFNMKATVEDEK 539 18 5 24.5 b12y8°y8y9y11 2075.99 60.964 4966 3 692.67 14.113

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

18 RFDDAVVQSDMK 76 12 3 20.51 b10y4y6 1410.67 45.048 4820 2 705.84 -0.519



|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

19 MVQEAEKYK 517 9 5 28.49 b3*b3b8y6°y6 1125.55 94.427 2670 1 1125.55 -7.700

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

20 LIGDAAKNQVAMNPTNTVFDAK 49 22 7 32.09 b3b6y4y8*y8y11y21 2318.16 95.482 2418 2 1159.59 -6.951

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

21 NQVAMNPTNTVFDAKR 56 16 8 45.99 b3b4b5b12*b12y10*y10y12 1805.89 116.304 1618 2 903.45 -2.231

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

22 GETKSFYPEEVSSMVLTK 108 18 3 14.27 b3b12y12 2031.98 96.977 1526 3 678.00 -6.068

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

23 Phosphoryl STY(9) SFYPEEVSSMVLTK 112 14 4 17.67 b8_HPO3 b8b13y7°y7 1696.77 95.530 3087 3 566.26 14.820

|P11142|HSP7C_HUMAN Heat shock 
cognate 71 kDa protein

24 Oxidation+M(5) NQVAMNPTNTVFDAKR 56 16 3 22.23 b3b4y15 1821.88 76.238 10340 3 607.97 -3.953

|P13929|ENOB_HUMAN Beta-enolase 1 AAVPSGASTGIYEALELR 32 18 8 51.2 b7b12y7y10y13y14y15y18 1804.95 78.562 51936 2 902.98 3.787

|P13929|ENOB_HUMAN Beta-enolase 2 VVIGMDVAASEFYR 239 14 6 46.35 y9y10y11°y11y12y14 1556.79 67.132 8791 2 778.90 7.136

|P13929|ENOB_HUMAN Beta-enolase 3 LGELYK 275 6 4 40.85 b3b5°b5y5 722.41 41.731 150549 1 722.41 -2.112

|P13929|ENOB_HUMAN Beta-enolase 4 LAMQEFMILPVGASSFK 162 17 4 23.58 b3b14°b14b15 1868.94 65.719 7372 2 934.97 -15.088

|P13929|ENOB_HUMAN Beta-enolase 5 TAIQAAGYPDK 228 11 5 29.45 y3°y3y7y8*y8 1134.56 74.455 2976 2 567.78 -17.645

|P13929|ENOB_HUMAN Beta-enolase 6 VDKFMIELDGTENK 89 14 8 52.81 b4b7°b7b10°b10b13y7y10 1638.79 60.061 18815 2 819.90 -9.013

|P13929|ENOB_HUMAN Beta-enolase 7 YDLDFKSPDDPAR 256 13 5 23.72 b6°b6b7°b7y11 1538.69 37.636 15461 2 769.85 -12.693

|P13929|ENOB_HUMAN Beta-enolase 8 FMIELDGTENKSK 92 13 4 27.21 b5b10y10y12 1511.75 136.558 6005 1 1511.75 2.745

|P13929|ENOB_HUMAN Beta-enolase 9 Oxidation+M(20) LAMQEFMILPVGASSFKEAMR 162 21 3 19.43 b4b8b16 2372.17 92.378 2985 3 791.39 -6.278

|P13929|ENOB_HUMAN Beta-enolase 10 Oxidation+M(10) LAQSNGWGVMVSHR 358 14 6 36.14 b4°b4*b4y10y11y12 1557.75 55.166 2523 2 779.38 -4.153

|P13929|ENOB_HUMAN Beta-enolase 11 VVIGMDVAASE 239 11 0 4.32 1090.55 67.083 2417 2 545.78 6.828

