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Figure S1: CD spectra of lysozyme in phosphate buffer in 0% and 0.005% (w/w) Tween-20.
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Figure S2: FCS trace of alexa-488 labeled lysozyme in phosphate buffer. Comparisons of fit 
to (a) free diffusion (red) and (b) one component diffusion and one component relaxation 
(black). 
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Figure S3: Variation of relaxation time (R) of lysozyme with laser power. 
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Figure S4. FCS traces of Rhodamin 6G in different mol % of DMSO-water mixture

Figure S5: CD spectra of lysozyme in DMSO-water: (a) 0; (b) 5; (c) 20; and (d) 40 mol % DMSO. 
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a±0.1, b±10 s, c± 2Å.

Mol % 
DMSO pHa D (s)b r (s)b F (%)

R6G 

(s)
rH  (Å)c

0 7.00 220 65 19 60 18

1.31 7.1 265 85 24 61 22

2.74 7.2 350 105 34 66 27

5 7.2 465 150 34 70 33

10 7.4 480 125 32 98 25

15 7.4 470 105 20 114 21

20 7.4 510 60 19.5 132 20

30 7.7 620 40 16 177 18

40 8.0 770 60 19 190 20

Table S1. pH and FCS data of lysozyme: Different mol % of DMSO