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

1 FADTTVQSDMK 79 11 10 59.82 b3b8y1y2y4y5*y5y6y10y11 1242.55 68.085 197798 3 414.86 -12.870

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

2 VEILANDQGNR 27 11 8 66.81 b3y4y6*y6y7y8y9y11 1228.63 36.321 66077 2 614.82 -0.894

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

3 TTPSYVAFTDTER 38 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

4 SQAALNPHNTVFDAK 58 15 10 54.28
b6°b6b10b12*b12b13y2y5y9y

13
1612.81 59.460 39723 2 806.91 4.314

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

5 AEDEAQRDR 528 9 4 28.49 b5b7y6y9 1089.51 25.472 3464 2 545.26 13.893

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

6 Carbamidomethyl+C(5) FEELCSDLFR 303 10 3 31.98 y4y5y8 1315.58 62.891 2488 3 439.20 -11.413

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

7 ATAGDTHLGGEDFDNR 222 16 4 15.7 b5°b5y6y13 1675.74 39.397 1761 2 838.37 6.483

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

8 Carbamidomethyl+C(13) LYGGPGVPGGSSCGTQAR 611 18 4 19.66 b8b14y13y16 1720.80 60.830 78095 3 574.27 -4.540

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

9
TLSSSTQATLEIDSLFEGVDFYTSI

TRAR
274 29 5 11.05 b8b14°b14y13°y13 3208.61 86.444 226487 3 1070.21 2.891

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

10 Carbamidomethyl+C(19)
MQAPRELAVGIDLGTTYSCVGVF

QQGR
0 27 7 13.93 b8°b8b10°b10y4y10°y10 2953.48 105.721 38494 3 985.16 3.472

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

11 Carbamidomethyl+C(13)
LYGGPGVPGGSSCGTQARQGDPS

TGPIIEEVD
611 32 7 24.73 b6b11y7y8°y8y12y14 3158.51 67.664 8429 4 790.38 12.986

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

12 Carbamidomethyl+C(1) CREVLAWLEHNQLAEK 575 16 6 25.44 b4°b4b7b12*b12y11 1995.99 93.623 7710 3 666.00 -8.012



|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

13 FADTTVQSDMKHWPFR 79 16 5 25.44 b4°b4b7b11y15 1965.95 59.512 7393 3 655.99 10.059

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

14 TFYPEEISSMVLSKMK 114 16 3 24.07 b4b5b12 1889.93 81.276 6638 2 945.47 -6.330

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

15 Carbamidomethyl+C(7) RELEQICRPIFSR 598 13 6 39.87 b4b7y3°y3y10y12 1703.92 75.297 5146 3 568.64 10.746

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

16 Carbamidomethyl+C(5) FEELCSDLFRSTLEPVEK 303 18 3 23.19 y5y6y13 2199.09 104.666 4798 3 733.70 12.434

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

17
RTLSSSTQATLEIDSLFEGVDFYTS

ITR
273 28 9 36.33

b13*b13b15y8°y8y11y12y13°y
13

3137.52 80.105 4521 3 1046.51 -13.306

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

18 GEDKTFYPEEISSMVLSK 110 18 8 47.44 b4b6b10b11y7°y7y11y12 2059.99 116.312 2391 2 1030.50 0.119

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

19
DAGAIAGLNVLRIINEPTAAAIAYG

LDR
161 28 4 11.15 b6b14°b14y5 2838.52 136.459 2043 3 946.85 -9.289

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

20 LLQDFFNGKELNK 350 13 4 23.72 b3b4y10*y10 1565.84 66.435 1884 2 783.43 7.328

|P17066|HSP76_HUMAN Heat shock 70 
kDa protein 6

21 Phosphoryl STY(10)
SINPDEAVAYGAAVQAAVLMGD

K
363 23 5 22.1 b5b8b9y4°y4 2370.12 81.845 12176 3 790.71 9.580

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

1 TTPSYVAFTDTER 37 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

2 STAGDTHLGGEDFDNR 223 16 6 35.14 b1b4y8y9y10y16 1691.72 38.466 18315 3 564.58 -5.123

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

3 EIAEAYLGGK 129 10 6 37.44 b2b8°b8y3y7y8 1050.54 69.576 5614 2 525.77 -4.532

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

4 MVSHLAEEFKR 239 11 3 22.46 b3y5y9 1346.67 51.611 1807 2 673.84 -11.875

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

5 VHSAVITVPAYFNDSQR 139 17 3 22.33 y4y7y10 1903.95 64.403 16850 2 952.48 -8.207

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

6 DIGPNK 254 6 1 12.93 b5 643.33 68.046 8125 1 643.33 -10.151

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

7
QTQTFTTYSDNQSSVLVQVYEGE

R
426 24 11 47.19

b5*b5b9°b9b10y6°y6y7°y7y8°
y8

2780.25 96.012 3790 3 927.42 -19.757

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

8
TLSSSTQASIEIDSLYEGVDFYTSIT

R
275 27 3 11.28 b13y7y9 2983.45 117.395 2788 4 746.62 1.146

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

9 MVQEAER 520 7 4 38.32 b6y3°y3y6 862.42 34.939 2719 1 862.42 14.225

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

10 AMTKDNNLLGK 450 11 3 25.47 b7b8y3 1204.62 68.082 258728 2 602.82 -9.525

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

11 IINEPTAAAIAYGLDKK 172 17 4 23.58 y5y13y14°y14 1787.97 64.938 60819 3 596.66 -12.562

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

12
NTTIPTKQTQTFTTYSDNQSSVLV

QVYEGER
419 31 4 10.92 b6*b6y3y15 3535.67 94.489 41229 3 1179.23 -14.362

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

13 FEELNADLFRGTLEPVEK 304 18 7 30.49 b8°b8b9°b9b11°b11b14 2107.05 96.000 13577 3 703.02 -8.458

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

14 VQVEYKGETK 103 10 4 26.75 b3b4*b4y8 1180.62 80.133 10853 2 590.81 -3.722

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

15
EIAEAYLGGKVHSAVITVPAYFND

SQR
129 27 3 11.28 b8b13y12 2935.48 119.665 5753 3 979.16 -5.572

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

16 Carbamidomethyl+C(18)
MSARGPAIGIDLGTTYSCVGVFQH

GK
0 26 5 17.58 y7y12°y12*y12y17 2722.32 76.176 5414 3 908.11 -10.044

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

17 YKSEDEANR 527 9 3 28.49 b4y5y8 1111.50 65.919 4545 2 556.25 -4.283

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

18 Carbamidomethyl+C(14)
GPAIGIDLGTTYSCVGVFQHGKVE

IIANDQGNR
4 33 4 12.35 b14b16y9y11 3486.69 86.570 4496 5 698.14 -14.774

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

19 Carbamidomethyl+C(2)
VCNPIISKLYQGGPGGGSGGGGSG

ASGGPTIEEVD
604 35 4 12.05 b3b5y6y16 3231.50 71.185 4409 2 1616.25 -7.933

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

20 TFFPEEISSMVLTKMK 113 16 5 38.68 b4b7b9b12y14 1887.95 99.890 2143 2 944.48 -6.466



|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

21 Phosphoryl STY(8) MKEIAEAYLGGK 127 12 5 29.65 b7°b7b9y5y7 1389.62 59.513 8666 3 463.88 -13.967

|P54652|HSP72_HUMAN Heat shock-
related 70 kDa protein 2

22 Phosphoryl STY(7) VHSAVITVPAYFNDSQR 139 17 5 37 y3y9_H3PO4 y8y9y10°y10 1983.94 76.269 1611 2 992.47 8.922

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

1 GPELLGSHETALFSVAVDSR 357 20 10 42.27 b2b8b9°b9b11°b11b14y3y4°y4 2085.09 95.997 6831 2 1043.05 14.285

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

2 DQLVTQLHWQENGPTFSSTPYR 224 22 3 12.43 b11y4y10 2604.22 103.612 3137 3 868.74 -11.437

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

3 VENLQAVQTDFSSDPLQK 140 18 6 14.27 b1b11°b11b13y2y15 2019.03 70.996 2432 4 505.51 12.999

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

4 LVTVGR 209 6 1 12.93 b5 644.40 60.869 9925 1 644.40 -11.934

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

5 FGQVPDQPAGLR 251 12 4 24.49 b9*b9b10y3 1284.68 65.763 9349 2 642.84 5.986

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

6 Carbamidomethyl+C(20)
ATMNLALAGDILAAGQDAHCQLL

R
70 24 10 39.7

b4b5b18°b18y6*y6y7y11*y11
y17

2523.26 99.851 7637 2 1262.13 -7.837

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

7 Carbamidomethyl+C(5) QPPPCYLTAWDGSNFLPLR 275 19 5 39.75 b5b7b8b10b12 2232.10 106.352 2945 2 1116.55 3.281

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

8 AHEGEIEDLALGPDGK 193 16 5 22.03 b7b10°b10y3y9 1650.83 55.075 2063 2 825.92 17.599

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

9 Carbamidomethyl+C(2) KCGAETQHEGLELR 126 14 4 17.67 b5y4y13*y13 1627.78 136.615 8036 1 1627.78 -1.425

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

10 FQAHQQQGNKAEK 94 13 5 27.21 b3*b3b5y7y12 1513.74 71.896 2755 2 757.37 -6.209

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

11 AGSKEQGPR 107 9 4 28.49 b5°b5b8y5 929.49 44.214 2010 2 465.25 7.420

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

12 Carbamidomethyl+C(26)
DQLVTQLHWQENGPTFSSTPYRY

QACR
224 27 4 22.13 b3b4b12*b12 3282.57 90.191 1921 3 1094.86 8.107

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

13 Phosphoryl STY(10) GPELLGSHETALFSVAVDSR 357 20 7 32.79
b3b8°b8b14_HPO3 

b14y3y8y11
2165.01 109.383 12643 2 1083.01 -1.466

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

14 Phosphoryl STY(4) LSASLLHSHDTETR 56 14 3 17.67 b3b9y10 1646.75 70.216 5388 3 549.59 4.151

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

15
Carbamidomethyl+C(3);

Phosphoryl STY(13)
VVCFNHDNTLLATGGTDGYVR 158 21 6 22.85 b5b12°b12b13°b13y8 2389.03 58.690 2389 2 1195.02 -11.752

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

16 QLVTQLHWQENGPTFSSTPYR 225 21 4 18.94 b3b10b12°b12 2489.20 103.600 2323 4 623.06 -6.768

|Q9HCU5|PREB_HUMAN Prolactin 
regulatory element-binding protein

17 PTFSSTPYR 237 9 1 8.31 b3 1055.51 103.592 1611 1 1055.51 -9.021

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

1 QINDIQLSRDMTMFVTASK 189 19 9 57.19 b10b11*b11y1y3y9y10y13y14 2198.11 94.294 6489 2 1099.56 8.775

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

2 Carbamidomethyl+C(12)
ITSAVWGPLGECIIAGHESGELNQ

YSAK
148 28 4 11.15 b13y5y10y28 2987.42 90.882 1583 2 1494.21 -11.605

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

3 Carbamidomethyl+C(2) TCGFDFGGNIIMFSTDK 97 17 3 14.93 b13y8y11 1909.81 70.508 8945 2 955.41 -19.942

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

4 LFDSTTLEHQK 213 11 4 34.12 b5y3y4y6 1318.69 47.869 4814 3 440.24 22.125

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

5
TERPVNSAALSPNYDHVVLGGGQ

EAMDVTTTSTR
227 34 3 10.89 b8b13y5 3573.74 68.783 3254 5 715.55 3.757

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

6 GHFGPINSVAFHPDGK 282 16 7 49.38 b6b7*b7b10b13b14y11 1679.81 57.964 3134 2 840.41 -10.392



|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

7 DPIVNVWYSVNGER 30 14 4 17.67 b5b12y7°y7 1647.79 69.597 2066 2 824.40 -13.927

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

8 Carbamidomethyl+C(16) DPSQIDNNEPYMKIPCNDSK 128 20 4 13.21 b6°b6y7y12 2365.02 81.737 5635 4 592.01 -8.258

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

9 FFHLAFEEEFGRVK 268 14 5 42.12 b3b5b8y7y8 1755.90 58.001 4344 3 585.97 6.187

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

10 DNTAKLFDSTTLEHQK 208 16 5 22.03 b4b8y10°y10y14 1847.91 54.593 2660 2 924.46 -3.501

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

11
Carbamidomethyl+C(3);
Carbamidomethyl+C(19)

IPCNDSKITSAVWGPLGECIIAGHE
SGELNQYSAK

141 35 3 22.37 b19y11y12 3801.80 84.202 2132 4 951.21 -5.715

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

12 QINDIQLSRDMTMFVTASK 189 19 3 22.88 b4b5b7 2198.12 84.466 2105 2 1099.57 12.884

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

13 DMTMFVTASKDNTAK 198 15 3 16.6 b10b12y7 1659.77 41.407 2019 2 830.39 -1.545

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

14 Phosphoryl STY(8) DPIVNVWYSVNGER 30 14 11 71.28
b3_H3PO4 

b3°b3b5°b5b8b12y4y5°y5*y5y
6

1727.78 62.806 22994 2 864.40 8.549

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

15 Phosphoryl STY(7) EGDLLFTVAK 20 10 4 45.22 b4b6b9y5 1172.55 75.335 1599 1 1172.55 -0.729

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

16 Oxidation+M(13) QINDIQLSRDMTMFVTASK 189 19 4 21.48 b5b6y8°y8 2214.08 94.386 3632 2 1107.54 -4.300

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

17
Carbamidomethyl+C(2);

Oxidation+M(12)
TCGFDFGGNIIMFSTDK 97 17 5 23.99 b13y3°y3y5y7 1925.82 49.839 1505 2 963.42 -9.318

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

18 RDMTMFVTASK 197 11 2 7.71 b7°b7 1286.63 94.305 2556 1 1286.63 4.554

|Q13347|EIF3I_HUMAN Eukaryotic 
translation initiation factor 3 subunit I

19 IAGHESGELNQYSAK 161 15 0 11.05 1603.79 90.907 1825 2 802.40 11.189

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

1 MIINEELMASLDQPTQTVVMHR 824 22 7 31.81 b4b10b19y1y12y13y22 2556.26 117.262 42977 3 852.76 0.669

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

2 QGTYGGYFRDQKDGYR 877 16 10 55.73
b3°b3b4b5b8y3y10*y10y15y1

6
1910.85 54.159 18844 2 955.93 -13.096

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

3
Carbamidomethyl+C(2);
Carbamidomethyl+C(6)

TCAILCHIYHHALHSR 565 16 3 15.7 b14y8y14 1988.96 82.110 13382 3 663.66 -4.419

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

4 DAHNALLDIQSSGR 627 14 4 26.24 b3b8°b8b12 1496.77 88.459 7038 2 748.89 13.946

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

5 YNRDFESHITSYK 147 13 4 23.72 b3y3°y3y4 1659.75 94.043 3148 2 830.38 -14.342

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

6 IMQNTDPHSQEYVEHLK 457 17 4 9.09 b2b10y10*y10 2069.00 42.629 2613 3 690.34 10.974



|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

7 ILADLEDYLNELWEDKEGK 108 19 6 22.88 y2y7y8y11°y11*y11 2293.14 108.734 1623 3 765.05 9.156

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

8 Carbamidomethyl+C(7) GTTEEVCR 493 8 4 34.03 b3°b3b7y3 951.42 45.859 216414 2 476.22 3.079

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

9 YIYAK 553 5 2 24.91 b3b4 657.36 42.681 53325 1 657.36 -1.486

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

10
DLMLMSHLQDNIQHADPPVQILY

NR
586 25 3 34.41 b6b7b8 2961.44 117.381 23196 4 741.11 -11.954

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

11 TMLVR 776 5 2 12.45 b3°b3 619.35 70.580 20629 1 619.35 -11.037

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

12 QNPEQSADEDAEK 160 13 7 39.87 b5b7°b7b12y3y12°y12 1460.62 64.884 8597 3 487.55 6.686

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

13 NAMK 68 4 1 11.97 b3 463.24 33.038 6964 1 463.24 4.677

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

14 Carbamidomethyl+C(1) CLEEFELLGK 78 10 5 36.65 b4b7y3y8°y8 1237.60 69.572 6231 3 413.20 -10.850

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

15 NQEQEK 658 6 1 12.93 b3 775.36 86.584 2789 1 775.36 2.440

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

16 LGSLVENNER 862 10 3 24.99 b4y5y7 1130.58 30.551 2475 2 565.79 -3.563

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

17
FFTTGSDSESESSLSGEELVTKPVG

GNYGK
3 30 6 32.64 b3b6b7y4y5y14 3109.50 91.375 2166 3 1037.17 17.038

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

18 ILADLEDYLNELWEDK 108 16 5 33.1 b10*b10b11°b11b12 1978.96 102.776 1939 2 989.98 -1.357

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

19 VWDLFPEADK 764 10 5 24.99 b3°b3y3y8°y8 1219.58 64.878 1898 2 610.29 -19.518

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

20 Carbamidomethyl+C(8) TMVQLGICAFR 611 11 4 29.45 b6b8b9*b9 1295.64 88.507 1567 2 648.32 -18.560

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

21 ALSTLR 136 6 2 12.93 y3°y3 660.40 30.193 1505 1 660.40 -11.091

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

22 VFDHKQGTYGGYFR 872 14 8 46.58 b4b11*b11b12°b12y4y5y8 1674.83 42.615 80276 3 558.95 13.848

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

23 GGYRQQQSQTAY 901 12 7 46.38 b3y4*y4y6y7*y7y10 1386.66 58.597 21165 2 693.83 11.180

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

24 Carbamidomethyl+C(12) YLEEKGTTEEVCR 488 13 6 26.43 b4°b4b5°b5b10°b10 1613.74 45.737 15599 3 538.58 -6.203

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

25
QLTPPEGSSKSEQDQAENEGEDSA

VLMER
521 29 5 23.69 b12b13*b13y9y12 3161.42 122.228 8351 3 1054.48 -0.695



|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

26 SEAPSGESRK 200 10 4 24.99 b4y7°y7y9 1047.49 68.788 6642 2 524.25 -13.635

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

27 SLQERNQEQEK 653 11 7 38.89 b3*b3b7b9°b9*b9y7 1388.67 64.930 2836 2 694.84 -8.175

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

28 QGLTKDAHNALLDIQSSGR 622 19 3 13.7 b9y3y12 2024.03 82.678 2578 3 675.35 -11.459

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

29 QGTYGGYFRDQK 877 12 4 31.71 b5y3y4y10 1419.67 58.654 1815 2 710.34 2.580

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

30 Oxidation+M(1) MIINEELMASLDQPTQTVVMHR 824 22 3 12.43 b4b9y14 2572.23 81.364 7135 4 643.81 -10.820

|Q99613|EIF3C_HUMAN Eukaryotic 
translation initiation factor 3 subunit C

31 QGTYGGYFRDQKDG 877 14 2 13.66 y5y8 1591.73 54.216 1883 4 398.69 12.117

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

1 AIAYATHRDSYSGGVVNMYHMK 230 22 3 12.43 b6b12y11 2471.15 49.217 4432 3 824.39 -4.940

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

2 VESTDVSDLLHQYR 258 14 4 20.2 b10b11°b11y2 1661.82 63.426 2821 3 554.61 4.334

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

3
AIAYATHRDSYSGGVVNMYHMK

EDGWVK
230 28 7 13.59 b2b5b15°b15y8°y8y11 3185.46 104.735 2792 4 797.12 -11.573

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

4 VESTDVSDLLHQYREANQ 258 18 4 23.19 y6y11y12*y12 2104.01 101.772 2120 3 702.01 8.587

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

5 GMKPTEFFQSLGGDGER 46 17 6 29.83 b4b6b11y7y9°y9 1855.88 80.208 144740 2 928.45 10.656

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

6
Carbamidomethyl+C(15)
;Carbamidomethyl+C(19

)

VIEINPYLLGTMSGCAADCQYWE
R

105 24 3 11.85 b13y4y9 2846.28 94.517 58005 4 712.32 -6.004

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

7 Carbamidomethyl+C(7) LLSNMMCQYR 153 10 6 31.98 b5°b5b7°b7b8*b8 1315.57 27.396 5936 2 658.29 -20.135

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

8 GPGLYYVDEHGTR 179 13 5 29.85 b9b10b12°b12y6 1463.67 58.581 5036 2 732.34 -12.677

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

9 GQRPESALPVAGSGR 11 15 6 27.13 b5*b5y4°y4y8y9 1481.79 37.520 2491 2 741.40 7.002

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

10 NGER 141 4 2 11.97 y3°y3 475.22 80.653 1848 1 475.22 -7.642

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

11 EDGWVKVESTDVSDLLHQYR 252 20 4 20.69 b8b10b15y12 2376.12 79.549 4414 2 1188.56 -13.254

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

12 VESTDVSDLLHQYREANQ 258 18 3 14.27 b3b9y8 2103.98 71.037 1957 2 1052.49 -6.034

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

13 AIAYATHRDSYSGGVVNMYHMK 230 22 6 26.42 b10b12y6y7y9*y9 2471.19 43.272 1539 3 824.40 11.065

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

14 Phosphoryl STY(12) AIAYATHRDSYSGGVVNMYHMK 230 22 4 16.39 b16b19y9y12 2551.09 75.311 5278 3 851.03 -11.101

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

15 Phosphoryl STY(10) GMKPTEFFQSLGGDGER 46 17 5 36.23 b4b6b8b11y9 1935.84 42.618 2261 2 968.42 8.513

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

16
Carbamidomethyl+C(11)

;Oxidation+M()
GMGLSMGSMICGWDKK 163 16 3 15.7 b15y6y10 1773.80 70.562 52704 2 887.40 12.112

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

17 Oxidation+M(2) GMKPTEFFQSLGGDGER 46 17 4 21.92 b12b13°b13y12 1871.85 62.383 3392 2 936.43 -3.848

|P28062|PSB8_HUMAN Proteasome 
subunit beta type-8

18 Oxidation+M(21)
AIAYATHRDSYSGGVVNMYHMK

EDGWVK
230 28 5 16 b5b7°b7b12y8 3201.52 80.135 2709 5 641.11 10.829

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

1 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

2 IMNTFSVVPSPK 162 12 7 57.85 y4°y4y6y7y8y9y12 1319.71 63.743 106849 2 660.36 1.850



|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

3 ALTVPELTQQMFDAK 282 15 10 59.29
y1y3y7°y7*y7y9*y9y11°y11y1

4
1691.87 85.950 31120 2 846.44 0.433

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

4
FWEVISDEHGIDPSGNYVGDSDLQ

LER
19 27 6 24.77 b9y3y4y8y11y27 3077.41 118.255 23106 3 1026.47 -0.793

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

5 MSSTFIGNSTAIQELFK 362 17 8 38.9 b5b8b15°b15*b15y5y10y15 1873.96 99.889 17910 2 937.48 10.162

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

6 GHYTEGAELVDSVLDVVR 103 18 3 14.27 b8y5y8 1958.97 92.169 9688 3 653.66 -5.172

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

7
LATPTYGDLNHLVSATMSGVTTS

LR
216 25 7 14.76 b7°b7b15y12°y12y15°y15 2605.27 109.302 71903 869.10 -20.897

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

8 ISEQFTAMFR 380 10 5 49.1 b4b7y3y4y6 1229.60 73.048 6791 2 615.30 -2.482

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

9
Carbamidomethyl+C(27)
;Carbamidomethyl+C(37

)

VSDTVVEPYNATLSIHQLVENTDE
TYCIDNEALYDICFR

174 39 3 38.64 y3y4y5 4607.20 113.378 4136 4 1152.56 17.169

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

10 ISVYYNEASSHK 46 12 10 77.98 b9b10y4y5y6°y6y7*y7y8°y8 1397.64 32.080 3385 2 699.32 -20.001

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

11 Carbamidomethyl+C(10) EIVHIQAGQCGNQIGAK 2 17 8 23.99 b4°b4b10°b10b12°b12y9*y9 1822.91 90.724 1969 4 456.48 -5.491

|Q13509|TBB3_HUMAN Tubulin beta-3 
chain

12 VREEYPDR 154 8 3 31.02 b3b4y6 1063.52 58.673 2340 2 532.27 5.854

|P05106|ITB3_HUMAN Integrin beta-3 1 VLEDRPLSDK 88 10 8 40.45 b1b2b4y7y8°y8y9y10 1171.65 26.601 102856 3 391.22 13.545

|P05106|ITB3_HUMAN Integrin beta-3 2 NDASHLLVFTTDAK 265 14 12 74.7
b2b3b4b6b7*b7b8y2y3y4y7y1

4
1531.76 63.365 56048 3 511.26 -12.830

|P05106|ITB3_HUMAN Integrin beta-3 3 Carbamidomethyl+C(3) DNCAPESIEFPVSEAR 72 16 4 32.84 y3y5y6y12 1820.83 63.688 45509 2 910.92 7.710

|P05106|ITB3_HUMAN Integrin beta-3 4
Carbamidomethyl+C(4);
Carbamidomethyl+C(12)

TDTCMSSNGLLCSGR 589 15 9 47.73 b3b11y3y4°y4y5°y5y8y15 1658.70 48.798 37400 2 829.85 2.797

|P05106|ITB3_HUMAN Integrin beta-3 5 EATSTFTNITYR 774 12 7 46.38 b4y3y6*y6y8y9y12 1403.68 53.510 33242 2 702.35 1.913

|P05106|ITB3_HUMAN Integrin beta-3 6
Carbamidomethyl+C(2);
Carbamidomethyl+C(4);
Carbamidomethyl+C(9)

YCECDDFSCVR 545 11 5 47.92 y5y6y8y9y11 1510.55 45.377 32190 2 755.78 7.192

|P05106|ITB3_HUMAN Integrin beta-3 7

Carbamidomethyl+C(3);
Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(10)

GECLCGQCVCHSSDFGK 524 17 10 86.81 b2b3y2y3y4y6y8y10y12y14 2000.79 39.716 15440 2 1000.90 9.030

|P05106|ITB3_HUMAN Integrin beta-3 8

Carbamidomethyl+C(1);
Carbamidomethyl+C(10)
;Carbamidomethyl+C(12
);Carbamidomethyl+C(2

5)

CGPGWLGSQCECSEEDYRPSQQD
ECSPR

487 28 4 11.15 b6y5y9y28 3374.35 53.263 14819 3 1125.45 7.308

|P05106|ITB3_HUMAN Integrin beta-3 9 LRPDDSK 117 7 5 38.32 b6y3°y3y6y7 830.45 34.904 9748 1 830.45 11.980

|P05106|ITB3_HUMAN Integrin beta-3 10 Carbamidomethyl+C(19) DEIESVKELKDTGKDAVNCTYK 662 22 7 39.48 b10y3y6y8*y8y10y13 2542.25 93.594 4094 4 636.32 5.186

|P05106|ITB3_HUMAN Integrin beta-3 11 Carbamidomethyl+C(18) NRDAPEGGFDAIMQATVCDEK 240 21 6 27.14 b5b11b12*b12y9y14 2324.05 72.942 3660 3 775.35 9.455

|P05106|ITB3_HUMAN Integrin beta-3 12 Carbamidomethyl+C(27)
IGFGAFVDKPVSPYMYISPPEALE

NPCYDMK
176 31 4 12.76 b3b8y9y11 3535.63 81.826 9413 4 884.66 -9.253

|P05106|ITB3_HUMAN Integrin beta-3 13 Carbamidomethyl+C(12)
LAGIVQPNDGQCHVGSDNHYSAS

TTMDYPSLGLMTEK
287 37 7 32.74 b3b4b12y6y10y11y13 3993.85 71.816 7378 3 1331.95 10.209

|P05106|ITB3_HUMAN Integrin beta-3 14 Carbamidomethyl+C(3) TTCLPMFGYK 207 10 5 52.11 b6b8y6y7y8 1217.59 39.559 2828 2 609.30 20.052



|P05106|ITB3_HUMAN Integrin beta-3 15 Carbamidomethyl+C(6) EGQPVCSQR 515 9 8 70.62 b3y3°y3y4y5y7*y7y8 1060.47 87.402 2582 1 1060.47 -10.245

|P05106|ITB3_HUMAN Integrin beta-3 16 IGDTVSFSIEAKVR 416 14 6 39.26 b6°b6y6y8y11y12 1521.85 92.543 308659 2 761.43 13.636

|P05106|ITB3_HUMAN Integrin beta-3 17
VLEDRPLSDKGSGDSSQVTQVSP

QR
88 25 17 96.69

b5b9b10b17°b17b18b20y3*y3
y4°y4*y4y5y6*y6y7y15

2685.32 40.108 74890 4 672.09 -7.455

|P05106|ITB3_HUMAN Integrin beta-3 18 DDLWSIQNLGTKLATQMR 151 18 4 19.66 b6b9y3y5 2090.07 54.178 6241 2 1045.54 -0.935

|P05106|ITB3_HUMAN Integrin beta-3 19 AKWDTANNPLYK 762 12 7 42.38 b3b7b8°b8*b8b11*b11 1420.73 44.151 4233 3 474.25 8.850

|P05106|ITB3_HUMAN Integrin beta-3 20 Carbamidomethyl+C(16) DAPEGGFDAIMQATVCDEKIGWR 242 23 4 22.1 b3b9b10y12 2566.14 103.563 3692 4 642.29 -13.605

|P05106|ITB3_HUMAN Integrin beta-3 21 Carbamidomethyl+C(3) TTCLPMFGYKHVLTLTDQVTR 207 21 4 12.79 b5°b5b12y6 2481.23 105.702 3592 3 827.75 -12.988

|P05106|ITB3_HUMAN Integrin beta-3 22 Carbamidomethyl+C(18) NRDAPEGGFDAIMQATVCDEK 240 21 3 12.79 b4y6y19 2324.03 105.322 3144 3 775.35 2.731

|P05106|ITB3_HUMAN Integrin beta-3 23 Carbamidomethyl+C(8) ENLLKDNCAPESIEFPVSEAR 67 21 9 42.92 b3°b3b4*b4b6b11y10y11y13 2418.19 105.750 2301 4 605.30 13.428

|P05106|ITB3_HUMAN Integrin beta-3 24
NFSIQVRQVEDYPVDIYYLMDLSY

SMK
124 27 4 22.13 y3°y3y4y9 3316.59 79.408 2117 3 1106.20 -0.810

|P05106|ITB3_HUMAN Integrin beta-3 25 EATSTFTNITYRGT 774 14 3 17.67 b10b12y10 1561.73 56.663 1680 2 781.37 -13.522

|P05106|ITB3_HUMAN Integrin beta-3 26 Carbamidomethyl+C(4) VRGCPQEK 428 8 3 34.03 b7y4y6 973.48 47.230 1575 2 487.24 -10.471

|P05106|ITB3_HUMAN Integrin beta-3 27
Carbamidomethyl+C(12)

;Oxidation+M(34)
LAGIVQPNDGQCHVGSDNHYSAS

TTMDYPSLGLMTEK
287 37 3 11 b10y8y11 4009.85 115.374 18876 4 1003.22 12.116

|P05106|ITB3_HUMAN Integrin beta-3 28

Carbamidomethyl+C(5);
Carbamidomethyl+C(8);
Carbamidomethyl+C(15)
;Carbamidomethyl+C(18

);Oxidation+M(14)

GVSSCQQCLAVSPMCAWCSDEAL
PLGSPR

34 29 5 46.77 b11b12b13b14y14 3239.44 101.579 5642 3 1080.48 9.421

|P05106|ITB3_HUMAN Integrin beta-3 29 Oxidation+M(19) QVEDYPVDIYYLMDLSYSMK 131 20 10 45.5 b3b7°b7b8y4°y4y6°y6y10y15 2488.11 75.292 2881 2 1244.56 -7.752

|P05106|ITB3_HUMAN Integrin beta-3 30
Carbamidomethyl+C(18)

;Oxidation+M(13)
NRDAPEGGFDAIMQATVCDEK 240 21 7 32.86 b3b8b9b15y6y11*y11 2340.03 109.321 1754 3 780.68 4.591

|Q9H501|ESF1_HUMAN ESF1 homolog 1 FQAMYTSHLFNLDPSDPNFK 761 20 5 13.21 b10y1y8*y8y15 2372.09 70.632 27748 4 593.78 -6.484

|Q9H501|ESF1_HUMAN ESF1 homolog 2 FWEMPEKDR 21 9 3 36.27 y3y4y6 1237.56 64.623 11979 2 619.28 -4.735

|Q9H501|ESF1_HUMAN ESF1 homolog 3 DVASEVNLTAYKPK 481 14 4 29.15 b3b6b10y3 1534.81 58.685 7886 3 512.28 -0.318

|Q9H501|ESF1_HUMAN ESF1 homolog 4 LTPWEQFLEK 628 10 6 45.22 b5b7b9°b9y9*y9 1290.66 68.080 7352 2 645.83 -9.836

|Q9H501|ESF1_HUMAN ESF1 homolog 5 GRPISHSTTEDLKR 56 14 3 26.24 b3b7b10 1596.86 66.403 5957 3 532.96 6.498

|Q9H501|ESF1_HUMAN ESF1 homolog 6
GNIETSSEDEDDTADLFPEESGFEH

AWR
306 28 10 37.51

b7b28y4y5°y5y7°y7y11°y11y1
2

3183.34 97.967 3851 4 796.59 3.681

|Q9H501|ESF1_HUMAN ESF1 homolog 7 GKENDMEMEIK 595 11 11 69.82
b1b5b11*b11y2y3y5°y5y7y8y

9
1323.61 34.950 3321 2 662.31 11.621

|Q9H501|ESF1_HUMAN ESF1 homolog 8
EEQVQGPVELLSIPEDAPEKDWTS

REK
395 27 5 11.28 b2b5b12y2y12 3109.50 80.084 3158 3 1037.17 -10.207

|Q9H501|ESF1_HUMAN ESF1 homolog 9 Carbamidomethyl+C(4) LAVCNMDWDR 349 10 8 61.56 b4b8*b8b9y3y8y9*y9 1279.57 34.991 2720 2 640.29 13.738

|Q9H501|ESF1_HUMAN ESF1 homolog 10
MKEEQVQGPVELLSIPEDAPEKD

WTSREK
393 29 3 22.24 b6b9b10 3368.68 90.268 2379 3 1123.57 4.711



|Q9H501|ESF1_HUMAN ESF1 homolog 11 YFTSAAMGTSTVEITWDETDHER 495 23 8 30.68 b7b12y4°y4y6y7°y7y9 2647.11 125.075 17837 3 883.04 -18.353

|Q9H501|ESF1_HUMAN ESF1 homolog 12 IDSNISPK 147 8 3 31.02 b4b5y3 873.46 50.510 14661 1 873.46 -10.272

|Q9H501|ESF1_HUMAN ESF1 homolog 13 Carbamidomethyl+C(8) YYYAVVDCDSPETASK 432 16 3 15.7 b4y4y9 1867.80 45.860 8925 4 467.71 -0.588

|Q9H501|ESF1_HUMAN ESF1 homolog 14 ELIEDDFEVNVNDAR 746 15 7 34.02 b4b10y5*y5y9y10°y10 1777.85 72.475 7671 2 889.43 14.625

|Q9H501|ESF1_HUMAN ESF1 homolog 15 EEQVQGPVELLSIPEDAPEK 395 20 5 20.69 b4°b4b6b10y7 2207.10 95.975 2716 3 736.37 -5.310

|Q9H501|ESF1_HUMAN ESF1 homolog 16 FIPDDITFDDEPK 468 13 11 58.35
b5°b5b8°b8y4°y4y8°y8y10y12

°y12
1551.71 65.875 2695 2 776.36 -4.641

|Q9H501|ESF1_HUMAN ESF1 homolog 17 AMFHDK 39 6 1 12.93 y5 748.34 36.430 2669 1 748.34 -9.543

|Q9H501|ESF1_HUMAN ESF1 homolog 18 TEQFQAR 838 7 4 35.31 b6y5y6*y6 879.43 32.070 2214 2 440.22 -2.013

|Q9H501|ESF1_HUMAN ESF1 homolog 19 DGTSPEEEIEIER 690 13 3 18.95 b9y4y8 1503.69 38.568 2026 2 752.35 6.089

|Q9H501|ESF1_HUMAN ESF1 homolog 20 TLDSGTSEIVK 186 11 4 25.47 b4b5°b5y9 1149.58 71.880 1585 2 575.30 -13.061

|Q9H501|ESF1_HUMAN ESF1 homolog 21 DGTSPEEEIEIERQK 690 15 5 16.6 b3°b3b5y13*y13 1759.82 110.776 31524 2 880.41 -8.532

|Q9H501|ESF1_HUMAN ESF1 homolog 22 Carbamidomethyl+C(10) LKYYYAVVDCDSPETASK 430 18 5 29.9 b10b13y7y13y14 2108.98 108.157 24361 3 703.67 -0.579

|Q9H501|ESF1_HUMAN ESF1 homolog 23 ANHKGSENK 119 9 4 28.49 b7b8*b8y8 984.49 32.479 20401 2 492.75 0.868

|Q9H501|ESF1_HUMAN ESF1 homolog 24 KNIVQHTTDSSLEEK 169 15 3 16.6 b13y3y8 1728.87 91.356 12892 3 576.96 -6.002

|Q9H501|ESF1_HUMAN ESF1 homolog 25 GSENKTDLDNSIGIK 123 15 4 33.13 b5*b5b6b7 1590.78 31.584 5349 4 398.45 -12.815

|Q9H501|ESF1_HUMAN ESF1 homolog 26 MSSKQEIMSDQR 0 12 3 24.49 b8y8y9 1439.68 136.494 2835 1 1439.68 9.666

|Q9H501|ESF1_HUMAN ESF1 homolog 27 ESAEEMVKNK 612 10 3 26.75 b8b9y8 1164.55 30.201 2667 3 388.85 -6.499

|Q9H501|ESF1_HUMAN ESF1 homolog 28 Carbamidomethyl+C(4) LAVCNMDWDRLK 349 12 7 40.86 b4b6*b6y7°y7y8y11 1520.73 90.759 2085 2 760.87 -1.044

|Q9H501|ESF1_HUMAN ESF1 homolog 29 MKEEQVQGPVELLSIPEDAPEK 393 22 8 33.08 b5b7b11°b11y5y6y9°y9 2466.22 95.541 1596 3 822.75 -8.810

|Q9H501|ESF1_HUMAN ESF1 homolog 30 QEIMSDQRFR 4 10 3 26.75 b5y7y8 1309.65 84.886 1583 2 655.33 10.533

|Q9H501|ESF1_HUMAN ESF1 homolog 31 Phosphoryl STY(14)MKEEQVQGPVELLSIPEDAPEK 393 22 12 62.46
b3b6°b6*b6b9y3y6y7°y7y8y12

y13
2546.17 99.847 22383 4 637.30 -11.219

|Q9H501|ESF1_HUMAN ESF1 homolog 32 Phosphoryl STY(6) FQAMYTSHLFNLDPSDPNFKK 761 21 3 21.24 b12y15y16 2580.18 99.844 2730 4 645.80 11.071

|Q9H501|ESF1_HUMAN ESF1 homolog 33 Oxidation+M(1)
MKEEQVQGPVELLSIPEDAPEKD

WTSR
393 27 4 21.16 b3b6b7y12 3127.51 89.683 2594 3 1043.18 -4.450

|Q9H501|ESF1_HUMAN ESF1 homolog 34 Oxidation+M(4) FQAMYTSHLFNLDPSDPNFK 761 20 4 13.21 b9y7y9°y9 2388.11 85.570 2508 3 796.71 6.441

|Q9H501|ESF1_HUMAN ESF1 homolog 35 RPISHSTTEDLKR 57 13 1 7.23 b6 1539.83 66.401 1654 4 385.71 6.184

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

1 TTPSYVAFTDTER 36 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

2 Carbamidomethyl+C(5) FEELCSDLFR 301 10 3 31.98 y4y5y8 1315.58 62.891 2488 3 439.20 -11.413

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

3 ATAGDTHLGGEDFDNR 220 16 4 15.7 b5°b5y6y13 1675.74 39.397 1761 2 838.37 6.483

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

4 Carbamidomethyl+C(14) AAAIGIDLGTTYSCVGVFQHGK 3 22 3 12.43 b11y5y11 2265.09 77.008 10133 3 755.70 -19.185



|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

5 NQVALNPQNTVFDAK 56 15 6 43.85 b6y3°y3y4y7y8 1658.87 69.663 6217 2 829.94 10.891

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

6 Carbamidomethyl+C(1) CQEVISWLDANTLAEK 573 16 5 26.11 b5b8b9y10°y10 1876.92 57.071 5386 2 938.97 6.374

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

7 FGDPVVQSDMK 77 11 6 44.35 b6°b6b9y3y4y6 1222.60 32.105 3054 3 408.21 19.071

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

8 VSAKNALESYAFNMK 535 15 4 22.62 b12y10y11*y11 1672.83 59.123 27444 3 558.28 -3.868

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

9
DAGVIAGLNVLRIINEPTAAAIAYG

LDR
159 28 4 22.17 y6y14*y14y15 2866.55 75.230 9340 3 956.19 -10.987

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

10
FGDPVVQSDMKHWPFQVINDGD

KPK
77 25 6 25.65 y7y9y11°y11*y11y13 2884.40 108.772 5542 3 962.14 -4.740

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

11 NALESYAFNMKSAVEDEGLK 539 20 5 25.31 b4b11y4y7y10 2216.06 110.734 1761 3 739.36 1.983

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

12 KFGDPVVQSDMK 76 12 4 33.63 b9b10y7y11 1350.69 90.221 1677 3 450.90 12.111

|P08107|HSP71_HUMAN Heat shock 70 
kDa protein 1

13 Phosphoryl STY(18)
NVLIFDLGGGTFDVSILTIDDGIFE

VK
193 27 6 13.93 b13*b13b21y8°y8y11 2977.46 105.729 4088 3 993.16 -4.182

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

1 VAVEWDKDHGVLESHLAEK 142 19 14 63.38
b3b4°b4b9b10b11y1y2y3y14°

y14y16°y16y19
2162.08 63.436 118987 3 721.37 -2.146

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

2 LGQAPANWYNDTYPLSPPQR 78 20 10 36.08
b1b2b12b14b15°b15y9*y9y10

*y10
2288.09 65.876 24971 3 763.37 -9.070

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

3 DHGVLESHLAEK 149 12 4 24.49 b7b8°b8y8 1334.67 30.490 3614 2 667.84 1.646

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

4 GMELSDLIVFNGK 163 13 5 28.19 b3b8°b8b11y2 1422.73 72.456 2205 2 711.87 3.260

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

5 GYLTLSDSGDK 131 11 7 47.92 b1y2y3y7y8y10°y10 1155.56 34.982 1988 2 578.29 10.353

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

6 MPVQLSEHPEWNESMHSLR 0 19 7 35.57 b5b8y7y10y12y13*y13 2307.08 86.440 13806 3 769.70 6.561

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

7 PVQLSEHPEWNESMHSLR 1 18 5 23.19 b9b10*b10b12*b12 2176.01 58.596 12698 3 726.01 -4.151

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

8 EWTTTTGDVVNENPEWVK 231 18 5 22.74 b3b9b12y12°y12 2104.94 69.399 7461 2 1052.98 -18.441

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

9 Carbamidomethyl+C(17) AAAGIQPPGYLIHESACWSDTLQR 270 24 6 34.8 b4y6°y6y7y8y11 2641.26 72.956 6414 3 881.09 -7.580

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

10 AVPWVILSDGDGTVEK 194 16 5 25.44 b10y4°y4y10y13 1685.86 95.483 2942 2 843.44 -6.010

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

11 VASYIMAFTLDGR 369 13 5 23.72 b11b12°b12y3°y3 1443.71 43.771 1973 2 722.36 -12.260

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

12 GSVDHENWVSNYNALR 254 16 6 22.03 b7°b7b10*b10y10y13 1860.90 44.144 1784 2 930.95 20.598

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

13 GRGMELSDLIVFNGK 161 15 5 27.13 b4b11b14y13°y13 1635.88 84.491 21613 2 818.44 14.402



|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

14 GMELSDLIVFNGKLYSVDDR 163 20 4 21.34 b10b11°b11y13 2271.12 61.348 7059 4 568.54 -6.020

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

15
LGQAPANWYNDTYPLSPPQRTPA

GIR
78 26 8 34.27 b3*b3b7b8*b8b9y21°y21 2883.46 119.060 6788 3 961.82 1.778

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

16 FIPNTDDQIIVALKSEEDSGR 348 21 8 37.39 b10y3y4°y4y10y15y17°y17 2347.16 99.841 3170 3 783.06 -9.257

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

17 Phosphoryl STY(11)
LYVGGLGKEWTTTTGDVVNENP

EWVK
223 26 3 11.43 b11b14y14 2972.36 77.007 15345 3 991.46 -11.828

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

18 Phosphoryl STY(13) AVPWVILSDGDGTVEK 194 16 4 26.11 b3b11b12y4 1765.81 106.411 2308 3 589.27 -12.858

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

19
Carbamidomethyl+C(17)

;Phosphoryl STY(10)
AAAGIQPPGYLIHESACWSDTLQR 270 24 5 15.24 b8b13*b13y10y14 2721.25 76.182 2096 5 545.05 2.064

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

20 Oxidation+M(15) MPVQLSEHPEWNESMHSLR 0 19 4 13.7 b7°b7y3y13 2323.08 90.644 2241 3 775.03 9.984

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

21 DHGVLESHLA 149 10 0 3.36 1077.54 30.541 1619 2 539.27 6.118

|Q8WVQ1|CANT1_HUMAN Soluble 
calcium-activated nucleotidase 1

22 VAVEWDKDHGVLESHLAE 142 18 4 22.88 y4°y4y6y7 2033.97 63.451 1532 3 678.66 -9.903

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

1 Carbamidomethyl+C(13)
NLSDLIDLVPSLCEDLLSSVDQPL

K
23 25 7 30.35 b2b4b7b8y3y5y8 2783.43 129.179 9204 3 928.48 -1.579

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

2 SGSGTMNLGGSLTR 181 14 3 17.67 b4y6y12 1337.65 36.693 7190 2 669.33 2.190

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

3 STLNEIYFGK 225 10 4 45.22 b5b7b9y7 1171.58 33.151 25462 1 1171.58 -18.963

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

4 Carbamidomethyl+C(7) DETVSDCSPHIANIGR 199 16 4 24.07 b5°b5b6b14 1770.81 92.508 7525 2 885.91 1.930

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

5 Carbamidomethyl+C(7) SDQQLDCALDLMR 1 13 7 38.11 b8b11b12°b12y6y11*y11 1564.70 122.206 6642 2 782.86 -3.745

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

6 Carbamidomethyl+C(2) GCWDSIHVVEVQEK 145 14 3 17.67 b11y8y11 1685.83 76.786 5276 2 843.42 19.986

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

7 SIDAIPDNQK 244 10 6 24.99 b4y5°y5y8°y8*y8 1100.58 26.510 2597 3 367.53 21.740

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

8 Carbamidomethyl+C(11) QMEKDETVSDCSPHIANIGR 195 20 7 27.95 b8b10y11y12°y12y19*y19 2287.02 109.315 80204 3 763.01 -9.607

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

9 IRSTLNEIYFGK 223 12 7 65.63 y3y4y6y8°y8y10*y10 1440.80 62.797 8466 3 480.94 9.574

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

10 KLEVEANNAFDQYR 94 14 5 17.67 b8b12°b12y13°y13 1696.81 87.388 4897 2 848.91 -11.582

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

11 Carbamidomethyl+C(8) MSDQQLDCALDLMRR 0 15 3 16.6 b11b13y9 1851.83 49.882 2243 2 926.42 -11.404

|P47756|CAPZB_HUMAN F-actin-capping 
protein subunit beta

12
Carbamidomethyl+C(11)

;Oxidation+M(2)
QMEKDETVSDCSPHIANIGR 195 20 3 13.21 b10b19y13 2303.03 105.334 21641 3 768.35 -5.194

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

1 VFASLPQVER 7 10 8 37.44 b1b2b3y5*y5y7y8y10 1145.63 58.711 51761 2 573.32 -3.410

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

2 GNNFLYTNGK 28 10 8 37.44 b7y2y3y5*y5y6°y6y10 1127.55 45.017 29996 2 564.28 1.840

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

3 Carbamidomethyl+C(26)
IWDVSVNSVVSTFPMGSTVLDQQ

LGCLWQK
259 30 12 35.49

b2b3b4b9*b9y5*y5y7*y7y10°
y10y11

3394.69 111.986 7611 3 1132.23 1.870



|O75083|WDR1_HUMAN WD repeat-
containing protein 1

4 LYSILGTTLKDEGK 470 14 4 23.11 b3b4y3°y3 1537.85 92.515 6374 2 769.43 -0.079

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

5 FGAVFLWDSGSSVGEITGHNK 126 21 5 19.84 b4b14°b14b17y14 2208.08 70.941 5524 3 736.70 3.096

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

6 NIDNPALADIYTEHAHQVVVAK 43 22 11 68.8
b3b4b6°b6b7b9y3y12y17y18y

20
2418.20 62.167 128963 4 605.30 -17.971

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

7 LYSILGTTLK 470 10 3 26.75 b3y5y6 1108.65 73.262 33831 2 554.83 -7.267

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

8 Carbamidomethyl+C(12) MTVDESGQLISCSMDDTVR 370 19 4 18.69 b3b9y4y9 2143.95 67.514 33433 2 1072.48 10.135

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

9
VVTVFSVADGYSENNVFYGHHA

K
511 23 6 48.8 y3y5y6y7y12y19 2540.22 73.933 12256 3 847.41 -0.865

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

10 FTIGDHSR 182 8 3 31.02 b7y3y4 932.45 29.853 11945 2 466.73 -4.124

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

11 Carbamidomethyl+C(18) GPVTDVAYSHDGAFLAVCDASK 489 22 5 23.06 b5b8b10y3y7 2280.06 64.836 11051 2 1140.53 -1.606

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

12
AHDGGIYAISWSPDSTHLLSASGD

K
231 25 6 24.68 b6b7°b7b11y6y8 2585.21 72.582 9675 3 862.41 -7.366

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

13 DHLLSVSLSGYINYLDR 289 17 5 23.99 b4b10b14y13*y13 1965.05 80.097 7364 2 983.03 19.134

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

14
Carbamidomethyl+C(1);
Carbamidomethyl+C(14)

CVAVGPGGYAVVVCIGQIVLLK 411 22 6 49.92 b3b5b9b10b11b13 2272.25 116.284 5636 3 758.09 -1.182

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

15 Carbamidomethyl+C(4) SIQCLTVHK 321 9 7 56.4 b3b4b6*b6y6y7°y7 1085.58 50.491 4234 2 543.30 5.173

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

16 FATASADGQIYIYDGK 203 16 5 26.11 b3°b3b4b15y3 1719.82 88.534 3406 3 573.94 -3.407

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

17 EWTITY 600 6 1 12.93 y5 812.39 55.637 3118 1 812.39 11.570

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

18 YAPSGFYIASGDVSGK 65 16 3 15.7 b3y5y12 1618.79 112.236 3100 2 809.90 9.275

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

19 DYSGQGVVK 396 9 4 42.7 b6b7b8y7 952.49 34.952 2077 2 476.75 15.379

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

20
AHDGGIYAISWSPDSTHLLSASGD

KTSK
231 28 5 33.65 b7b8b12y16y17 2901.37 68.358 33117 4 726.10 -9.172

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

21 Carbamidomethyl+C(2)
KCFSIDNPGYEPEVVAVHPGGDT

VAIGGVDGNVR
436 34 4 24.82 y5y7y8y23 3525.69 69.012 27766 4 882.18 -4.986

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

22 DIAWTEDSKR 106 10 5 37.44 b4°b4b8b9y6 1220.59 45.816 18031 2 610.80 -0.300

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

23 Carbamidomethyl+C(8) GHSKSIQCLTVHK 317 13 5 18.95 b4b9*b9y7°y7 1494.79 104.144 10648 2 747.90 4.328

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

24 Carbamidomethyl+C(3)
IVCLAWSPDNEHFASGGMDMMV

YVWTLSDPETRVK
534 35 5 35.76 b6b7b8b11*b11 4041.85 115.346 9497 4 1011.22 -3.201

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

25 Carbamidomethyl+C(4) FVNCVRFSPDGNR 190 13 4 23.72 b3b4y10°y10 1567.73 93.609 8626 1 1567.73 -5.762

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

26 Carbamidomethyl+C(12) FTIGDHSRFVNCVR 182 14 8 64.01 b7b11y3y5y8°y8y11y12 1707.84 68.098 3832 3 569.95 2.216

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

27 Carbamidomethyl+C(6) TGEKVCALGGSK 219 12 4 24.49 b7b8°b8y11 1206.61 71.810 2323 2 603.81 -1.821

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

28 YAPSGFYIASGDVSGKLR 65 18 3 21.43 b5b12b14 1887.94 79.491 2220 3 629.99 -9.117

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

29 EKFGAVFLWDSGSSVGEITGHNK 124 23 3 12.12 b4b14y15 2465.17 99.846 1840 3 822.40 -14.756

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

30 Carbamidomethyl+C(15)
QSRPYRLATGSDDNCAAFFEGPPF

K
155 25 3 11.62 b13y8y11 2831.32 74.529 1518 4 708.59 0.431

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

31 Phosphoryl STY(4) IWDTTQKEHLLK 83 12 3 24.49 b3y10y11 1591.77 53.172 2037 2 796.39 -2.761

|O75083|WDR1_HUMAN WD repeat-
containing protein 1

32 FGAVFLWDSGSSVGEI 126 16 0 7.68 1670.80 70.906 6502 2 835.91 -1.607



|O75083|WDR1_HUMAN WD repeat-
containing protein 1

33 LYSILGTTLKDEGK 470 14 0 4.32 1519.83 92.513 3888 2 760.42 0.723

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

1 ELSDFISYLQREATNPPVIQEEKPK 471 25 11 25.76
b2b6b10°b10*b10b20b21y1y5

°y5y25
2931.47 105.729 85567 4 733.62 -12.576

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

2
FISDKDASIVGFFDDSFSEAHSEFL

K
147 26 19 99.29

b2b4b6b7b11b14y1y3y4y6°y6
y8°y8y9y11y12y14y16y26

2938.36 98.919 50699 4 735.35 -6.481

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

3 ELSDFISYLQR 471 11 7 49.13 b4b6°b6b9y4y9y11 1370.69 85.484 26691 2 685.85 -1.959

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

4 LAPEYEAAATR 62 11 8 65.15 y3°y3y5y6y7°y7y9y11 1191.60 37.582 23139 2 596.31 2.561

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

5 LSKDPNIVIAK 422 11 4 22.46 b6y2y4y7 1197.71 40.394 13705 3 399.91 -10.498

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

6 FLQDYFDGNLKR 351 12 6 20.51 b6b8°b8*b8y8y12 1515.76 60.134 4895 2 758.38 -2.255

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

7 IFRDGEEAGAYDGPR 104 15 5 34.02 b11b13y6y7y9 1652.75 83.312 3315 2 826.88 -8.198

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

8
Carbamidomethyl+C(11)
;Carbamidomethyl+C(14

)
DVLIEFYAPWCGHCK 395 15 3 16.6 b3b13y9 1894.87 53.277 2542 2 947.94 2.255

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

9 ELGEK 417 5 1 12.45 b4 575.31 25.480 10513 1 575.31 6.896

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

10 DASIVGFFDDSFSEAHSEFLK 152 21 4 17.07 b12b14y6y13 2348.11 101.895 9433 3 783.37 14.868

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

11 YGVSGYPTLK 94 10 5 49.2 b4°b4b5b6b8 1084.57 49.800 5180 2 542.79 4.052

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

12 SEPIPESNDGPVK 366 13 4 18.95 b3b7y7°y7 1368.68 44.951 4779 2 684.84 8.741

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

13
Carbamidomethyl+C(19)
;Carbamidomethyl+C(22

)
ISDTGSAGLMLVEFFAPWCGHCK 38 23 6 30.68 b5b7b12b16y4y12 2583.21 85.380 4323 3 861.74 11.341

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

14 TFSHELSDFGLESTAGEIPVVAIR 305 24 4 17.82 b5b7b10y19 2575.28 109.327 3614 3 859.10 -8.153

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

15 GSNYWR 274 6 1 12.93 y5 782.36 58.697 2826 1 782.36 8.270

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

16 LAAASDVLELTDDNFESR 20 18 4 14.27 b5°b5b7y11 1965.94 47.957 2640 3 655.99 1.304

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

17 FLQDYFDGNLK 351 11 10 49.13
b8*b8b10°b10y7y8°y8*y8y9°y

9
1359.63 42.606 2346 2 680.32 -19.393

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

18 FVMQEEFSR 335 9 7 78.4 b4b6b8y5y7°y7y8 1172.56 34.967 2034 2 586.79 20.197

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

19 Carbamidomethyl+C(10) FIQENIFGICPHMTEDNK 234 18 3 14.27 b8b11y13 2193.05 51.227 1596 3 731.69 18.258

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

20
FISDKDASIVGFFDDSFSEAHSEFL

K
147 26 4 17.58 y6°y6y8y14 2938.39 121.980 35592 3 980.13 4.071

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

21 ELGEKLSK 417 8 3 38.8 y3y4y7 903.51 26.278 7691 2 452.26 -3.851

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

22
DASIVGFFDDSFSEAHSEFLKAAS

NLR
152 27 3 17.36 b5b10b15 2960.42 78.874 5237 3 987.48 3.299

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

23 QAGPASVPLRTEEEFK 130 16 4 15.7 b6b13*b13y7 1758.89 71.931 1544 2 879.95 -8.328

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

24 Phosphoryl STY(13)
YEGGRELSDFISYLQREATNPPVIQ

EEKPK
466 30 6 21.65

b7b9b14_H3PO4 
b14°b14b22y16

3573.68 92.499 9671 4 894.18 -9.291

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

25 Phosphoryl STY(6) GFPTIYFSPANKK 448 13 6 42.88 b3b4b10y9°y9y10 1549.74 65.847 3194 2 775.38 5.514

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

26 Oxidation+M(1) MDATANDVPSPYEVR 433 15 4 27.13 b4b11b13y6 1680.77 43.715 23851 3 560.93 8.861



|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

27
Carbamidomethyl+C(10)

;Oxidation+M(13)
FIQENIFGICPHMTEDNK 234 18 5 23.19 y3y4°y4*y4y10 2208.98 58.588 1661 2 1104.99 -13.484

|P30101|PDIA3_HUMAN Protein disulfide-
isomerase A3

28 SKDPNIVIAK 423 10 0 2.88 1084.62 40.355 5733 2 542.82 -10.354

|P02533|K1C14_HUMAN Keratin 1
LLEGEDAHLSSSQFSSGSQSSRDV

TSSSR
417 29 4 11.05 b5y5y8y29 3041.40 66.561 48733 3 1014.47 -1.365

|P02533|K1C14_HUMAN Keratin 2 VTMQNLNDR 116 9 7 61.18 b6y3y5°y5y7y8*y8 1090.53 35.742 18548 2 545.77 0.672
|P02533|K1C14_HUMAN Keratin 3 ILNEMRDQYEK 282 11 5 38.89 b5b7b9y2y9 1438.72 47.828 6915 3 480.24 13.406
|P02533|K1C14_HUMAN Keratin 4 LEQEIATYR 407 9 9 56.4 b4°b4b5°b5b7°b7y3y7°y7 1122.58 83.177 36796 2 561.80 3.806

|P02533|K1C14_HUMAN Keratin 5 TMQNLEIELQSQLSMK 336 16 9 22.03
b7°b7*b7b11°b11y5*y5y12*y

12
1892.93 71.827 20593 3 631.65 -9.544

|P02533|K1C14_HUMAN Keratin 6 VMDVHDGK 451 8 4 38.8 b5°b5b6b7 900.42 89.663 10611 1 900.42 -7.321
|P02533|K1C14_HUMAN Keratin 7 DQYEK 288 5 3 24.91 y3y4*y4 682.30 71.061 4064 1 682.30 -5.636
|P02533|K1C14_HUMAN Keratin 8 DYSPYFK 160 7 4 35.31 b3y5y6°y6 919.42 95.937 3731 1 919.42 0.730
|P02533|K1C14_HUMAN Keratin 9 LLEGEDAHLSSSQFSSGSQSSR 417 22 5 19.09 b8y6y9y15°y15 2309.03 77.295 3508 2 1155.02 -16.177
|P02533|K1C14_HUMAN Keratin 10 YETELNLR 203 8 6 31.02 b4°b4y5°y5y6*y6 1037.51 34.945 2767 2 519.26 -11.177
|P02533|K1C14_HUMAN Keratin 11 ASLENSLEETK 352 11 3 29.45 b5b6b8 1220.60 58.653 2503 1 1220.60 -0.700
|P02533|K1C14_HUMAN Keratin 12 TEELNR 309 6 2 12.93 b3°b3 761.37 34.941 2046 2 381.19 -9.459

|P02533|K1C14_HUMAN Keratin 13 Carbamidomethyl+C(3) GSCGIGGGIGGGSSR 15 15 5 34.4 y4y9y10y12°y12 1278.58 40.526 1519 2 639.79 -6.015

|P02533|K1C14_HUMAN Keratin 14 RLLEGEDAHLSSSQFSSGSQSSR 416 23 4 18.42 b12y6y11y17 2465.20 92.566 204998 3 822.40 14.261

|P02533|K1C14_HUMAN Keratin 15 Carbamidomethyl+C(10)
ISSVLAGGSCRAPSTYGGGLSVSS

SR
30 26 6 19.7 b12b14b21y10°y10y13 2513.26 103.599 40288 3 838.43 9.423

|P02533|K1C14_HUMAN Keratin 16 ASLENSLEETKGR 352 13 3 18.95 b3b6y9 1433.72 44.271 10940 3 478.58 -2.980

|P02533|K1C14_HUMAN Keratin 17
Carbamidomethyl+C(3);
Carbamidomethyl+C(25)

GSCGIGGGIGGGSSRISSVLAGGSC
R

15 26 4 14.32 b11b14y15y23 2366.10 75.278 4758 3 789.37 -14.549

|P02533|K1C14_HUMAN Keratin 18 ALEEANADLEVKIR 134 14 5 25.45 b7°b7b8b11°b11 1570.83 106.327 3557 2 785.92 -9.947

|P02533|K1C14_HUMAN Keratin 19 Carbamidomethyl+C(12) QFTSSSSMKGSCGIGGGIGGGSSR 6 24 3 11.85 b13y7y9 2262.00 65.980 3332 3 754.67 -12.628

|P02533|K1C14_HUMAN Keratin 20 DAEEWFFTKTEELNR 300 15 3 24.68 b8b9b11 1914.91 54.636 2497 2 957.96 9.754
|P02533|K1C14_HUMAN Keratin 21 YETELNLRMSVEADINGLR 203 19 4 20.66 b7°b7b9b11 2223.09 72.453 2463 3 741.70 -6.260
|P02533|K1C14_HUMAN Keratin 22 EVATNSELVQSGKSEISELR 315 20 3 13.21 b14y7y11 2176.11 110.540 2451 2 1088.56 -1.122
|P02533|K1C14_HUMAN Keratin 23 TKVMDVHDGK 449 10 4 26.75 b6b7y8°y8 1129.55 41.863 1954 2 565.28 -13.725

|P02533|K1C14_HUMAN Keratin 24 Carbamidomethyl+C(3) TTCSRQFTSSSSMK 1 14 7 28.36 b7°b7*b7y7°y7y8y11 1607.72 41.844 1603 2 804.36 4.328

|P02533|K1C14_HUMAN Keratin 25
TMQNLEIELQSQLSMKASLENSLE

ETK
336 27 6 26.18 b5b8y4y6y10y13 3094.51 95.979 1526 3 1032.17 -6.469

|P02533|K1C14_HUMAN Keratin 26 Phosphoryl STY(4) EVATNSELVQSGK 315 13 4 18.95 b3b9*b9y9 1441.65 33.445 6325 2 721.33 -0.677

|P02533|K1C14_HUMAN Keratin 27 Phosphoryl STY(7) LEQEIATYRR 407 10 5 26.75 b6*b6b7_H3PO4 b7y8*y8 1358.63 41.828 2755 3 453.55 -7.457

|P02533|K1C14_HUMAN Keratin 28
Carbamidomethyl+C(3);

Phosphoryl STY(13)
GSCGIGGGIGGGSSR 15 15 4 27.13 b4b11b12y7 1358.55 47.308 2321 2 679.78 2.336

|P02533|K1C14_HUMAN Keratin 29 Phosphoryl STY(11) TMQNLEIELQSQLSMK 336 16 4 33.1 b10b11°b11b12 1972.88 93.673 1922 3 658.30 -12.437

|P02533|K1C14_HUMAN Keratin 30 Phosphoryl STY(9) ADLEMQIESLK 232 11 10 56.02 b3°b3b6b7*b7y3y6°y6*y6y7 1356.62 36.552 1915 2 678.81 10.618

|P02533|K1C14_HUMAN Keratin 31 Oxidation+M(15) TMQNLEIELQSQLSMK 336 16 4 15.7 b4b11°b11y7 1908.92 73.843 20027 3 636.98 -13.237
|P02533|K1C14_HUMAN Keratin 32 Oxidation+M(2) VMDVHDGK 451 8 5 34.03 b4°b4y3y5°y5 916.42 71.853 4508 2 458.71 -2.997

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

1 LAVNMVPFPR 252 10 8 77.12 b2y4y5y6y7y8y9y10 1143.63 72.778 168761 2 572.32 -4.483

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

2 AVLVDLEPGTMDSVR 62 15 8 27.13 b2b3y2y8°y8y9y11y15 1601.82 71.013 47589 2 801.41 -0.915

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

3 LHFFMPGFAPLTSR 262 14 6 35.88 b5b8b9y3y12y14 1620.82 89.694 38804 3 540.94 -10.393

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

4 VSEQFTAMFR 380 10 7 31.98 b1b3b4°b4b9b10y10 1215.57 50.525 25349 2 608.29 -9.540



|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

5 IREEYPDR 154 8 7 51.25 b2b4b7y1y3y6y8 1077.54 25.047 19158 2539.27 3.285

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

6 MSATFIGNNTAIQELFK 362 17 3 21.92 b4y10y11 1884.97 94.631 11299 3 629.00 11.333

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

7
FWEVISDEHAIDSAGTYHGDSHLQ

LER
19 27 10 40.92

b4°b4b7°b7b10b11y7y13y14y
19

3112.49 95.954 8531 3 1038.17 15.453

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

8 NSSYFADWLPNNVK 336 14 7 29.15 b3b11°b11b13y10°y10*y10 1654.81 59.583 5422 3 552.27 12.836

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

9 Carbamidomethyl+C(18)
SGPFGQVFRPDNFIFGQCGAGNN

WAK
77 26 4 11.43 b8*b8b11y9 2871.40 108.765 3655 3 957.81 20.662

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

10 EVDEQMFNIQDK 324 12 5 42.38 y5y6*y6y9y11 1495.70 78.281 2546 2 748.35 15.997

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

11 Carbamidomethyl+C(18)
SGPFGQVFRPDNFIFGQCGAGNN
WAKGHYTEGAELMESVMDVVR

77 44 5 21.39 b8b12*b12b13y10 4875.27 125.960 30831 4 1219.57 3.205

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

12 MPMREVDEQMFNIQDK 320 16 4 24.07 y9y10°y10y13 2010.90 67.029 8812 3 670.97 -3.764

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

13 INVYYNEASGGRYVPR 46 16 4 25.44 b6b10b12y8 1857.92 42.670 2130 2 929.46 -4.796

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

14 Oxidation+M(11) ALTVAELTQQMFDAK 282 15 6 27.13 b6°b6y6y8°y8y14 1681.86 85.936 50856 3 561.29 10.379

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

15 Oxidation+M(8) VSEQFTAMFRR 380 11 3 34.22 b4b5b6 1387.70 37.399 6904 2 694.35 14.603

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

16 Oxidation+M(14) GHYTEGAELMESVMDVVR 103 18 4 14.27 b9y8°y8y11 2038.91 83.120 5375 2 1019.96 -7.424

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

17 Oxidation+M(6) EVDEQMFNIQDK 324 12 7 60.86 y5°y5y6y7*y7y8y9 1511.68 41.785 3241 3 504.57 8.883

|Q3ZCM7|TBB8_HUMAN Tubulin beta-8 
chain

18 Oxidation+M(8) VSEQFTAMFR 380 10 4 40.45 b3y6y7y8 1231.56 34.952 2033 2 616.28 -14.570

|Q15942|ZYX_HUMAN Zyxin 1

Carbamidomethyl+C(10)
;Carbamidomethyl+C(13
);Carbamidomethyl+C(1
6);Carbamidomethyl+C(
34);Carbamidomethyl+C

(37)

ALGQLFHIACFTCHQCAQQLQGQ
QFYSLEGAPYCEGCYTDTLEK

399 44 9 28.45 b3b15b20b21b25b31y2y11y13 5228.33 87.352 63892 4 1307.84 3.269

|Q15942|ZYX_HUMAN Zyxin 2
LGHPEALSAGTGSPQPPSFTYAQQ

R
295 25 6 11.62 b3b6°y5*y5y11y25 2597.26 56.810 40741 3 866.43 -3.572

|Q15942|ZYX_HUMAN Zyxin 3 VNPFRPGDSEPPPAPGAQR 35 19 7 37.11 b2b8y7y8y9y17y19 1988.99 45.432 25319 3 663.67 -2.087

|Q15942|ZYX_HUMAN Zyxin 4

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)
;Carbamidomethyl+C(26

)

CEDCGKPLSIEADDNGCFPLDGHV
LCR

536 27 6 13.93 b1b10b21y6y12y27 3134.35 68.846 21266 4 784.34 2.726

|Q15942|ZYX_HUMAN Zyxin 5 FSPGAPGGSGSQPNQK 279 16 11 54.76
b5°b5b8b15y4y6°y6y11*y11y1

4y16
1515.72 29.114 14298 2 758.36 1.208

|Q15942|ZYX_HUMAN Zyxin 6 FGPVVAPKPK 25 10 7 40.45 b2b4y2y4y5y6y10 1039.63 39.477 10972 2 520.32 -3.405

|Q15942|ZYX_HUMAN Zyxin 7

Carbamidomethyl+C(1);
Carbamidomethyl+C(4);
Carbamidomethyl+C(17)
;Carbamidomethyl+C(26

)

CEDCGKPLSIEADDNGCFPLDGHV
LCRK

536 28 4 22.17 y12y14°y14y15 3262.46 92.488 8920 2 1631.74 7.483

|Q15942|ZYX_HUMAN Zyxin 8 GPPASSPAPAPK 253 12 4 20.51 b4b7y1y10 1076.57 23.385 8712 2 538.79 -2.381
|Q15942|ZYX_HUMAN Zyxin 9 QHPVPPPAQNQNQVR 328 15 4 16.6 b4*b4b8y5 1709.87 24.894 5669 3 570.63 -6.996
|Q15942|ZYX_HUMAN Zyxin 10 SSTKPAAGGTAPLPPWK 184 17 4 33.12 b10°b10b11b12 1665.92 85.943 50241 2 833.46 15.095
|Q15942|ZYX_HUMAN Zyxin 11 QYAPR 498 5 1 12.45 b3 634.32 50.511 23318 1 634.32 -12.990

|Q15942|ZYX_HUMAN Zyxin 12
Carbamidomethyl+C(1);
Carbamidomethyl+C(4)

CNTCGEPITDR 443 11 4 29.45 y4y5°y5y9 1322.55 28.264 8607 2 661.78 3.784



|Q15942|ZYX_HUMAN Zyxin 13 VSSIDLEIDSLSSLLDDMTK 140 20 6 25.31 b10b12y7°y7y11y13 2181.06 65.852 3216 3 727.69 -11.753
|Q15942|ZYX_HUMAN Zyxin 14 NDPFK 160 5 1 12.45 b4 620.30 89.753 2907 1 620.30 -1.181

|Q15942|ZYX_HUMAN Zyxin 15 EVEELEQLTQQLMQDMEHPQR 354 21 5 19.84 b3b9b13°b13y9 2611.21 88.018 2055 3 871.08 0.655

|Q15942|ZYX_HUMAN Zyxin 16 Carbamidomethyl+C(9) QNVAVNELCGR 375 11 8 47.37 b3b4*b4y4y9°y9y10*y10 1259.61 49.741 1847 2 630.31 -3.004

|Q15942|ZYX_HUMAN Zyxin 17 VSSIDLEIDSLSSLLDDMTKNDPFK 140 25 6 24.68 b7b9y10y11°y11y23 2782.35 124.110 8690 3 928.12 -6.581

|Q15942|ZYX_HUMAN Zyxin 18 Carbamidomethyl+C(6) NFHMKCYK 528 8 5 54.26 b3*b3y3y5y7 1127.50 26.537 6330 2 564.25 -10.394

|Q15942|ZYX_HUMAN Zyxin 19 Carbamidomethyl+C(30)
EVEELEQLTQQLMQDMEHPQRQ

NVAVNELCGR
354 32 5 12.54 b7b12y4y6°y6 3851.86 63.439 2235 4 963.72 13.754

|Q15942|ZYX_HUMAN Zyxin 20 Phosphoryl STY(9) FSPGAPGGSGSQPNQK 279 16 6 32.84 b3b5°b5b7b8°b8 1595.66 44.147 31641 2798.34 -7.268

|Q15942|ZYX_HUMAN Zyxin 21 Oxidation+M() EVEELEQLTQQLMQDMEHPQR 354 21 5 21.24 b9*b9b10°b10y10 2627.18 136.372 4440 2 1314.09 -10.687

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

1 DELNLADSEVDNQK 798 14 9 25.19
b10°b10b12b14y6y10°y10y13

*y14
1589.73 93.068 54293 2 795.37 -0.384

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

2 REELDVK 449 7 9 66.24 b2°b2b3b5°b5y3y5y6y7 888.47 46.835 29407 2 444.74 -10.030

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

3 ATQLEQMKEDYSYIMETK 212 18 8 40.13 b7b11°b11b12y7y8y12y18 2208.04 69.488 14195 3 736.69 10.946

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

4 DELNLADSEVDNQKR 798 15 8 49.29 b2b3b4b5°b5b8b14y15 1745.85 84.430 3824 3 582.62 9.230

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

5 FLSRDVDSEISDLENEVENK 658 20 3 13.21 b3b7y15 2338.11 84.500 3426 2 1169.56 2.715

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

6 FQSIAGLSTMK 257 11 4 29.45 b3b4*b4b8 1182.61 105.678 1787 1 1182.61 -10.838

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

7 EQIHQGEER 234 9 4 44.05 b3°b3b6b8 1125.53 36.488 1514 2 563.27 3.796

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

8 NETLSISVQPGEGNK 963 15 6 35.53 b5b6*b6y7y8*y8 1572.76 80.020 13823 2 786.88 -15.600

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

9 HALSYNQR 456 8 7 51.25 b3b6°b6*b6y3*y3y7 988.49 71.890 10580 2 494.75 -8.891

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

10 FGSNVNFVVGNNGSGK 66 16 9 35.14 b4°b4*b4b5°b5*b5b6°b6y11 1596.74 48.778 9023 2 798.88 -20.794

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

11 STDQSLEPER 393 10 5 40.45 b4°b4y5y6y7 1161.52 21.930 7788 3 387.84 -19.337

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

12
EELIAILDHFNIQVDNPVSVLTQE

MSK
168 27 5 13.93 b4b13y4y11*y11 3082.52 122.213 7289 3 1028.18 -19.008

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

13 SATGSVVSTR 157 10 3 24.99 b3b5y7 964.51 61.124 6498 2 482.76 -0.696

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

14 AFQNQENSVNQEIEQFQQAIEK 418 22 4 22.3 b3b13*b13b14 2622.20 67.085 5358 3 874.74 -15.269



|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

15 ETYLDLDSK 899 9 6 71.87 b4b5b6b8y4y7 1083.50 58.052 3860 3 361.84 -17.575

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

16 ASVYGNSILIQQHISIDGSR 132 20 4 13.21 b3y4y6°y6 2158.08 118.079 2617 3 720.03 -19.345

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

17 MNFDHK 957 6 2 25.39 b3y5 791.35 29.072 2445 1 791.35 -3.625

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

18 DVDSEISDLENEVENK 662 16 6 39.65 b3b11*b11b12b13y11 1834.86 52.750 2022 3 612.29 20.890

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

19 ELENIEEHQSVDIATLEDEAQENK 725 24 5 30.51 b7b10b21y8y9 2783.31 95.504 1975 3 928.44 7.719

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

20 AVMQSQKPPK 621 10 4 24.99 b4b9*b9y9 1113.60 55.643 1916 2 557.30 -8.769

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

21 QFILLTPQSMSSLPSSK 1043 17 4 23.99 b15y4y8y11 1863.98 98.070 1873 3 622.00 -6.614

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

22 MVEEHMEQQK 753 10 4 31.98 y4y5°y5y9 1288.58 98.009 1711 2 644.79 9.947

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

23 ENMEHLKSLK 763 10 4 34.99 b7°b7b8b9 1228.62 99.055 139286 2 614.81 -14.506

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

24 Carbamidomethyl+C(12) ISEETNARAPECMALK 334 16 5 28.56 b4°b4b5y5y12 1819.84 74.582 23941 3 607.29 -13.751

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

25 RFGPNVPALLEAIDDAYR 478 18 3 14.27 b6y4y6 2017.05 105.660 7490 3 673.02 1.392

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

26 VKAFQNQENSVNQEIEQFQQAIEK 416 24 5 21.14 b11y11*y11y12*y12 2849.40 90.254 6283 3 950.47 -2.913

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

27
ELENIEEHQSVDIATLEDEAQENK

SK
725 26 5 21.33 b4b5°b5b12y6 2998.44 76.836 5602 3 1000.15 10.422

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

28 DNIKIGEDR 294 9 5 42.19 b4*b4b8y4y5 1059.54 49.841 4665 2 530.27 -3.456

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

29 Carbamidomethyl+C(8) MSQARQICPER 846 11 4 22.46 b6°b6b8y5 1375.65 136.429 3863 1 1375.65 -8.519

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

30 RAYNEAEVLYNR 357 12 3 20.51 b11y3y8 1497.74 83.990 3713 2 749.37 -1.875

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

31 STDQSLEPERLER 393 13 11 71.77
b6b9°b9b10b11b12°b12y11y1

2°y12*y12
1559.78 76.296 2748 2 780.39 5.948

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

32 RPRQEELEDFDK 16 12 3 20.51 b6y4y7 1561.74 53.218 2549 2 781.37 -13.678

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

33 IQAEHASHGDREEIMR 877 16 6 32.84 b4b5*b5b10*b10b12 1878.89 53.227 2394 2 939.95 -0.715



|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

34 QFLQSKNEGDK 195 11 13 60.79
b3*b3b8*b8b10y5°y5y6°y6*y

6y8°y8*y8
1293.63 42.601 2056 2 647.32 -9.531

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

35 Phosphoryl STY(8) DELNLADSEVDNQKR 798 15 4 29.51 b5b6y6y12_H3PO4 y12 1825.78 86.550 13186 2 913.39 -4.212

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

36 Phosphoryl STY(15) ASVYGNSILIQQHISIDGSR 132 20 3 13.21 b13y4y13 2238.07 64.774 10993 4 560.27 -6.981

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

37
Carbamidomethyl+C(6);

Phosphoryl STY(10)
SFSTVCFILSLWSIAESPFR 992 20 8 44.25

b5°b5b8b9b14_HPO3 
b14y3y11y12

2427.14 79.481 2066 3 809.72 1.811

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

38 Oxidation+M(15) ATQLEQMKEDYSYIMETKER 212 20 7 36.08 b6b7*b7y7°y7y9y10 2509.14 88.469 3310 3 837.05 -6.227

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

39 Oxidation+M(15) ATQLEQMKEDYSYIMETK 212 18 6 43.22 b3b4b5b8y8y11 2224.04 77.268 2215 2 1112.52 10.978

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

40 Oxidation+M(15) IQAEHASHGDREEIMR 877 16 4 22.23 b9°b9y8y9 1894.87 94.429 1685 2 947.94 -6.700

|Q96SB8|SMC6_HUMAN Structural 
maintenance of chromosomes protein 6

41 SYIMETK 223 7 0 6.24 871.41 69.475 10115 1 871.41 -14.779

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

1 VFMQEFK 179 7 6 35.31 b3b7y5y6y7*y7 928.46 55.618 12666 2 464.74 4.207

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

2 DNTINLIHTFR 237 11 7 25.47 b5°b5*b5b6°b6*b6y3 1343.72 54.145 12544 2 672.36 7.359

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

3 YFQFQEEGKEGENR 127 14 4 17.67 b6b8y4°y4 1760.78 49.720 4264 4 440.95 -6.725

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

4 DYLHYHIK 248 8 3 34.03 b3b5y5 1088.57 49.733 4818 1 1088.57 15.139

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

5 DTDAAVGDNIGYITFVLFPR 210 20 4 30.07 b4b6b12b17 2184.11 108.089 2893 2 1092.56 5.924

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

6 ELQAHGADELLKR 65 13 5 28.19 b6*b6b9b12*b12 1479.80 74.549 1514259 2 740.40 2.475

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

7 FYKELQAHGADELLK 62 15 4 24.68 b3b4°b4b6 1761.89 58.067 59967 2 881.45 -14.827

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

8 TITGKTFSSR 290 10 3 24.99 b9y5y8 1097.60 83.316 4609 2 549.30 0.222

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

9 Carbamidomethyl+C(2) NCFASVFEKYFQFQEEGK 118 18 5 19.66 b7b12y4y7*y7 2258.02 94.392 2636 3 753.34 -2.811

|O15144|ARPC2_HUMAN Actin-related 
protein 2/3 complex subunit 2

10 Phosphoryl STY(10) HTNASARDNTINLIHTFR 230 18 3 14.27 b8y9y17 2161.01 108.154 3220 2 1081.01 -7.004

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

1 TTPSYVAFTDTER 38 13 12 71.77
b1°b1b5°b5b9y1y3y5y6y9y11y

13
1487.71 55.116 52107 2 744.36 5.580

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

2 ATAGDTHLGGEDFDNR 222 16 4 15.7 b5°b5y6y13 1675.74 39.397 1761 2 838.37 6.483



|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

3
Carbamidomethyl+C(6);
Carbamidomethyl+C(11)

LYQGGCTGPACGTGYVPGRPATG
PTIEEVD

611 30 6 23.67 b4b8b10b15y4y14 3080.42 110.768 34975 4 770.86 4.676

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

4 Carbamidomethyl+C(6) ELEQMCNPIITK 599 12 5 27.71 b3°b3b9°b9b10 1475.69 39.459 13577 2 738.35 -20.266

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

5 DEFDHK 591 6 1 12.93 y4 790.35 21.869 11550 2 395.68 14.828

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

6 MVLDAEK 519 7 3 35.31 b5b6y3 805.42 43.707 5997 2 403.22 13.110

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

7 ISESDK 563 6 2 12.93 y3°y3 678.34 42.674 5354 1 678.34 8.458

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

8
ETAEAFLGHPVTNAVITVPAYFND

SQR
130 27 6 23.81 b5b6b13°b13y4y6 2947.39 84.040 4070 4 737.60 -21.950

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

9 FNDPVVQADMK 79 11 8 34.12 b7°b7*b7y4°y4y6°y6y7 1263.59 50.385 3967 2 632.30 -11.399

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

10 AEDEVQR 528 7 3 38.32 b3y4y6 846.41 32.130 2402 1 846.41 15.144

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

11 Carbamidomethyl+C(1) CNELLSWLEVNQLAEK 575 16 7 24.07 b8*b8b9°b9*b9b11°b11 1946.00 86.478 2320 3 649.34 16.937

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

12 LLQDYFNGR 350 9 8 42.19 b6°b6b8°b8*b8y4y7°y7 1125.56 34.954 1733 2 563.28 -9.978

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

13 NALESYAFNMK 541 11 5 22.46 b3y7*y7y9*y9 1287.58 32.590 1508 2 644.29 -17.634

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

14 Carbamidomethyl+C(5) LRTACER 264 7 4 47.76 b6y4y5y6 905.46 41.769 8328 2 453.24 2.090

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

15
ETAEAFLGHPVTNAVITVPAYFND

SQRQATK
130 31 4 21.72 b11°b11b12y11 3375.69 136.394 3945 3 1125.90 -1.157

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

16 NALESYAFNMKSVVSDEGLK 541 20 5 20.69 b8°b8y4y14y17 2202.04 58.597 3348 2 1101.53 -13.859

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

17 Carbamidomethyl+C(1) CNELLSWLEVNQLAEKDEFDHK 575 22 9 33.08 b8b9*b9b21y7°y7y9y11*y11 2717.30 98.873 3160 3 906.44 4.043

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

18
ATAGDTHLGGEDFDNRLVSHFVE

EFK
222 26 7 28.13 b5°b5b10b11b15y6y8 2891.33 43.359 2212 2 1446.17 -8.697

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

19 Carbamidomethyl+C(7) ARFEELCADLFR 301 12 4 20.51 b5y6°y6y11 1526.73 103.461 1571 2 763.87 -10.794

|P34931|HS71L_HUMAN Heat shock 70 
kDa protein 1L

20 Oxidation+M(10) FNDPVVQADMK 79 11 4 38.89 b8b9b10y6 1279.60 66.540 24903 2 640.30 1.049
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